(12) INTERNATIONAL APPLICATION PUBLISHED UNDER THE PATENT COOPERATION TREATY (PCT) 



(19) World Intellectual Property Organization 
International Bureau 

(43) International Publication Date 
12 September 2003 (12.09.2003) 




PCT 



llllllllllllllllllllllli 

(10) International Publication Number 

wo 03/074654 A2 



(§1) International Patent Classification'^ 



C12N 



(21) International Application Number: PCTAJS03/05028 

(22) International Filing Date: 20 February 2003 (20.0X2003) 
(25) Filing Language: English 



(26) Publication Language: 



English 



(30) Priority Data: 

60/358,580 20 February 2002 (20.02.2002) US 

60/363, 1 24 11 March 2002 ( 1 1 .03 .2002) US 

60/386,782 6 June 2002 (06.06.2002) US 

60/406,784 29 August 2002 (29.08.2002) US 

60/408,378 5 September 2002 (05.09.2002) US 

60/409,293 9 September 2002 (09.09.2002 ) US 

60/440,129 15 January 2003 (15.01.2003) US 

(63) Related by continuation (CON) or continuation-in-part 
(CiP) to earlier applications: 

US 60/358,580 (CON) 

Filed on 20 February 2002 (20.02.2002) 



US 

Filed on 
US 

Filed on 
US 

Filed on 
US 

Filed on 
US 

Filed on 
US 

Filed on 



60/363,124 (CON) 
1 1 March 2002 (1 1 .03:2002) 
60/386,782 (CON) 
6 June 2002 (06.06.2002) 
60/406,784 (CON) 
29 August 2002 (29.08.2002) 
60/408,378 (CON) 
5 September 2002 (05.09.2002) 
60/409,293 (CON) 
9 September 2002 (09.09.2002) 
60/440,129 (CON) 
15 January 2003 (15.01.2003) 



(71) Applicant (for all designated States except US): Sirna 
Therapeutics.* Inc [US/US] ; 2950 Wilderness Place, 
Boulder, CO 80301 (US). 

(72) Inventors; and 

(75) Inventors/Applicants (for US only): MCSWIGGEN, 
James [US/US]; 4866 Franklin Drive, Boulder, CO 
80301 (US). BEIGELMAN, Leonid [US/US]; 5530 
Colt Drive, Longmoni, CO 80503 (US). CHOWRIRA, 
Bharat [US/US]; 576 Manonvood Lane, Louisville, CO 
80027 (US). PAVCO, Pamela [US/USl; 705 Barberry 

[Continued on next page] 



3 

1 

0 



> 

CD 

,(— 

o 
O 

< 



(54) Title: RNA INTERreRENCE MEDIATED INHIBITION OF GENE EXPRESSION USING SHORT INTERFERING NU- 
CLEIC ACID (SINA) 



A549 24h PCNA mRNA Expression 



fNl 
< 




25 nWI Treatment 

(57) Abstract: The present invention concerns methods and reagents useful in modulating gene expression in a variety of appli- 
cations, including use in therapeutic, diagnostic, target validation, and genomic discovery applications. Specifically, the invention 
relates to small nucleic acid molecules, such as short interfering nucleic acid (siNA), short interfering RNA (siRNA), double-stranded 
RNA (dsRNA), micro-RNA (miRNA), and short hairpin RNA (shRNA) molecules capable of mediating RNA interference (RNAi) 
against target nucleic acid sequences. The small nucleic acid molecules arc useful in the treatment of any disease or condition that 
responds to modulation of gene expression or activity in a cell, tissue, or organism. 
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RNA INTERFERENCE MEDIATED INHIBITION OF GENE EXPRESSION 
USING SHORT INTERFERING NUCLEIC ACID (siNA) 

This invention claims the benefit of Beigehnan USSN 60/358,580 filed February 
20, 2002, of Beigelman USSN 60/363,124 filed March 11, 2002, of Beigelman USSN 
5 60/386,782 filed June 6, 2002, of Beigelman USSN 60/406,784 filed August 29, 2002, of 
Beigehnan USSN 60/408,378 filed September 5, 2002, of Beigehnan USSN 60/409,293 
filed September 9, 2002, and of Beigelman USSN 60/440,129 filed January 15, 2003. 
These applications are hereby incorporated by reference herein in their entireties, 
including the drawings. 

10 Field Of The Invention 

The present invention concerns methods and reagents usefiil in modulating gene 
expression in a variety of applications, including use in therapeutic, diagnostic, target 
validation, and genomic discovery applications. Specifically, the invention relates to 
small nucleic acid molecules, such as short interfering nucleic acid (siNA), short 
15 interfering RNA (siRNA), double-stranded RNA (dsRNA), micro-RNA (miRNA), and 
short hairpin RNA (sliRNA) molecules capable of mediating RNA interference (RNAi). 

Background Of The Invention 

The following is a discussion of relevant art pertaining to RNAi. The discussion is 
provided only for understanding of the invention that follows. The summary is not an 
20 admission that any of the work described below is prior art to the claimed invention. 
Applicant demonstrates herein that chemically modified short interfering nucleic acids 
possess the same capacity to mediate RNAi as do siRNA molecules and are expected to 
possess improved stability and activity in vivo; therefore, this discussion is not meant to 
be limiting only to siRNA and can be applied to siNA as a whole. 

25 RNA interference refers to the process of sequence-specific post-transcriptional 

gene silencing in animals mediated by short interfering KNAs (siRNAs) (Fire et al, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fimgi. The process of post-transcriptional gene silencing is thought to be an 

1 

BNSDOCID: <WO 03074654A2_I_> 



PCT/US03/05028 

WO 03/074654 

ev„,u«-co:.erv.d cellular defc^e n,echam.m us«. to pr«-en. 0>e -pr^-- °f 
foreign genes and is conunonly shared by diverse flora and phyla (Fire « al. 1999 
Tre.^aene,. 15.358). Such prot«.tionftom foreign gene expression may have evolved 
in response to the produetion of double-stranded RNAs (dsRNAs) derived ftom vural 
infection or from the random integradon of transposon elements into a host genome vra a 
ceUular response that specifically destroys homologous single-sd^oded BNA or v»al 
oenomic BNA. The presence of dsENA in ceUs biggers the RNAi response though a 
Leehanism that has yet to be fully characterized. This mechanism appears to be dtfterent 
from the interferon response that results from dsRNA-mediated activation of protetn 
ktoase PKR and r.5'-oligoadenylate synthetase resulting in non-specific cleavage of 
niRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease m 
enzyme referred to as dicer. Dicer is involved in the processing of the dsRNA into short 
pieces of dsRNA Icnown as short interfering RNAs (siRNAs) (Berstein et al. 2001. 
5 Nature A^9,36^). Short interfering RNAs derived from dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes (Elbashu: 
et al 2001, Genes De... 15, 188). Dicer has also been implicated in the excision of 21- 
and 22-nucleotide small temporal RNAs (stRNAs) from precursor RNA of conserved 
structure that are implicated in translational control (Hutvagner.. a/., 1001, Science. 293, 
,0 834) -me RNAi response also features an endonuclease complex, commonly referred to 
as an RNA-induced silencing complex (RISC), which mediates cleavage of smgle- 
stranded RNA having sequence complementary to the ^.itisense strand of the siRNA 
duplex. Cleavage of the target RNA takes place in the middle of the region 
complementary to the antisense strand of the siRNA duplex (Elbashir et al.. 2001, Genes 
25 Dev.. 15, 188). 

RNAi has been studied in a variety of systems. Fire et al. 1998, Nature. 391, 806, 
were the first to observe RNAi in C. ele^ans. Wianny and Goetz, 1999, Nature Cell 
Biol 2. 70. describe RNAi mediated by dsRNA in mouse embryos. Hammond et al. 
.000, Nature. 404, 293, describe RNAi in Drosopma cells transfected with dsRNA. 
30 Elbashir et al. 2001, Nature. 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21-nucleotide RNAs in cultured mammalian cells includmg human 
embryonic kidney and HeLa cells. Recent work in Drosophila embryonic lysates 
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(Elbashil* et al, 2001, EMBO J., 20, 6877) has revealed certain requirements for siRNA 
length, structure, chemical composition, and sequence that are essential to mediate 
efficient RNAi activity. These studies have shown that 21 -nucleotide siRNA duplexes 
are most active when containing 3-temiinal dinucleotide overhangs. Furthermore, 

5 complete substitution of one or both siRNA strands with 2'-deoxy (2*-H) or 2'-0-methyl 
nucleotides abolishes RNAi activity, whereas substitution of the 3 -terminal siRNA 
overhang nucleotides with 2 -deoxy nucleotides (2 -H) was shown to be tolerated. Single 
mismatch sequences in the center of the siRNA duplex were also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 

10 target RNA is defined by the 5'-end of the siRNA guide sequence rather than the 3 -end of 
the guide sequence (Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have 
indicated that a 5 -phosphate on the target-complementary strand of a siRNA duplex is 
required for siRNA activity and that ATP is utilized to maintain the 5 -phosphate moiety 
on the siRNA (Nykanen et al, 2001, Cell 107, 309). 

15 Studies have shown that replacing the 3'-terminal nucleotide overhanging segments 

of a 21-mer siRNA duplex having two -nucleotide 3 -overhangs with 
deoxyribonucleotides does not have an adverse effect on RNAi activity. Replacing up to 
four nucleotides on each end of the siRNA with deoxyribonucleotides has been reported 
to be well tolerated, whereas complete substitution with deoxyribonucleotides results in 

20 no RNAi activity (Elbasliir et al, 2001, EMBO J., 20, 6877). In addition, Elbashir et al, 
supra^ also report that substitution of siRNA with 2'-0-methyl nucleotides completely 
abolishes RNAi activity. Li et al. International PCT Publication No. WO 00/44914, and 
Beach et al, Litemational PCT Publication No. WO 01/68836 preliminarily suggest that 
siRNA may include modifications to either the phosphate-sugar backbone or the 

25 nucleoside to include at least one of a nitrogen or sulfur heteroatom, however, neither 
application postulates to what extent such modifications would be tolerated in siRNA 
molecules, nor provides any fiirther guidance or examples of such modified siRNA. 
Kreutzer et aL, Canadian Patent Application No. 2,359,180, also describe certain 
chemical modifications for use in dsRNA constructs in order to counteract activation of 

30 double-stranded RNA-dependent protein kinase PKR, specifically 2*-amino or 2*-0- 
methyl nucleotides, and nucleotides containing a 2'-0 or 4-C methylene bridge. 

3 



BNSDOCID: <WO 03074654A2_I_> 



PCT/US03/05028 

WO 03/074654 

However, Kreutzer et al. similarly fails to provide examples or guidance as to what extent 
these modifications would be tolerated in siRNA molecules. 

Parrish et al.. 2000, Molecular Cell 6, 1977-1087, tested certain chemical 
modifications targeting the unc-22 gene in C. elegam using long (>25 nt) siRNA 
5 transcripts. The authors describe the introduction of thiophosphate residues into these 
SiRNA transcripts by incorporating thiophosphate nucleotide analogs with T7 and T3 
RNA polymerase and observed that RNAs with two phosphorothioate modified bases 
also had substantial decreases in effectiveness as RNAi. Further. Parrish et al reported 
that phosphorothioate modification of more than two residues greatly destabilized the 
10 RNAs in vitro such that interference activities could not be assayed. Id. at 1081. The 
authors also tested certain modifications at the 2'-position of the nucleotide sugar in the 
long SiRNA transcripts and found that substituting deoxynucleotides for ribonucleotides 
produced a substantial decrease in interference activity, especially in the case of Uridine 
to Thymidine and/or Cytidine to deoxy-Cytidine substitutions. Id. In addition, the 
15 authors tested certain base modifications, including substituting, in sense and antisense 
strands of the siRNA 4-thiouracil, 5-bromouracil, 5-iodouracil, and 3-(aniinoallyl)uracil 
for uracil, and inosine for guanosine. Whereas 4-thiouracil and 5-bromouracil 
substitution speared to be tolerated, Parrish reported that inosine produced a substantial 
decrease in interference activity when incorporated in either strand. Parrish also reported 
20 that incorporation of 5-iodouracil and 3-(aminoallyl)uracil in the antisense strand resulted 
in a substantial decrease in RNAi activity as well. 

The use of longer dsRNA has been described. For example. Beach et al. 
International PCT PubUcation No. WO 01/68836, describes specific methods for 
attenuating gene expression using endogenously-derived dsRNA. Tuschl et al, 

25 Intemational PCT Publication No. WO 01/75164, describe a Drosophila in vitro RNAi 
system and the use of specific siRNA molecules for certain fimctional genomic and 
certain therapeutic appUcations; although Tuschl, 2001, Chem. Biocheni., 2, 239-245, 
doubts that RNAi can be used to cure genetic diseases or viral infection due to the danger 
of activating interferon response. Li et al, Intemational PCT PubUcation No. WO 

30 00/44914, describe the use of specific dsRNAs for attenuating the expression of certain 
target genes. Zemicka-Goetz et al, Intemational PCT PubUcation No. WO 01/36646, 
describe certain methods for inhibiting the expression of particular genes in mammaUan 
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cells using certain dsRNA molecules. Fire et al, International PCT Publication No. WO 
99/32619, describe particular methods for introducing certain dsRNA molecules into cells 
for use in inhibiting gene expression. Plaetinck et al. International PCT Publication No. 
WO 00/01846, describe certain methods for identifying specific genes responsible for 
5 conferring a particular phenotype in a cell using specific dsRNA molecules. Mello et al. 
International PCT Publication No. WO 01/29058, describe the identification of specific 
genes involved in dsRNA-mediated RNAi. Deschamps Depaillette et al., International 
PCT Publication No. WO 99/07409, describe specific compositions consisting of 
particular dsRNA molecules combined with certain anti-viral agents. Waterhouse et al, 
10 International PCT Publication No. 99/53050, describe certain methods for decreasing the 
phenotypic expression of a nucleic acid in plant cells using certain dsRNAs. DriscoU et 
al, Intemational PCT Publication No. WO 01/49844, describe specific DNA constructs 
for use in facilitating gene silencing in targeted organisms. 

Others have reported on various RNAi and gene-silencing systems. For example, 

15 j^iParrish et al, 2000, Molecular Cell, 6, 1977-1087, describe specific chemically-modified 
siRNA constructs targeting the unc-22 gene of C. elegans. Grossniklaus, Intemational 
: PCT Publication No. WO 01/38551, describes certain methods for regulating polycomb 
gene expression in plants using certain dsRNAs. Churikov et al, Intemational PCT 
Publication No. WO Q\/A2AA3^ describe certain methods for modifying genetic 

20 characteristics of an organism using certain dsRNAs. Cogoni et al, Intemational PCT 
Publication No. WO 01/53475, describe certain methods for isolating a Neurospora 
silencing gene and uses thereof. Reed et al, Intemational PCT Publication No. WO 
01/68836, describe certain methods for gene silencing in plants. Honer et al, 
Intemational PCT PubHcation No. WO 01/70944, describe certain methods of dmg 

25 screening using transgenic nematodes as Parkinson's Disease models using certain 
dsRNAs. Deak et al, Intemational PCT Publication No. WO 01/72774, describe certain 
Dj'osophila-dcnvQd gene products that may be related to RNAi in Drosophila. Amdt et 
al, Intemational PCT PubUcation No. WO 01/92513 describe certain methods for 
mediating gene suppression by using factors that enhance RNAi. Tuschl et al, 

30 Intemational PCT Publication No. WO 02/44321, describe certain synthetic siRNA 
constmcts. Pachuk et al, Intemational PCT Publication No. WO 00/63364, and 
Satishchandran et al, Intemational PCT Pubhcation No. WO 01/04313, describe certain 

5 
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a.soL certain C. e,e,a.. genes identifled viaRNAi. Kxeulze, e, l..ema.onal PCX 
ploaUo. Nos. WO 02/05569, WO 0^0556,3. and BP Bl descnbes 

„...ods for inhibiting gene expression using PNAi. Graham e, al. L«en^onal PCT 
PnbUcaaons Nos. WO ~9 and WO 01,70949. and AU 4037501 descnhe ^ 
express^ siKNA nrolecules. Fire e, aU US 6,506.559. desc*e cerU. 

r„r inhihLg gene expression in vi.ro using cer^in long dsRNA (greater .han 25 

nucleotide) constructs that mediate RNAi. 

SUMMARY OF THE INVENTION 

This invention relates to compounds, compositions, and methods useM for 

nrodulating RNA taction and/or g«« expression in a ceU. Sp^cally, ^ ms^ 
inventioufeatures synthetic small nucleic acidmolecules,suchas short mterfenngnuclerc 

acid (siNA). short interfering RNA (siKNA), doub.e-s^ed BNA (dsM^A . mxcro- 
BNA (miENA). and short hairpin RNA (sl*NA) molecules capable of modulatmg gene 
cxpressionincellsbyRNAinferencetRNAi). The siRNAofthe instant— ^he 

chemicaUy syn.hesi.ed. expressed from a vector or enzymatically ^f^^^^ 
of chemically modified siNA can improve various properties otnattve s*NA molecules 
toough increased resistance to nuclease degradation and/or improved ceUute 

, up.*e. The ChemicaUy modified siNA molecules of the instant invenfion provrde usefu 
reagents and mettK>ds for a variety of therapeutic, diagnostic, agricultural, targe, 
validation, genomic discovery, genetic engmeering andpharmacogenomic appbcauons. 

to a non-limiting example. *e intioduction of chemically modified nucleotides in» 
nucleic acid molecules provides a powerful tool in overcoming potential limitations of m 
,5 «vo stabiUty and bioavailabihty ir^eren. to native RNA molecules titat are dehve«d 
■ ^ogenously. For example, tire use of chemicaUy modified nucleic acid molecules can 
enable a lower dose of a particular nucleic acid molecule for a given therapeutic effect 
since chemically modified nucleic acid molecules tend to have a longer half-hfe m serum. 
Furthennore, certain chemical modifications can improve tire bioavailability of nucletc 
30 acid molecules by targeting particular cells or tissues and/or improving cellular upt^e of 
tire nucleic acid molecule. Therefore, even if tire activity of a chemicaUy modtfied 



BNSDOCI[> <WO 03074654A2J_> 



wo 03/074654 PCT/US03/05028 

nucleic acid molecule is reduced as compared to a native nucleic acid molecule, for 
example when compared to an all RNA nucleic acid molecule, the overall activity of the 
modified nucleic acid molecule can be greater than the native molecule due to improved 
stability and/or delivery of the molecule. Unlike native unmodified siRNA, chemically 
5 modified siNA can also minimize the possibility of activating interferon activity in 
humans. 

The siRNA molecules of the invention can be designed to inhibit gene expression 
through RNAi targeting of a variety of RNA molecules. In one embodiment, the siRNA 
molecules of the invention are used to target various RNAs corresponding to a target 
gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), alternate 
RNA spUce variants of target gene(s), post-transcriptionally modified RNA of target 
gene(s), pre-mRNA of target gene(s). If alternate splicing produces a family of transcipts 
that are distinguished by usage of appropriate exons, the instant invention can be used to 
inhibit gene expression through the appropriate exons to specifically inhibit or to 
distinguish among the functions of gene family members. For example, a protein that 
contains an alternatively spliced transmembrane domain can be expressed in both 
membrane bound and secreted forms. Use of the invention to target the exon containing 
the transmembrane domain can be used to determine the functional consequences of 
pharmaceutical targeting of membrane bound as opposed to the secreted form of the 
protein. Non-limiting examples of applications of the invention relating to targeting these 
RNA molecules include therapeutic pharmaceutical applications, pharmaceutical 
discovery applications, molecular diagnostic and gene function appUcations, and gene 
mapping, for example using single nucleotide polymorphism mapping with siRNA 
molecules of the uivention. Such applications can be implemented using known gene 
sequences or firom partial sequences available firom an expressed sequence tag (EST). 

In another embodiment, the siRNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siRNA 
can be used to characterize pathways of gene function in a variety of applications. For 
example, the present invention can be used to inhibit the activity of target gene(s) in a 
30 pathway to determine the function of imcharacterized gene(s) in gene fimction analysis, 
inRNA function analysis, or translational analysis. The invention can be used to 
determine potential target gene pathways involved in various diseases and conditions 

7 

BNSDOCID: <WO 03074654A2^I_> 



10 



15 



20 



25 



wo 03/074654 PCT/IIS03/05028 

toward phannaceutical development. The invention can be used to understand pathways 
of gene expression involved in development, such as prenatal development, postnatal 
development and/or aging. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
5 molecule that down-regulates expression of a gene family by RNA interference. The 
gene family can comprise more than one splice variant of a target gene, more than one 
post-transcriptionally modified RNA of a target gene, or more than one RNA trascript 
having shared homology. In one embodimrait, ttie gene family comprises ^idermal 
growth factor (e.g., EGFR, such as HERl, HER2, HERS, and/or HER4) genes, vascular 
10 endothelial growth factor and vascular endotheUal growth factor receptor (e.g., VEGF, 
VEGFRl, VEGFR2, or VEGFR3) genes, or viral genes corresponding to differrait viral 
strains (e.g., HIV-1 and HIV-2). Such gene families can be established by analysing 
nucleic acid sequences (e.g., sequences shown by Genbank Accession Nos. in Table V) 
for homology. 

15 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises one 
or more chemical modifications and each strand of the double-stranded siNA is about 21 
nucleotides long. 

20 In one embodiment, a siNA molecule of the invention comprises no 

ribonucleotides. In another embodiment, a siNA molecule of the invention comprises 
ribonucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

25 mammalian target gene (e.g., a human gene), wherein one of the strands of the double- 
stranded siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion thereof, and 
wherein the second strand of the double-stranded siNA molecule comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 

30 target gene or a portion thereof. 
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In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein each strand of the siNA molecule 
comprises about 19 to about 23 nucleotides, and wherein each strand comprises about 19 
5 nucleotides that are complementary to the nucleotides of the other strand. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises an 
antisense region comprising a nucleotide sequence fliat is complementary to a nucleotide 
10 sequence of the endogenous mammalian target gene or a portion thereof, and wherein the 
siNA further comprises a sense region, wherein the sense region comprises a nucleotide 
sequence substantially similar to the nucleotide sequence of the endogenous mammalian 
target gene or a portion thereof. 

In one embodiment, the invention features a double-stranded short interfering 
15 liucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the antisense region and the sense 
region each comprise about 19 to about 23 nucleotides, and wherein the antisense region 
comprises about 19 nucleotides that are complementary to nucleotides of the sense 
region. 

20 In one embodiment, the invention features a double-stranded short interfering 

nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 

25 the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule is assembled 
30 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule. 

9 
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The sense region can be connected to the antisense region via a linker molecule, such as a 
polynucleotide linker or a non-nucleotide linker. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 

5 mammaHan target gene (e.g., a human gene), wherein the siNA molecule comprises a 
sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 

10 wherein pyrimidine nucleotides in the sense region are 2'-0-methyl pyrimidine 
nucleotides, 2'-deoxy nucleotides, and/or 2'-deoxy-2'-fluoro pyrimidine nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g.. a human gene), wherein the siNA molecule is assembled 

15 from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein the fragment comprising the sense region includes a teraiinal cap moiety at the 
5'-end, the 3'-end, or both of the 5' and 3" ends of the fragment comprising the sense 
region. In another embodiment, the temiinal cap moiety is an inverted deoxy abasic 

20 moiety or glyceryl moiety. In another embodiment, each of the two fragments of the 
siNA molecule comprise 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
mammalian target gene (e.g., a human gene), wherein the siNA molecule comprises a 

25 sense region and an antisense region and wherein the antisense region comprises a 
nucleotide sequence that is complementary to a nucleotide sequence of RNA encoded by 
the endogenous mammalian target gene or a portion thereof and the sense region 
comprises a nucleotide sequence that is complementary to the antisense region, and 
wherein the piirine nucleotides present in the antisense region comprise 2'-deoxy- purine 

30 nucleotides. In anotixer embodiment, the antisense region comprises a phosphorothioate 
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intemucleotide linkage at the 3* end of the antisense region. In another embodiment, the 
antisense region comprises a glyceryl modification at the 3' end of the antisense region. 

hi one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that down-regulates expression of an endogenous 
5 mammaUan target gene (e.g., a human gene), wherein the siNA molecule is assembled 
from two separate oligonucleotide fragments wherein one fragment comprises the sense 
region and the second fragment comprises the antisense region of the siNA molecule, and 
wherein about 19 nucleotides of each fragment of the siNA molecule are base-paired to 
the complementary nucleotides of the other fragment of the siNA molecule and wherein 
10 at least two 3' terminal nucleotides of each fragment of the siNA molecule are not base- 
paired to the nucleotides of the other fragment of the siNA molecule. In another 
embodiment, each of the two 3' terminal nucleotides of each fragment of the siNA 
molecule are 2'-deoxy-pyrimidines, such as 2'-deoxy-thymidine. In another embodiment, 
all 21 nucleotides of each fragment of the siNA molecule are base-paired to the 
15 complementary nucleotides of the other fragment of the siNA molecule. In another 
embodiment, about 19 nucleotides of the antisense region are base-paired to the 
nucleotide sequence or a portion thereof of the RNA encoded by the endogenous 
mammaUan target gene. In another embodiment, 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence or a portion thereof of the RNA encoded by 
20 the endogenous mammalian target gene. In another embodiment, the 5 '-end of the 
fragment comprising said antisense region optionally includes a phosphate group. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target RNA sequence (e.g., wherein said target RNA sequence is encoded by a human 
25 gene), wherein the siNA molecule comprises no ribonucleotides and wherein each strand 
of the double-stranded siNA molecule comprises about 21 nucleotides. 

In one embodiment, the invention features a double-stranded short interfering 
nucleic acid (siNA) molecule that inhibits the expression of an endogenous mammalian 
target gene (e.g., a human gene such as vascular endothelial growth factor, vascular 
30 endothehal growth factor receptor (such as VEGFRl, VEGFR2, or VEGFR3), BCL2, 
HER2/neu, c-Myc, PCNA, REL-A, PTPIB, BACE, CHKl, PKC-alpha, or EGFR), 

11 
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Wherein the siNA molecule does not require the presence of a ribonucleotide within the 
siNA molecule for said inhibition of expression of an endogenous mammalian target gene 
and wherein each strand of the double-stranded siNA molecule is about 21 nucleotides 
long. 

5 In one embodiment, the invention features a medicament comprising a siNA 

molecule of the invention. 

In one embodiment, the invention features an active ingredient comprising a siNA 
molecule of flie invention. 

In one embodiment, the invention features the use of a double-stranded short 
10 interfering nucleic acid (siNA) molecule to down-regulate expression of an endogenous 
mammahan target gene, wherein the siNA molecule comprises one or more chemical 
modifications and each strand of the double-stranded siNA is about 21 nucleotides long. 

Jn one embodiment, siRNA molecule(s) and/or methods of the invention are used to 
inhibit the expression of gene(s) that encode RNA referred to by Genbank Accession 
15 number in Table V. hi another embodiment, siRNA molecule(s) and/or methods of the 
invention are used to target RNA sequence(s) referred to by Genbank Accession number 
in Table V, or nucleic acid sequences encodmg such sequences referred to by Genbank 
Accession number in Table V. Such sequences are readily obtained using the Genbank 
Accession numbers in Table V. 

20 In one embodunent, the invention features a siNA molecule having RNAi activity 

against an RNA encodmg a protein, wherein the siNA molecule comprises a sequence 
complementary to RNA having protein encoding sequence, such as those sequences 
having GenBank Accession Nos. shown m Table V. 

hi another embodiment, the invention features a siNA molecule having RNAi 
activity against a gene, wherein the siNA molecule comprises nucleotide sequence 
complementary to a nucleotide sequence of the gene, such as genes encoding sequences 
having GenBank Accession Nos. shown in Table V. hi another embodiment, a siNA 
molecule of the invention includes nucleotide sequence that can interact with nucleotide 
sequence of a gene and thereby mediate silencing of gene expression, for example. 
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wherein the siNA mediates regulation of gene expression by cellular processes that 
modulate the chromatin structure of the gene and prevent transcription of the gene. 

In yet another embodiment, the invention features a siNA molecule comprising a 
sequence, for example, the aiitisense sequence of the siNA constmct, complementary to a 
5 sequence represented by GenBank Accession Nos. shown in Table V or a portion of said 
sequence. 

In one embodiment, the nucleic acid molecules of the invention that act as 
mediators of the RNA interference gene silencmg response are chemically modified 
double stranded nucleic acid molecules. As in their native double straaded RNA 

10 counterparts, these siNA molecules typically consist of duplexes containing about 19 base 
pairs between oligonucleotides comprising about 19 to about 25 nucleotides. The most 
active siRNA molecules are thought to have such duplexes with overhanging ends of 1-3 
nucleotides, for example 21 nucleotide duplexes with 19 base pairs and 2 nucleotide 3'- 
overhangs. These overhanging segments are readily hydrolyzed by endonucleases iu vivo. 

15 Studies have shown that replacing the 3 '-overhanging segments of a 21-mer siKNA 
duplex having 2 nucleotide 3' overhangs with deoxyribonucleotides does not have an 
adverse effect on RNAi activity. Replacing up to 4 nucleotides on each end of the siRNA 
with deoxyribonucleotides has been reported to be well tolerated whereas complete 
substitution with deoxyribonucleotides results in no RNAi activity (Elbashir et aL, 2001, 

20 EMBO J., 20, 6877). In addition, Elbashir et al supra, also report that substitution of 
siRNA with 2*-0-methyl nucleotides completely aboUshes RNAi activity. Li et aL, 
Litemational PCT PubHcation No. WO 00/44914, and Beach et al. International PCT 
Publication No. WO 01/68836 both suggest that siRNA may include modifications to 
either the phosphate-sugar back bone or the nucleoside to include at least one of a 

25 nitrogen or sulfur heteroatom, however neither application teaches to what extent these 
modifications are tolerated in siRNA molecules nor provide any examples of such 
modified siRNA. Ejreutzer and Limmer, Canadian Patent Application No. 2,359,180, 
also describe certain chemical modifications for use in dsRNA constructs in order to 
counteract activation of double stranded-RNA-dependent protein kinase PKR, 

30 specifically 2'-amino or 2'-0-methyl nucleotides, and nucleotides containing a 2'-0 or 
4'-C methylene bridge. However, Kreutzer and Limmer similarly fail to show to what 
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extent these modifications are tolerated in siRNA molecules nor provide any examples of 
such modified siRNA. 

In one embodiment, the invention features chemically modified siNA constructs 
having specificity for target nucleic acid molecules in a cell (i.e. target nucleic acid 
5 molecules comprising or encoded by seqences referred to herein by Genbank Accession 
numbers in Table V). Non-limiting examples of such chemical modifications include 
without limitation phosphorothioate intemucleotide linkages, 2'-0-methyl 
ribonucleotides, 2'-deoxy-2'-fluoro ribonucleotides, 2'-deoxy ribonucleotides, "universal 
base" nucleotides, 5-C-methyl nucleotides, and inverted deoxyabasic residue 
10 incorporation. These chemical modifications, when used in various siNA constructs, are • 
shown to preserve RNAi activity in cells while at the same time, dramatically increasing 
the serum stability of these compounds. Furthermore, contrary to the data published by 
Parrish et ah. supra, applicant demonstrates that multiple (greater liian one) 
phosphorothioate substitutions are well-tolerated and confer substantial increases in 
1 5 serum stability for modified siNA constructs. 

In one embodiment, a siNA molecule of the invention comprises modified 
nucleotides wliile maintaining the ability to mediate RNAi. The modified nucleotides can 
be used to improve in vitro or in vivo characteristics such as stability, activity, and/or 
bioavailability. For example, a siNA molecule of the invention can comprise modified 
20 nucleotides as a percentage of the total number of nucleotides present in the siNA 
molecule. As such, a siNA molecule of the invention can generally comprise modified 
nucleotides of about 5 to about 100% of die nucleotide positions (e.g., 5%, 10%, 15%, 
20%, 25%, 30%, 35%, 40%, 45%, 50%, 55%, 60%, 65%, 70%, 75%, 80%, 85%, 90%, 
95% or 100% of the nucleotide positions). The actiial percentage of modified nucleotides 
25 present in a given sSSFA molecule depends on die total number of nucleotides present in 
the siNA. If the siNA molecule is single stranded, the percent modification can be based 
upon the total number of nucleotides present in the single stranded siNA molecules. 
Likewise, if the siNA molecule is double stranded, the percent modification can be based 
upon the total number of nucleotides present m the sense stirand, antisense stirand, or both 
30 the sense and antisense strands. In addition, tiie actiial percentage of modified 
nucleotides present in a given siNA molecule can also depend on the total number of 
purine and pyrimidine nucleotides present in the siNA, for example wherein all 



14 



BNSDCX:iD <WO 03074654A2J_> 



wo 03/074654 PCT/liS03/f>5028 

pyrimidine nucleotides and/or all purine nucleotides present in the siNA molecule are 
modified. 

The antisense region of a siNA molecule of the invention can comprise a 
phosphorothioate intemucleotide linkage at the 3*-end of said antisense region. The 
antisense region can comprise about one to about five phosphorothioate intemucleotide 
hnkages at the 5 '-end of said antisense region. The 3 '-terminal nucleotide overhangs of a 
siNA molecule of the invention can comprise ribonucleotides or deoxyribonucleotides 
that are chemically-modified at a nucleic acid sugar, base, or backbone. The 3 -terminal 
nucleotide overhangs can comprise one or more universal base ribonucleotides. The 3 - 
terminal nucleotide overhangs can comprise one or more acyclic nucleotides. 

One embodiment of the invention provides an expression vector comprising a 
nucleic acid sequence encoding at least one siNA molecule of the invention in a manner 
that allows expression of the nucleic acid molecule. Another embodiment of the 
invention provides a mammalian cell comprising such an expression vector. The 
mammalian cell can be a human cell. The siNA molecule of the expression vector can 
comprise a sense region and an antisense region. The antisense region can comprise 
sequence complementary to a RNA or DNA sequence encoding a protein and the sense 
region can comprise sequence complementary to the antisense region. The siNA 
molecixle can comprise two distinct strands having complementary sense and antisense 
regions. The siNA molecule can comprise a single strand having complementary sense 
and antisense regions. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
25 more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides comprising a backbone 
modified intemucleotide linkage having Formula I: 

Z 

II 

Ri P Y R2 

W 

15 
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wherein each Rl and R2 is independently any nucleotide, non-nucleotide, or 
polynucleotide which can be naturally-occurring or chemically-modified, each X and Y is 
independently O. S, N. alkyl, or substituted alkyl, each Z and W is independently O, S, N, 
alkyl, substituted alkyl, O-alkyl, S-aJkyl, alkaryl, or aralkyl, and wherein W, X, Y. and Z 
5 are optionally not all O. 

The chemically-modified intemucleotide hnkages having Formula I, for example, 
wherein any Z, W, X, and/or Y independently comprises a sulphur atom, can be present 
in one or both oUgonucleotide strands of the siNA duplex, for example, in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
10 comprise one or more ie.g., about 1, 2. 3, 4, 5, 6, 7, 8, 9, 10, or more) chemically- 
modified intemucleotide linkages having Formula I at the 3'-end, the 5'-end, or both of 
the 3' and 5'-ends of the sense strand, the antisense strand, or both strands. For example, 
an exemplary siNA molecule of the invention can comprise about 1 to about 5 or more 
(e.g., about 1, 2, 3, 4, 5, or more) chemically-modified intemucleotide hnkages having 
15 Formula I at the 5'-end of the sense strand, the antisense strand, or both strands. In 
another non-limiting example, an exemplary siNA molecule of the invention can 
comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) pyrimidine 
nucleotides with chemically-modified intemucleotide linkages having Formula I in the 
sense strand, the antisense strand, or both strands. Li yet another non-limiting example, 
20 an exemplary siNA molecule of the invention can comprise one or more (e.g. , about 1,2, 
3, 4, 5, 6, 7, 8, 9, 10, or more) purine nucleotides with chemically-modified 
intemucleotide linkages having Formula I in the sense strand, the antisense strand, or both 
strands. In another embodiment, a siNA molecule of the invention having intemucleotide 
linkage(s) of Formula I also comprises a chemically-modified nucleotide or non- 
25 nucleotide having any of Formulae I-Vn. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA mterference (KNAi) inside a cell 
or reconstituted in vitro system, wherein the cheatnical modification comprises one or 
more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
30 having Formula 11: 
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B 




^3 

wherein each R3, R4, R5, R6, R7, R8, RIO, Rll and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
5 O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, 0N02, N02, N3, 
NH2, aininoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocyclo alkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
10 ' aminoadenosine, 5~methylcytosme, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be complementary or non-complementary to target RNA or a non- 
nucleosidic base such as phenyl, naphthyl, 3-nitropyrrole, 5-nitroindole, nebularine, 
pyridone, pyridinone, or any other non-naturally occurring universal base that can be 
complementary or non-complementary to target RNA. 

15 The chemically-modified nucleotide or non-nucleotide of Formula 11 can be present 

in one or both oligonucleotide strands of the siNA duplex, for example in the sense 
strand, the antisense strand, or both strands. The siNA molecules of the invention can 
comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 11 at 
the 3 -end, the 5 -end, or both of the 3' and 5 -ends of the sense strand, the antisense 

20 strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) chemically- 
modified nucleotides or non-nucleotides of Formula II at the 5 -end of the sense strand, 
the antisense strand, or both strands. In anther non-limiting example, an exemplary siNA 
molecule of the invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 

25 5, or more) chemically-modified nucleotides or non-nucleotides of Formula n at the 3 - 
end of the sense strand, the antisense strand, or both strands. 
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In one embodiment, the invention features a chemicaUy-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises one or 
more {e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) nucleotides or non-nucleotides 
having Formula IQ: 




wherein each R3, R4, R5, R6, R7, R8, RIO, Rll and R12 is independently H, OH, alkyl, 
substituted alkyl, alkaryl or aralkyl, F. CI, Br, CN, CF3, OCF3, OCN. O-alkyl, S-alkyl, 
N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl-OH, 
O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, 0N02, N02. N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and B 
is a nucleosidic base such as adenine, guanine, uracil, cytosine, thymine, 2- 
aminoadenosine, 5-methylcytosine, 2,6-diaminopurine, or any other non-naturally 
occurring base that can be employed to be complementary or non-complementary to 
target RNA or a non-nucleosidic base such as phenyl, naphthyl, 3-nitropyirole, 5- 
nitroindole, nebularine. pyridone. pyridinone. or any other non-naturally occurring 
universal base that can be complementary or non-complementary to target RNA. 

The chemically-modified nucleotide or non-nucleotide of Formula EI can be 
present in one or both oUgonucleotide strands of the siNA duplex, for example, in the 
sense strand, the antisense strand, or both strands. The siNA molecules of the invention 
can comprise one or more chemically-modified nucleotide or non-nucleotide of Formula 
ni at the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the sense strand, the antisense 
strand, or both strands. For example, an exemplary siNA molecule of the invention can 
comprise about 1 to about 5 or more {e.g., about 1, 2, 3, 4. 5, or more) chemically- 
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modified nucleotide(s) or non-nucleotide(s) of Formula III at the 5 -end of the sense 
strand, the antisense strand, or both strands. In anther non-limiting example, an 
exemplary siNA molecule of the invention can comprise about 1 to about 5 or more (eg,, 
about 1, 2, 3, 4, 5, or more) chemically-modified nucleotide or non-nucleotide of Formula 
5 in at the 3 -end of the sense strand, the antisense strand, or both strands. 

In another embodiment, a siNA molecule of the invention comprises a nucleotide 
having Formula II or EI, wherein the nucleotide having Formula n or m is in an inverted 
configuration. For example, the nucleotide having Formula n or EI is connected to the 
siNA constmct in a 3'-3', 3*-2', 2-3', or 5-5' coitfiguration, such as at the 3 -end, the 5'- 
10 end, or both of the 3' and 5 -ends of one or both siNA strands. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a 5 - 
terminal phosphate group having Formula IV: 



15 W 

wherein each X and Y is independently O, S, N, alkyl, substituted alkyl, or alkylhalo; 
wherein each Z and W is independently O, S, N, alkyl, substituted alkyl, O-alkyl, S-alkyl, 
alkaryl, aralkyl, or alkylhalo; and wherein W, X, Y and Z are not all O. 

In one embodiment, the invention featxires a siNA molecule having a 5'-terniinal 
20 phosphate group having Formula IV on the target-complementary strand, for example, a 
strand complementary to a target RNA, wherein the siNA molecule comprises an all RNA 
siNA molecule. In another embodiment, the invention features a siNA molecule having a 
5'-termiiial phosphate group having Formula IV on the target-complementary strand 
wherein the siNA molecule also comprises about 1 to about 3 (e.g., about 1, 2, or 3) 
25 nucleotide 3*-terminal nucleotide overhangs having about 1 to about 4 (e.g., about 1, 2, 3, 
or 4) deoxyribonucleotides on the 3'-end of one or both strands. In another embodiment, 
a 5 '-terminal phosphate group having Fomiula IV is present on the target-complementary 
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Strand of a siNA molecule of the invention, for example a siNA molecule having 
chemical modifications having any of Formulae I- VII. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule capable of mediating RNA interference (RNAi) inside a cell 

5 or reconstituted in vitro system, wherein the chemical modification comprises one or 
more phosphorothioate intemucleotide linkages. For example, in a non-limiting example, 
the invention features a chenodcally-modified short interfering nucleic acid (siNA) having 
about 1, 2, 3, 4, 5, 6, 7, 8 or more phosphorothioate intemucleotide linkages in one siNA 
strand. In yet another embodiment, the invention features a chemically-modified short 

10 interfering nucleic acid (siNA) individually having about 1, 2, 3, 4, 5, 6, 7, 8 or more 
phosphorothioate intemucleotide linkages in both siNA strands. The phosphorothioate 
intemucleotide linkages can be present in one or both oligonucleotide strands of the siNA 
duplex, for example in the sense strand, the antisense strand, or both strands. The siNA 
molecules of the invention can comprise one or more phosphorothioate intemucleotide 

15 linkages at the 3'-end, the 5*-end, or both of the 3 - and 5'-ends of the sense strand, the 
antisense strand, or both strands. For example, an exemplary siNA molecule of the 
invention can comprise about 1 to about 5 or more (e.g., about 1, 2, 3, 4, 5, or more) 
consecutive phosphorothioate intemucleotide linkages at the 5 -end of the sense strand, 
the antisense strand, or both strands. In another non-limiting example, an exemplary 

20 siNA molecule of the invention can comprise one or more {e.g.^ about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pyrimidine phosphorothioate intemucleotide linkages in the sense strand, 
the antisense strand, or both strands. In yet another non-limiting example, an exemplary 
siNA molecule of the invention can comprise one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 
9, 10, or more) pmine phosphorothioate intemucleotide linkages in the sense strand, the 

25 antisense strand, or both strands. 

In one embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate intemucleotide linkages, and/or one or more {e.g., about 1, 2, 3, 4, 5, 6, 
7, 8, 9, 10 or more) 2 -deoxy, 2 -O-methyl, 2'-deoxy-2 -fluoro, and/or about one or more 
30 {e.g,, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) imiversal base modified nucleotides, and 
optionally a temiinal cap molecule at the 3 -end, the 5'-end, or both of the 3 - and 5 -ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 
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more, specifically about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more phosphorothioate 
intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2*-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and optionally a terminal 
5 cap molecule at the 3*-end, the 5 -end, or both of tlie 3 - and 5 -ends of the antisense 
strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 
10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand are 
chemically-modified with 2 -deoxy, 2 -O-methyl and/or 2*-deoxy-2 -fluoro nucleotides, 
with or without one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more, 
10 phosphorothioate intemucleotide linkages and/or a temiinal cap molecule at the 3*-end, 
the 5*-end, or botli of the 3 - and 5*-ends, being present in the same or different strand. 

In another embodiment, the invention features a siNA molecule, wherein the sense 
strand comprises about 1 to about 5, specifically about 1, 2, 3, 4, or 5 phosphorothioate 
intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 2 -deoxy, 

15 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more (e.g., about 1, 2, 3, 4, 5, or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3-end, 
the 5 -end, or both of the 3*- and 5 '-ends of the sense strand; and wherein the antisense 
strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5, or more 
phosphorothioate intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 

20 7, 8, 9, 10 or more) 2'-deoxy, 2 -O-methyl, 2 -deoxy-2 -fluoro, and/or one or more (e.g., 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the 5 -end, or both of the 3 - and 5'-ends 
of the antisense strand. In another embodiment, one or more, for example about 1, 2, 3, 4, 
5, 6, 7, 8, 9, 10, or more, pyrimidine nucleotides of the sense and/or antisense siNA strand 

25 are chemically-modified with 2'-deoxy, 2'-0-methyl and/or 2 -deoxy-2'-fluoro 
nucleotides, with or without about 1 to about 5 or more, for example about 1, 2, 3, 4, 5, or 
more phosphorothioate intemucleotide linkages and/or a terminal cap molecule at the 3 - 
end, the 5 -end, or both of the 3 - and 5'-ends, being present in the same or different 
strand. 

30 In one embodiment, the invention features a siNA molecule, wherein the antisense 

strand comprises one or more, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more 
phosphorothioate intemucleotide linkages, and/or about one or more (e.g., about 1, 2, 3, 
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4 5 6 7 8 9 10 or more) 2'-deoxy,2'-0-me1hyl,2^deoxy-2'-fluoro. and/or one or more 
le g. Ibout 1, 2, 3, 4, 5. 6, 7. 8, 9, 10 or more) universal base modified nucleotides, and 
optionally a terminal cap molecule at the 3'-end, the S'-end, or bofc of the 3'- and S'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 10 or 

i.4io':id';fi789 10 or more phosphorothioate 
more, specifically about 1, 2, 3, 4, o, /, o, 

intemucleotide linkages, and/or one or more (e.g., about 1, 2, 3, 4, 5, 6, 7. 8, 9, 10 or 
more) 2'-deoxy, 2'-0-methyl, 2'-deoxy-2'-fluoro, and/or one or more {e.g., about 1, 2, 3, 4. 
5 6 7 8 9 10 or more) universal base modified nucleotides, and optionally a termmal 
clp mllJcuie at the 3'-end, the 5>-end, or both of the 3-- and 5'-ends of the antisense 
strand In another embodiment, one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 
or more pyrimidine nucleotides of the sense and/or antisense siNA strand are chemically- 
modified with 2'-deoxy, 2'-0-methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or 
witixout one or more, for example, about 1, 2, 3. 4, 5. 6, 7, 8, 9, 10 or more 
phosphorothioate intemucleotide linkages and/or a terminal cap molecule at the 3'-end, 
the 5'-end, or both of the 3' and 5'-ends, being present in the same or different strand. 

m another embodiment, the invention features a siNA molecule, wherein the 
antisense strand comprises about 1 to about 5 or more, specifically about 1, 2, 3, 4, 5 or 
more phosphorothioate intemucleotide linkages, and/or one or more {e.g., about 1, 2, 3, 4, 
5 6 7 8, 9. 10 or more) 2'-deoxy, 2--0-metiiyl, 2'-deoxy-2'-fluoro, and/or one or more 
le ^ about 1, 2. 3, 4, 5, 6, 7, 8. 9, 10 or more) universal base modified nucleotides, and 
optionally a temxinal cap molecule at the 3'-end, the 5'-end. or botii of the 3'- and 5'-ends 
of the sense strand; and wherein the antisense strand comprises about 1 to about 5 or 
more, specifically about 1, 2, 3, 4, 5 or more phosphorothioate intemucleotide hnkages, 
and/or one or more {e.g., about 1, 2, 3, 4, 5, 6, 7. 8, 9, 10 or more) 2'-deoxy, 2'-0-methyl, 
> 2'-deoxy-2'-fluoro, and/or one or more {e.g., about 1, 2, 3, 4. 5, 6, 1, 8. 9, 10 or more) 
universal base modified nucleotides, and optionally a terminal cap molecule at the 3'-end, 
the 5'-end, or both of the 3'- and 5'-ends of the antisense strand. In another embodiment, 
one or more, for example about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10 or more pyrimidine nucleotides 
of tiie sense and/or antisense siNA strand are chemically-modified with 2'-deoxy, 2'-0- 
0 methyl and/or 2'-deoxy-2'-fluoro nucleotides, with or without about 1 to about 5, for 
example about 1. 2, 3, 4. 5 or more phosphorothioate intemucleotide linkages and/or a 
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terminal cap molecule at the 3 -end, the 5 -end, or both of the 3'- and 5 -ends, being 
present in the same or different strand. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule having about 1 to about 5, specifically about 1, 2, 3, 4, 5 or 
5 more phosphorothioate intemucleotide linlcages in each strand of the siNA molecule. 

In another embodiment, the invention features a siNA molecule comprising 2-5' 
intemucleotide linkages. The 2-5* intemucleotide linkage(s) can be at the 3 -end, the 5'- 
end, or both of the 3 - and 5*-ends of one or both siNA sequence strands. In addition, the 
2-5* intemucleotide linkage(s) can be present at various other positions within one or both 
10 siNA sequence strands, for example, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more including 
every intemucleotide linkage of a pyrimidine nucleotide in one or both strands of the 
siNA molecule can comprise a 2'-5' intemucleotide linkage, or about 1, 2, 3, 4, 5, 6, 7, S, 
9, 10, or more including every intemucleotide linkage of a purine nucleotide in one or 
both strands of the siNA molecule can comprise a 2'-5* intemucleotide linkage. 

15 In another embodiment, a chemically-modified siNA molecule of the invention 

comprises a duplex having two strands, one or both of which can be chemicallj^-modified, 
wherein each strand is about 18 to about 27 (e.g., about 18, 19, 20, 21, 22, 23, 24, 25, 26, 
or 27) nucleotides in length, wherein the duplex has about 18 to about 23 {e.g.^ about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the chemical modification comprises a 

20 structure having any of Formulae I-VII. For example, an exemplary chemically-modified 
siNA molecule of the invention comprises a duplex having two strands, one or both of 
which can be chemically-modified with a chemical modification having any of Formulae 
I-Vn or any combination thereof, wherein each strand consists of about 21 nucleotides, 
each having a 2-nucleotide 3 '-terminal nucleotide overhang, and wherein the duplex has 

25 about 19 base pairs. In another embodiment, a siNA molecule of the invention comprises 
a single stranded hairpin structure, wherein the siNA is about 36 to about 70 (e.g., about 
36, 40, 45, 50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 {e.g., 
about 18, 19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification comprising a structure having any of Formulae I-VII or any combination 

30 thereof For example, an exemplary chemically-modified siNA molecule of the invention 
comprises a linear oligonucleotide having about 42 to about 50 {e.g., about 42, 43, 44, 45, 
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46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a chemical 
modification having any of Fomiulae I-Vn or any combination thereof, wherein the linear 
oligonucleotide forms a hairpin structure having about 19 base pairs and a 2-nucleotide 
3 '-terminal nucleotide overhang. In another embodiment, a linear hairpin siNA molecule 
5 of the invention contains a stem loop motif, wherein the loop portion of the siNA 
molecule is biodegradable. For example, a linear hairpin siNA molecule of the invention 
is designed such that degradation of the loop portion of the siNA molecule /;? vivo can 
generate a double-stranded siNA molecule with 3*-terminal overhangs, such as 3 -terminal 
nucleotide overhangs comprising about 2 nucleotides. 

10 In another embodiment, a siNA molecule of the invention comprises a circular 

nucleic acid molecule, wherein the siNA is about 38 to about 70 {e.g., about 38, 40, 45, 
50, 55, 60, 65, or 70) nucleotides in length having about 18 to about 23 {e.g., about 18, 
19, 20, 21, 22, or 23) base pairs, and wherein the siNA can include a chemical 
modification, which comprises a structure having any of Formulae I- VII or any 

15 combination thereof. For example, an exemplary chemically-modified siNA molecule of 
the invention comprises a circular oligonucleotide having about 42 to about 50 {e.g., 
about 42, 43, 44, 45, 46, 47, 48, 49, or 50) nucleotides that is chemically-modified with a 
chemical modification having any of Formulae I-VII or any combination thereof, wherein 
the circular oligonucleotide forms a dumbbell shaped structure having about 19 base pairs 

20 and 2 loops. 

In another embodiment, a circular siNA molecule of the invention contains two 
loop motifs, wherein one or both loop portions of the siNA molecule is biodegradable. 
For example, a circular siNA molecule of the invention is designed such that degradation 
of the loop portions of the siNA molecule in vivo can generate a double-stranded siNA 
25 molecule with 3-terminal overhangs, such as 3-terminal nucleotide overhangs 
comprising about 2 nucleotides. 

In one embodnnent, a siNA molecule of the invention comprises at least one {e,g,^ 
about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) abasic moiety, for example a compound having 
Formula V: 
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wherein each R3, R4, R5, R6, R7, RS, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, 0-alkyl- 
5 OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, 0N02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocyclo alkaryl, aminoalkylamino , polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2. 



In one embodiment, a siNA molecule of the invention comprises at least one {e.g.y 



10 about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) inverted abasic moiety, for example a 
compound having Formula VI: 



wherein each R3, R4, R5, R6, R7, R8, RIO, Rll, R12, and R13 is independently H, OH, 
alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, OCF3, OCN, O-alkyl, S- 
15 alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl-OSH, alkyl-OH, O-alkyl- 
OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl-O-alkyl, 0N02, N02, N3, 
NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O-aminoalkyl, O-aminoacid, O- 
aminoacyl, heterocycloalkyl, heterocycloalkaryl, aminoalkylamino, polyalklylamino, 
substituted silyl, or group having Formula I; R9 is O, S, CH2, S=0, CHF, or CF2, and 
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either R2, R3. R8 or R13 serve as points of attachment to the siNA molecule of the 

invention. 

m another embodiment, a siNA molecule of the invention comprises at least one 
about 1, 2. 3, 4. 5, 6, 7, 8, 9, 10. or more) substituted polyalkyl moieUes. for 
5 example a compound havmg Formula VH: 




wherein each n is independently an integer from 1 to 12, each Rl, R2 and R3 xs 
independently H, OH, alkyl, substituted alkyl, alkaryl or aralkyl, F, CI, Br, CN, CF3, 
OCF3 OCN. O-alkyl, S-alkyl, N-alkyl, O-alkenyl, S-alkenyl, N-alkenyl, SO-alkyl, alkyl- 
0 OSH, 'alkTl-OH, O-alkyl-OH, O-alkyl-SH, S-alkyl-OH, S-alkyl-SH, alkyl-S-alkyl, alkyl- 
0-alkyl 0N02, N02, N3, NH2, aminoalkyl, aminoacid, aminoacyl, ONH2, O- 
aminoaicyl, O-aminoacid, O-aminoacyl. heterocycloalkyl, heterocycloalkaryl, 
aminoalkylamino. polyalklylamino, substituted silyl, or a group having Formula I, and 
Rl, R2 or R3 serves as points of attachment to the siNA molecule of the invention. 

15 In another embodiment, the invention features a compound having Formula VH, 

wherein Rl and R2 are hydroxyl (OH) groups, n = 1 , and R3 comprises O and is the pomt 
of attachment to the 3'-end, tlae S'-end, or both of the 3' and S'-ends of one or both strands 
of a double-stiranded siNA molecule of the invention or to a single-stranded siNA 
molecule of the invention. This modification is referred to herein as "glyceryl" (for 
20 example modification 6 in Figure 22). 

In anotiier embodiment, a moiety having any of Formula V, VI or VE of the 
invention is at the 3'-end, Ibe S'-end, or both of the 3' and S'-ends of a siNA molecule of 
the invention. For example, a moiety having Formula V, VI or VII can be present at the 
3'-end the 5'-end, or both of die 3' and 5'-ends of the antisense strand, the sense stirand, or 
botii ^tisense and sense strands of die siNA molecule. In addition, a moiety havmg 
Formula VH can be present at tiie 3'-end or the 5--end of a hairpin siNA molecule as 
described herein. 
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In another embodiment, a siNA molecule of the invention comprises an abasic 
residue having Formula V or VI, wherein the abasic residue having Formula VI or VI is 
connected to the siNA construct in a 3'-3', 3'-2', 2'-3', or 5'-5' configuration, such as at the 
3'-end, the 5'-end, or both of the 3' and 5'-ends of one or both siNA strands. 

5 In one embodiment, a siNA molecule of the invention comprises one or more (e.g., 

about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) locked nucleic acid (LNA) nucleotides, for 
example at the 5'-end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, 
of the siNA molecule. 

In another embodiment, a siNA molecule of the invention comprises one or more 
10 (e.g., about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) acyclic nucleotides, for example at the 5'- 
end, the 3'-end, both of the 5' and 3'-ends, or any combination thereof, of the siNA 
molecule. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

15 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2-deoxy-2'-fIuoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 

20 deoxy pxuine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

25 comprises a sense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the sense region are 2'-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all 
pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a 
plurality of pyrimidine nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides), and 
where any (e.g., one or more or all) purine nucleotides present in the sense region are 2'- 

30 deoxy purine nucleotides (e.g., wherein all purine nucleotides are 2'-deoxy purine 
nucleotides or alternately a plurality of purine nucleotides are 2*-deoxy purine 

27 



BNSDOCID: <WO 03074e54A2_l.> 



wo 03/074654 PCT/US03/05028 

nucleotides), wherein any nucleotides comprising a 3 -terminal nucleotide overhang that 
are present in said sense region are 2 -deoxy nucleotides. 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
5 comprises an antisense region, where any (e,g,, one or more or all) pyrimidine nucleotides 
present in the antisense region are 2'-deoxy-2-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 -deoxy-2'-fluoro pyrimidme nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2 -fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 
10 antisense region are 2'-0-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2'-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are 2 - 
O-methyl purine nucleotides). 

hi one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 

1 5 comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 -deoxy-2 -fluoro pyrimidine nucleotides (e.g.^ 
wherein all pyrimidine nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2*-deoxy-2'-fluoro pyrimidine 
nucleotides), and wherein any (e.g., one or more or all) purine nucleotides present in the 

20 antisense region are 2 -O-methyl purine nucleotides (e.g., wherein all purine nucleotides 
are 2*-0-methyl purine nucleotides or alternately a plurality of purine nucleotides are T- 
O-methyl purine nucleotides), wherein any nucleotides comprising a 3 -terminal 
nucleotide overhang that are present in said antisense region are 2*-deoxy nucleotides. 

hi one embodiment, the invention features a chemically-modified short interfering 
25 nucleic acid (siNA) molecule of the invention, wherein the chemically-modified siNA 
comprises an antisense region, where any (e.g., one or more or all) pyrimidine nucleotides 
present in the antisense region are 2 -deoxy-2'-fluoro pyrimidine nucleotides (e.g., 
wherein all pyrimidine nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides or 
alternately a plurality of pyrimidine nucleotides are 2'-deoxy-2 -fluoro pyrimidine 
30 nucleotides), and where any (e.g., one or more or all) purine nucleotides present in the 
antisense region are 2'-deoxy purine nucleotides (e.g., wherein all purine nucleotides are 



BNSDOCID: <WO 03074654A2_I_> 



wo 03/074654 PCT/US03/05028 

2 -deoxy purine nucleotides or alternately a plurality of purine nucleotides are 2'-deoxy 
purine nucleotides). 



In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
5 (RNAi) inside a cell or reconstituted in vitro system, wherein the chemically-modified 
siNA comprises a sense region and an antisense region. The sense region comprises one 
or more 2 -deoxy-2'-fluoro pyrimidine nucleotides {e.g., wherein all pyrimidine 
nucleotides are 2 -deoxy-2 -fluoro pyrimidine nucleotides or altemately a plurality of 
pyrimidine nucleotides are 2 -deoxy-2 -fluoro pyrimidine nucleotides), and one or more 

10 2-deoxy purine nucleotides {e,g., wherein all purine nucleotides are 2-deoxy purine 
nucleotides or altemately a plurality of purine nucleotides are 2'-deoxy purine 
nucleotides). Inverted deoxy abasic modifications can be optionally present at the 3'- 
end, the 5 -end, or both of the 3' and 5 -ends of the sense region. The sense region 
optionally fiirther comprises a 3 -terminal overhang having about 1 to about 4 (e.g., about 

15 1, 2, 3, or 4) 2'-deoxyribonucleotides. The antisense region comprises one or more T- 
deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2*- 
deoxy-2 -fluoro pyrimidine nucleotides or altemately a plurality of pyrimidine nucleotides 
are 2-deoxy-2 -fluoro pyrimidine nucleotides), and one or more 2-O-methyl purine 
nucleotides (e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or 

20 altemately a plurality of purine nucleotides are 2'-0-methyl purine nucleotides). A 
terminal cap modification, such as any modification described herein or shown in Figure 
22, is optionally present at the 3'-end, the 5 -end, or both of the 3' and 5'-ends of the 
antisense sequence. The antisense region optionally fiurther comprises a 3'-terminal 
nucleotide overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'- 

25 deoxynucleotides, wherein the overhang nucleotides can fiirther comprise one or more 
(e.g., 1, 2, 3, or 4) phosphorothioate intemucleotide linkages. Non-limiting exsonples of 
these chemically-modified siNAs are shown in Figures 18 and 19 and Table IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating RNA interference 
30 (RNAi) inside a cell or reconstituted in vitro system, wherein the siNA comprises a sense 
region and an antisense region, wherein the sense region comprises one or more 2'-deoxy- 
2*-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine nucleotides are 2 -deoxy-2'- 
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fluoro pyrimidine nucleotides or alternately a plurality of pyrimidine nucleotides are 2 - 
deoxy-2'-fluoro pyrimidine nucleotides), and one or more purine ribonucleotides (e.g., 
wherein all purine nucleotides are purine ribonucleotides or alternately a plurality of 
purine nucleotides are purine ribonucleotides) and wherein the antisense region comprises 
5 one or more 2-deoxy-2-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 -fluoro pyrimidine nucleotides), and one or more 
2-O-methyl purine nucleotides (e.g., wherein all purine nucleotides are 2-O-methyl 
purine nucleotides or alternately a plurality of purine nucleotides are 2 -O-methyl purine 

10 nucleotides), hiverted deoxy abasic modifications are optionally present at the 3'-end, the 
5 -end, or both of the 3' and 5'-ends of the sense region. The sense region optionally 
further comprises a S'-tenninal overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 
4) 2'-deoxyribonucleotides. A terminal cap modification, such as any modification 
described herein or shown in Figure 22, is optionally present at the 3 -end, the 5 -end, or 

15 both of the 3' and 5 -ends of the antisense sequence. The antisense region optionally 
fiirther comprises a 3'-terminal nucleotide overhang having about 1 to about 4 (e.g., about 
1, 2, 3, or 4) 2 -deoxynucleotides, wherein the overhang nucleotides can fiirther comprise 
one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate intemucleotide hnkages. Non-limiting 
examples of these chemically-modified siNAs are shown in Figures 18 and 19 and Table 

20 IV herein. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid (siNA) molecule of the invention capable of mediating KNA interference 
(RNAi) inside a cell or reconstituted in vitro system, wherein the chenaically-modified 
siNA comprises a sense region and an antisense region, wherein the sense region 

25 comprises one or 2'-deoxy-2 -fluoro pyrimidine nucleotides {e,g.^ wherein all pyrimidine 
nucleotides are 2'-deoxy-2 -fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides ai*e 2 -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected fi"om the group consisting of 2 '-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'-thionucleotides, and 2'- 

30 O-methyl nucleotides {e.g,, wherein all purine nucleotides are selected from the group 
consisting of 2 '-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or alternately 
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a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides) and wherein the antisense region comprises 
one or more 2'-deoxy-2-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
5 nucleotides are 2'-deoxy-2 -fluoro pyrimidine nucleotides or altemately a plurality of 
pyrimidine nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides), and one or more 
purine nucleotides selected from tlie group consisting of 2*-deoxy nucleotides, locked 
nucleic acid (LNA) nucleotides, 2'-methoxyetliyl nucleotides, 4'-thionucleotides, and 2'- 
O-methyl nucleotides (e.g., wherein all purine nucleotides are selected from the group 
10 consisting of 2'-deoxy nucleotides, locked nucleic acid (LNA) nucleotides, 2'- 
methoxyethyl nucleotides, 4'-thionucleotides, and 2'-0-methyl nucleotides or altemately 
a plurality of purine nucleotides are selected from the group consisting of 2'-deoxy 
nucleotides, locked nucleic acid (LNA) nucleotides, 2'-methoxyethyl nucleotides, 4'- 
thionucleotides, and 2'-0-methyl nucleotides). Inverted deoxy abasic modifications are 
15^ optionally present at the 3'-end, the 5 -end, or both of the 3' and 5'-ends of the sense 
region. The sense region optionally ftirther comprises a 3 -temiinal overhang having about 
1 to about 4 (e.g., about 1, 2, 3, or 4) 2 -deoxyribonucleotides. A terminal cap 
modification, such as any modification described herein or shovm in Figure 22, is 
optionally present at the 3-ra^d, the 5 -end, or both of the 3' and 5'-ends of the antisense 
20 sequence. The antisense region optionally further comprises a 3 -temimal nucleotide 
overhang having about 1 to about 4 (e.g., about 1, 2, 3, or 4) 2'-deoxynucleotides, wherein 
the overhang nucleotides can ftirther comprise one or more (e.g., 1, 2, 3, or 4) 
phosphorothioate intemucleotide linkages. 

In another embodiment, any modified nucleotides present in the siNA molecules of 
25 the invention, preferably in the antisense strand of the siNA molecules of the invention, 
but also optionally in the sense and/or both antisense and sense strands, comprise 
modified nucleotides having properties or characteristics similar to naturally occurring 
ribonucleotides. For example, the invention features siNA molecules including modified 
nucleotides having a Northern conformation (e.g.. Northern pseudorotation cycle, see for 
30 example Saenger, Principles of Nucleic Acid Structure, Springer-Verlag ed., 1984), As 
such, chemically modified nucleotides present in the siNA molecules of the invention, 
preferably in the antisense strand of the siNA molecules of the invention, but also 
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optionally in the sense and/or both antisense and sense strands, are resistant to nuclease 
degradation while at the same time maintaining the capacity to mediate RNAi. Non- 
limiting examples of nucleotides having a northem configuration include locked nucleic 
acid (LNA) nucleotides (e.g., 2'-0,4'-C-methylene-(D-ribofuranosyl) nucleotides); 2'- 
5 methoxyethoxy (MOE) nucleotides; 2'-methyl-thio-ethyl, 2'-deoxy-2'-fluoro nucleotides, 
2'-deoxy-2'-chloro nucleotides, 2'-azido nucleotides, and 2*-0-methyl nucleotides. 

In one embodiment, the invention features a chemically-modified short interfering 
nucleic acid molecule (siNA) capable of mediating RNA interference (RNAi) inside a cell 
or reconstituted in vitro system, wherein the chemical modification comprises a conjugate 

10 covalently attached to the chemically-modified siNA molecule. In another embodiment, 
the conjugate is covalently attached to the chemically-modified siNA molecule via a 
biodegradable linker. In one embodiment, the conjugate molecule is attached at the 3 - 
end of either the sense strand, the antisense strand, or both strands of the chemically- 
modified siNA molecule. In another embodiment, the conjugate molecule is attached at 

15 the 5 -end of either the sense strand, the antisense strand, or both strands of the 
chemically-modified siNA molecule. In yet another embodiment, the conjugate molecule 
is attached both the 3 -end and 5 '-end of either the sense strand, the antisense strand, or 
both strands of the chemically-modified siNA molecule, or any combination liiereof In 
one embodiment, a conjugate molecule of the invention comprises a molecule that 

20 facilitates delivery of a chemically-modified siNA molecule into a biological system, 
such as a cell. In another embodiment, the conjugate molecule attached to the 
chemically-modified siNA molecule is a poly ethylene glycol, human serum albumin, or a 
ligand for a cellular receptor that can mediate cellular uptake. Examples of specific 
conjugate molecules contemplated by the instant invention that can be attached to 

25 chemically-modified siNA molecules are described in Vargeese et aL, U.S. Serial No. 
10/201,394, incorporated by reference herein. The type of conjugates used and the extent 
of conjugation of siNA molecules of the invention can be evaluated for improved 
pharmacokinetic profiles, bioavailability, and/or stability of siNA constructs while at the 
same time maintaining the abiUty of the siNA to mediate RNAi activity. As such, one 

30 skilled in the art can screen siNA constructs that are modified with various conjugates to 
determine whether the siNA conjugate complex possesses unproved properties while 
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maintaining the ability to mediate RNAi, for example in animal models as are generally 
known in the art. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 
molecule of the invention, wherein the siNA further comprises a nucleotide, non- 
5 nucleotide, or mixed nucleotide/non-nucleotide linker that joins the sense region of the 
siNA to the antisense region of the siNA. In one embodiment, a nucleotide linker of the 
invention can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, or 10 
nucleotides in length. In another embodunent, the nucleotide linker can be a nucleic acid 
aptamer. By "aptamer" or "nucleic acid aptamer" as used herein is meant a nucleic acid 
10 molecule that binds specifically to a target molecule wherein the nucleic acid molecule 
has sequence that comprises a sequence recognized by the target molecule in its natural 
setting. Altemately, an aptamer can be a nucleic acid molecule that binds to a target 
' molecule where the target molecule does not naturally bind to a nucleic acid. The target 
- molecule can be any molecule of interest. For example, the aptamer can be used to bind to 
15 f a ligand-binding domain of a protein, thereby preventing interaction of the naturally 
occurring Ugand with the protein. Tliis is a non-limiting example and those in the art will 
recognize that other embodiments can be readily generated using techniques generally 
laiown in the art. (See, for example. Gold et aL, 1995, Annu. Rev. Biochem,, 64, 763; 
Brody and Gold, 2000, J. Bioteclmol, 74, 5; Sun, 2000, Curj\ Opin. Mol Titer., 2, 100; 
20 Kusser, 2000, J. Biotechnol, 74, 27; Hermaim and Patel, 2000, Science, 287, 820; and 
Jayasena, 1999, Clinical Chemistiy, 45, 1628.) 

In yet another embodiment, a non-nucleotide linker of the invention comprises 
abasic nucleotide, polyether, polyamine, polyamide, peptide, carbohydrate, lipid, 
polyhydrocarbon, or other polymeric compounds (e.g. polyethylene glycols such as those 

25 having between 2 and 100 ethylene glycol units). Specific examples include those 
described by Seela and Kaiser, Nucleic Acids Res. 1990, i5:6353 and Nucleic Acids Res. 
1987, 75:3113; Cload and Schepartz, J. Am. Chem. Soc. 1991, i73:6324; Richardson and 
Schepartz, J. Am. Chem. Soc. 1991, i75:5109; Ma et al. Nucleic Acids Res. 1993, 
27:2585 and Biochemistry 1993, 32:1751; Durand et al. Nucleic Acids Res. 1990, 

30 75:6353; McCurdy et al, Nucleosides & Nucleotides 1991, 70:287; Jschke et al. 
Tetrahedron Lett. 1993, 3^:301; Ono et al, Biochemistjy 1991, 30:9914; Arnold et al, 
Intemational Publication No. WO 89/02439; Usman et al, Intemational Publication No. 
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WO 95/06731; Dudycz et aL, Intemational Publication No. WO 95/11910 and Ferentz 
and Verdine, J, Am, Chem. Soc, 1991, 775:4000, all hereby incorporated by reference 
herein. A "non-nucleotide" further means any group or compound that can be 
incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
5 including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compoxmd can be abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine, for example at the CI position of the sugar. 

In one embodiment, the invention features a short interfering nucleic acid (siNA) 

10 molecule capable of mediating RNA interference (RNAi) mside a cell or reconstituted in 
vitro system, wherein one or both strands of the siNA molecule that are assembled from 
two separate oligonucleotides do not comprise any ribonucleotides. For example, a siNA 
molecule can be assembled from a single oligonculeotide where the sense and antisense 
regions of the siNA comprise separate oligonucleotides not having any ribonucleotides 

15 (e.g., nucleotides having a 2'-OH group) present in the oligonucleotides. In another 
example, a siNA molecule can be assembled from a single oligonculeotide where the 
sense and antisense regions of the siNA are linked or circularized by a nucleotide or non- 
nucleotide linker as desrcibed herein, wherein the oligonucleotide does not have any 
ribonucleotides (e.g., nucleotides having a 2'-OH group) present in the oligonucleotide. 

20 Applicant has surprisingly found that the presense of ribonucleotides (e.g., nucleotides 
having a 2'-hydroxyl group) within the siNA molecule is not required or essential to 
support RNAi activity. As such, in one embodiment, all positions within the siNA can 
include chemically modified nucleotides and/or non-nucleotides such as nucleotides and 
or non-nucleotides having Formula I, II, III, IV, V, VI, or VII or any combination thereof 

25 to the extent that the ability of the siNA molecule to support RNAi activity in a cell is 
maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
30 a target nucleic acid sequence. In another embodiment, the single stranded siNA 
molecule of the invention comprises a 5 '-terminal phosphate group. In another 
embodiment, the single stranded siNA molecule of the invention comprises a 5'-temiinal 
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phosphate group and a S'-terminal phosphate group (e.g., a 2\ 3'-cyclic phosphate). Li 
another embodiment, the single stranded siNA molecule of the invention comprises about 
19 to about 29 nucleotides. In yet another embodiment, the single stranded siNA 
molecule of the invention comprises one or more chemically modified nucleotides or non- 
5 nucleotides described herein. For example, all the positions within the siNA molecule 
can include chemically-modified nucleotides such as nucleotides having any of Formulae 
I-Vn, or any combination thereof to the extent that the ability of the siNA molecule to 
support RNAi activity in a cell is maintained. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
10 molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2'-deoxy-2*-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
>^ nucleotides are 2'-deoxy-2 -fluoro pyrimidine nucleotides or altemately a plurahty of 
15 ' pyrimidine nucleotides are 2 -deoxy-2-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2 -O-methyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-0-methyl purine nucleotides or altemately a 
plurality of purine nucleotides are 2'-0-methyl purine nucleotides), and a terminal cap 
modification, such as any modification described herein or shown in Figure 22, that is 
20 optionally present at the 3'-end, the 5'-end, or both of the 3* and 5'-ends of the antisense 
sequence, the siNA optionally fiirther comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2'-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 
nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 
25 phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a smgle stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
30 the siNA are 2*-deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or altemately a plurality of 
pyrimidine nucleotides are 2'-deoxy-2 -fluoro pyrimidine nucleotides), and wherein any 
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purine nucleotides present in the antisense region are 2*-deoxy purine nucleotides (e.g., 
wherein all purine nucleotides are 2 -deoxy purine nucleotides or alternately a plurality of 
purine nucleotides are 2 -deoxy purine nucleotides), and a terminal cap modification, such 
as any modification described herein or shown in Figure 22, that is optionally present at 

5 the 3'-end, the 5'-end, or both of the 3' and 5'-ends of the antisense sequence, the siNA 
optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) temiinal 2- 
deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal nucleotides 
can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate intemucleotide 
linkages, and wherein the siNA optionally further comprises a terminal phosphate group, 

1 0 such as a 5 ' -terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, wherein 
the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 

15 the siNA are 2 -deoxy-2'-fluoro pyrimidine nucleotides (e.g., wherein all pyrimidine 
nucleotides are 2 -deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2 -deoxy-2*-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in tihe antisense region are locked nucleic acid (LNA) 
nucleotides (e.g., wherein all purine nucleotides are LNA nucleotides or altemately a 

20 plurality of purine nucleotides are LNA nucleotides), and a terminal cap modification, 
such as any modification described herein or shown in Figure 22, that is optionally 
present at the 3 -end, the 5 -end, or both of the 3* and 5 -ends of the antisense sequence, 
the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 4) 
terminal 2-deoxynucleotides at the 3 '-end of the siNA molecule, wherein the terminal 

25 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5 '-terminal phosphate group. 

In one embodiment, a siNA molecule of the invention is a single stranded siNA 
molecule that mediates RNAi activity in a cell or reconstituted in vitro system, whereia 
30 the siNA molecule comprises a single stranded polynucleotide having complementarity to 
a target nucleic acid sequence, and wherein one or more pyrimidine nucleotides present in 
the siNA are 2-deoxy-2'-fluoro pyrimidiae nucleotides (e.g., wherein all pyrimidine 
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nucleotides are 2'-deoxy-2'-fluoro pyrimidine nucleotides or alternately a plurality of 
pyrimidine nucleotides are 2*-deoxy-2'-fluoro pyrimidine nucleotides), and wherein any 
purine nucleotides present in the antisense region are 2'-methoxyethyl purine nucleotides 
(e.g., wherein all purine nucleotides are 2'-methoxyethyl purine nucleotides or alternately 

5 a plurality of purine nucleotides are 2'-methoxyethyl purine nucleotides), and a tenninal 
cap modification, such as any modification described herein or shown in Figure 22, that 
is optionally present at the 3'-end, the 5 -end, or both of the 3' and 5 -ends of the antisense 
sequence, the siNA optionally further comprising about 1 to about 4 (e.g., about 1, 2, 3, or 
4) terminal 2 -deoxynucleotides at the 3 '-end of the siNA molecule, wherein the tenninal 

10 nucleotides can further comprise one or more (e.g., 1, 2, 3, or 4 ) phosphorothioate 
intemucleotide linkages, and wherein the siNA optionally further comprises a terminal 
phosphate group, such as a 5'-terminal phosphate group. 

hi another embodiment, any modified nucleotides present in the single stranded 
siNA molecules of the invention comprise modified nucleotides having properties or 

I5t characteristics similar to naturally occurring ribonucleotides. For example, the invention 
features siNA molecules including modified nucleotides having a Northern conformation 
(e.g.. Northern pseudorotation cycle, see for example Saenger, Principles of Nucleic Acid 
Structure, Springer- Verlag ed., 1984). As such, chemically modified nucleotides present 
in the single stranded siNA molecules of the invention are preferably resistant to nuclease 

20 degradation while at the same time maintaining the capacity to mediate RNAi. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
25 a cell under conditions suitable to modulate the expression of the gene in tlie cell. 

In one embodiment, the invention features a method for modulating the expression 
of a gene witliin a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene and wherein the sense strand sequence of 
30 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
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and (b) introducing the siNA molecule into a cell under conditions suitable to modulate 
the expression of the gene in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one g&ne within a cell comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell mider conditions suitable to modulate the expression of the 
genes in the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing a siNA 
molecule of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of the gene and wherein the sense 
strand sequence of the siNA comprises a sequence substantially similar to the sequence of 
the target RNA; and (b) introducing the siNA molecules into a cell imder conditions 
suitable to modulate the expression of the genes in the cell. 

In one embodiment, siNA molecules of the uivention are used as reagents in ex 
vivo applications. For example, siNA reagents are intoduced into tissue or cells that are 
transplanted into a subject for therapeutic effect The cells and/or tissue can be derived 
fi-om an organism or subject that later receives the explant, or can be derived from another 
organism or subject prior to transplantation. The siNA molecules can be used to 
modulate the expression of one or more genes in the cells or tissue, such that the cells or 
tissue obtain a desired phenotype or are able to perform a function when transplanted in 
vivo. In one embodiment, certain target cells from a patient are extracted. These 
extracted cells are contacted with siNAs targeteing a specific nucleotide sequence within 
the cells under conditions suitable for uptake of the siNAs by these cells (e.g. using 
delivery reagents such as cationic lipids, liposomes and the like or using techniques such 
as electroporation to faciUtate the delivery of siNAs into cells). The cells are then 
reintroduced back into the same patient or otlier patients. Non-limiting examples of ex 
vivo applications include use in organ/tissue transplant, tissue grafting^ or treatment of 
pulmonary disease (e.g., restenosis) or prevent neointimal hyperplasia and atherosclerosis 
in vein grafts. Such ex vivo applications may also used to treat conditions associated with 
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coronary and peripheral bypass graft failure, for example, such methods can be used in 
conjunction with peripheral vascular bypass graft surgery and coronary artery bypass 
graft surgery. Additional applications include transplants to treat CNS lesions or injury, 
including use in treatment of neurodegenerative conditions such as Alzheimer's disease, 
5 Parkinson's Disease, Epilepsy, Dementia, Huntington's disease, or amyotrophic lateral 
sclerosis (ALS). 

In one embodiment, the invention featm-es a method of modulating the expression 
of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of title siNA strands comprises 

10 a sequence complementary to RNA of the gene; and (b) introducing the siNA molecule 
into a cell of the tissue explant derived from a particular organism under conditions 
suitable to modulate the expression of the gene in the tissue explant. In another 
embodiment, the method further comprises introducing the tissue explant back into the 
organism the tissue was derived firom or into another organism under conditions suitable 

15" to modulate the expression of the gene in that organism. 

In one embodiment, the invention featiures a method of modulating the expression 
of a gene in a tissue explaiit comprising: (a) synthesizing a siNA molecule of the 
invention, which can be chemically-modified, wherein one of the siNA strands comprises 
a sequence complementary to RNA of the gene and wherein the sense strand sequence of 

20 the siNA comprises a sequence substantially similar to the sequence of the target RNA; 
and (b) introducing the siNA molecule into a cell of the tissue explant derived fi*om a 
particular organism under conditions suitable to modulate the expression of the gene in 
the tissue explant. In another embodiment, the method further comprises introducing the 
tissue explant back into the organism the tissue was derived from or into another 

25 organism under conditions suitable to modulate the expression of the gene in that 
organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
30 strands comprises a sequence complementary to RNA of the genes; and (b) introducing 
the siNA molecules into a cell of the tissue explant derived from a particular organism 
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under conditions suitable to modulate the expression of the genes in the tissue explant. In 
another embodiment, the method further comprises introducing the tissue explant back 
into the organism the tissue was derived from or into another organism under conditions 
suitable to modulate the expression of the genes in that organism. 

5 In one embodiment, the invention features a method of modulating the expression 

of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein one of the siNA strands comprises a 
sequence complementary to RNA of the gene; and (b) introducing the siNA molecule into 
the organism under conditions suitable to modulate the expression of the gene in the 
10 organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein one of the siNA 
strands comprises a sequence complementary to RNA of flie genes; and (b) introducing 
15 the siNA molecules into the organism under conditions suitable to modulate the 
expression of the genes in the organism. 

In one embodiment, the invention features a method for modulating the expression 
of a gene within a cell comprising: (a) synthesizing a siNA molecule of the invention, 
which can be chemically-modified, wherein the siNA comprises a single stranded 
20 sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into a cell under conditions suitable to modulate the expression of the gene in 
the cell. 

In another embodiment, the invention features a method for modulating the 
expression of more than one gene within a cell comprising: (a) synthesizing siNA 
25 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) contacting the siNA molecule with a cell in vitro or in vivo under conditions suitable 
to modulate the expression of the genes in the cell. 

In one embodiment, the invention features a method of modulating the expression 
30 of a gene in a tissue explant comprising: (a) synthesizing a siNA molecule of the 
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invention, which can be chemically-modified, wherein the siNA comprises a single 
stranded sequence having complementarity to RNA of the gene; and (b) contacting the 
siNA molecule with a cell of the tissue explant derived from a particular organism under 
conditions suitable to modulate the expression of the gene in the tissue explant. In another 
5 embodiment, the method further comprises intioducing the tissue explant back into the 
organism the tissue was derived from or into another organism under conditions suitable 
to modulate the expression of the gene in that organism. 

In another embodiment, the invention features a method of modulating the 
expression of more than one gene in a tissue explant comprising: (a) synthesizing siNA 

10 molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecxiles into a cell of the tissue explant derived from a 
particular organism under conditions suitable to modulate the expression of the genes in 
the tissue explant. In another embodiment, the method further comprises introducing the 

15 ' tissue explant back mto the organism the tissue was derived from or into another 
organism under conditions suitable to modulate the expression of the genes in that 
organism. 

In one embodiment, the invention features a method of modulating the expression 
of a gene in an organism comprising: (a) synthesizing a siNA molecule of the invention, 
20 which can be chemically-modified, wherein the siNA comprises a single stranded 
sequence having complementarity to RNA of the gene; and (b) introducing the siNA 
molecule into the organism under conditions suitable to modulate the expression of the 
gene in the organism. 

In another embodiment, the invention features a method of modulating the 
25 expression of more than one gene in an organism comprising: (a) synthesizing siNA 
molecules of the invention, which can be chemically-modified, wherein the siNA 
comprises a single stranded sequence having complementarity to RNA of the gene; and 
(b) introducing the siNA molecules into the organism under conditions suitable to 
modulate the expression of the genes in the organism. 

30 In one embodiment, the invention features a method of modulating the expression 

of a gene m an organism comprising contacting the organism with a siNA molecule of the 
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invention under conditions suitable to modulate the expression of the gene in the 
organism. 

In another embodhnent, the invention features a method of modulating the 
expression of more than one gene in an organism comprising contacting the organism 
5 with one or more siNA molecules of the invention under conditions suitable to modulate 
the expression of the genes in the organism. 

The SiNA molecules of the invention can be designed to inhibit target gene 
expression through RNAi targeting of a variety of RNA molecules. In one embodiment, 
the SiNA molecules of the mvention are used to target various RNAs correspondmg to a 
10 target gene. Non-limiting examples of such RNAs include messenger RNA (mRNA), 
alternate RNA splice variants of target gene(s), post-transcriptionaUy modified RNA of 
target gene(s), pre-mRNA of target gene(s), and/or RNA templates. If alternate splicmg 
produces a family of transcripts that are distinguished by usage of appropriate exons, the 
instant invention can be used to inhibit gene expression through the appropriate exons to 
15 specifically inhibit or to distinguish among the fimctions of gene family members. For 
example, a protein that contains an alternatively spUced transmembrane domain can be 
expressed in both membrane bound and secreted forms. Use of the invention to target the 
exon containing the transmembrane domain can be used to determine the fimctional 
consequences of pharmaceutical targeting of membrane bound as opposed to the secreted 
20 form of the protein. Non-Umiting examples of applications of the invention relatmg to 
targeting these RNA molecules include therapeutic pharmaceutical applications, 
pharmaceutical discovery ^plications, molecular diagnostic and gene fimction 
applications, and gene mapping, for example using single nucleotide polymorphism 
mapping with siNA molecules of the invention. Such applications can be implemented 
25 using known gene sequences or from partial sequences available from an expressed 
sequence tag (EST). 

In another embodiment, the siNA molecules of the invention are used to target 
conserved sequences corresponding to a gene family or gene families. As such, siNA 
molecules targeting multiple gene targets can provide increased therapeutic effect. In 
30 addition, siNA can be used to characterize pathways of gene fimction in a variety of 
applications. For example, the present invention can be used to inhibit the activity of 
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target gene(s) in a pathway to determine the function of uncharacterized gene(s) in gene 
function analysis, niKNA function analysis, or translational analysis. The invention can 
be used to determine potential target gene pathways involved in various diseases and 
conditions toward pharmaceutical development. The invention can be used to understand 
5 pathways of gene expression involved in, for example, in development, such as prenatal 
development and postnatal development, and/or the progression and/or maintenance of 
cancer, infectious disease, autoimmunity, inflammation, endocrine disorders, renal 
disease, pulmonary disease, cardiovascular disease, birth defects, ageing, any other 
disease or condition related to gene expression. 

10 hi one embodiment, the invention features a method comprising: (a) generating a 

libraiy of siNA constmcts having a predetermined complexity; and (b) assaying the siNA 
constmcts of (a) above, under conditions suitable to determine RNAi target sites within 
the target RNA sequence. In another embodiment, the siNA molecules of (a) have 
strands of a fixed length, for example, about 23 nucleotides in length. In yet another 

15^ embodiment, the siNA molecules of (a) are of differing length, for example having 
strands of about 19 to about 25 {e.g., about 19, 20, 21, 22, 23, 24, or 25) nucleotides in 
length. In one embodiment, the assay can comprise a reconstituted in vitro siNA assay as 
described herein. In another embodiment, the assay can comprise a cell culture system in 
which target RNA is expressed. In another embodiment, fragments of target RNA are 

20 analyzed for detectable levels of cleavage, for example by gel electrophoresis, northern 
blot analysis, or RNAse protection assays, to determine the most suitable target site(s) 
within the target RNA sequence. The target R^JA sequence can be obtained as is known 
in the art, for example, by cloning and/or transcription for in vitj-o systems, and by 
cellular expression in in vivo systems. 

25 In one embodiment, the invention features a method comprising: (a) generating a 

randomized library of siNA constmcts having a predetermined complexity, such as of 4^, 
where N represents the number of base paired nucleotides in each of the siNA construct 
strands (eg. for a siNA constract having 21 nucleotide sense and antisense strands with 19 
base pairs, the complexity would be 4^^); and (b) assaying the siNA constmcts of (a) 

30 above, under conditions suitable to determine RNAi target sites within the target RNA 
sequence. In another embodiment, the siNA molecules of (a) have strands of a fixed 
length, for example about 23 nucleotides in length. In yet another embodiment, the siNA 
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molecules of (a) are of differing length, for example having strands of about 19 to about 
25 about 19, 20, 21, 22, 23, 24, or 25) nucleotides in length. In one embodiment, 

the assay can comprise a reconstituted in vitro siNA assay as described in Example 7 
herein. In another embodiment, the assay can comprise a cell culture system in which 

5 target RNA is expressed. In another embodiment, fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. In another embodiment, the target RNA sequence can be 
obtained as is known in the art, for example, by cloning and/or transcription for in vitro 

10 systems, and by cellular expression in in vivo systems. 

In another embodiment, the invention features a method comprising: (a) analyzing 
the sequence of a RNA target encoded by a target gene; (b) syiithesizmg one or more sets 
of siNA molecules having sequence complementary to one or more regions of the RNA 
of (a); and (c) assaying the siNA molecules of (b) under conditions suitable to determine 

15 RNAi targets within the target RNA sequence. In one embodiment, the siNA molecules 
of (b) have strands of a fixed length, for example about 23 nucleotides in length. In 
another embodiment, the siNA molecules of (b) are of differing length, for example 
having strands of about 19 to about 25 {e.g., about 19, 20, 21, 22, 23, 24, or 25) 
nucleotides in length. In one embodiment, the assay can comprise a reconstituted in vitro 

20 siNA assay as described herein. In another embodiment, the assay can comprise a cell 
culture system in which target RNA is expressed. Fragments of target RNA are analyzed 
for detectable levels of cleavage, for example by gel electrophoresis, northern blot 
analysis, or RNAse protection assays, to determine the most suitable target site(s) within 
the target RNA sequence. The target RNA sequence can be obtained as is known in the 

25 art, for example, by cloning and/or transcription for in vitro systems, and by expression in 
in vivo systems. 

By "target site" is meant a sequence within a target RNA that is "targeted" for 
cleavage mediated by a siNA construct which contains sequences within its antisense 
region that are complementary to the target sequence. 

30 By "detectable level of cleavage" is meant cleavage of target RNA (and formation 

of cleaved product RNAs) to an extent sufficient to discern cleavage products above the 
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background of RNAs produced by random degradation of the target RNA. Production of 
cleavage products from 1-5% of the target RNA is sufficient to detect above the 
background for most methods of detection. 

In one embodiment, the invention features a composition comprising a siNA 
molecule of the invention, which can be chemically-modified, in a pharaiaceutically 
acceptable canier or diluent. In another embodiment, the invention features a 
pharmaceutical composition comprising siNA molecules of the invention, which can be 
chemically-modified, targeting one or more genes in a pharmaceutically acceptable 
carrier or diluent. In another embodiment, the invention features a method for treating or 
preventing a disease or condition in a subject, comprising administering to the subject a 
composition of the invention imder conditions suitable for the treatment or prevention of 
the disease or condition ui the subject, alone or in conjunction with one or more other 
therapeutic compounds. In yet another embodiment, the invention features a method for 
reducing or preventing tissue rejection in a subject comprising administering to the 
subject a composition of the invention under conditions suitable for the reduction or 
prevention of tissue rejection in the subject. 

In another embodiment, the invention features a method for validating a gene target, 
comprising: (a) synthesizing a siNA molecule of the invention, which can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
20 of a target gene; (b) introducing the siNA molecule into a cell, tissue, or organism under 
conditions suitable for modulating expression of the target gene in the cell, tissue, or 
organism; and (c) detemiinmg the function of the gene by assaying for any phenotypic 
change in the cell, tissue, or organism. 

In another embodiment, the invention features a method for validating a target gene 
25 comprising: (a) synthesizing a siNA molecule of the invention, wliich can be chemically- 
modified, wherein one of the siNA strands includes a sequence complementary to RNA 
of a target gene; (b) introducing the siNA molecule into a biological system under 
conditions suitable for modulating expression of the target gene in the biological system; 
and (c) determining the function of the gene by assaying for any phenotypic change in the 
30 biological system. 
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By "biological system" is meant, material, in a purified or unpurified form, firom 
biological sources, including but not limited to human, animal, plant, insect, bacterial, 
viral or other sources, wherein the system comprises the components required for RNAi 
acitivity. The tex^i "biological system" includes, for example, a cell, tissue, or organism, 
5 or extract thereof. The term biological system also includes reconstituted RNAi systems 
that can be used in an in viti'o setting. 

By "phenotypic change" is meant any detectable change to a cell that occurs in 
response to contact or treatment with a nucleic acid molecule of the invention (e.g., 
siNA). Such detectable changes include, but are not limited to, changes in shape, size, 
10 prohferation, motility, protein expression or RNA expression or other physical or 
chemical changes as can be assayed by methods known in the art. The detectable change 
can also include expression of reporter genes/molecules such as Green Florescent Protein 
(GFP) or various tags that are used to identify an expressed protein or any other ceUular 
component that can be assayed. 

15 In one embodiment, the invention features a kit containing a siNA molecule of the 

invention, which can be chemically-modified, that canbe used to modulate the expression 
of a target gene in a cell, tissue, or organism, hi another embodiment, the invention 
features a kit containing more than one siNA molecule of the invention, which can be 
chemically-modified, that can be used to modulate the expression of more than one target 

20 gene in a cell, tissue, or organism. 

M one embodiment, the invention features a kit coritaining a siNA molecule of the 
invention, which can be chemically-modified, that can be used to modulate the expression 
of a target gene in a biological system, to another embodiment, the invention features a 
kit containing more than one siNA molecule of the invention, which can be chemically- 
25 modified, that can be used to modulate the expression of more than one target gene in a 
biological system. 

to one embodiment, the invention features a ceU containmg one or more siNA 
molecules of the invention, which can be chemically-modified, to another embodiment, 
the cell containing a siNA molecule of the mvention is a mammalian cell, to yet another 
30 embodhnent, the cell containmg a siNA molecule of the invention is a human cell. 
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In one embodiment, the synthesis of a siNA molecule of the invention, which can 
be chemically-modified, comprises: (a) synthesis of two complementary strands of the 
siNA molecule; (b) annealing the two complementary strands together under conditions 
suitable to obtain a double-stranded siNA molecule. In another embodiment, synthesis of 
5 the two complementary strands of the siNA molecule is by solid phase oUgonucleotide 
synthesis. In yet another embodiment, synthesis of the two complementary strands of the 
siNA molecule is by solid phase tandem oligonucleotide synthesis. 

In one embodiment, the invention features a method for synthesizing a siNA duplex 
molecule comprising: (a) synthesizing a first ohgonucleotide sequence strand of the siNA 

10 molecule, wherein the first oligonucleotide sequence strand comprises a cleavable linker 
molecule that can be used as a scaffold for the synthesis of the second oligonucleotide 
sequence strand of the siNA; (b) synthesizing the second oligonucleotide sequence strand 
of siNA on the scaffold of the first oUgonucleotide sequence strand, wherein the second 
oligonucleotide sequence strand further comprises a chemical moiety than can be used to 

15 purify the siNA duplex; (c) cleaving the linker molecule of (a) under conditions suitable 
for the two siNA oligonucleotide strands to hybridize and form a stable duplex; and (d) 
purifying the siNA duplex utilizing the chemical moiety of the second oligonucleotide 
sequence strand. In one embodiment, cleavage of the linker molecule in (c) above takes 
place during deprotection of the oligonucleotide, for example imder hydrolysis conditions 

20 using an alkylamine base such as methylamine. In one embodiment, the method of 
synthesis comprises solid phase synthesis on a solid support such as controlled pore glass 
(CPG) or polystyrene, wherein the first sequence of (a) is synthesized on a cleavable 
Unker, such as a succinyl linker, using the solid support as a scaffold. The cleavable 
linker in (a) used as a scaffold for synthesizing the second strand can comprise similar 

25 reactivity as the solid support derivatized linker, such that cleavage of the solid support 
derivatized linker and the cleavable linker of (a) takes place concomitantly. In another 
embodiment, the chemical moiety of (b) that can be used to isolate the attached 
oligonucleotide sequence comprises a trityl group, for example a dimethoxytrityl group, 
which can be employed in a trityl-on synthesis strategy as described herein. In yet 

30 another embodiment, the chemical moiety, such as a dimethoxytrityl group, is removed 
during purification, for example, using acidic conditions. 
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In a furttier embodiment, the method for siNA synthesis is a solution phase 
synthesis or hybrid phase synthesis wherein both strands of the siNA duplex are 
synthesized in tandem using a cleavable linker attached to the first sequence which acts a 
scaffold for synthesis of the second sequence. Cleavage of the linker mider conditions 
5 suitable for hybridization of the separate siNA sequence strands results in formation of 
the double-stranded siNA molecule. 

In another embodiment, the invention features a method for synthesizing a siNA 
duplex molecule comprising: (a) synthesizing one oligonucleotide sequence strand of the 
SiNA molecule, wherein the sequence comprises a cleavable linker molecule that can be 
10 used as a scaffold for the synthesis of another oligonucleotide sequence; (b) synthesizing 
a second oligonucleotide sequence having complementarity to the first sequence strand on 
the scaffold of (a), wherein the second sequence comprises the other strand of the double- 
stranded SiNA molecule and wherein the second sequence fiirfher comprises a chemical 
moiety than can be used to isolate the attached oligonucleotide sequence; (c) purifying the 
15 product of (b) utilizing the chemical moiety of the second oligonucleotide sequence 
strand under conditions suitable for isolatmg the full-length sequence comprising both 
SiNA oUgonucleotide strands connected by the cleavable linker and under conditions 
suitable for the two siNA oligonucleotide strands to hybridize and form a stable duplex, 
m one embodiment, cleavage of the linker molecule in (c) above takes place during 
20 deprotection of tiie oUgonucleotide, for example under hydrolysis conditions. In another 
embodiment, cleavage of the linker molecule in (c) above takes place after deprotection 
of the oligonucleotide. In another embodiment, tiie method of synthesis comprises sotid 
phase synthesis on a soUd support such as contiroUed pore glass (CPG) or polystyrene, 
wherein the first sequence of (a) is synthesized on a cleavable linker, such as a succinyl 
25 linker, using the solid support as a scaffold. The cleavable linker in (a) used as a scaffold 
for synthesizing tiie second strand can comprise similar reactivity or differing reactivity 
as tiie solid support derivatized linker, such tiiat cleavage of the soUd support derivatized 
linker and tiie cleavable linker of (a) takes place either concomitantly or sequentially. In 
one embodiment, tiie chemical moiety of (b) tiiat can be used to isolate the attached 
30 oUgonucleotide sequence comprises a tiityl group, for example a dimetiioxytrityl group. 

]n anotiier embodiment, the invention features a metiiod for making a double- 
sti-anded siNA molecule in a single syntiietic process comprising: (a) syntiiesizing an 

48 



BNSDCXJID- <WO 03074654A2J_> 



wo 03/074654 



PCT/US03/05028 



oligonucleotide having a first and a second sequence, wherein the first sequence is 
complementary to the second sequence, and the first oHgonucleotide sequence is linked to 
the second sequence via a cleavable linker, and wherein a terminal 5'-protecting group, 
for example, a 5*-0-dimetlioxytrityl group (5'-0-DMT) remams on the oligonucleotide 
having the second sequence; (b) deprotecting the oligonucleotide whereby the 
deprotection results in the cleavage of the linker joining the two oHgonucleotide 
sequences; and (c) purifying the product of (b) mider conditions suitable for isolating the 
double-stranded siNA molecule, for example using a trityl-on synthesis strategy as 
described herein. 

In another embodiment, the method of synthesis of siNA molecules of the invention 
comprises the teachings of Scaringe et al, US Patent Nos. 5,889,136; 6,008,400; and 
6,1 1 1,086, incorporated by reference herein m their entirety. 

In one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA constract comprises one or more chemical 
modifications, for example, one or more chemical modifications having any of Formulae 
I-Vn or any combination thereof that increases the nuclease resistance of the siNA 
construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased nuclease resistance comprising (a) introducing nucleotides 
having any of Formula I- VII or any combination thereof into a siNA molecule, and (b) 
assaying the siNA molecule of step (a) under conditions suitable for isolating siNA 
molecules having increased nuclease resistance. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
against a target gene, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the sense and 
antisense strands of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the sense and antisense strands of the 
siNA molecule comprising (a) introducing nucleotides having any of Formula I-VH or 
any combination thereof into a siNA molecule, and (b) assaying the siNA molecule of 
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step (a) under conditions suitable for isolating siNA molecules having increased binding 
affinity between the sense and antisense strands of the siNA molecule. 

m one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
5 modifications described herein that modulates the binding affinity between the antxsense 
strand of the siNA construct and a complementary target RNA sequence withm a cell. 

m one embodiment, the invention features siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the binding affinity between the antisense 
10 strand of the siNA construct and a complementary target DNA sequence within a cell. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding affinity between the antisense strand of the siNA 
molecule and a complementary target RNA sequence comprising (a) introducing 
nucleotides having any of Formula I-VH or any combination thereof into a siNA 
15 molecule, and (b) assaying the siNA molecule of step (a) under conditions smtable for 
isolating SiNA molecules having increased binding affinity between the antisense strand 
of the SiNA molecule and a complementary target RNA sequence. 

In another embodiment, the invention features a method for generating siNA 
molecules with increased binding aflBnity between the antisense strand of the siNA 
20 molecule and a complementary target DNA sequence comprising (a) introducmg 
nucleotides having any of Formula I-VH or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating SiNA molecules having increased binding affinity between the antisense strand 
of the siNA molecule and a complementary target DNA sequence. 

25 m one embodiment, the invention features siNA constmcts that mediate RNAi in a 

cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulate the polymerase activity of a cellular 
polymerase capable of generating additional endogenous siNA molecules having 
sequence homology to the chemically-modified siNA construct. 
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' ' In another embodiment, the invention features a method for generating siNA 

molecules capable of mediating increased polymerase activity of a cellular polymerase 
capable of generating additional endogenous siNA molecules having sequence homology 
to a chemically-modified siNA molecule comprising (a) introducing nucleotides having 
5 any of Formula I-Vn or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
capable of mediating increased polymerase activity of a cellular polymerase capable of 
generating additional endogenous siNA molecules having sequence homology to the 
chemically-modified siNA molecule. 

10 In one embodiment, the invention features chemically-modified siNA constmcts 

that mediate RNAi in a cell or reconstituted system, wherein the chemical modifications 
do not significantly effect the interaction of siNA with a target RNA molecule, DNA 
molecule and/or proteins or other factors that are essential for RNAi in a manner that 
would decrease the efficacy of RNAi mediated by such siNA constmcts. 

15 In another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity, comprising (a) introducing nucleotides having 
any of Formula I- VII or any combination thereof into a siNA molecule, and (b) assaying 
the siNA molecule of step (a) under conditions suitable for isolating siNA molecules 
having improved RNAi activity. 

20 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a target RNA comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the target RNA. 

25 In yet another embodiment, the invention features a method for generating siNA 

molecules with improved RNAi activity against a DNA target comprising (a) introducing 
nucleotides having any of Formula I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
isolating siNA molecules having improved RNAi activity against the DNA target, such as 

30 a gene, chromosome, or portion thereof 
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In one embodiment, the invention featm-es siNA constructs that mediate RNAi in a 
cell or reconstituted system, wherein the siNA construct comprises one or more chemical 
modifications described herein that modulates the cellular uptake of the siNA construct. 

In another embodiment, the invention features a method for generating siNA 
5 molecules against a target gene with improved cellular uptake comprising (a) introducing 
nucleotides having any of Formula I-Vn or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) imder conditions suitable for 
isolating siNA molecules having improved cellular uptake. 

In one embodiment, the invention features siNA constructs that mediate RNAi 
10 against a target gene, wherein the siNA constmct comprises one or more chemical 
modifications described herein that increases the bioavailability of the siNA construct, for 
example, by attaching polymeric conjugates such as polyethyleneglycol or equivalent 
conjugates that improve the pharmacokinetics of the siNA construct, or by attaching 
conjugates that target specific tissue types or cell types in vivo. Non-limiting examples of 
15 such conjugates are described in Vargeese et al, U.S. Serial No. 10/201,394 incorporated 
by reference herein. 

In one embodiment, the invention features a metbod for generating siNA molecules 
of the invention with improved bioavailability, comprising (a) introducing a conjugate 
into the stmcture of a siNA molecule, and (b) assaying the siNA molecule of step (a) 

20 under conditions suitable for isolating siNA molecules having improved bioavailability. 
Such conjugates can include ligands for cellular receptors, such as peptides derived firom 
naturally occurring protein ligands; protein localization sequences, including cellular ZIP 
code sequences; antibodies; nucleic acid aptamers; vitamins and other co-factors, such as 
folate and N-acetylgalactosamine; polymers, such as polyethyleneglycol (PEG); 

25 phospholipids; polyamines, such as spermine or spermidine; and others. 

In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing an 
excipient formulation to a siNA molecule, and (b) assaying the siNA molecule of step (a) 
vmder conditions suitable for isolating siNA molecules having improved bioavailability. 
30 Such excipients include polymers such as cyclodextrins, lipids, cationic lipids, 
polyamines, phospholipids, and others. 
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In another embodiment, the invention features a method for generating siNA 
molecules of the invention with improved bioavailability comprising (a) introducing 
nucleotides having any of Formulae I-VII or any combination thereof into a siNA 
molecule, and (b) assaying the siNA molecule of step (a) under conditions suitable for 
5 isolating siNA molecules having improved bioavailability. 

In another embodiment, polyethylene glycol (PEG) can be covalently attached to 
siNA compounds of the present invention. The attached PEG can be any molecular 
weight, preferably from about 2,000 to about 50,000 daltons (Da). 

The present invention can be used alone or as a component of a kit having at least 
10 one of the reagents necessary to carry out the in vitro or in vivo introduction of RNA to 
test samples and/or subjects. For example, preferred components of the kit include a 
siNA molecule of the invention and a vehicle that promotes introduction of the siNA into 
cells of interest as described herein (e.g., using Upids and other metliods of transfection 
known in the art, see for example Beigelnian et al, US 6,395,713). The kit can be used 
15 for target validation, such as in determining gene function and/or activity, or in drag 
optimization, and in drag discovery (see for example Usman et al., USSN 60/402,996). 
Such a kit can also include instractions to allow a user of the kit to practice the invention. 

The term "short interfering nucleic acid", "siNA", "short interfering RNA", 
"siRNA", "short interfering nucleic acid molecule", "short interfering oHgonucleotide 

20 molecule", or "chemically-modified short interfering nucleic acid molecule" as used 
herein refers to any nucleic acid molecule capable of inliibiting or down regulating gene 
expression or viral replication, for example by mediating RNA interference "RNAi" or 
gene silencing in a sequence-specific manner; see for example Bass, 2001, Nature^ 411, 
428-429; Elbashir et al, 2001, Nature, 411, 494-498; and Kreutzer et al, International 

25 PCT Publication No, WO 00/44895; Zemicka-Goetz et al, Intemational PCT PubUcation 
No. WO 01/36646; Fire, Intemational PCT Publication No. WO 99/32619; Plaetinck et 
al, Intemational PCT Publication No. WO 00/01846; Mello and Fire, Intemational PCT 
Publication No. WO 01/29058; Deschamps-Depaillette, Intemational PCT Publication 
No. WO 99/07409; and Li et al, Intemational PCT Publication No. WO 00/44914; 

30 Allshire, 2002, Science, 297, 1818-1819; Volpe et al, 2002, Science, 297, 1833-1837; 
Jenuwein, 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science, 297, ll^l-ll^l; 
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Hutvagner and Zamore, 2002, Scie,.ce, 297, 2056-60; McManus et al. 2002, RNA, 8, 
842-850; Reix^art et al, 2002, Gene & De... 16, 1616-1626; and Reinhart & Bartel, 
2002, Science, 297, 1831). Non limiting examples of siNA molecules of the invention are 
shown in Figures 4-6, and Tables II, III, and IV herein. For example the siNA can be a 
5 double-stranded polynucleotide molecule comprising self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a target nucleic acid molecule or a portxon 
thereof and the sense region having nucleotide sequence correspondmg to the target 
nucleic acid sequence or a portion thereof. IHe siNA can be assembled from two separate 
10 oUgonucleotides, where one strand is the sense strand and the other is *e antisense 
strand, wherein the antisense and sense strands are self-complementary (i.e. each strand 
comprises nucleotide sequence that is complementary to nucleotide sequence in the otl.er 
strand- such as where the antisense strand and sense strand form a duplex or double 
stranded structure, for example wherein the double stranded region is about 19 base 
15 pairs); the antisense strand comprises nucleotide sequence that is complementary to 
nucleotide sequence in a target nucleic acid molecule or a portion thereof and the sense 
strand comprises nucleotide sequence corresponding to the target nucleic acid sequence 
or a portion thereof Alternatively, the siNA is assembled from a single oligonucleotide, 
where the self-complementary sense and antisense regions of the siNA are linked by 
20 means of a nucleic acid based or non-nucleic acid-based linker(s). Tlxe siNA can be a 
polynucleotide with a hairpin secondary structure, having self-complementary sense and 
antisense regions, wherein the antisense region comprises nucleotide sequence that is 
complementary to nucleotide sequence in a separate target nucleic acid molecule or a 
portion thereof and the sense region having nucleotide sequence correspondmg to the 
25 target nucleic acid sequence or a portion thereof The siNA can be a circular smgle- 
stranded polynucleotide having two or more loop structures and a stem compnsmg self- 
complementary sense and antisense regions, wherein the antisense region comprises 
nucleotide sequence that is complementary to nucleotide sequence in a target nucleic acid 
molecule or a portion thereof and the sense region having nucleotide sequence 
30 corresponding to the target nucleic acid sequence or a portion thereof, and wherem the 
circular polynucleotide can be processed either in vivo or in vitro to generate an active 
SiNA molecule capable of mediating RNAi. The siNA can also comprise a smgle 
stranded polynucleotide having nucleotide sequence complementary to nucleotide 
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sequence in a target nucleic acid molecule or a portion thereof (for example, where such 
siNA molecule does not require the presence within the siNA molecule of nucleotide 
sequence corresponding to the target nucleic acid sequence or a portion thereof), wherem 
the single stranded polynucleotide can further comprise a terminal phosphate group, such 
5 as a 5 '-phosphate (see for example Martinez et al, 2002, Cell, 110, 563-574 and 
Schwarz et al^ 2002, Molecular Cell, 10, 537-568), or 5',3'-diphosphate. In certain 
embodiment, the siNA molecule of the invention comprises separate sense and antisense 
sequences or regions, wherein the sense and antisense regions are covalently Unked by 
nucleotide or non-nucleotide linkers molecules as is known in the art, or are alternately 

10 non-covalently linked by ionic interactions, hydrogen bonding, van der waals 
interactions, hydrophobic intercations, and/or stacking interactions. In certain 
embodiments, the siNA molecules of the invention comprise nucleotide sequence that is 
complementary to nucleotide sequence of a target gene. In another embodiment, the 
siNA molecule of the invention interacts with nucleotide sequence of a target gene in a 

15^ manner that causes inhibition of expression of the target gene. As used herein, siNA 
molecules need not be limited to those molecules containing only RNA, but further 
encompasses chemically-modified nucleotides and non-nucleotides. In certain 
embodiments, the short interfering nucleic acid molecules of the invention lack 2 - 
hydroxy (2 -OH) containing nucleotides. Applicant describes in certain embodiments 

20 short interfering nucleic acids that do not require the presence of nucleotides having a 2- 
hydroxy group for mediating RNAi and as such, short interfering nucleic acid molecules 
of the invention optionally do not include any ribonucleotides (e.g., nucleotides having a 
2 -OH group). Such siNA molecules that do not require the presence of ribonucleotides 
within the siNA molecule to support RNAi can however have an attached linker or linkers 

25 or other attached or associated groups, moieties, or chains containing one or more 
nucleotides with 2' -OH groups. Optionally, siNA molecules can comprise ribonucleotides 
at about 5, 10, 20, 30, 40, or 50% of the nucleotide positions. The modified short 
interfering nucleic acid molecules of the invention can also be referred to as short 
interfering modified oUgonucleotides "siMON." As used herein, the term siNA is meant 

30 to be equivalent to other terms used to describe nucleic acid molecules that are capable of 
mediating sequence specific RNAi, for example short interfering RNA (siRNA), double- 
stranded RNA (dsRNA), micro-RNA (miRNA), short hairpm RNA (shRNA), short 
interfering oligonucleotide, short interfering nucleic acid, short interfering modified 
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oUgonucleotide, chemically-modified siRNA, post-transcriptional gene silencing RNA 
(ptgsRNA), and others. In addition, as used herein, the term RNAi is meant to be 
equivalent to other tenns used to describe sequence specific RNA interference, such as 
post transcriptional gene silencing, or epigenetics. For example. siNA molecules of the 

5 invention can be used to epigenetically silence genes at both the post-transcriptional level 
or the pre-transcriptional level. In a non-limiting example, epigenetic regulation of gene 
expression by siNA molecules of the invention can result fix>m siNA mediated 
modification of chromatin structure to alter gene expression (see, for example, Allshire, 
2002. Science. 297. 1818-1819; Volpe et al, 2002, Science. 297, 1833-1837; Jenuwein, 

10 2002, Science, 297, 2215-2218; and Hall et al, 2002, Science. 297, 2232-2237). 

By "modulate" is meant that the expression of the gene, or level of RNA molecule 
or equivalent RNA molecules encoding one or more proteins or protein subunits, or 
activity of one or more proteins or protein subunits is up regulated or down regulated, 
such that expression, level, or activity is greater than or less than that observed in the 
15 absence of the modulator. For example, the term "modulate" can mean "inhibit," but the 
use of the word "modulate" is not Umited to this definition. 

By "inhibit" it is meant that the activity of a gene expression product or level of 
RNAs or equivalent RNAs encoding one or more gene products is reduced below lhat 
observed in the absence of the nucleic acid molecule of the invention, hi one 
20 embodiment, inhibition with a siNA molecule preferably is below that level observed in 
the presence of an inactive or attenuated molecule that is unable to mediate an RNAi 
response. In another embodiment, inhibition of gene expression with the siNA molecule 
of the instant invention is greater in the presence of the siNA molecule than in its 
absence. 

25 By "inhibit", "down-regulate", or "reduce", it is meant that the expression of the 

gene, or level of RNA molecules or equivalent RNA molecules encoding one or more 
proteins or protein subunits, or activity of one or more proteins or protein subunits, is 
reduced below that observed in the absence of the nucleic acid molecules (e.g., siNA) of 
the invention, hi one embodiment, inhibition, down-regulation or reduction witii an siNA 

30 molecule is below that level observed m the presence of an inactive or attenuated 
molecule, hi another embodiment, inhibition, down-regulation, or reduction with siNA 
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molecules is below that level observed in the presence of, for example, an siNA molecule 
with scrambled sequence or with mismatches. In another embodiment, inhibition, down- 
regulation, or reduction of gene expression with a nucleic acid molecule of the instant 
invention is greater in the presence of the nucleic acid molecule than in its absence. 

5 By "gene" or "target gene" is meant, a nucleic acid that encodes an RNA, for 

example, nucleic acid sequences including, but not hmited to, structural genes encoding a 
polypeptide. The target gene can be a gene derived from a cell, an endogenous gene, a 
transgene, or exogenous genes such as genes of a pathogen, for example a viras, which is 
present in the cell after infection thereof. The cell containing the target gene can be 
10 derived from or contained in any organism, for example a plant, animal, protozoan, virus, 
bacterimn, or fungus. Non-limiting examples of plants include monocots, dicots, or 
gymnosperms. Non-limiting examples of animals include vertebrates or invertebrates. 
Non-limiting examples of fimgi include molds or yeasts. 

By "endogenous" or "cellular" gene is meant a gene normally found in a cell in its 
15 natural location in the genome. For example, HER-2, VEGF, VEGF-R, EGFR, BCL-2, c- 
MYC, RAS and the like would be considered an endogenous gene. Genes expressed in a 
cell from a plasmid, viral vector or other vectors or from virus, bacteria, fimgi would be 
considered "foreign" or "heterologous" gene; such genes are not normally found in the 
host cell, but are introduced by standard gene transfer techniques or as a result of 
20 infection by a virus, bacterial or other infectious agent. 

By "gene family" is meant a group of more than one nucleic acid molecules that 
share at least one common characteristic, such as sequence homology, target specificity, 
mode of action, secondary structure, or the ability to modulate a process or more than one 
process in a biological system. The gene family can be of viral or cellular origin. The 
25 gene family can encode, for example, groups of cytokines, receptors, groAvth factors, 
adapter proteins, structural proteins, and other protein epitopes. 

By "protein family" is meant a group of more than one proteins, peptides, or 
polypeptides that share at least one common characteristic, such as sequence homology, 
target specificity, mode of action, secondary structure, or the ability to modulate a process 
30 or more than one process in a biological system. The protein family can be of viral or 
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cellular origin. The protein family can encode, for example, groups of cytokines, 
receptors, growth factors, ad^ter proteins, structural proteins, and other protein epitopes. 

By "highly conserved sequence region" is meant, a nucleotide sequence of one or 
more regions in a target gene does not vary significantly from one generation to the other 
5 or from one biological system to the other. 

By "cancer" is meant a group of diseases characterized by uncontrolled growth and 
spread of abnormal cells. 

By "sense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to an antisense region of the siNA molecule. In addition, the sense 
10 region of a siNA molecule can comprise a nucleic acid sequence having homology with a 
target nucleic acid sequence. 

By "antisense region" is meant a nucleotide sequence of a siNA molecule having 
complementarity to a target nucleic acid sequence. In addition, the antisense region of a 
siNA molecule can optionally comprise a nucleic acid sequence having complementarity 
15 to a sense region of the siNA molecule. 

By "target nucleic acid" is meant any nucleic acid sequence whose expression or 
activity is to be modulated. The target nucleic acid can be DNA or RNA. 

By "complementarity" is meant that a nucleic acid can form hydrogen bond(s) with 
another nucleic acid sequence by either traditional Watson-Crick or other non-traditional 

20 types. In reference to the nucleic molecules of the present invention, the binding free 
energy for a nucleic acid molecule with its complementary sequence is sufficient to allow 
the relevant function of the nucleic acid to proceed, e.g., RNAi activity. Determination of 
binding free energies for nucleic acid molecules is well known in the art (see, e.g.. Turner 
et al, 1987, CSH Symp. Quant. Biol. LH pp.123-133; Frier et al, 1986, Proc. Nat. Acad. 

25 Set USA 83:9373-9377; Turner et al. 1987, J. Am. Chem. Soc. 109:3783-3785). A 
percent complementarity indicates the percentage of contiguous residues in a nucleic acid 
molecule that can form hydrogen bonds (e.g., Watson-Crick base pairing) with a second 
nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 being 50%, 60%, 70%, 80%, 90%, 
and 100% complementary). "Perfectly complementary" means that all the contiguous 
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residues of a nucleic acid sequence will hydrogen bond with the same number of 
contiguous residues in a second nucleic acid sequence. 

The siNA molecules of the invention represent a novel therapeutic approach to a 
broad spectrum of diseases and conditions, including cancer or cancerous disease, 
5 infectious disease, cardiovascular disease, neurological disease, prion disease, 
inflammatory disease, autoimmune disease, pulmonary disease, renal disease, liver 
disease, mitochondrial disease, endocrine disease, reproduction related diseases and 
conditions, and any other indications that can respond to the level of an expressed gene 
product in a cell or organsim. 

10 In one embodiment of the present invention, each sequence of a siNA molecule of 

the invention is independently about 18 to about 24 nucleotides in length, in specific 
embodiments about 18, 19, 20, 21, 22, 23, or 24 nucleotides in length. In another 
embodiment, the siNA duplexes of the invention independently comprise about 17 to 
^ about 23 base pairs (e.g., about 17, 18, 19, 20, 21, 22 or 23). In yet another embodiment, 

15 siNA molecules of the invention comprising hairpin or circular structures are about 35 to 
about 55 {e.g., about 35, 40, 45, 50 or 55) nucleotides in length, or about 38 to about 44 
{e.g., 38, 39, 40, 41, 42, 43 or 44) nucleotides in length and comprising about 16 to about 
22 {e.g., about 16, 17, 18, 19, 20, 21 or 22) base pairs. Exemplary siNA molecules of the 
invention are shown in Table II. Exemplary synthetic siNA molecules of the invention 

20 are shown in Table I and/or Figures 18-19. 

As used herein "cell" is used in its usual biological sense, and does not refer to an 
entire multicellular organism, e.g., specifically does not refer to a human. The cell can be 
present in an organism, e.g., birds, plants and mammals such as himaans, cows, sheep, 
apes, monkeys, swine, dogs, and cats. The cell can be prokaryotic or eukaryotic (e.g., 
25 mammalian or plant cell). The cell can be of somatic or germ line origin, totipotent or 
pluripotent, dividing or non-dividing. The cell can also be derived firom or can comprise 
a gamete or embryo, a stem cell, or a fiiUy differentiated cell. 

The siNA molecules of the invention are added directly, or can be complexed with 
cationic lipids, packaged within liposomes, or otherwise delivered to target cells or 
30 tissues. The nucleic acid or nucleic acid complexes can be locally administered to 
relevant tissues ex vivo, or in vivo through injection, infusion pump or stent, with or 
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without their incorporation in biopolymers. In particular embodiments, the nucleic acid 
molecules of the invention comprise sequences shown in Tables I-H and/or Figures 18- 
19. Examples of such nucleic acid molecules consist essentially of sequences defined in 
these tables and figures. Furthermore, the chemically modified constructs described in 
5 Table IV can be applied to any siNA sequence of the invention. 

In another aspect, the invention provides mammalian cells containing one or more 
siNA molecules of this invention. The one or more siNA molecules can independently be 
targeted to the same or different sites. 

By "RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
10 "ribonucleotide" is meant a nucleotide with a hydroxyl group at the T position of a (i-D- 
ribo-furanose moiety. The terms include double-stranded RNA, single-stranded RNA, 
,^ isolated RNA such as partially purified RNA, essentially pure RNA, synthetic RNA, 
recombinantly produced RNA, as well as altered RNA that differs from naturally 
occurring RNA by the addition, deletion, substitution and/or alteration of orie or more 
15 nucleotides. Such alterations can include addition of non-nucleotide material, such as to 
the end(s) of the siNA or internally, for example at one or more nucleotides of the RNA. 
Nucleotides in the RNA molecules of the instant invention can also comprise non- 
standard nucleotides, such as non-naturally occurring nucleotides or chemically 
synthesized nucleotides or deoxynucleotides. These altered RNAs can be referred to as 
20 analogs or analogs of naturally-occurring RNA. 

By "subject" is meant an organism, which is a donor or recipient of explanted cells 
or the cells themselves. "Subject" also refers to an organism to which the nucleic acid 
molecules of the invention can be administered. M one embodiment, a subject is a 
mammal or mammalian cells. In another embodiment, a subject is a human or human 
25 cells. 

The term "phosphorothioate" as used herein refers to an intemucleotide linkage 
having Formula I, wherein Z and/or W comprise a sulfur atom. Hence, the term 
phosphorothioate refers to both phosphorothioate and phosphorodithioate intemucleotide 
linkages. 
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The term "universal base" as used herein refers to nucleotide base analogs that form 
base pairs with each of the natural DNA/RNA bases with little discrimination between 
them. Non-limiting examples of universal bases include C-phenyl, C-naphthyl and other 
aromatic derivatives, inosine, azole carboxamides, and nitroazole derivatives such as 3- 
5 nitropyrrole, 4-nitroindole, S-nitroindole, and 6-nitroindole as known in the art (see for 
example Loakes, 2001, Nucleic Acids Research, 29, 2437-2447). 

The term "acyclic nucleotide" as used herein refers to any nucleotide having an 
acycUc ribose sugar, for example where any of the ribose carbons (CI, C2, C3, C4, or 
C5), are independently or in combination absent from the nucleotide. 

10 The nucleic acid molecules of the instant mvention, individually, or in combination 

or in conjimction with other drugs, can be used to treat diseases or conditions discussed 
herein. For example, to treat a particular disease or condition, the siNA molecules can be 
administered to a subject or can be administered to other appropriate cells evident to those 
skilled in the art, individually or in combination with one or more drugs under conditions 

1 5 suitable for the treatment. 

In a further embodiment, the siNA molecules can be used in combination with other 
known treatments to treat conditions or diseases discussed above. For example, the 
described molecules could be used in combination with one or more known therapeutic 
agents to treat a disease or condition. Non-limiting examples of other therapeutic agents 
20 that can be readily combined with a siNA molecule of the invention are enzymatic nucleic 
acid molecules, allosteric nucleic acid molecules, antisense, decoy, or aptamer nucleic 
acid molecules, antibodies such as monoclonal antibodies, small molecules, and other 
organic and/or inorganic compounds including metals, salts and ions. 

In one embodiment, the invention features an expression vector comprising a 
25 nucleic acid sequence encoding at least one siNA molecule of the invention, in a manner 
which allows expression of the siNA molecule. For example, the vector can contain 
sequence(s) encoding both strands of a siNA molecule comprising a duplex. The vector 
can also contain sequence(s) encoding a single nucleic acid molecule that is self- 
complementary and thus forms a siNA molecule. Non-limiting examples of such 
30 expression vectors are described in Paul et aL, 2002, Nature Biotechnology, 19, 505; 
Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee et aL, 2002, Nature 
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Biotechnology. 19, 500; and Novina et al. 2002, Nature Medicine, advance online 
publication doi:10.1038/nm725. 

In another embodiment, the invention features a mammalian cell, for example, a 
human cell, including an expression vector of the invoition. 

5 In yet another embodiment, the expression vector of the invention comprises a 

sequence for a siRNA molecule having complementarity to a KNA molecule referred to 
by a Genbank Accession number in Table HI. 

In yet another embodiment, the expression vector of the invention comprises a 
sequence for a siNA molecule having complementarity to a KNA molecule referred to by 

10 a Genbank Accession numbers, for example Genbank Accession Nos. shown in Table I. 

In one embodiment, an expression vector of the invention comprises a nucleic acid 
sequence encoding two or more siNA molecules, which can be the same or different. 

In another aspect of the invention, siRNA molecules that interact with target RNA 
molecules and down-regulate gene encoding target RNA molecules (for example target 

15 RNA molecules referred to by Genbank Accession number in Table m) are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors 
can be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed 
based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. 
The recombinant vectors capable of expressing the siNA molecules can be deUvered as 

20 described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecules bmd and down-regulate 
gene function or expression via RNA interference (RNAi). DeUvery of siNA expressing 
vectors can be systemic, such as by intravenous or intramuscular administration, by 

25 administration to target cells ex-planted from a subject followed by reintroduction into the 
subject, or by any other means that would allow for introduction into the desired target 
cell. 

By "vectors" is meant any nucleic acid- and'or viral-based technique used to deliver 
a desired nucleic acid 
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Other features and advantages of the invention will be apparent from the following 
description of the preferred embodiments thereof, and from the claims. 

BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 shows a non-limiting example of a scheme for the synthesis of siNA 
5 molecules. The complementary siNA sequence strands, strand 1 and strand 2, are 
synthesized in tandem and are connected by a cleavable linkage, such as a nucleotide 
succinate or abasic succinate, which can be the same or different from the cleavable 
linker used for solid phase synthesis on a solid support. The synthesis can be either solid 
phase or solution phase, in the example shown, the synthesis is a solid phase synthesis. 
10 The synthesis is performed such tliat a protecting group, such as a dimethoxytrityl group, 
remains intact on the temiuial nucleotide of the tandem oligonucleotide. Upon cleavage 
and deprotection of the oligonucleotide, the two siNA strands spontaneously hybridize to 
form a siNA duplex, which allows the purification of the duplex by utilizing the 
properties of the terminal protecting group, for example by applying a trityl on 
15 purification method wherein only duplexes/oligonucleotides with the terminal protecting 
group are isolated. 

Figure 2 shows a MALDI-TOV mass spectram of a purified siNA duplex^ 
synthesized by a method of the invention. The two peaks shown correspond to the 
predicted mass of the separate siNA sequence strands. This result demonstrates that the 
20 siNA duplex generated from tandem synthesis can be purified as a single entity using a 
simple trityl-on purification methodology. 

Figure 3 shows the results of a stability assay used to determine the serum stability 
of chemically modified siNA constructs compared to a siNA control consisting of all 
RNA with 3'-TT termini. T Yz values are shown for duplex stability. 

25 Figure 4 shows the results of an RNAi activity screen of phosphorothioate 

modified siNA constructs using a luciferase reporter system. 

Figure 5 shows the results of an RNAi activity screen of phosphorothioate and 
universal base modified siNA constructs using a luciferase reporter system. 
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Figure 6 shows the results of an RNAi activity screen of 2'-0-methyl modified 
siNA constructs using a luciferase reporter system. 

Figure 7 shows the results of an RNAi activity screen of 2'-0-methyl and 2'- 
deoxy-2'-fluoro modified siNA constructs using a luciferase rq)orter system. 

5 Figure 8 shows the results of an RNAi activity screen of a phosphorothioate 

modified siNA construct using a luciferase reporter system. 

Figure 9 shows the results of an RNAi activity screen of an inverted deoxyabasic 
modified siNA construct generated via tandem synthesis using a luciferase reporter 
system. 

10 Figure 10 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs including 3 '-glyceryl modified siNA constructs compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-temiinal 

15 dithymidine (TT) and its corresponding inverted control (hiv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences coirespoding to these RPI numbers 
are shown in Table I. 

20 Figure 11 shows the results of an RNAi activity screen of chemically modifed 

siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 

25 dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. 
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Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 
modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 

5 concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The backgroimd 
level of luciferase expression in the HeLa cells is designated by the "cells" colvram. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences con-espoding to these RPI numbers 

10 are shown in Table L In addition, the antisense strand alone (RPI 30430) and an inverted 
control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) was 
compared to the siNA duplexes described above. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combmations of sense strand chemical 

15 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

20 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI nxambers 
are shown in Table I. In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. 

Figure 14 shows the results of an RNAi activity screen of chemically modifed 
25 siNA constructs including various 3 '-terminal modified siNA constructs compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
30 level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constmcts are shown by RPI 
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„u„>ber (s^. ^61^^ strand). S«iu«.oes oo.«spcdmg U> RPI nu.*«rs 

are shown in Table I. 

Figure 15 shows the results of an RNAi acdvity screen of chemically modifed 
siNA constructs, "me screen compared various combinations of sense s^d chem>smes 
compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOhM concent^on .^g 
an all RNA siNA control (siGL2) having having S'-terminal dittymidine (TT) and ..s 
corresponding inverted control (Inv siGI^). "me background level of lucrferase 
expression in the HcLa cells is desi^ated by the -cells" column. Sense and antrsense 
s«„ds of chemically modified siNA constructs are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to the^ RPI numbers are shown m 
Table I. 

Figure 16 shows the results of a siNA titiadon study wherdn the RNAi activity of 
a phosphorothioate modified srT^A construct is compared to .hat of a siNA construct 
consisting of aU ribonucleotides except for two terminal thymidine residues usmg a 
luciferase reporter system. 

Fi.n.re 17 shows a non-limiting proposed mechanistic representation of target RNA 
de^adatton involved h. RNAi. Double-stranded RNA (dsRNA). which is generated by 
RNA-dependent RNA polymerase (RdRP) ftom foreign single-stranded RNA, for 
example vir^. t^nsposon. or other exogenous RNA, acfivates the DICER enzyme that m 
turn generates siNA duplexes. Alternately, synthetic or expressed siNA can be 
introduced dircctely into a cell by appropriate means. An active siNA comply forn. 
which recognizes a target RNA. resulting in degradation of the target RNA by the RBC 
endonudease complex or in the synthesis of additional RNA by RNA-dependent RNA 
polymerase (RdRP). which can activate DICER and result in addifional siNA molecules, 
thereby amplifying the RNAi response. 

Figure 18A-F shows non-Umiting examples of chemically-modified siNA 
constmcts of the present invention In the figure, N stands for any nucleotide (adenosme. 
guanosine. cytosine. uridine, or optionally thymidine, for example thymidine can be 
substimted in the overhanging regions designated by parenthesis (N N). Vanous 
modifications are shown for the sense and antisense strands of the siNA constructs. 
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Figure 18 A: The sense strand comprises 21 nucleotides having four 
phosphorothioate 5 - and 3 -terminal intemucleotide linkages, wherein the two terminal 3- 
nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may be 
present are 2'-0-methyl or 2 -deoxy-2 -fluoro modified nucleotides except for (N N) 
5 nucleotides, which can comprise ribonucleotides, deoxynucleotides, universal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 -terminal glyceryl moiety and wherein the two terminal 
3'-nucleotides are optionally complementary to the target RNA sequence, and having one 
3*-tenTunal phosphorothioate intemucleotide linkage and four 5 '-terminal 
10 phosphorothioate intemucleotide linkages and wherein all pyrimidine nucleotides that 
may be present are 2*-deoxy-2 -fluoro modified nucleotides except for (N N) nucleotides, 
which can comprise ribonucleotides, deoxynucleotides, universal bases, or other chemical 
modifications described herein. 

Figure 18B: The sense strand comprises 21 nucleotides wherein the two terminal 
15 3 '-nucleotides are optionally base paired and wherein all pyrimidine nucleotides that may 
be present are 2'-0-methyl or 2 -deoxy-2'-fluoro modified nucleotides except for (N N) 
nucleotides, which can comprise ribonucleotides, deoxynucleotides, miiversal bases, or 
other chemical modifications described herein. The antisense strand comprises 21 
nucleotides, optionally having a 3 -terminal glyceryl moiety and wherein, the two terminal 
20 3 -nucleotides are optionally complementary to the target RNA sequence, and wherein all 
pyrimidine nucleotides that may be present are 2'-deoxy-2 -fluoro modified nucleotides 
except for (N N) nucleotides, which can comprise ribonucleotides, deoxynucleotides, 
universal bases, or other chemical modifications described herein. 

Figure 18C: The sense strand comprises 21 nucleotides having 5 - and 3 - teraiinal 
25 cap moieties wherein the two terminal 3 -nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-0-methyl or 2 -deoxy-2 - 
fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. The antisense strand comprises 21 nucleotides, optionally having a 3'- 
30 terminal glyceryl moiety and wherein the two terminal 3 -nucleotides are optionally 
complementary to the target RNA sequence, and having one 3 -terminal phosphorothioate 
intemucleotide linkage and wherein all pyrimidine nucleotides that may be present are 2'- 
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deoxy-2'-fluoro modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18D: The sense strand comprises 21 nucleotides having 5*- and 3'- terminal 
5 cap moieties wherein the two terminal 3 '-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-£luoro modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein and 
wherein and all purine nucleotides that may be present are 2*-deoxy nucleotides. The 
10 antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3'-nucleotides are optionally complementary to the target 
RNA sequence, and having one 3*-terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2'-fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-0-methyl modified 
15 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. 

Figure 18E: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
cap moieties wherein the two temiinal 3 '-nucleotides are optionally base paked and 
wherein all pyrimidine nucleotides that may be present are 2'-deoxy-2-fluoro modified 

20 nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herem. The 
antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3'-nucleotides are optionally complementary to the target 
RNA sequence, and wherein all pyrimidine nucleotides that may be present are 2'-deoxy- 

25 2 -fluoro modified nucleotides and all purine nucleotides that may be present are 2 -O- 
methyl modified nucleotides except for (N N) nucleotides, which can comprise 
ribonucleotides, deoxynucleotides, universal bases, or other chemical modifications 
described herein. 

Figure 18F: The sense strand comprises 21 nucleotides having 5'- and 3'- terminal 
30 cap moieties wherein the two terminal 3 •-nucleotides are optionally base paired and 
wherein all pyrimidine nucleotides that may be present are 2 -deoxy-2 -fluoro modified 
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nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
antisense strand comprises 21 nucleotides, optionally having a 3'-terminal glyceryl moiety 
and wherein the two terminal 3 -nucleotides are optionally complementary to the target 
5 RNA sequence, and having one 3 '-terminal phosphorothioate intemucleotide linkage and 
wherein all pyrimidine nucleotides that may be present are 2 -deoxy-2'-fluoro modified 
nucleotides and all purine nucleotides that may be present are 2'-deoxy modified 
nucleotides except for (N N) nucleotides, which can comprise ribonucleotides, 
deoxynucleotides, universal bases, or other chemical modifications described herein. The 
10 antisense strand of constructs A-F comprise sequence complementary to target RNA 
sequence of the invention. 

Figure 19 shows non-limiting examples of specific chemically modified siNA 
sequences of the invention. A-F applies the chemical modifications described in Figure 
18A-F to a representative siNA sequence targeting the EGFR (HERl). 

Figure 20 shows non-limitmg examples of different siNA constructs of the 
invention. The examples shown (constructs 1, 2, and 3) have 19 representative base pairs, 
however, different embodiments of the invention include any number of base pairs 
described herein. Bracketed regions represent nucleotide overhangs, for example 
comprising between about 1, 2, 3, or 4 nucleotides in length, preferably about 2 
nucleotides. Constructs 1 and 2 can be used independently for RNAi activity. Construct 
2 can comprise a polynucleotide or non-nucleotide linker, which can optionally be 
designed as a biodegradable linker. In one embodiment, the loop structure shown in 
construct 2 can comprise a biojdegradable linker that results in the formation of constmct 
1 in vivo and/or in vitro. In another example, constract 3 can be used to generate 
construct 2 imder the same principle wherein a linker is used to generate the active siNA 
construct 2 in vivo and/or in vitro, which can optionally utilize another biodegradable 
linker to generate the active siNA constmct 1 in vivo and/or in vitro. As such, the 
stability and/or activity of the siNA constmcts can be modulated based on the design of 
the siNA construct for use in vivo or in vitro and/or in vitro. 

30 Figure 21 is a diagrammatic representation of a method used to determine target 

sites for siNA mediated RNAi within a particular target nucleic acid sequence, such as 
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messenger RNA. (A) A pool of siNA oligonucleotides are synthesized wherein the 
antisense region of the siNA constructs has complementarity to target sites across the 
target nucleic acid sequence, and wherein the sense region comprises sequence 
complementary to the antisense region of the siNA. (B) The sequences are transfected 
5 into cells. (C) Cells are selected based on phenotypic change that is associated with 
modulation of the target nucleic acid sequence. (D) The siNA is isolated from the 
selected cells and is sequenced to identify efficacious target sites within the target nucleic 
acid sequence. 

Figure 22 shows non-limiting examples of different stabilization chemistries (1-10) 
that can be used, for example, to stabilize the 3 -end of siNA sequences of the invention, 
including (1) [3 -3'] -inverted deoxyribose; (2) deoxyribonucleotide; (3) [5-3']-3- 
deoxyribonucleotide; (4) [5'-3']-ribonucleotide; (5) [5'-3']-3'-0-methyl ribonucleotide; (6) 
3*-glyceryl; (7) [3'-5*]-3*-deoxyribonucleotide; (8) [3 '-3'] -deoxyribonucleotide; (9) [5'-2']- 
deoxyribonucleotide; and (10) [5-3']-dideoxyribonucleotide. In addition to modified and 
unmodified backbone chemistries indicated in the figure, these chemistries can be 
combined with different backbone modifications as described herein, for example, 
backbone modifications having Formula I. In addition, the 2 -deoxy nucleotide shown 5* 
to the terminal modifications shown can be another modified or unmodified nucleotide or 
non-nucleotide described herein, for example modifications having any of Formulae I-VII 
or any combination thereof. 

Figure 23 shows a non-limiting example of siNA mediated inhibition of VEGF- 
induced angiogenesis using the rat comeal model of angiogenesis. siNA targeting site 
2340 of VEGFRl RNA (shown as RPI No. sense strand/antisense strand) were compared 
to inverted controls (shown as RPI No. sense strand/antisense strand) at three different 
25 concentrations and compared to a VEGF control in which no siNA was administered. 

Figure 24 shows a non-limiting example of a strategy used to identify chemically 
modified siNA constructs of the invention that are nuclease resistance while preserving 
the abihty to mediate RNAi activity. Chemical modifications are introduced into the 
siNA constmct based on educated design parameters (e.g. introducing 2'-mofications, 
30 base modifications, backbone modifications, terminal cap modifications etc). The 
modified constmct in tested in an appropriate system (e.g human serum for nuclease 
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resistance, shown, or an animal model for PK/delivery parameters). In parallel, the siNA 
construct is tested for RNAi activity, for example in a cell culture system such as a 
luciferase reporter assay). Lead siNA constructs are tlien identified which possess a 
particular characteristic while maintaining RNAi activity, and can be further modified and 
5 assayed once again. This same approach can be used to identify siNA-conjugate 
molecules with improved pharmacokinetic profiles, delivery, and RNAi activity. 

Figure 25 shows a non-limiting example of reduction of HER2 mRNA in A549 
cells mediated by RNA-based and chemically-modified siNAs that target HER2 mRNA 
sites 2344 and 3706. A549 cells were transfected with 4 ug/ml lipid complexed with 25 
10 nM unmodified siNA with a 3'-terminal dithymidine cap (RPI#28266/28267) or a 
corresponding inverted control (RPI#28268/28269) for site 2344 and (RPI#28262/28263) 
and a corresponding inverted control (RPI 28264/28265) for site 3706. hi addition, A549 
; cells were transfected with 4 ug/ml lipid complexed with 25 nM modified siNA 
. V (RPI#30442/30443) and a corresponding matched control (RPI#30444/30445) for site 
15 2344 and (RPI#30438/30439) and a corresponding matched control (RPI 30440/30441) 
for site 3706. As shown in the figures, the modified and unmodified constructs targeting 
sites 2344 and 3706 all demonstrate significant inhibition of HER2 RNA expression. 

Figure 26 shows a non-limiting example of reduction of PKC-alpha mRNA in 
A549 cells mediated by chemically-modified siNAs that target PKC-alpha mRNA. A549 
20 cells were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen 
of siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scram2), 
and cells transfected with lipid alone (tiansfection control). As shown in the figure, all of 
the siNA constmcts show significant reduction of PKC-alpha RNA expression. 

25 Figure 27 shows a non-limiting example of reduction of Myc (c-Myc) mRNA in 

293T cells mediated by chemically-modified siNAs that target c-Myc mRNA. 293T cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A screen of 
siNA constructs comprising ribonucleotides and 3 '-terminal dithymidine caps was 
compared to untreated cells, scrambled siNA control constmcts (Scraml and Scram2), 

30 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
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of the siNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
show significant reduction of c-Myc RNA expression. 

Figure 28 shows a non-Uniiting example of reduction of BCL2 mRNA in A549 
cells mediated by chemically-modified siNAs that target BCL2 mRNA. A549 cells were 
5 transfected with 0.25 ug/well of Upid complexed with 25 nM siNA. A siNA constmct 
comprising ribonucleotides and 3'-terminal dithymidine caps (RPI#3 0998/3 1074) was 
tested along with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the siNA 
is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense 
10 strand comprises a 3'-terminal phosphorothioate intemucleotide linkage 
(RPI#31368/31369), which was also compared to a matched chemistry inverted control 
(RPI#3 1370/3 1371) and a chemically modified siNA construct comprising 2'-deoxy-2'- 
fluoro pyrimidine and 2'-deoxy-2'-fluoro purine nucleotides in which the sense strand of 
the siNA is further modified with 5' and 3 '-terminal inverted deoxyabasic caps and the 
15 antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
(RPI#3 1372/3 1373) which was also compared to a matched chemistry inverted control 
(RPI#3 1374/3 1375). In addition, the siNA constmcts were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2)- 
and cells transfected with lipid alone (transfection control). As shown in the figure, the 
20 siNA constructs show significant reduction of BCL2 RNA expression compared to 
scrambled, untreated, and transfection controls. 

Figure 29 shows a non-limiting example of reduction of CHK-1 mRNA in A549 
cells mediated by chemically-modified siNAs that target CHK-1 mRNA. A549 cells 
were transfected with 0.25 ug/well of Upid complexed with 25 nM siNA. A siNA 

25 constmct comprising ribonucleotides and 3'-temiinal dithymidine caps 
(RPI#31003/31079) and a chemically modified siNA constmct comprising 2'-deoxy-2'- 
fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense strand of the 
siNA is fiirther modified with 5' and 3 '-terminal inverted deoxyabasic caps and in which 
the antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 

30 (RPI#3 1302/3 1303), were compared to a matched chemistry inverted control 
(RPK3 13 14/3 1325). In addition, the siNA constmcts were also compared to untreated 
cells, cells transfected with Upid and scrambled siNA constmcts (Scraml and Scram2), 
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and cells transfected with lipid alone (transf action control). As shown in the figure, both 
siNA constructs show significant reduction of CHK-1 RNA expression compared to 
appropriate controls. 

Figure 30 shows a non-limiting example of reduction of BACE mRNA in A549 
5 cells mediated by siNAs that target BACE mRNA. A549 cells were transfected with 0.25 
ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs comprising 
ribonucleotides and 3 '-terminal dithymidine caps was compared to untreated cells, 
scrambled siNA control constructs (Scram 1 and Scram2), and cells transfected with lipid 
alone (transfection control). As shown in the figure, all of the siNA constructs show 
1 0 significant reduction of BACE KNA expression. 

Figure 31 shows a non-limitmg example of reduction of cyclin Dl mRNA in A549 
cells mediated by chemically-modified siNAs that target cyclin Dl mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 1009/3 1085) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and purine ribonucleotides in which the sense 
strand of the siNA is fiirther modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
(RPI#3 1304/3 1305), which was also compared to a matched chemistry inverted control 
(RPI#31316/31317). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scram 1 and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
siNA constmcts show significant reduction of cyclin Dl RNA expression. 

Figure 32 shows a non-limiting example of reduction of PTP-IB mRNA in A549 
25 cells mediated by chemically-modified siNAs that target PTP-IB mRNA. A549 cells 
were transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA 
construct comprising ribonucleotides and 3 '-terminal dithymidine caps 
(RPI#3 101 8/3 1307) was compared to a chemically modified siNA construct comprising 
2'-deoxy-2'-fluoro pyrimidine nucleotides and piuine ribonucleotides in which the sense 
30 strand of the siNA is fiirther modified with 5' and 3 '-terminal inverted deoxyabasic caps 
and the antisense strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
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(RP»3 1306/3 1307), which was also compared to a matched chemistry inverted control 
(RPW31318/31319). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 
5 siNA constructs show significant reduction of PTP-IB RNA expression. 

Figure 33 shows a non-limiting example of reduction of ERG2 mRNA in DUDl 
cells mediated by siNAs that target ERG2 mRNA. DLDl cells were transfected with 
0.25 ug/well of lipid complexed with 25 nM siNA. A screen of siNA constructs 
comprising ribonucleotides and 3'-terminal dithymidine caps was compared to untreated 
10 cells, scrambled siNA control constructs (Scraml and Scram2), and cells transfected with 
lipid alone (transfection control). As shown in the figure, aU of the siNA constructs show 
significant reduction of ERG2 RNA expression. 

Figure 34 shows a non-limiting example of reduction of PCNA mRNA in A549 
cells mediated by chemically-modified siNAs that target PCNA mRNA. A549 cells were 

15 transfected with 0.25 ug/well of lipid complexed with 25 nM siNA. A siNA construct 
comprising ribonucleotides and 3'-termiiial dithymidine caps (RPI#31035/31111) was 
compared to a chemically modified siNA constioict comprising 2'-deoxy-2'-fluoro 
pyrimidine nucleotides and purine ribonucleotides in which the sense stirand of the siNA 
is further modified with 5' and 3'-tenninaI inverted deoxyabasic caps and the antisense 

20 strand comprises a 3 '-terminal phosphorothioate intemucleotide linkage 
([IPI#31310/31311), which was also compared to a matched chemistry inverted control 
CEiPI#31322/31323). In addition, the siNA constructs were also compared to untreated 
cells, cells transfected with lipid and scrambled siNA constructs (Scraml and Scram2), 
and cells transfected with lipid alone (transfection control). As shown in the figure, both 

25 siNA constructs show significant reduction of PCNA RNA expression. 

DETAILED DESCRIPTION OF THE INVENTION 

Mechanism of action of Nucleic Acid Molecule s of the Invention 

The discussion that follows discusses flie proposed mechanism of RNA interference 
mediated by short interfering RNA as is presently known, and is not meant to be limiting 
30 and is not an admission of prior art. Applicant demonstrates herein that chemically- 
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modified short interfering nucleic acids possess similar or improved capacity to mediate 
RNAi as do siRNA molecules and are expected to possess improved stability and activity 
in vivo\ therefore, tliis discussion is not meant to be limiting only to siRNA and can be 
applied to siNA as a whole. By "improved capacity to mediate RNAi" or "improved 
5 RNAi activity" is meant to include RNAi activity measured in vitro and/or in vivo where 
the RNAi activity is a reflection of both the ability of the siNA to mediate RNAi and the 
stability of the siNAs of the invention. In this invention, the product of tliese activities 
can be increased in vitro and/or in vivo compared to an all RNA siRNA or a siNA 
containing a plurality of ribonucleotides. In some cases, the activity or stability of the 
10 siNA molecule can be decreased (i.e., less than ten-fold), but the overall activity of the 
siNA molecule is enhanced in vitro and/or in vivo, 

RNA interference refers to the process of sequence specific post-transcriptional 
gene silencing in animals mediated by short interfering RNAs (siRNAs) (Fire et al,, 1998, 
Nature, 391, 806). The corresponding process in plants is commonly referred to as post- 
transcriptional gene silencing or RNA silencing and is also referred to as quelling in 
fungi. The process of post-transcriptional gene silencing is thought to be an 
evolutionarily-conserved cellular defense mechanism used to prevent the expression of 
foreign genes which is coimnonly shared by diverse flora and phyla (Fire et al, 1999, 
Trends Genet,, 15, 358). Such protection from foreign gene expression may have evolved 
in response to the production of double-stranded RNAs (dsRNAs) derived from viral 
infection or the random integration of transposon elements into a host genome via a 
cellular response that specifically destroys homologous single-stranded RNA or viral 
genomic RNA. The presence of dsRNA in cells triggers the RNAi response though a 
mechanism that has yet to be fully characterized. This mechanism appears to be different 
from the interferon response that results from dsRNA-mediated activation of protein 
kinase PKR and 2\ 5 -ohgoadenylate synthetase resulting in non-specific cleavage of 
mRNA by ribonuclease L. 

The presence of long dsRNAs in cells stimulates the activity of a ribonuclease III 
enzyme referred to as Dicer. Dicer is involved in the processing of the dsRNA into short 
30 pieces of dsRNA known as short interfering RNAs (siRNAs) (Berstein et al, 2001, 
Nature, 409, 363). Short interfering RNAs derived from Dicer activity are typically about 
21 to about 23 nucleotides in length and comprise about 19 base pair duplexes. Dicer has 
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also been implicated in the excision of 21- and 22-nucleotide small temporal RNAs 
(stRNAs) from precm^or RNA of conserved structure that are implicated in translational 
control (Hutvagner et al. 2001, Science, 293, 834). The RNAi response also features an 
endonuclease complex containing a siRNA, commonly referred to as an RNA-induced 
5 silencing complex (RISC), which mediates cleavage of single-stranded RNA havmg 
sequence homologous to the siRNA. Cleavage of the target RNA takes place in the 
middle of the region complementary to the guide sequence of the siRNA duplex (Elbashir 
et al, 2001, Genes Dev., 15, 188). In addition, RNA interference can also involve small 
RNA (e.g., micro-RNA or miRNA) mediated gene silencing, presumably though cellular 
10 mechanisms that regulate chromatua structure and thereby prevent transcription of target 
gene sequences (see for example AUshire, 2002, Science, 297, 1818-1819; Volpe et al, 
2002, Science, 297, 1833-1837; Jenuwein. 2002, Science, 297, 2215-2218; and Hall et al. 
2002, Science, 297, 2232-2237). As such, siNA molecules of the invention can be used to 
mediate gene silencing via interaction with RNA transcripts or altemately by interaction 
1 5 with particular gene sequences, wherein such interaction results in gene silencing either at 
the transcriptional level or post-transcriptional level. 

RNAi has been studied in a variety of systems. Fire et al, 1998, Natttre, 391, 806, 
were the first to observe RNAi in C. elegans. Wianny and Goetz, 1999, Nature Cell 
Biol, 2, 70, describe RNAi mediated by dsRNA in mouse embryos. Hammond et al, 

20 2000, Nature, 404, 293, describe RNAi in Drosophila cells transfected with dsRNA. 
Elbashir et al, 2001, Nature, 411, 494, describe RNAi induced by introduction of 
duplexes of synthetic 21 -nucleotide RNAs in cultured mammalian cells including human 
embryonic kidney and HeLa cells. Recent work m Drosophila embryonic lysates has 
revealed certain requirements for siRNA length, structure, chemical composition, and 

25 sequence that are essential to mediate efficient RNAi activity. These studies have shown 
that 21 nucleotide siRNA duplexes are most active when containing two 2-nucleotide 3'- 
teiminal nucleotide overhangs. Furthermore, substitution of one or both siRNA strands 
with 2'-deoxy or 2'-0-methyl nucleotides aboUshes RNAi activity, whereas substitution of 
3'-terminal siRNA nucleotides with deoxy nucleotides was shown to be tolerated. 

30 Mismatch sequences in the center of the siRNA duplex ware also shown to abolish RNAi 
activity. In addition, these studies also indicate that the position of the cleavage site in the 
target RNA is defined by the 5'-end of the siRNA guide sequence rather than the 3'-end 
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(Elbashir et al, 2001, EMBO J., 20, 6877). Other studies have indicated that a 5 - 
phosphate on the target-complementary strand of a siRNA duplex is required for siRNA 
activity and that ATP is utilized to maintain the 5 -phosphate moiety on the siRNA 
(Nykanen et al, 2001, Cell 107, 309); however, siRNA molecules lacking a 5'-phosphate 
5 are active when introduced exogenously, suggesting that 5'-phosphorylation of siRNA 
constructs may occur in vivo. 

Svnthesis of Nucleic acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 

10 invention, small nucleic acid motifs "smaU" refers to nucleic acid motifs no more than 
100 nucleotides in length, preferably no more than 80 nucleotides in length, and most 
preferably no more than 50 nucleotides in length; e.g,^ individual siNA oligonucleotide 
sequences or siNA sequences synthesized m tandem) are preferably used for exogenous 
delivery. The simple structure of these molecules increases the ability of the nucleic acid 

15 to hivade targeted regions of protein and/or RNA structure. Exemplary molecules of the 
instant invention are chemically synthesized, and others can similarly be synthesized. 

OUgonucleotides (e.^r., certain modified oligonucleotides or portions of 
oligonucleotides lacking ribonucleotides) are synthesized using protocols known in the 
art, for example as described in Caruthers et al, 1992, Methods in EnTymology 211, 3-19, 

20 Thompson et al, Intemational PCT PubUcation No. WO 99/54459, Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et al, 1997, Methods Mol Bio,, 74, 59, 
Brennan et al, 1998, Biotechnol Bioeng,, 61, 33-45, and Breiman, U.S. Pat. No. 
6,001,311. All of these references are incorporated herein by reference. The synthesis of 
oligonucleotides makes use of common nucleic acid protecting and coupling groups, such 

25 as dimethoxytrityl at the 5 -end, and phosphoramidites at the 3 -end. In a non-limiting 
example, small scale syntheses are conducted on a 394 Applied Biosystems, Inc. 
synthesizer using a 0.2 fimol scale protocol with a 2.5 min coupling step for T-O- 
methylated nucleotides and a 45 sec couphng step for 2'-deoxy nucleotides or 2'-deoxy-2 - 
fluoro nucleotides. Table II outlines the amounts and the contact times of the reagents 

30 used in the synthesis cycle. Alternatively, syntheses at the 0.2 |imol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene 
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(Palo Alto, CA) with minimal modification to the cycle, A 33-fold excess (60 of 0.11 
M = 6.6 nmol) of 2'-0-methyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole 
(60 nL of 0.25 M = 15 |imol) can be used in each coupling cycle of 2'-0-methyl residues 
relative to polymer-bound 5'-hydroxyl. A 22-fold excess (40 ^iL of 0.11 M = 4.4 timol) 

5 of deoxy phosphoramidite and a 70-fold excess of S-ethyl tetrazole (40 fiL of 0.25 M == 
10 \xmol) can be used in each coupliag cycle of deoxy residues relative to polymer-boimd 
5 -hydroxyl. Average coupling yields on the 394 AppUed Biosystems, Inc. synthesizer, 
determined by colorimetric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oligonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 

10 include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 
capping is performed with 16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine in THF (ABI); and.oxidation solution is 16.9 mM I2, 49 mM 
pyridine, 9% water in THF (PERSEPTIVEt^. Burdick & Jackson Synthesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 

15 acetonitrile) is made up from the solid obtained from American International Chemical, 
Inc. Alternately, for the introduction of phosphorothioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one 1,1-dioxide, 0.05 M in acetonitrile) is used. 

Deprotection of the DNA-based oligonucleotides is performed as follows: the 
polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL glass screw top vial 
20 and suspended in a solution of 40% aq. methylamine (1 mL) at 65 ^'C for 10 miu. After 
cooling to -20 °C, the supematant is removed from the polymer support. The support is 
washed three times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supematant 
is then added to the first supematant. The combined supematants, containing the 
oligoribonucleotide, are dried to a white powder. 

25 The method of synthesis used for RNA including certain siNA molecules of the 

invention follows the procedure as described in Usman et aL, 1987, J. Am, Chem. Soc, 
109, 7845; Scaringe et al, 1990, Nucleic Acids Res., 18, 5433; and Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et aL, 1997, Methods Mol Bio,, 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as 

30 dimethoxytrityl at the 5'-end, and phosphoramidites at the 3'-end. In a non-limiting 
example, small scale syntheses are conducted on a 394 AppUed Biosystems, Inc. 
synthesizer using a 0.2 (xmol scale protocol with a 7.5 min coupling step for alkylsilyl 
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protected nucleotides and a 2.5 min coupling step for 2*-0-methylated nucleotides. Table 
n outlines the amounts and the contact times of the reagents used in the synthesis cycle. 
Alternatively, syntheses at the 0.2 fimol scale can be done on a 96-well plate synthesizer, 
such as the instrument produced by Protogene (Palo Alto, CA) with minimal modification 
5 to the cycle. A 33-fold excess (60 jxL of 0.11 M = 6.6 jiimol) of 2*-0-methyl 
phosphoramidite and a 75-fold excess of S-ethyl tetrazole (60 ^iL of 0,25 M = 15 ^imol) 
can be used in each coupling cycle of 2 -O-methyl residues relative to polymer-bound 5 - 
hydroxyl. A 66-fold excess (120 iiL of 0.1 1 M = 13.2 ^imol) of alkylsilyl (ribo) protected 
phosphoramidite and a 150-fold excess of S-ethyl tetrazole (120 |iL of 0.25 M = 30 |amol) 

10 can be used in each coupling cycle of ribo residues relative to polymer-bound 5- 
hydroxyl. Average coupUng yields on the 394 Applied Biosystems, Inc. synthesizer, 
detennined by colorinietric quantitation of the trityl fractions, are typically 97.5-99%. 
Other oUgonucleotide synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer 
include the following: detritylation solution is 3% TCA in methylene chloride (ABI); 

15 capping is performed with 16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,6-lutidine m THF (ABI); oxidation solution is 16.9 mM 49 mM 
pyridine, 9% water in THF (PERSEPTIVE™). Burdick & Jackson Syntliesis Grade 
acetonitrile is used directly from the reagent bottle. S-Ethyltetrazole solution (0.25 M in 
acetonitrile) is made up from the solid obtained from American International Chemical, 

20 Inc. Alternately, for the introduction of phosphorotliioate linkages, Beaucage reagent 
(3H-l,2-Benzodithiol-3-one l,l-dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. 
For the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to 
a 4 mL glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) 

25 at 65 for 10 min. After cooling to -20 "^C, the supernatant is removed from the 
polymer support. The support is washed tliree times with 1.0 mL of 
EtOH:MeCN:H20/3:l:l, vortexed and the supematant is then added to the first 
supernatant. The combined supematants, containing the oligoribonucleotide, are dried to 
a white powder. The base deprotected oligoribonucleotide is resuspended in anhydrous 

30 TEA/HF/NMP solution (300 jiL of a solution of 1.5 mL N-methylpyrroUdinone, 750 ^L 
TEA and 1 mL TEA-3HF to provide a 1.4 M HF concentration) and heated to 65 °C. 
After 1 .5 h, the oligomer is quenched with 1 .5 M ISIH4HCO3. 
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Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a 
solution of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 ""C for 15 min. The 
vial is brought to rt. TEA»3HF (0.1 mL) is added and the vial is heated at 65 °C for 15 
5 min. The sample is cooled at -20 °C and then quenched with 1 .5 M NH4HCO3, 

For purification of the trityl-on oUgomers, the quenched NH4HCO3 solution is 
loaded onto a C-18 containing cartridge that had been prewashed with acetonitrile 
followed by 50 mM TEAA. After washing the loaded cartridge with water, the RNA is 
detritylated with 0.5% TFA for 13 min. The cartridge is then washed again with water, 
10 salt exchanged with 1 M NaCl and washed with water again. The oUgonucleotide is then 
eluted with 30% acetonitrile. 

The average stepwise coupling yields are typically >98% (Wincott et ah, 1995 
Nucleic Acids Res. 23, 2677-2684). Those of ordinary skill in the art will recognize that 
the scale of synthesis can be adapted to be larger or smaller than the example described 
15 above including but not limited to 96-well format. 

Altematively, the nucleic acid molecules of the present invention can be 
synthesized separately and joined together post-synthetically, for example, by ligation 
(Moore et aL, 1992, Science 256, 9923; Draper et aL, Mtemational PCT publication No. 
WO 93/23569; Shabarova et aL, 1991, Nucleic Acids Research 19, 4247; Bellon et al, 
20 1997, Nucleosides & Nucleotides, 16, 951; Bellon et aL, 1997, Bioconjugate Chem, 8, 
204), or by hybridization following synthesis and/or deprotection. 

The siNA molecules of the invention can also be synthesized via a tandem synthesis 
methodology as described in Example 1 herein, wherein both siNA strands are 
synthesized as a single contiguous oligonucleotide fragment or strand separated by a 
25 cleavable linker which is subsequently cleaved to provide separate siNA fragments or 
strands that hybridize and permit purification of the siNA duplex. The linker can be a 
polynucleotide linker or a non-nucleotide linker. The tandem synthesis of siNA as 
described herein can be readily adapted to both multiwell/multiplate synthesis platforms 
such as 96 well or similarly larger multi-well platforms. The tandem synthesis of siNA as 
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described herein can also be readily adapted to large scale synthesis platforms employing 
batch reactors, synthesis columns and the like. 

A siNA molecule can also be assembled from two distinct nucleic acid strands or 
fragments wherein one fragment includes the sense region and the second fragment 
5 includes the antisense region of the RNA molecule. 

The nucleic acid molecules of the present invention can be modified extensively to 
enhance stability by modification with nuclease resistant groups, for example, 2'-amino, 
2*-C-allyl, 2*-fluoro, 2'-0-methyl, 2'-H (for a review see Usman and Cedergren, 1992, 
TIBS 17, 34; Usman et al, 1994, Nucleic Acids Symp. Ser. 31, 163). siNA constructs can 
10 be purified by gel electrophoresis using general methods or can be purified by high 
pressure liquid chromatography (HPLC; see Wincott et aL, supra, the totahty of which is 
hereby incorporated herein by reference) and re-suspended in water. 

In another aspect of the invention, siNA molecules of the invention are expressed 
from transcription units inserted into DNA or RNA vectors. The recombinant vectors can 
15 be DNA plasmids or viral vectors. siNA expressing viral vectors can be constructed based 
on, but not limited to, adeno-associated virus, retrovirus, adenovims, or alphavirus. The 
recombinant vectors capable of expressing the siNA molecules can be delivered as 
described herein, and persist in target cells. Alternatively, viral vectors can be used that 
provide for transient expression of siNA molecules. 

20 Optimizing Activity of the nucleic acid molecule of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) can prevent their degradation by serum ribonucleases, which can 
increase their potency (see e.g., Eckstein et ai, Intemational Publication No. WO 
92/07065; Perrault et al, 1990 Nature 344, 565; Pieken et al, 1991, Science 253, 314; 

25 Usman and Cedergren, 1992, Trends in Biochem. Sci. 17, 334; Usman et aL, Intemational 
Publication No. WO 93/15187; and Rossi et aL, Intemational PubUcation No. WO 
91/03162; Sproat, U.S. Pat. No. 5,334,711; Gold et aL, U.S. Pat. No. 6,300,074; and 
Burgin et aL, supra; all of which are incorporated by reference herein). All of the above 
references describe various chemical modifications that can be made to the base, 

30 phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
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Modifications that enliance their efficacy in cells, and removal of bases firom nucleic acid 
molecules to shorten oligonucleotide synthesis times and reduce chemical requirements 
are desired. 

There are several examples in the art describing sugar, base and phosphate 

5 modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stabihty and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2 -amino, 2 -C-allyl, 2 -fluoro, 2 -O-methyl, 2 -O- 
allyl, 2 -H, nucleotide base modifications (for a review see Usman and Cedergren, 1992, 

10 TIBS. 17, 34; Usman et al, 1994, Nucleic Acids Symp, Sei\ 31, 163; Burgin et al, 1996, 
Biochemistry, 35, 14090). Sugar modification of nucleic acid molecules have been 
extensively described in the art (see Eckstein et al, International Publication PCX No. 
WO 92/07065; Perrault et al Nature, 1990, 344, 565-568; Pieken et al Science, 1991, 
253, 314-317; Usman and Cedergren, Trends in Biochem, Sci. , 1992, 17, 334-339; 

15 Usman 5? a/. International Publication PCT No. WO 93/15187; Sproat, U,S, Pat No. 
5,334,711 and Beigelman et al, 1995, J. Biol Chem., 270, 25702; Beigehnan et al. 
International PCT pubUcation No. WO 97/26270; Beigehnan et al, U.S. Pat. No. 
5,716,824; Usman et al, U.S. Pat. No. 5,627,053; Woolf et al, hitemational PCT 
PubUcation No. WO 98/13526; Thompson et al, USSN 60/082,404 which was filed on 

20 April 20, 1998; Karpeisky et al, 1998, Tetrahedron Lett., 39, 1131; Eamshaw and Gait, 
1998, Biopolymers (Nucleic Acid Sciences), 48, 39-55; Verma and Eckstein, 1998, Annu, 
Rev, Biochem,, 61, 99-134; and Burlina a/., 1997, Bioorg. Med. Chem,, 5, 1999-2010; 
all of the references are hereby incorporated in their totality by reference herein). Such 
publications describe general methods and strategies to determine the location of 

25 incorporation of sugar, base and/or phosphate modifications and the like into nucleic acid 
molecules without modulating catalysis, and are incorporated by reference herein. In 
view of such teachings, similar modifications can be used as described herein to modify 
the siNA nucleic acid molecules of the instant invention so long as the ability of siNA to 
promote RNAi is cells is not significantly inhibited. 

30 While chemical modification of oligonucleotide intemucleotide linkages with 

phosphorothioate, phosphorodithioate, and/or 5'-methylphosphonate linkages improves 
stabihty, excessive modifications can cause some toxicity or decreased activity. 
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Therefore, when designing nucleic acid molecules, the amount of these intemucleotide 
linkages should be minimized. The reduction in the concentration of these linkages 
should lower toxicity, resulting in increased efficacy and higher specificity of these 
molecules. 

5 Short interfering nucleic acid (siNA) molecules having chemical modifications that 

maintain or enhance activity are provided. Such a nucleic acid is also generally more 
resistant to nucleases than an unmodified nucleic acid. Accordingly, the in vitro and/or in 
vivo activity should not be significantly lowered. In cases in which modulation is the 
goal, therapeutic nucleic acid molecules delivered exogenously should optimally be stable 

10 within cells until translation of the target RNA has been modulated long enough to reduce 
the levels of the undesirable protein. This period of time varies between hours to days 
depending upon the disease state. Improvements in the chemical synthesis of RNA and 
DNA (Wincott et aL, 1995, Nucleic Acids Res. 23, 2677; Caruthers et aL, 1992, Methods 
in Enzymology 211,3-19 (incorporated by reference herein)) have expanded the ability to 

15 . modify nucleic acid molecules by introducing nucleotide modifications to enhance their 
nuclease stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more 
{e.g,, about 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, or more) G-clamp nucleotides. A G-clamp 
nucleotide is a modified cytosine analog wherein the modifications confer the ability to 

20 hydrogen bond both Watson-Crick and Hoogsteen faces of a complementary guanine 
within a duplex, see for example Lin and Matteucci, 1998, J. Am. Chem. Soc, 120, 8531- 
8532. A single G-clamp analog substitution within an oligonucleotide can result in 
substantially enhanced helical thermal stability and mismatch discrimination when 
hybridized to complementary oligonucleotides. The inclusion of such nucleotides in 

25 nucleic acid molecules of the invention results in both enhanced affinity and specificity to 
nucleic acid targets, complementary sequences, or template strands. In another 
embodiment, nucleic acid molecules of the invention include one or more {e.g., about 1, 
2, 3, 4, 5, 6, 7, 8, 9, 10, or more) LNA "locked nucleic acid" nucleotides such as a 2\ 4 -C 
methylene bicyclo nucleotide (see for example Wengel et aL, International PCT 

30 Publication No. WO 00/66604 and WO 99/14226), 
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In another embodiment, the invention features conjugates and/or complexes of 
siNA molecules of the invention. Such conjugates and/or complexes can be used to 
facilitate delivery of siNA molecules into a biological system, such as a cell. The 
conjugates and complexes provided by the instant invention can impart therapeutic 
5 activity by transferring therapeutic compounds across celMar membranes, altering the 
pharmacokinetics, and/or modulating the localization of nucleic acid molecules of the 
invention. The present invention encompasses the design and synthesis of novel 
conjugates and complexes for the delivery of molecules, including, but not limited to, 
small molecules, lipids, phospholipids, nucleosides, nucleotides, nucleic acids, antibodies, 
10 toxins, negatively charged polymers and other polymers, for example proteins, peptides, 
hormones, carbohydrates, polyethylene glycols, or polyamines, across cellular 
membranes. In general, tlie transporters described are designed to be used either 
individually or as part of a multi-component system, with or without degradable linkers. 
These compounds are expected to improve delivery and/or localization of nucleic acid 
15 molecules of the invention into a number of cell types originating from different tissues, 
in the presence or absence of serum (see SuUenger and Cech, U.S. Pat. No. 5,854,038). 
Conjugates of the molecules described herein can be attached to biologically active 
molecules via linkers that are biodegradable, such as biodegradable nucleic acid linker 
molecules. 

The term "biodegradable linker" as used herein, refers to a nucleic acid or non- 
nucleic acid linker molecule that is designed as a biodegradable linker to connect one 
molecule to another molecule, for example, a biologically active molecule to a siNA 
molecule of the invention or the sense and antisense strands of a siNA molecule of the 
invention. The biodegradable linker is designed such that its stability can be modulated 
for a particulai- purpose, such as delivery to a particular tissue or cell type. The stability 
of a nucleic acid-based biodegradable linker molecule can be modulated by using various 
chemistries, for example combinations of ribonucleotides, deoxyribonucleotides, and 
chemically-modified nucleotides, such as 2*-0-methyl, 2 -fluoro, 2 -amino, 2'-0-amino, 
2'-C-allyl, 2*-0-allyl, and other 2'-modijaed or base modified nucleotides. The 
biodegradable nucleic acid linker molecule can be a dimer, trimer, tetramer or longer 
nucleic acid molecule, for example, an oUgonucleotide of about 2, 3, 4, 5, 6, 7, 8, 9, 10, 
11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can comprise a single 
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nucleotide with a phosphoras-based linkage, for example, a phosphoramidate or 
phosphodiester linkage. The biodegradable nucleic acid linker molecule can also 
comprise nucleic acid backbone, nucleic acid sugar, or nucleic acid base modifications. 

The term "biodegradable" as used herein, refers to degradation in a biological 
5 system, for example enzymatic degradation or chemical degradation. 

The term "biologically active molecule" as used herein, refers to compoimds or 
molecules that are capable of eliciting or modifying a biological response in a system. 
Non-limiting examples of biologically active siNA molecules either alone or in 
combination with other molecules contemplated by the instant invention include 

10 therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, 
nucleotides, oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex 
• forming oligonucleotides, 2,5-A chimeras, siNA, dsRNA, allozymes, aptamers, decoys 
and analogs thereof. Biologically active molecules of the invention also include 

15 molecules capable of modulating the pharmacokinetics and/or pharmacodynamics of 
other biologically active molecules, for example, lipids and polymers such as polyamines, , 
polyamides, polyethylene glycol and other polyethers. 

The term "phospholipid" as used herein, refers to a hydrophobic molecule 
comprising at least one phosphorus group. For example, a phospholipid can comprise a 
20 phosphoms-containing group and saturated or unsaturated alkyl group, optionally 
substituted with OH, COOH, oxo, amine, or substituted or unsubstituted aryl groups. 

Tlierapeutic nucleic acid molecules (e.^., siNA molecules) delivered exogenously 
optimally are stable within cells until reverse transcription of the RNA has been 
modulated long enough to reduce the levels of the RNA transcript. The nucleic acid 
25 molecules are resistant to nucleases in order to fimction as effective intracellular 
therapeutic agaits. Improvements in the chemical synthesis of nucleic acid molecules 
described in the instant invention and in the art have expanded the ability to modify 
nucleic acid molecules by introducing nucleotide modifications to enhance their nuclease 
stability as described above. 
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In yet another embodiment, siNA molecules having chemical modifications that 
maintain or enhance enzymatic activity of proteins involved in RNAi are provided. Such 
nucleic acids are also generally more resistant to nucleases than unmodified nucleic acids. 
Thus, in vitj-o and/or in vivo the activity should not be significantly lowered. 

5 Use of the nucleic acid-based molecules of tihe invention will lead to better 

treatment of the disease progression by affording the possibility of combination therapies 
(e.g., multiple siNA molecules targeted to different genes; nucleic acid molecules coupled 
with known small molecule modulators; or intermittent treatment with combinations of 
molecules, including different motifs and/or other chemical or biological molecules). The 

10 treatment of subjects with siNA molecules can also include combinations of different 
types of nucleic acid molecules, such as enzymatic nucleic acid molecules (ribozymes), 
allozymes, antisense, 2,5-A oligoadenylate, decoys, and aptamers. 

In another aspect a siNA molecule of the invention comprises one or more 5' and/or 
a 3'- cap structure, for example on only the sense siNA strand, the antisense siNA strand, 
15 or both siNA strands. 

By "cap structure" is meant chemical modifications, which have been incorporated 
at either terminus of the oligonucleotide (see, for example, Adamic et aL, U.S. Pat. No. 
5,998,203, incorporated by reference herein). These terminal modifications protect the 
nucleic acid molecule from exonuclease degradation, and may help in delivery and/or 

20 localization within a cell. The cap may be present at the 5*-terminus (5'-cap) or at the 3'- 
terminal (3 -cap) or may be present on both temiini. In non-limiting examples, the 5 -cap 
is selected fi*om the group consisting of glyceryl, inverted deoxy abasic residue (moiety); 
4\5 -methylene nucleotide; l-(beta-D-erythrofuranosyl) nucleotide, 4^-thio nucleotide; 
carbocyclic nucleotide; 1,5-anhydrohexitol nucleotide; L-nucleotides; alpha-nucleotides; 

25 modified base nucleotide; phosphorodithioate linkage; //zj-eo-pentofuranosyl nucleotide; 
acyclic 3',4'-seco nucleotide; acyclic 3,4-dihydroxybutyl nucleotide; acyclic 3,5- 
dihydroxypentyl nucleotide, 3'-3 -inverted nucleotide moiety; 3*-3'-inverted abasic 
moiety; 3'-2'-inverted nucleotide moiety; 3'-2'-inverted abasic moiety; 1,4-butanediol 
phosphate; 3 -phosphoramidate; hexylphosphate; aminohexyl phosphate; 3'-phosphate; 3^- 

30 phosphorothioate; phosphorodithioate; or bridging or non-bridging metiiylphosphonate 
moiety. 
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In non-limiting examples, the 3 -cap is selected from the group consisting of 
glyceryl, inverted deoxy abasic residue (moiety), 4',5 -methylene nucleotide; l-(beta-D- 
erythrofuranosyl) nucleotide; 4-thio nucleotide, carbocyclic nucleotide; 5 -amino-alkyl 
phosphate; l,3-diamino-2-propyl phosphate; 3-aminopropyl phosphate; 6-aminohexyl 
5 phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
/Areo-pentofuranosyl nucleotide; acyclic 3*,4'-seco nucleotide; 3,4-dihydroxybutyl 
nucleotide; 3,5-dihydroxypentyl nucleotide, 5-5-inverted nucleotide moiety; 5-5- 
inverted abasic moiety; 5'-phosphoramidate; 5*-phosphorothioate; 1,4-butanediol 
10 phosphate; 5'-amino; bridging and/or non-bridging 5'-phosphoramidate, phosphorothioate 
and/or phosphorodithioate, bridging or non bridging methylphosphonate and 5'-mercapto 
moieties (for more details see Beaucage and Iyer, 1993, Tetrahedi'on 49, 1925; 
incorporated by reference herein). 

By the term "non-nucleotide" is meant any group or compound which can be 
15 incorporated into a nucleic acid chain in the place of one or more nucleotide units, 
including either sugar and/or phosphate substitutions, and allows the remaining bases to 
exhibit their enzymatic activity. The group or compound is abasic in that it does not 
contain a commonly recognized nucleotide base, such as adenosine, guanine, cytosine, 
uracil or thymine and therefore lacks a base at the l-position. 

An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight- 
chain, branched-chain, and cyclic alkyl groups. Preferably, the alkyl group has 1 to 12 
carbons. More preferably, it is a lower alkyl of from 1 to 7 carbons, more preferably 1 to 
4 carbons. The alkyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 
amino, or SH. The term also includes alkenyl groups that are unsaturated hydrocarbon 
groups containing at least one carbon-carbon double bond, including straight-chain, 
branched-chain, and cyclic groups. Preferably, the alkenyl group has 1 to 12 carbons. 
More preferably, it is a lower alkenyl of from 1 to 7 carbons, more preferably 1 to 4 
carbons. The alkenyl group may be substituted or unsubstituted. When substituted the 
substituted gi*oup(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, NO2, halogen, 
N(CH3)2, amino, or SH. The term "alkyl" also includes alkynyl groups that have an 
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unsaturated hydrocarbon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groups. Preferably, the alkynyl 
group has 1 to 12 carbons. More preferably, it is a lower alkynyl of from 1 to 7 carbons, 
more preferably 1 to 4 carbons. The alkynyl group may be substituted or unsubstituted. 
5 When substituted the substituted group(s) is preferably, hydroxyl, cyano, alkoxy, =0, =S, 
N02 or N(CH3)2, amino or SH. 

Such alkyl groups can also include aryl, alkylaryl, carbocyclic aryl, heterocyclic 
aryl, amide and ester groups. An "aryl" group refers to an aromatic group that has at least 
one ring having a conjugated pi electron system and includes carbocyclic aryl, 

10 heterocyclic aryl and biaryl groups, all of which may be optionally substituted. The 
preferred substituent(s) of aryl groups are halogen, trihalomethyl, hydroxyl, SH, OH, 
cyano, alkoxy, alkyl, alkenyl, alkynyl, and amino groups. An "alkylaryl" group refers to 
an alkyl group (as described above) covalently joined to an aryl group (as described 
above). CarbocycUc aryl groups are groups wherein the ring atoms on the aromatic ring 

15 are all carbon atoms. The carbon atoms are optionally substituted. Heterocyclic aryl 
groups are groups having from 1 to 3 heteroatoms as ring atoms in the aromatic ring and 
the remainder of the ring atoms are carbon atoms. Suitable heteroatoms include oxygen, 
sulftir, and nitrogen, and include ftiranyl, thienyl, pyridyl, pyrrolyl, N-lower alkyl pyrrolo, 
pyrimidyl, pyrazinyl, imidazolyl and the like, all optionally substituted. An "amide" 

20 refers to an -C(0)-NH-R, where R is either alkyl, aryl, alkylaryl or hydrogen. An "ester" 
refers to an -C(0)-OR', where R is either alkyl, aryl, alkylaryl or hydrogen. 

By "nucleotide" as used herein is as recognized in the art to include natural bases 
(standard), and modified bases well known in the art. Such bases are generally located at 
the r position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar 

25 and a phosphate group. The nucleotides can be mmiodified or modified at the sugar, 
phosphate and/or base moiety, (also referred to interchangeably as nucleotide analogs, 
modified nucleotides, non-natural nucleotides, non-standard nucleotides and other; see, 
for example, Usman and McSwiggen, snpra\ Eckstein et ah, Intemational PCT 
Publication No. WO 92/07065; Usman et al, Intemational PCT Publication No. WO 

30 93/15187; Uhhnan & Peyman, supra, all are hereby incorporated by reference herein). 
There are several examples of modified nucleic acid bases known in the art as 
summarized by Limbach et aL, 1994, Nucleic Acids Res, 22, 2183. Some of the non- 
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limiting examples of base modifications that can be introduced into nucleic acid 
molecules include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 
4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 
5-alkylcytidines (e.g., 5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 
5 5-halouridine {e.g., 5-bromouridine) or 6-azapyrimidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, and others (Burgin et al, 1996, Biochemistiy, 35, 14090; 
Uhlman & Peyman, supra). By "modified bases" in this aspect is meant nucleotide bases 
other than adenine, guanine, cytosine and luracil at 1* position or their equivalents. 

In one embodiment, the invention features modified siNA molecules, with 
10 phosphate backbonei modifications comprising one or more phosphorothioate, 
phosphorodithioate, . methylphosphonate, phosphotriester, morpholino, amidate 
carbamate, carboxymethyl, acetamidate, polyamide, sulfonate, sulfonamide, sulfamate, 
formacetal, thiofonnacetal, and/or alkylsilyl, substitutions. For a review of 
oligonucleotide backbone modifications, see Hunziker and Levmiann, 1995, Nucleic Acid 
15 Analogues: Synthesis \ind Properties, in Modern Synthetic Methods, VCH, 331-417, and 
Mesmaeker et al., 1994, Novel Backbone Replacements for Oligonucleotides, in 
Carbohydrate Modifications in Antisense Research, ACS, 24-39, 

i 

By "abasic" is meant sugar moieties lacking a base or having other chemical groups 
in place of a base at the V position, see for example Adamic et al, U.S. Pat. No. 

20 5,998,203. I 

.1 
'\' 

"•^ 

By "unmodified nucleoside" is meant one of the bases adenine, cytosine, guanine, 
thymine, or uracil joined to the V carbon of p-D-ribo-fiiranose. 

By "modifiedi* nucleoside" is meant any nucleotide base which contains a 
modification in the chemical structure of an unmodified nucleotide base, sugar and/or 
25 phosphate. Non-limiting examples of modified nucleotides are shown by Fomiulae I-VII 
and/or other modifications described herein. 

In connection with 2'-modified nucleotides as described for the present invention, 
by "amino" is meant 2 -NH2 or 2 -O- NH2, which can be modified or unmodified. Such 
modified groups are described, for example, in Eckstein et ah, U.S. Pat. No. 5,672,695 
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and Matulic-Adamic et aL, U.S. Pat, No. 6,248,878, which are both incorporated by 
reference in their entireties. 

Various modifications to nucleic acid siNA structure can be made to enhance the 
utiUty of these molecules. Such modifications will enhance shelf-Ufe, half-life in vitro, 
5 stability, and ease of introduction of such oUgonucleotides to the target site, e.g., to 
enhance penetration of cellular membranes, and confer the ability to recognize and bind 
to targeted cells. 

Administration of Nucleic Acid Molecules 

A siNA molecule of the invention can be adapted for use to treat any disease, 

10 infection or condition associated with gene expression, and other indications that can 
respond to the level of gene product in a cell or tissue, alone or in combination with other 
therapies. For example, a siNA molecule can comprise a delivery vehicle, including 
liposomes, for administration to a subject, carriers and diluents and their salts, and/or can 
be present in pharmaceutically acceptable formulations. Methods for the delivery of 

15 nucleic acid molecules are described in Akhtar et al, 1992, Trends Cell Bio., 2, 139; 
Delivery Strategies for Antisense Oligonucleotide Tlierapeutics, ed. Akhtar, 1995, Maurer 
et al, 1999, Mol Membr. BioL, 16, 129-140; Hofland and Huang, 1999, Handb. Exp. 
Pharmacol, 137, 165-192; and Lee et al, 2000, ACS Synip. Ser., 752, 184-192, all of 
which are incorporated herein by reference. Beigelman et al., U.S. Pat. No. 6,395,713 

20 and Sullivan et al, PCX WO 94/02595 further describe the general methods for delivery 
of nucleic acid molecules. These protocols can be utilized for the delivery of virtually 
any nucleic acid molecule. Nucleic acid molecules can be administered to cells by a 
variety of methods known to those of skill in the art, including, but not restricted to, 
encapsulation in liposomes, by iontophoresis, or by incorporation into other vehicles, 

25 such as hydrogels, cyclodextrins (see for example Gonzalez et al, 1999, Bioconjugate 
Chem., 10, 1068-1074), biodegradable nanocapsules, and bioadhesive microspheres, or 
by proteinaceous vectors (O'Hare and Normand, International PCT Publication No. WO 
00/53722). Alternatively, the nucleic acid/vehicle combination is locally delivered by 
direct iojection or by use of an infusion pump. Direct injection of the nucleic acid 

30 molecules of the invention, whether subcutaneous, intramuscular, or intradermal, can take 
place using standard needle and syringe methodologies, or by needle-firee technologies 
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such as those described in Conry et al, 1999, Clin, Cancer Res., 5, 2330-2337 and Barry 
et al. International PCT Publication No. WO 99/31262. Many examples in the art 
describe CNS delivery methods of ohgonucleotides by osmotic pump, (see Chun et aL, 
199S, Neuroscience Letters, 257, 135-138, D'Aldin a/., 1998, Mo/. Brain Research, 55, 
5 151-164, Dryden et aL, 1998, J. Endocrinol, 157, 169-175, Ghimikar et aL, 1998, 
Neuroscience Letters, 247, 21-24) or direct infusion (Broaddus et aL, 1991 y Neurosiirg, 
Focus, 3, article 4). Other routes of dehvery include, but are not limited to oral (tablet or 
pill form) and/or intrathecal delivery (Gold, 1997, Neuroscience, 76, 1153-1158). More 
detailed descriptions of nucleic acid delivery and adntiinistration are provided in Sullivan 
10 et al, supra. Draper et aL, PCT W093/23569, Beigelman et aL, PCT WO99/05094, and 
Klimuk et aL, PCT WO99/04819 all of wliich have been incorporated by reference 
herein. The molecules of the instant invention can be used as pharmaceutical agents. 
Pharmaceutical agents prevent, modulate the occurrence, or treat (alleviate a symptom to 
some extent, preferably all of the symptoms) of a disease state in a subject. 

15 In addition, the invention features the use of methods to deliver the nucleic acid 

molecules of the instant invention to hematopoietic cells, including monocytes and 
lymphocytes. These methods are described in detail by Hartmann et aL, 1998, J. 
PhamacoL Exp. Ther., 285(2), 920-928; Kronenwett et aL, 1998, Blood, 91(3), 852-862; 
Filion and Phillips, 1997, Biochim. Biophys, Acta., 1329(2), 345-356; Ma and Wei, 1996, 

20 Leuk, Res., 20(11/12), 925-930; and Bongartz et aL, 1994, Nucleic Acids Research, 
22(22), 4681-8. Such methods, as described above, include the use of free 
oligonucleitide, cationic lipid formulations, liposome formulations including pH sensitive 
liposomes and immunoliposomes, and bioconjugates including oligonucleotides 
conjugated to fusogenic peptides, for the transfection of hematopoietic cells with 

25 oligonucleotides. 

Thus, the invention features a pharmaceutical composition comprising one or more 
nucleic acid(s) of the mvention in an acceptable carrier, such as a stabilizer, buffer, and 
the like. The polynucleotides of the invention can be administered (e.g.^ RNA, DNA or 
protein) and introduced into a subject by any standard iheans, with or without stabilizers, 
30 buffers, and the like, to form a phamiaceutical composition. When it is desired to use a 
liposome delivery mechanism, standard protocols for formation of liposomes can be 
followed. The compositions of the present invention can also be formulated and used as 
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tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration, and the other compositions 
known in the art. 

The present invention also includes pharmaceutically acceptable formulations of the 
5 compounds described. These formulations include salts of the above compounds, e.g., 
acid addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and 
boQzene sulfonic acid. 

A pharmacological composition or formulation refers to a composition or 
formulation in a form suitable for administration, e.g.. s>«temic administratioa into a cell 

10 or subject, including for example a human. Suitable forms, in part, depend upon the use 
or the route of entry, for example oral, transdermal, or by injection. Such forms should 
not prevent the composition or formulation from reaching a target cell (i.e., a cell to 
which the negatively charged nucleic acid is desirable for delivery). For example, 
pharmacological compositions injected into the blood stream should be soluble. Other 

15 factors are known in the art, and include considerations such as toxicity and forms that 
prevent the composition or formulation from exerting its effect. 

By "systemic administration" is meant in vivo systemic absorption or accumulation 
of drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that lead to systemic absorption include, witiiout limitation: 

20 intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapuhnonary and 
intramuscular. Each of these administration routes exposes the siNA molecules of the 
invention to an accessible diseased tissue. The rate of entry of a drug into the circulation 
has been shown to be a fimction of molecular weight or size. The use of a liposome or 
other drug carrier comprising the compounds of the instant invention can potentially 

25 localize tiie drug, for example, in certain tissue types, such as the tissues of the reticular 
endothelial system (RES). A liposome formulation that can faciUtate the association of 
drug with the svirface of cells, such as, lymphocytes and macrophages is also usefiil. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of 
the specificity of macrophage and lymphocyte inamune recognition of abnormal cells, 

30 such as cells producing excess MDR. 
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By "phamiaceutically acceptable formulation" is meant, a composition or 
foraiulation that allows for the effective distribution of the nucleic acid molecules of the 
instant invention in the physical location most suitable for their desired activity. Non- 
limiting examples of agents suitable for formulation with the nucleic acid molecules of 
5 the instant invention include: P-glycoprotein inhibitors (such as Pluronic P85), which can 
enhance entry of drags into the CNS (JoUiet-Riant and Tillement, 1999, Fundam. Clin, 
PhannacoL, 13, 16-26); biodegradable polymers, such as poly (DL-lactide-coglycolide) 
microspheres for sustained release delivery after intracerebral implantation (Emerich, DF 
et al, 1999, Cell Transplant, 8, 47-58) (Alkermes, Inc. Cambridge, MA); and loaded 

10 nanoparticles, such as those made of polybutylcyanoacrylate, which can deliver drugs 
across the blood brain barrier and can alter neuronal uptake mechanisms {Prog 
Neuropsychopharmacol Biol Psychiatjy, 23, 941-949, 1999). Other non-limiting 
examples of delivery strategies for the nucleic acid molecules of the instant invention 
include material described in Boado et aL, 1998, J. Pharm. Sci., 87, 1308-1315; Tyler et 

15 , a/., 1999, FEES Lett, 421, 280-284; Pardridge et al, 1995, PNAS USA., 92, 5592-5596; 
Boado, 1995, Adv, Drug Delivery Rev., 15, 73-107; Aldrian-Herrada et aL, 1998, Nucleic 
Acids Res., 26, 4910-4916; and Tyler et aL, 1999, PNAS USA., 96, 7053-7058. 

The invention also features the use of the composition comprising surface-modified 
liposomes containing poly (ethylene glycol) hpids (PEG-modified, or long-circulating 
liposomes or stealth liposomes). These formulations offer a method for increasing the 
accumulation of drags in target tissues. This class of drag carriers resists opsonization 
and elimination by the mononuclear phagocytic system (MPS or RES), tliereby enabling 
longer blood circulation times and enhanced tissue exposure for the encapsulated drag 
(Lasic etal. Chem. Rev. 1995, 95, 2601-2627; Ishiwata et al, Chem. Pharm. Bull. 1995, 
43, 1005-1011). Such liposomes have been shown to accumulate selectively in tvimors, 
presumably by extravasation and capture in the neovascularized target tissues (Lasic et 
aL, Science 1995, 267, 1275-1276; Oku et a/., 1995, Biochim, Biophys. Acta, 1238, 86- 
90). The long-circulating liposomes enhance the pharmacokinetics and 
pharmacodynamics of DNA and RNA, particularly compared to conventional cationic 
liposomes which are known to accumulate in tissues of the MPS (Liu et aL, J. Biol, 
Chem. 1995, 42, 24864-24870; Choi et aL, International PCT Publication No. WO 
96/10391; Ansell et aL, Intemational PCT Pubhcation No. WO 96/10390; Holland et aL, 
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International PCX Publication No. WO 96/10392). Long-circulating liposomes are also 
likely to protect drugs from nuclease degradation to a greater extent compared to cationic 
liposomes, based on their ability to avoid accumulation in metaboUcally aggressive MPS 
tissues such as the liver and spleen. 

5 The present invention also includes compositions prepared for storage or 

administration that include a pharmaceutically effective amount of the desired compounds 
in a pharmaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, 
in RemmgtoiVs Pharmaceutical Sciences, Mack PubUshing Co. (A.R. Gennaro edit. 

10 1985), hereby incorporated by reference herein. For example, preservatives, stabilizers, 
dyes and flavoring agents can be provided. These include sodium benzoate, sorbic acid 
and esters of p-hydroxybenzoic acid, hi addition, antioxidants and suspending agents can 
be used. 

A pharmaceutically effective dose is that dose required to prevent, inhibit the 
1 5 occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) 
of a disease state. The phamiaceutically effective dose depends on the type of disease, 
the composition used, the route of administration, the type of mammal being treated, the 
physical characteristics of the specific mammal under consideration, concurrent 
medication, and other factors that those skilled in the medical arts will recognize. 
20 Generally, an amount between 0.1 mg/kg and 100 mg/kg body weight/day of active 
ingredients is administered dependent upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage 
unit formulations containing conventional non-toxic pharmaceutically acceptable carriers, 

25 adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular {e.g., mtravenous), intramuscular, or intrathecal injection or 
inftision techniques and the Uke. Li addition, there is provided a pharmaceutical 
formulation comprising a nucleic acid molecule of the invention and a pharmaceutically 
acceptable carrier. One or more nucleic acid molecules of the invention can be present in 

30 association with one or more non-toxic pharmaceutically acceptable carriers and/or 
diluents and/or adjuvants, and if desired other active ingredients. The pharmaceutical 
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compositions containing nucleic acid molecules of the invention can be in a fomi suitable 
for oral use, for example, as tablets, troches, lozenges, aqueous or oily suspensions, 
dispersible powders or granules, emulsion, hard or soft capsules, or symps or elixirs. 

Compositions intended for oral use can be prepared according to any method 
5 known to the art for the manufacture of pharmaceutical compositions and such 
compositions can contain one or more such sweetening agents, flavoring agents, coloring 
agents or preservative agents in order to provide pharmaceutically elegant and palatable 
preparations. Tablets contain the active ingredient in admixture with non-toxic 
pharmaceutically acceptable excipients that are suitable for the manufacture of tablets. 
10 These excipients can be, for example, inert diluents; such as calcium carbonate, sodium 
carbonate, lactose, calcium phosphate or sodium phosphate; granulating and 
disintegrating agents, for example, com starch, or alginic acid; binding agents, for 
example starch, gelatin or acacia; and lubricating agents, for example magnesium 
stearate, stearic acid or talc. The tablets can be uncoated or they can be coated by known 
15 techniques. In some cases such coatings can be prepared by known techniques to delay 
disintegration and absorption in the gastrointestinal tract and thereby provide a sustained 
action over a longer period. For example, a time delay material such as glyceryl 
monosterate or glyceryl distearate can be employed. 

Fonnulations for oral use can also be presented as hard gelatin capsules wherein the 
20 active ingredient is mixed with an inert solid diluent, for example, calcium carbonate, 
calcium phosphate or kaolin, or as soft gelatin capsules wherein the active ingredient is 
mixed with water or an oil medium, for example peanut oil, Uquid paraffm or ohve oil. 

Aqueous suspensions contain the active materials in a mixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending 

25 agents, for example sodium carboxymethylcellulose, methylcellulose, hydropropyl- 
methylcellulose, sodium alginate, polyvinylpyrroHdone, gum tragacanth and gum acacia; 
dispersing or wetting agents can be a naturally-occurring phosphatide, for example, 
lecithin, or condensation products of an alkylene oxide with fatty acids, for example 
polyoxyethylene stearate, or condensation products of ethylene oxide with long chain 

30 aliphatic alcohols, for example heptadecaethyleneoxycetanol, or condensation products of 
ethylene oxide with partial esters derived from fatty acids and a hexitol such as 
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polyoxyethylene sorbitol monooleate, or condensation products of ethylene oxide with 
partial esters derived from fatty acids and hexitol anhydrides, for example polyethylene 
sorbitan monooleate. The aqueous suspensions can also contain one or more 
preservatives, for example ethyl, or n-propyl p-hydroxybenzoate, one or more coloring 
5 agents, one or more flavoring agents, and one or more sweetening agents, such as sucrose 
or saccharin. 

Oily suspensions can be foraiulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral 
oil such as Hquid paraffin. The oily suspensions can contain a thickenmg agent, for 
10 example beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents 
can be added to provide palatable oral preparations. These compositions can be preserved 
by tlie addition of an anti-oxidant such as ascorbic acid 

Dispersible powders and granules suitable for preparation of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
15 wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exempUfied by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present. 

Pharmaceutical compositions of the invention can also be in the form of oil-in- 
20 water emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of 
these. Suitable emulsifying agents can be naturally-occurring gums, for example gum 
acacia or gum tragacanth, naturally-occurring phosphatides, for example soy bean, 
lecithin, and esters or partial esters derived from fatty acids and hexitol, anhydrides, for 
example sorbitan monooleate, and condensation products of the said partial esters with 
25 ethylene oxide, for example polyoxyethylene sorbitan monooleate. The emulsions can 
also contain sweetening and flavoring agents. 

Syraps and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such formulations can also contaia a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
30 compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable 
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dispersing or wetting agents and suspending agents that have been mentioned above. The 
sterile injectable prepaiation can also be a sterile injectable solution or suspension in a 
non-toxic parentally acceptable diluent or solvent, for example as a solution in 1,3- 
butanediol. Among the acceptable vehicles and solvents that can be employed are water, 
5 Ringer's solution and isotonic sodium chloride solution. In addition, sterile, fixed oils are 
conventionally employed as a solvent or suspending medium. For this purpose, any bland 
fixed oil can be employed including synthetic mono-or diglycerides. In addition, fatty 
acids such as oleic acid find use in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
10 suppositories, e.^., for rectal administration of the drag. These compositions can be 
prepared by mixing the drag with a suitable non-irritating excipient that is solid at 
ordinary temperatures but liquid at the rectal temperature and will therefore melt in the 
rectum to release the drag. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
is medium. The drag, depending on the vehicle and concentration used, can either be 
suspended or dissolved in the vehicle. Advantageously, adjuvants such as local 
anesthetics, preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of from about 0.1 mg to about 140 mg per kilogram of 
body weight per day are usefiil in the treatment of the above-indicated conditions (about 
20 0.5 mg to about 7 g per subject per day). The amount of active ingredient that can be 
combined with the carrier materials to produce a single dosage form varies depending 
upon the host treated and the particular mode of administration. Dosage unit forms 
generally contain between from about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular subject depends upon 
25 a variety of factors including the activity of the specific compound employed, tiie age, 
body weight, general health, sex, diet, time of administration, route of administration, and 
rate of excretion, drag combination and the severity of the particular disease undergoing 
therapy. 

For administration to non-human animals, the composition can also be added to the 
30 animal feed or drinking water. It can be convenient to formulate the animal feed and 
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drinking water compositions so that the animal takes in a therapeutically appropriate 
quantity of the composition along with its diet. It can also be convenient to present the 
composition as a premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present mvention can also be administered to a 
5 subject in combination with other therapeutic compounds to increase the overall 
therapeutic effect. The use of multiple compounds to treat an indication can increase the 
beneficial effects while reducing the presence of side effects. 

In one embodiment, the invention comprises compositions suitable for 
administering nucleic acid molecules of the invention to specific cell types. For example, 
10 the asialoglycoprotein receptor (ASGPr) (Wu and Wu, 1987, J. Biol Chem. 262, 4429- 
4432) is unique to hepatocytes and binds branched galactose-terminal glycoproteins, such 
as asialoorosomucoid (ASOR). In another example, the folate receptor is overexpressed 
in many cancer cells. Binding of such glycoproteins, synthetic glycoconjugates, or 
folates to the receptor takes place with an affinity that strongly depends on the degree of 
15 branching of the oligosaccharide chain, for example, triatennary structures are bound with 
greater affinity than biatenarry or monoatemary chains (Baenziger and Fiete, 1980, Cell, 
22, 611-620; Connolly et al, 1982, J. Biol. Chem.. 257, 939-945). Lee and Lee, 1987, 
Glycoconjt4gate J., 4, 317-328, obtained this high specificity through the use of N-acetyl- 
D-galactosamme as the carbohydrate moiety, which has higher affinity for the receptor, 
20 compared to galactose. This "clustering effect" has also been described for the binding 
and uptake of mannosyl-terminating glycoproteins or glycoconjugates (Ponpipom et al. 
1981, J. Med. Chem., 24, 1388-1395). The use of galactose, galactosamme, or folate 
based conjugates to transport exogenous compounds across cell membranes can provide a 
targeted delivery approach to, for example, the treatment of Uver disease, cancers of the 
25 liver, or other cancers. The use of bioconjugates can also provide a reduction in the 
required dose of therapeutic compounds required for treatment. Furthermore, therapeutic 
bioavialabiUty, pharmacodynamics, and pharmacokinetic parameters can be modulated 
through the use of nucleic acid bioconjugates of the invention. Non-limituig examples of 
such bioconjugates are described in Vargeese et al. USSN 10/201,394, filed August 13, 
30 2001 ; and Matulic-Adamic et al, USSN 60/362,016, filed March 6, 2002. 
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Alternatively, certain siNA molecules of the instant invention can be expressed 
within cells from eukaryotic promoters (e.g., Izant and Weintraub, 1985, Science. 229, 
345; McGarry and Lindquist, 1986, Proc. Natl. Acad. Set, USA 83, 399; Scanlon et ah, 

1991, Proc. Natl. Acad. Sci. USA, 88, 10591-5; Kashaiii-Sabet et al, 1992, Antisense Res. 
Dev.. 2, 3-15; Dropulic et al.. 1992, J. Virol.. 66, 1432-41; Weerasinghe et al.. 1991, J. 
Virol.. 65, 5531-4; Ojwang et al. 1992, Proc. Natl. Acad. Sci. USA, 89, 10802-6; Chen 
etal.. 1992, Nucleic Acids Res.. 20,4581-9; Ssrvex et al.. 1990 Science. 247, 1222-1225; 
Thompson et al.. 1995, Nucleic Acids Res.. 23, 2259; Good et al.. 1997, Gene Tlierapy, 4, 
45. Those skilled in the art realize that any nucleic acid can be expressed in eukaryotic 
cells from the appropriate DNA/RNA vector. The activity of such nucleic acids can be 
augmented by their release fi-om the primary transcript by a enzymatic nucleic acid 
(Draper et al.. PCT WO 93/23569, and Sullivan et al., PCT WO 94/02595; Ohkawa et al.. 

1992, Nucleic Acids Symp. Ser., 27, 15-6; Taira et al., 1991, Nucleic Acids Res., 19, 5125- 
30; Ventura et al., 1993, Nucleic Acids Res.. 21, 3249-55; Chowrira et al.. 1994, J. Biol. 

15 CAew., 269, 25856. 

In another aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al., 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or 
viral vectors. siNA expressing viral vectors can be constructed based on, but not limited 

20 to, adeno-associated virus, retrovirus, adenovirus, or alphavirus. In another embodiment, 
pol ni based constructs are used to express nucleic acid molecules of the invention (see 
for example Thompson, U.S. Pats. Nos. 5,902,880 and 6,146,886). The recombinant 
vectors capable of expressing the siNA molecules can be delivered as described above, 
and persist in target cells. Alternatively, viral vectors can be used that provide for 

25 transient expression of nucleic acid molecules. Such vectors can be repeatedly 
administered as necessary. Once expressed, the siNA molecule interacts with the target 
mRNA and generates an RNAi response. Delivery of siNA molecule expressing vectors 
can be systemic, such as by intravenous or intra-muscular adminisfration, by 
administration to target cells ex-planted from a subject followed by reinfroduction into the 

30 subject, or by any other means that would allow for introduction into the desired target 
cell (for a review see Couture et al.. 1996, TIG. 12, 510). 



99 



BNSDOCIO: <WO___03074654A2J_> 



wo 03/074654 PCT/US03/05028 

In one aspect the invention features an expression vector comprising a nucleic acid 
sequence encoding at least one siNA molecule of the instant invention. The expression 
vector can encode one or both strands of a siNA duplex, or a single self-complementary 
strand that self hybridizes into a siNA duplex. The nucleic acid sequences encoding the 
5 siNA molecules of the instant invention can be operably linked in a manner that allows 
expression of the siNA molecule (see for example Paul et al, 2002, Nature 
Biotechnology, 19, 505; Miyagishi and Taira, 2002, Nature Biotechnology, 19, 497; Lee 
et al, 2002, Nature Biotechnology^, 19, 500; and Novina et aL 2002, Nature Medicine, 
advance online publication doi:10.1038/nm725). 

10 In another aspect, the invention features an expression vector comprising: a) a 

transcription mitiation region (e.g., eukaryotic pol I, II or IE initiation region); b) a 
transcription termination region (e.g., eukaryotic pol I, H or m temiination region); and c) 
a nucleic acid sequence encoding at least one of the siNA molecules of the instant 
invention; wherein said sequence is operably linked to said initiation region and said 

15 termination region, in a manner that allows expression and/or delivery of the siNA 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5' side or the 3'-side of the sequence encoding the siNA of the 
invention; and/or an intron (intervening sequences). 

Transcription of the siNA molecule sequences can be driven from a promoter for 
20 eukaryotic RNA polymerase I (pol I), RNA polymerase H (pol II), or RNA polymerase III 
(pol ni). Transcripts from pol n or pol in promoters are expressed at high levels in all 
cells; the levels of a given pol n promoter m a given cell type depends on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic 
RNA polymerase promoters are also used, providing that the prokaryotic RNA 
25 polymerase enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, 
Proc. Natl. Acad. Set USA, 87, 6743-7; Gao and Huang 1993, Nucleic Acids Res,, 21, 
2867-72; Lieber et ah, 1993, Methods EnzymoL, 217, 47-66; Zhou et aL 1990, MoL 
Cell. BioL, 10, 4529-37). Several investigators have demonstrated that nucleic acid 
molecules expressed from such promoters can function in mammaUan cells (e.g. Kashani- 
30 Sabetera/., 1992, Antisense Res. Dev., 2,3-15; Ojwang et al, 1992, Proc. Natl Acad. 
Sci. USA, 89, 10S02-6; Chen et al, 1992, Nucleic Acids Res., 20, 45S1-9; Yu et al, 
1993, Proc. Natl Acad. Sci. USA, 90, 6340-4; L'Huillier et al, 1992, EMBO J., 11, 
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4411-8; Lisziewicz et al, 1993, Proc, Natl Acad. Set U. S. A, 90, 8000-4; Thompson et 
ai, 1995, Nucleic Acids Res,, 23, 2259; SuUenger & Cech, 1993, Science, 262, 1566). 
More specifically, transcription units such as the ones derived firom genes encoding U6 
small nuclear (snRNA), transfer RNA (tRNA) and adenovirus VA RNA are useful in 
5 generating high concentrations of desired RNA molecules such as siNA in cells 
(Thompson et al, supra; Couture and Stinchcomb, 1996, supra; Noonberg et al, 1994, 
Nucleic Acid Res,, 22, 2830; Noonberg et al, U.S. Pat. No. 5,624,803; Good et al, 1997, 
Gene Ther., 4, 45; Beigehnan et al. International PCT Publication No. WO 96/18736. 
The above siNA transcription units can be incorporated into a variety of vectors for 
10 introduction into mammalian cells, including but not restricted to, plasmid DNA vectors, 
viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral RNA 
vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In another aspect the invention features an expression vector comprising a nucleic 
15 acid sequence encoding at least one of the siNA molecules of the invention in a manner 
that allows expression of that siNA molecule. The .expression vector comprises in one 
embodiment; a) a transcription initiation region; b) a transcription termination region; and 
c) a nucleic acid sequence encoding at least one strand of the siNA molecule, wherein the 
sequence is operably linked to the initiation region and the termination region in a maimer 
20 that allows expression and/or delivery of the siNA molecule. 

In another embodiment the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading fi*ame; and d) a nucleic 
acid sequence encoding at least one strand of a siNA molecule, wherein the sequence is 
operably linked to the 3 -end of the open reading jframe and wherein the sequence is 

25 operably linked to the initiation region, the open reading firame and the termination region 
in a manner that allows expression and/or delivery of the siNA molecule. In yet another 
embodiment, the expression vector comprises: a) a transcription initiation region; b) a 
transcription temiination region; c) an intron; and d) a nucleic acid sequence encoding at 
least one siNA molecule, wherein the sequence is operably linked to the initiation region, 

30 the intron and the termination region in a manner which allows expression and/or delivery 
of the nucleic acid molecule. 
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In another embodiment, the expression vector comprises: a) a transcription 
initiation region; b) a transcription termination region; c) an intron; d) an open reading 
frame; and e) a nucleic acid sequence encoding at least one strand of a siNA molecxile, 
wherein Ihe sequence is operably linked to the 3 -end of the open reading frame and 
5 wherein the sequence is operably Unked to the initiation region, the intron, the open 
reading frame and the termination region in a manner which allows expression and/or 
dehvery of the siNA molecule. 

Examnles : 

The following are non-limiting examples showing the selection, isolation, synthesis 
10 and activity of nucleic acids of the instant invention. 

Example 1: Tandem synthesis of siNA constructs 

Exemplary siNA molecules of the invention are synthesized in tandem Txsing a 
cleavable linker, for example, a succinyl-based linker. Tandem synthesis as described 
herein is followed by a one-step purification process that provides RNAi molecules in 
15 high yield. This approach is highly amenable to siNA synthesis in support of high 
throughput RNAi screening, and can be readily adapted to multi-colmnn or multi-well 
synthesis platforms. 

After completing a tandem synthesis of a siNA ohgo and its complement in which 
the 5'-temiinal dimethoxytrityl (5'-0-DMT) group remains intact (trityl on synthesis), the 

20 oligonucleotides are deprotected as described above. Following deprotection, the siNA 
sequence strands are allowed to spontaneously hybridize. This hybridization yields a 
duplex in which one strand has retained the 5'-0-DMT group while the complementary 
strand comprises a terminal 5 -hydroxyl. The newly formed duplex behaves as a single 
molecule during routine soUd-phase extraction purification (Trityl-On purification) even 

25 though only one molecule has a dimethoxytrityl group. Because the strands form a stable 
duplex, this dimethoxytrityl group (or an equivalent group, such as other trityl groups or 
other hydrophobic moieties) is all that is required to purify the pair of oUgos, for example, 
by using a CIS cartridge. 
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Standard phosphoramidite synthesis chemistry is used up to the point of introducing 
a tandem linker, such as an inverted deoxy abasic succinate or glyceryl succinate linker 
(see Figure 1) or an equivalent cleavable linker. A non-limiting example of linker 
coupling conditions that can be used includes a hindered base such as 
5 diisopropyletliylamine (DIP A) and/or DMAP in the presence of an activator reagent such 
as Bromotripyrrolidinophosphoniumhexaflurorophosphate (PyBrOP). After the linker is 
coupled, standard synthesis chemistry is utilized to complete synthesis of the second 
sequence leaving the terminal the 5 -O-DMT intact. Following synthesis, the resulting 
oligonucleotide is deprotected according to the procedures described herein and quenched 
10 with a suitable buffer, for example with 50mM NaOAc or 1 .5M NH4H2CO3. 

Purification of the siNA duplex can be readily accomplished using solid phase 
extraction, for example using a Waters CI 8 SepPak Ig cartridge conditioned with 1 
column volume (CV) of acetonitrile, 2 CV H20, and 2 CV 50mM NaOAc. The sample is 
loaded and then washed with 1 CV H20 or 50mM NaOAc. Failure sequences are eluted 

15i with 1 CV 14% ACN (Aqueous with 50mM NaOAc and 50mM NaCl). The column is 
then washed, for example with 1 CV H20 followed by on-column detritylation, for 
example by passing 1 CV of 1% aqueous trifluoroacetic acid (TFA) over the column, then 
adding a second CV of 1% aqueous TFA to the colunm and allowing to stand for 
approximately 10 minutes. The remaining TFA solution is removed and the column 

20 washed with H20 followed by 1 CV IM NaCl and additional H20. The siNA duplex 
product is then eluted, for example, using 1 CV 20% aqueous CAN. 

Figure 2 provides an example of MALDI-TOV mass spectrometry analysis of a 
purified siNA construct in which each peak corresponds to the calculated mass of an 
individual siNA sti and of the siNA duplex. The same purified siNA provides three peaks 

25 when analyzed by capillary gel electrophoresis (CGE), one peak presumably 
corresponding to the duplex siNA, and two peaks presrmiably corresponding to the 
separate siNA sequence strands. Ion exchange HPLC analysis of the same siNA contract 
only shows a single peak. Testing of the purified siNA constract using a luciferase 
reporter assay described below demonstrated the same RNAi activity compared to siNA 

30 constructs generated firom separately synthesized oUgonucleotide sequence strands. 

Example 2: Serum stabilitv of chemicallv modified siNA constructs 
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Chemical modifications were introduced into siNA constracts to determine the 
stabiUty of these constructs compared to native siNA ohgonucleotides (containing two 
thymidine nucleotide overhangs) in human serum. An investigation of the serum stability 
of RNA duplexes revealed that siNA constructs consisting of all RNA nucleotides 
5 containing two thymidine nucleotide overhangs have a half-life in serum of 15 seconds, 
whereas chemically modified siNA constructs remained stable in serum for 1 to 3 days 
depending on the extent of modification. RNAi stability tests were performed by 
internally labeling one strand (strand 1) of siNA and duplexing with 1.5 X the 
concentration of the complementary siNA strand (strand 2) (to insure all labeled material 
10 was in duplex form). Duplexed siNA constmcts were then tested for stabihty by 
incubating at a final concentration of 2\xM siNA (strand 2 concentration) in 90% mouse 
or human serum for time-points of 30sec, Imin, 5niin, SOmin, 90min, 4hrs lOmin, 16hrs 
24min, and 49hrs. Time points were run on a 15% denaturing polyacrylamide gels and 
analyzed on a phosphoimager, 

15 hitemal labeling was performed via kinase reactions with polynucleotide kinase 

(PNK) and ^^P-y-ATP, with addition of radiolabeled phosphate at nucleotide 13 of strand 
2, counting in firom the 3' side. Ligation of the remaining 8-mer firagments with T4 RNA 
Ugase resulted in the fiiU length, 21-mer, strand 2. Duplexing of RNAi was done by 
adding appropriate concentrations of the siNA oligonucleotides and heating to 95** C for 

20 5min followed by slow cooUng to room temperature. Reactions were performed by 
adding 100% serum to the siNA duplexes and incubating at 37° C, then removing aliquots 
at desired time-points. Results of this study are summarized in Figure 3. As shown in 
the Figure 3, chemically modified siNA molecules (e.g., SEQ ID NOs: 925/927, 925/928, 
925/929, 925/930, and 925/931) have significantly increased serum stability compared to 

25 an siNA construct having all ribonucleotides except a 3 '-terminal dithymidine (TT) 
modification (e.g., SEQ ID NOs: 925/926). 

Example 3: Identification of potential siNA target sites in anv RNA sequence 

The sequence of an RNA target of interest, such as a viral or human mRNA 
transcript, is screened for target sites, for example by using a computer folding algorithm. 
30 In a non-limiting example, the sequence of a gene or RNA gene transcript derived from a 
database, such as Genbank, is used to generate siNA targets having complementarity to 
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the target. Such sequences can be obtained from a database, or can be determined 
experimentally as known in the art. Target sites fliat are known, for example, those target 
sites determined to be effective target sites based on studies with other nucleic acid 
molecules, for example ribozymes or antisense, or those targets known to be associated 
5 with a disease or condition such as those sites containing mutations or deletions, can be 
used to design siNA molecules targeting those sites. Various parameters can be used to 
determine which sites are the most suitable target sites within the target RNA sequence. 
These parameters include but are not limited to secondary or tertiary RNA structure, the 
nucleotide base composition of the target sequence, the degree of homology between 

10 various regions of the target sequence, or the relative position of the target sequence 
within the RNA transcript. Based on these determinations, any number of target sites 
within the RNA transcript can be chosen to screen siNA molecules for efficacy, for 
example by using in vitro RNA cleavage assays, cell culture, or animal models. In a non- 
limiting example, anywhere from 1 to 1000 target sites are chosen within the transcript 

15 based on the size of the siNA construct to be used. High throughput screening assays can 
be developed for screening siNA molecules using methods known in the art, such as with 
multi-well or multi-plate assays or combinatorial/siNA library screening assays to 
determine efficient reduction in target gene expression. 

Example 4: Selection of siNA molecule target sites in a RNA 

20 The following non-limiting steps can be used to carry out the selection of siNAs 

targeting a given gene sequence or transcript. 

The target sequence is parsed in silico into a list of all fragments or subsequences of 
a particular length, for example 23 nucleotide fragments, contained within the target 
sequence. This step is typically carried out using a custom Perl script, but commercial 
25 sequence analysis programs such as Oligo, MacVector, or the GCG Wisconsin Package 
can be employed as well. 

Li some instances the siNAs correspond to more than one target sequence; such 
would be the case for example in targeting different transcripts of the same gene, 
targeting different transcripts of more than one gene, or for targeting both the human gene 
30 and an animal homolog. In this case, a subsequence list of a particular length is generated 
for each of the targets, and then the lists are compared to find matching sequences in each 
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list. The subsequences are then ranked according to the number of target sequences that 
contain the given subsequence; the goal is to find subsequences that are present in most or 
all of the target sequences. Alternately, the ranking can identify subsequences that are 
imique to a target sequence, such as a mutant target sequence. Such an approach would 
5 enable the use of siNA to target specifically the mutant sequence and not effect the 
expression of the normal sequence. 

In some instances the siNA subsequences are absent in one or more sequences 
while present in the desired target sequence; such would be the case if the siNA targets a 
gene with a paralogous family member that is to remain untargeted. As in case 2 above, a 
10 subsequence list of a particular length is generated for each of the targets, and then the 
lists are compared to find sequences that are present in the target gene but are absent in 
the untargeted paralog. 

The ranked siNA subsequences can be fiirther analyzed and ranked according to GC 
content. A preference can be given to sites containing 30-70% GC, with a further 
15 preference to sites containing 40-60% GC. 

The ranked siNA subsequences can be further analyzed and ranked according to 
self-folding and internal hairpins. Weaker .internal folds are preferred; strong hairpin 
structures are to be avoided. 

The ranked siNA subsequences can be further analyzed and ranked according to 
20 whether they have runs of GGG or CCC in the sequence. GGG (or even more Gs) in 
either strand can make oligonucleotide synthesis problematic and can potentially interfere 
with RNAi activity, so it is avoided whenever other appropriately suitable sequences are 
available. CCC is searched in the target strand because that will place GGG in the 
antisense strand. 

25 The ranked siNA subsequences can be further analyzed and ranked according to 

whether they have the dinucleotide UU (uridine dinucleotide) on the 3'-end of the 
sequence, and/or AA on the 5 -end of the sequence (to yield 3' UU on the antisense 
sequence). These sequences allow one to design siNA molecules with terminal TT 
thymidine dinucleotides. 
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Four or five target sites are chosen firom the ranked list of subsequences as 
described above. For example, in subsequences having 23 nucleotides, the right 21 
nucleotides of each chosen 23-mer subsequence are then designed and synthesized for the 
upper (sense) strand of the siNA duplex, while the reverse complement of the left 21 
5 nucleotides of each chosen 23-mer subsequence are. then designed and synthesized for the 
lower (antisense) strand of the siNA duplex (see Tables I). If terminal TT residues are 
desired for the sequence (as described in paragraph 7), then the two 3' terminal 
nucleotides of both the sense and antisense strands are replaced by TT prior to 
synthesizing the oligos. 

10 The siNA molecules are screened in an in vitro, cell culture or animal model system 

to identify the most active siNA molecule or the most preferred target site within the 
target RNA sequence. 

In an altemate approach, a pool of siNA constructs specific to a target sequence is 
used to screen for target sites in cells expressing target RNA, such as human HeLa cells. 

15 The general strategy used in this approach is shown in Figure 21. A non-limiting 
example of such as pool is a pool comprising sequences having antisense sequences 
complementary to the target RNA sequence and sense sequences complementary to the 
antisense sequences. Cells (e.g., HeLa cells) expressing the target gene are transfected 
with the pool of siNA constructs and cells that demonstrate a phenotype associated with 

20 gene silencing are sorted. The pool of siNA constructs can be chemically modified as 
described herein and synthesized, for example, in a high throughput manner. The siNA 
firom cells demonstrating a positive phenotypic change (e.g., decreased target mRNA 
levels or target protein expression), are identified, for example by positional analysis 
within the assay, and are used to determine the most suitable target site(s) within the 

25 target RNA sequence based upon the complementary sequence to the corresponding siNA 
antisense strand identified in the assay. 

Example 5: RNAi activitv of chemically modified siNA constmcts 

Short interfering nucleic acid (siNA) is emerging as a powerfiil tool for gene 
regulation. All-ribose siNA duplexes activate the RNAi pathway but have limited utility 
30 as therapeutic compounds due to their nuclease sensitivity and short half-life in serum, as 
shown in Example 2 above. To develop nuclease-resistant siNA constructs for in vivo 
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applications, siNAs that target luciferase mRNA and contain stabilizing chendcal 
modifications were tested for activity in HeLa cells. The sequences for the siNA 
oligonucleotide sequences used in this study are shown in Table I. Modifications 
included phosphorothioate linkages (P=S), 2 -(3-methyl nucleotides, or 2 -fluoro (P) 
5 nucleotides in one or both siNA strands and various 3 '-end stabilization chemistries, 
including 3 '-glyceryl, 3 '-inverted abasic, 3 '-inverted Thymidine, and/or Thymidine. 
Active siNA containing stabiUzing modifications such as described herein should prove 
usefiil for in vivo applications. 

A luciferase reporter system was utilized to test RNAi activity of chemically 
10 modified siNA constructs compared to siNA constructs consisting of all RNA nucleotides 
containing two thymidine nucleotide overhangs. Sense and antisense siNA strands (20 
uM each) were annealed by incubation in buffer (100 mM potassiimi acetate, 30 mM 
HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 90^C followed by 1 hour 
at 37^*0. Plasmids encoding firefly luciferase (pGL2) and renilla luciferase (pRLSV40) 
1 5 were purchased firom Promega Biotech. 

HeLa S3 cells were grown at 37°C in DMEM with 5% FBS and seeded at 15,300 
cells in 100 ul media per well of a 96-well plate 24 hours prior to transfection. For 
transfecUon, 4 ul Lipofectamine 2000 (Life Technologies) was added to 96 ul OPTI- 
MEM, vortexed and incubated at room temperature for 5 minutes. The 100 ul diluted lipid 

20 was then added to a microtiter tube containing 5 ul pGL2 (200ng/ul), 5 ul pRLSV40 (8 
ng/ul) 6 ul siNA (25 nM or 10 nM final), and 84 ul OPTI-MEM, vortexed briefly and 
incubated at room temperature for 20 minutes. The transfection mix was then mixed 
briefly and 50 ul was added to each of three wells that contained HeLa S3 cells in 100 ul 
media. Cells were incubated for 20 hours after transfection and analyzed for luciferase 

25 expression using the Dual luciferase assay according to the manufactm-er's instructions 
(Promega Biotech). The results of this study are summarized in Figures 4-16. The 
sequences of the siNA strands used in this study are shown in Table I and are referred to 
by RPI# in the figures. Normalized luciferase activity is reported as the ratio of firefly 
luciferase activity to renilla luciferase activity in the same sample. Error bars represent 

30 standard deviation of triplicate transfections. As shown in Figures 4-16, the RNAi 
activity of chemically modified constructs is comparable to that of control siNA 
constructs, which consist of all ribonucleotides at every position except the 3 '-terminus 
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which comprises two thymidine nucleotide overhangs. In some instances, the RNAi 
activity of the chemically modified constmcts is greater than the siNA constmct 
consisting of all ribonucleotides at every position except the 3 '-terminus which comprises 
two thymidine nucleotide overhangs. For example. Figure 4 shows results obtained from 
5 a screen using phosphorothioate modified siNA constmcts; the RPI 27654/27659 
constmct contains phosphorothioate substitutions for every pyrimidine nucleotide in both 
sequences, the RPI 27657/27662 constmct contains 5 terminal 3 '-phosphorothioate 
substitutions in each strand, the RPI 27649/27658 constmct contains all phosphorothioate 
substitutions only in the antisense strand, whereas the RPI 27649/27660 and RPI 
10 27649/27661 constructs have unmodified sense strands and varying degrees of 
phosphorothioate substitutions in the antisense strand. All of these constmcts show 
significant RNAi activity when compared to a scrambled siNA. 

Figure 5 shows results obtained from a screen using phosphorothioate (RPI 
28253/28255 and RPI 28254/28256) and universal base substitutions (RPI 28257/28259 
15 and RPI 28258/28260) compared to the same controls described above. As shown, these 
modifications show equivalent or better RNAi activity when compared to the control 
siNA constmct. 

Figure 6 shows results obtained from a screen using 2'-0-methyl modified siNA 
constructs in wliich the sense strand contains either 10 (RPI 28244/27650) or 5 (RPI 
20 28245/27650) 2'-0-methyl substitutions, both with comparable activity to the control 
siNA constmct. 

Figure 7 shows results obtained from a screen using 2'-0-methyl or 2'-deoxy-2'- 
fluoro modified siNA constmcts compared to a control constmct consisting of all 
ribonucleotides at every position except the 3'-temiinus which comprises two thymidine 
25 nucleotide overhangs. 

Figure 8 compares a siNA constmct containing six phosphorothioate substitutions 
in each strand (RPI 28460/28461), where 5 phosphorothioates are present at the 3' end 
and a single phosphorothioate is present at the 5' end of each strand. This motif shows 
very similar activity to the control siNA constmct consisting of all ribonucleotides at 
30 every position except the 3 '-terminus which comprises two thymidine nucleotide 
overhangs. 
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Figure 9 compares a siNA construct synthesized by the mettiod of the invention 
described in Example 1, wherein an inverted deoxyabasic succinate linker was used to 
generate a siNA having a 3 '-inverted deoxyabasic cap on the antisense strand of the 
siNA. This construct shows improved activity compared to the control siNA (siGL2) 
5 construct consisting of all ribonucleotides at every position except the 3 '-terminus which 
comprises two thymidine nucleotide overhangs. 

Figure 10 shows the results of an RNAi activity screen of chemically modifed 
siNA constmcts including 3 '-glyceryl modified siNA constmcts compared to an all RNA 
control siNA construct using a luciferase reporter system. These chemically modified 

10 siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Liv siGL2). The backgromid 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 

15 number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are sho\vn in Table 1. As shown in the Figure, the 3'-temiinal modified siNA constructs 
retain significant RNAi activity compared to the control siNA (siGL2) construct. 

Figure 11 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3'-temiinal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constmcts are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table 1. As shown in the figure, the chemically modified RPI 30063/30430, 
RPI 30433/30430, and RPI 30063/30224 constmcts retain significant RNAi activity 
compared to the control siNA constmct. It should be noted that RPI 30433/30430 is a 

30 siNA constmct having no ribonucleotides which retains significant RNAi activity 
compared to the constrol siGL2 constmct in vitro, therefore, this constmct is expected to 
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have both similar RNAi activity and improved stability compared to siNA constructs 
having ribonucleotides in vivo. 

Figure 12 shows the results of an RNAi activity screen of chemically modifed 
siNA constracts. The screen compared various combinations of sense strand chemical 

5 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared m the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
10 Sense and antisense- strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table 1. As shown in the figure, the chemically modified RPI 30063/30224 
and RPI 30063/30430 constructs retain significant RNAi activity compared to the control 
; siNA (siGL2) construct. In addition, the antisense strand alone (RPI 30430) and an 

15 > inverted control (RPI 30227/30229, having matched chemistry to RPI 30063/30224) were 
compared to the siNA duplexes described above. The antisense strand (RPI 30430) 
alone provides far less inhibition compared to the siNA duplexes using this sequence. 

Figure 13 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs. The screen compared various combinations of sense strand chemical 

20 modifications and antisense strand chemical modifications. These chemically modified 
siNAs were compared in the luciferase assay described herein at 1 nM and lOnM 
concentration using an all RNA siNA control (siGL2) having having 3 '-terminal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 

25 Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table L In addition, an inverted control (RPI 30226/30229, having matched 
chemistry to RPI 30222/30224) was compared to the siNA duplexes described above. As 
shown in the figure, the chemically modified RPI 28251/30430, RPI 28251/30224, and 

30 RPI 30222/30224 constructs retain significant RNAi activity compared to the control 
siNA construct, and the chemically modified RPI 28251/30430 constmct demonstrates 
improved activity compared to the control siNA (siGL2) constmct. 
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Figure 14 shows the results of an RNAi activity screen of chemically modifed 
siNA constructs including various 3 '-terminal modified siNA constmcts compared to an 
all RNA control siNA construct using a luciferase reporter system. These chemically 
modified siNAs were compared in the luciferase assay described herein at 1 nM and 
lOnM concentration using an all RNA siNA control (siGL2) having havmg 3'-temiinal 
dithymidine (TT) and its corresponding inverted control (Inv siGL2). The background 
level of luciferase expression in the HeLa cells is designated by the "cells" column. 
Sense and antisense strands of chemically modified siNA constructs are shown by RPI 
number (sense strand/antisense strand). Sequences correspoding to these RPI numbers 
are shown in Table I. As shown in the figure, the chemically modified RPI 30222/30546, 
30222/30224, 30222/30551, 30222/30557 and 30222/30558 constmcts retam significant 
RNAi activity compared to the control siNA constract. 

Figure 15 shows the results of an RNAi activity screen of chemically modifed 
siNA constmcts. The screen compared various combinations of sense strand chemistries 
compared to a fixed antisense strand chemistry. These chemically modified siNAs were 
compared in the luciferase assay described herein at 1 nM and lOnM concentration using 
an all RNA siNA control (siGL2) having having 3 '-terminal dithymidine (TT) and its 
corresponding inverted control (Inv siGL2). The backgioimd level of luciferase 
expression in the HeLa cells is designated by the "cells" column. Sense and antisense 
strands of chemically modified siNA constmcts are shown by RPI number (sense 
strand/antisense strand). Sequences correspoding to these RPI numbers are shown m 
Table 1. As shown in the figure, the chemically modified RPI 30063/30430, 
30434/30430, and 30435/30430 constmcts all demonstrate greater activity compared to 
the control siNA (siGL2) constmct. 

Example 6: RNAi activitv titration 

A titration assay was performed to determine the lower range of siNA concentration 
required for RNAi activity both in a control siNA constmct consisting of all RNA 
nucleotides containing two thymidine nucleotide overhangs and a chemically modified 
siNA constmct comprising 5 phosphorothioate intemucleotide linkages in both the sense 
and antisense strands. The assay was performed as described above, however, the siNA 
constmcts were diluted to final concentrations between 2.5 nM and 0.025 nM. Results 
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are shown in Figure 16. As shown in Figure 16, the chemically modified siNA construct 
shows a very similar concentration dependent RNAi activity profile to the control siNA 
construct when compared to an inverted siNA sequence control. 

Example 7: siNA design 

5 siNA target sites were chosen by analyzing sequences of the target RNA and 

optionally prioritizing the target sites on the basis of folding (structure of any given 
sequence analyzed to determine siNA accessibility to the target), by using a library of 
siNA molecules as described in Example 4, or alternately by using an in vitro siNA 
system as described in Example 9 herein. siNA molecules were designed that could bind 

10 each target and are optionally individually analyzed by computer folding to assess 
whether the siNA molecule can interact with the target sequence. Varying the length of 
the siNA molecules can be chosen to optimize activity. Generally, a sufficient number of 
complementary nucleotide bases are chosen to bind to, or otlierwise interact with, the 
target RNA, but the degree of complementarity can be modulated to accommodate siNA 

15 duplexes or varying length or base composition. By using such methodologies, siNA 
molecules can be designed to target sites within any known RNA sequence, for example 
those RNA sequences corresponding to the any gene transcript. 

Chemically modified siNA constructs are designed to provide nuclease stability for 
systemic administration in vivo and/or improved pharmacokinetic, localization, and 

20 delivery properties while preserving the ability to mediate RNAi activity. Chemical 
modifications as described herein are introduced synthetically using synthetic methods 
described herein and those generally known in the art. The synthetic siNA constmcts are 
then assayed for nuclease stability in serum and/or cellular/tissue extracts (e.g. liver 
extracts). The synthetic siNA constmcts are also tested in parallel for RNAi activity 

25 using an appropriate assay, such as a luciferase reporter assay as described herein or 
another suitable assay that can quantity RNAi activity. Synthetic siNA constmcts that 
possess both nuclease stability and RNAi activity can be further modified and re- 
evaluated in stability and activity assays. The chemical modifications of the stabilized 
active siNA constructs can then be applied to any siNA sequence targeting any chosen 

30 RNA and used, for example, in target screening assays to pick lead siNA compoimds for 
therapeutic development (see for example Figure 24). 
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Exam ple 8: Chemical Synthesis and Pur ification of siNA 

siNA molecules can be designed to interact with various sites in the RNA message, 
for example, target sequences within the RNA sequences described herein. The sequence 
of one strand of the siNA molecule(s) is complementary to the target site sequences 

5 described above. The siNA molecules can be chemically synthesized using methods 
described herein. Inactive siNA molecules that are used as control sequences can be 
synthesized by scrambling the sequence of the siNA molecules such that it is not 
complementary to the target sequence. Generally, siNA constructs can by synthesized 
using soM phase oligonucleotide synthesis methods as described herein (see for example 

10 Usman et al. US Patent Nos. 5,804,683; 5,831,071; 5,998,203; 6,117,657; 6,353,098; 
6,362,323; 6,437,117; 6,469,158; Scaringe et al, US Patent Nos. 6,111,086; 6,008,400; 
6,1 1 1,086 all incorporated by reference herein in their entirety). 

In a non-limiting example, RNA oligonucleotides are synthesized in a stepwise 
fashion using the phosphoramidite chemistry as is known in the art. Standard 

15 phosphoramidite chemistry involves the use of nucleosides comprising any of 5'-0- 
dimethoxytrityl, 2'-0-tert-butyldimethylsilyl, 3'-0-2-Cyanoethyl N,N-diisopropylphos- 
phoroamidite groups, and exocyclic amine protecting groups (e.g. N6-benzoyl adenosine, 
N4 acetyl cytidine, and N2-isobutyryl guanosine). Alternately, 2'-0-Silyl Ethers can be 
used in conjunction with acid-labile 2'-0-orthoester protecting groups in the synthesis of 

20 RNA as described by Scaringe supra. Differing 2' chemistries can require different 
protecting groups, for example 2'-deoxy-2'-aniino nucleosides can utilize N-phthaloyl 
protection as described by Usman et al. US Patent 5,631,360, incorporated by reference 
herein in its entirety). 

During solid phase synthesis, each nucleotide is added sequentially (3'- to 5'- 
25 direction) to the solid support-bound oUgonucleotide. The first nucleoside at the 3 '-end of 
the chain is covalently attached to a soUd support (e.g., controlled pore glass or 
polystyrene) using various linkers. The nucleotide precursor, a ribonucleoside 
phosphoramidite, and activator are combined resulting in the coupling of the second 
nucleoside phosphoramidite onto the 5 '-end of the first nucleoside. The support is then 
30 washed and any unreacted 5 '-hydroxyl groups are capped with a capping reagent such as 
acetic anhydride to yield inactive 5 '-acetyl moieties. The trivalent phosphorus linkage is 
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then oxidized to a more stable phosphate linkage. At the end of the nucleotide addition 
cycle, the 5 '-O-protecting group is cleaved under suitable conditions (e.g., acidic 
conditions for trityl-based groups and Fluoride for silyl-based groups). The cycle is 
repeated for each subsequent nucleotide. 

5 Modification of synthesis conditions can be used to optimize coupling efficiency, 

for example by using differing coupling times, differing reagent/phosphoramidite 
concentrations, differing contact times, differing solid supports and solid support linker 
chemistries depending on the particular chemical composition of the siNA to be 
synthesized. Deprotection and purification of the siNA can be performed as is generally 

10 described in Usman et al., US 5,831,071, US 6,353,098, US 6,437,117, and Bellon et al., 
US 6,054,576, US 6,162,909, US 6,303,773, incorporated by reference herein in their 
entirety or Scaringe supra,. Additionally, deprotection conditions can be modified to 
provide the best possible yield and purity of siNA constructs. For example, applicant has 
observed that oligonucleotides comprising 2'-deoxy-2'-fluoro nucleotides can degrade 

15 under inappropriate deprotection conditions. Such oligonucleotides are deprotected using 
aqueous methylamine at about 35°C for 30 minutes. If the 2'-deoxy-2'-fluoro containing 
oligonucleotide also comprises ribonucleotides, after deprotection with aqueous 
methylamine at about SS^'C for 30 minutes, TEA-HF is added and the reaction maintained 
at about 65°C for an additional 15 minutes. 

20 Example 9: RNAi in vitro assay to assess siNA activity 

An in vitro assay that recapitulates RNAi in a cell free system is used to evaluate 
siNA constructs specific to target RNA. The assay comprises the system described by 
Tuschl et al, 1999, Genes and Development, 13, 3191-3197 and Zamore et al, 2000, 
Cell, 101, 25-33 adapted for use with target RNA. A Drosophila extract derived from 

25 syncytial blastoderm is used to reconstitute RNAi activity in vitro. Target RNA is 
generated via in vitro transcription from an appropriate plasmid using T7 RNA 
polymerase or via chemical synthesis as described herein. Sense and antisense siNA 
strands (for example 20 uM each) are annealed by incubation in buffer (such as 100 mM 
potassium acetate, 30 mM HEPES-KOH, pH 7.4, 2 mM magnesium acetate) for 1 min. at 

30 90^C followed by 1 hour at 37^C , then diluted in lysis buffer (for example 100 mM 
potassium acetate, 30 mM HEPES-KOH at pH 7.4, 2mM magnesium acetate). Annealing 
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can be monitored by gel electrophoresis on an agarose gel in TBE buffer and stained with 
ethidinm bromide. The Drosophila lysate is prepared using zero to two-hour-old embryos 
from Oregon R flies collected on yeasted molasses agar that are dechorionated and lysed. 
The lysate is centrifuged and the supematant isolated. The assay comprises a reaction 
5 mixture containing 50% lysate [vol/vol], RNA (10-50 pM final concentration), and 10% 
[vol/vol] lysis buffer containing siNA (10 nM final concentration). The reaction mixture 
also contains 10 mM creatine phosphate, 10 ug.ml creatine phosphokinase, 100 um GTP, 
100 uM UTP, 100 uM CTP, 500 uM ATP, 5 mM DTT, 0.1 U/uL RNasin (Promega), and 
100 uM of each amino acid. The final concentration of potassium acetate is adjusted to 
10 100 mM. The reactions are pre-assembled on ice and preincubated at 25^ C for 10 
minutes before adding RNA, then incubated at 25^ C for an additional 60 minutes. 
Reactions are quenched with 4 volumes of 1 .25 x Passive Lysis Buffer (Promega). Target 
RNA cleavage is assayed by RT-PCR analysis or other methods known in the art and are 
compared to control reactions in which siNA is omitted from the reaction. 

15 Alternately, internally-labeled target RNA for the assay is prepared by in vitro 

transcription in the presence of [alpha-^^p] CTP, passed over a G 50 Sephadex column by 
spin chromatography and used as target RNA without ftirther purification. Optionally, 

target RNA is 5 -32p-end labeled using T4 polynucleotide kinase enzyme. Assays are 
performed as described above and target RNA and the specific RNA cleavage products 
20 generated by RNAi are visualized on an autoradiograph of a gel. The percentage of 

cleavage is determined by Phosphor Imager® quantitation of bands representing intact 
control RNA or RNA from control reactions without siNA and the cleavage products 
generated by the assay. 

In one embodiment, this assay is used to determine target sites the RNA target for 
25 siNA mediated RNAi cleavage, wherein a plurality of siNA constructs are screened for 
RNAi mediated cleavage of the RNA target, for example, by analyzing the assay reaction 
by electrophoresis of labeled target RNA, or by northern blotting, as well as by other 
methodology well known in the art. 

Example 10: Nucleic acid inhibition of target RNA in vivo 
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siNA molecules targeted to the target RNA are designed and synthesized as 
described above. These nucleic acid molecules can be tested for cleavage activity in vzvo, 
for example, using the following procedure. 

Two formats are used to test the efficacy of siNAs targeting a particular gene 
transcipt. First, the reagents are tested on target expressing cells (e.g., HeLa), to 
determine the extent of RNA and protein inhibition. siNA reagents are selected against 
the RNA target. KNA inhibition is measured after delivery of these reagents by a suitable 
transfection agent to cells. Relative amounts of target RNA are measxured versus actin 
using real-time PGR monitoring of ampUfication (eg,, ABI 7700 Taqman®). A 
comparison is made to a mixture of oligonucleotide sequences made to unrelated targets 
or to a randomized siNA control with the same overall length and chemistry, but 
randomly substituted at each position. Primary and secondary lead reagents are chosen for 
the target and optimization performed. After an optimal transfection agent concentration 
is chosen, a RNA time-course of inhibition is performed with the lead siNA molecule. In 
addition, a cell-plating fomiat can be used to detemiine RNA inhibition. 

Delivery of siNA to Cells 

Cells (e.g., HeLa) are seeded, for example, at 1x10^ cells per well of a six-well dish 
in EGM-2 (BioWhittaker) the day before transfection. siNA (final concentration, for 
example 20nM) and cationic hpid (e.g., final concentration 2|a,g/ml) are complexed in 
EGM basal media (Biowhittaker) at 37°C for 30 mins in polystyrene tubes. Following 
vortexing, the complexed siNA is added to each well and incubated for the times 

indicated. For initial optimization experiments, cells are seeded, for example, at 1x10^ in 
96 well plates and siNA complex added as described. Efficiency of delivery of siNA to 
cells is determined using a fluorescent siNA complexed with lipid. Cells in 6-well dishes 
are incubated with siNA for 24 hours, rinsed with PBS and fixed in 2% paraformaldehyde 
for 15 minutes at room temperature. Uptake of siNA is visualized using a fluorescent 
microscope. 

Taqman and Lightcvcler quantification of mRNA 

Total RNA is prepared firom cells following siNA delivery, for example, using 
30 Qiagen RNA purification kits for 6-well or Rneasy extraction kits for 96-well assays. For 
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Taqman analysis, dual-labeled probes are synthesized with the reporter dye, FAM or JOE, 
covalently linked at the 5'-end and ttie quencher dye TAMRA conjugated to the 3 -end. 
One-step RT-PCR ampHfications are performed on, for example, an ABI PRISM 7700 
Sequence Detector using 50 ]xl reactions consisting of 10 p.1 total RNA, 100 nM forward 

5 primer, 900 nM reverse primer, 100 nM probe, IX TaqMan PGR reaction buffer (PE- 
Applied Biosystems), 5.5 mM MgCh, 300 each dATP, dCTP, dGTP, and dTTP, lOU 
RNase Inhibitor (Promega), 1.25U AmpliTaq Gold (PE- Applied Biosystems) and lOU M- 
MLV Reverse Transcriptase (Promega). The thermal cycling conditions can consist of 30 
min at 48°C, 10 min at 95°C, followed by 40 cycles of 15 sec at 95'*C and 1 min at 60°C. 

10 Quantitation of mRNA levels is determined relative to standards generated from serially 
diluted total cellular RNA (300, 100, 33, 11 ng/rxn) and normalizing to 6-actin or 
GAPDH mRNA in parallel TaqMan reactions. For each gene of interest an upper and 
lower primer and a fluorescently labeled probe are designed. Real time incorporation of 
SYBR Green I dye into a specific PGR product can be measured in glass capillary tubes 

15 using a lightcyler. A standard curve is generated for each primer pair using control 
cRNA. Values are represented as relative expression to GAPDH in each sample. 

Western blotting 

Nuclear extracts can be prepared using a standard micro preparation technique (see 
for example Andrews and Faller, 1991, Nucleic Acids Research, 19, 2499). Protein 

20 extracts from supematants are prepared, for example using TCA precipitation. An equal 
volume of 20% TCA is added to the cell supernatant, incubated on ice for 1 hour and 
pelleted by centrifugation for 5 minutes. Pellets are washed in acetone, dried and 
resuspended in water. Cellular protein extracts are run on a 10% Bis-Tris NuPage 
(nuclear extracts) or 4-12% Tris-Glycine (supernatant extracts) polyacrylamide gel and 

25 transferred onto nitro-cellulose membranes. Non-specific binding can be blocked by 
incubation, for example, with 5% non-fat milk for 1 hour followed by primary antibody 
for 16 hour at 4°C. Following washes, the secondary antibody is apphed, for example 
(1:10,000 dilution) for 1 hour at room temperature and the signal detected with 
SuperSignal reagent (Pierce). 

30 Example 11: Animal Models 



118 



BNSDOCID: <WO 03074654A2_L> 



wo 03/074654 



PCT/US03/05028 



Various animal models can be used to screen siNA constructs in vivo as are known 
in the art, for example those animal models that are used to evaluate other nucleic acid 
technologies such as enzymatic nucleic acid molecules (ribozymes) and/or antisense. 
Such animal models are used to test the efficacy of siNA molecules described herein. In 
5 a non-limiting example, siNA molecules that are designed as anti-angiogenic agents can 
be screened animal models. There are several animal models in which the anti- 
angiogenesis effect of nucleic acids of the present invention, such as siNA, directed 
against genes associated with angiogenesis and/or metastais, such as VEGFR (e.g., 
VEGFRl, VEGFR2, and VEGFR3) genes. Typically a comeal model has been used to 
10 study angiogenesis in rat and rabbit since recruitment of vessels can easily be followed in 
this nomially avascular tissue (Pandey et aL, 1995 Science 268: 567-569). In these 
models, a small Teflon or Hydron disk pretreated with an angiogenesis factor (e.g. bFGF 
or VEGF) is inserted into a pocket surgically created in the comea. Angiogenesis is 
monitored 3 to 5 days later. siNA molecules directed against VEGFR mRNAs are 
15 delivered in the disk as well, or dropwise to the eye over the time course of the 
experiment. In another eye model, hypoxia has been shown to cause both increased 
expression of VEGF and neovascularization in the retina (Pierce et aL, 1995 Pj'oc. Natl 
Acad. ScL USA. 92: 905-909; Shweiki a/., 1992 J. Clin, Invest. 91: 2235-2243). 

Several animal models exist for screening of anti-angiogenic agents. These include 
comeal vessel formation following comeal injury (Burger et al, 1985 Cornea 4: 35-41; 
Lepri, et al, 1994 J. Ocular Pharmacol 10: 273-280; Omierod et al, 1990 Anv J. 
Pathol 137: 1243-1252) or intracomeal growth factor implant (Grant et al, 1993 
Diabetologia 36: 282-291; Pandey et al 1995 supra; Zieche et al, 1992 Lab. Invest 
67: 711-715), vessel growth into Matrigel matrix containmg growth factors (Passaniti et 
al, 1992 supra), female reproductive organ neovascularization following hormonal 
manipulation (Shweiki et al, 1993 Clin, Invest. 91: 2235-2243), several models 
involving inhibition of tumor growth in highly vascularized solid tumors (O'Reilly et al^ 
1994 Cell 79: 315-328; Senger et al, 1993 Cancer and Metas, Rev. 12: 303-324; 
Takahasi et al, 1994 Cancer Res. 54: 4233-4237; Kim et al, 1993 supra), and transient 
hypoxia-mduced neovascularization in the mouse retina (Pierce et al, 1995 Proc. Natl 
Acad. ScL USA. 92: 905-909).gene 
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The comea model, described in Pandey et al. supra, is the most common and well 
characterized anti-angiogenic agent efficacy screening model. This model involves an 
avascular tissue into which vessels are recmited by a stimulating agent (growth factor, 
thermal or alkalai bum, endotoxin). The corneal model would utilize the intrastromal 
5 corneal implantation of a Teflon pellet soaked in a VEGF-Hydron solution to recruit 
blood vessels toward the pellet which can be quantitated using standard microscopic and 
image analysis techniques. To evaluate their anti-angiogenic efficacy, ribozymes are 
applied topically to the eye or boxmd within Hydron on the Teflon pellet itself. This 
avascular comea as well as the Matrigel model provide for low background assays. 
10 While the corneal model has been performed extensively in the rabbit, studies in the rat 
have also been conducted. 

The mouse model (Passaniti et al., supra) is a non-tissue model which utilizes 

Matrigel, an extract of basement membrane (Kleinman et al., 1986) or Millipore® filter 
disk, which can be impregnated with growth factors and anti-angiogenic agents in a liquid 
15 form prior to injection. Upon subcutaneous administration at body temperature, the 

Matrigel or Millipore® filter disk forms a solid implant. VEGF embedded in the Matrigel 
or Millipore® filter disk is used to recrait vessels within the matrix of the Matrigel or 
Millipore® filter disk which can be processed histologically for endothelial cell specific 
vWF (factor VIII antigen) immunohistochemistry, Trichrome-Masson stain, or 

20 hemoglobin content. Like the comea, the Matrigel or Millipore® filter disk are avascular; 
however, it is not tissue. In the Matrigel or Milhpore® filter disk model, siNA molecules 
are administered within the matrix of the Matrigel or Millipore® filter disk to test their 
anti-angiogenic efficacy. Thus, delivery issues in this model, as with delivery of siNA 
molecules by Hydron- coated Teflon pellets in the rat comea model, may be less 

25 problematic due to the homogeneous presence of the siNA within the respective matrix. 

The Lewis lung carcinoma and B-16 murine melanoma models are well accepted 
models of primary and metastatic cancer and are used for initial screening of anti-cancer 
agents. These murine models are not dependent upon the use of immimodeficient mice, 
are relatively inexpensive, and minimize housing concerns. Both the Lewis lung and B- 
30 16 melanoma models involve subcutaneous implantation of approximately 10^ tumor 
cells firom metastatically aggressive tumor cell lines (Lev^ds Ixmg Unes 3LL or D122, LLc- 
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LN7; B-16-BL6 melanoma) in C57BL/6J mice. Alternatively, the Lewis lung model can 
be produced by tbe surgical implantation of tumor spheres (approximately 0.8 mm in 
diameter). Metastasis also may be modeled by injecting the timior cells directly z.v.. In 
the Lewis lung model, microscopic metastases can be observed approximately 14 days 
5 following implantation with quantifiable macroscopic metastatic tumors developing 
within 21-25 days. The B-16 melanoma exhibits a similar time course with tumor 
neovascularization beginning 4 days following implantation. Since both primary and 
metastatic tumors exist in these models after 21-25 days in the same animal, multiple 
measurements can be taken as indices of efficacy. Primary tumor volume and growth 
10 latency as well as the number of micro- and macroscopic metastatic lung foci or mmiber 
. of animals exhibiting metastases can be quantitated. The percent increase in lifespan can 
also be measured. Thus, these models provide suitable primary efficacy assays for 
screening systemically administered siNA molecules and siNA formulations. 

In the Lewis lung and B-16 melanoma models, systemic pharmacotherapy with a 
wide variety of agents usually begins 1-7 days following tumor implantation/inoculation 
with either continuous or multiple administration regimens. Concurrent pharmacokinetic 
studies can be performed to detemiine whether sufficient tissue levels of siNA can be 
achieved for pharmacodynamic effect to be expected. Furthermore, primary tumors and 
secondary lung metastases can be removed and subjected to a variety of in vitro studies 
(i.e. target RNA reduction). 

hi utilizing these models to assess siNA activity, VEGFRl, VEGFR2, and/or 
VEGFR3 protein levels can be measured clinically or experimentally by FACS analysis. 
VEGFRl, VEGFR2, and/or VEGFR3 encoded mRNA levels will be assessed by 
Northern analysis, RNase-protection, primer extension analysis and/or quantitative RT- 
25 PGR. siNA molecules that block VEGFRl, VEGFR2, and/or VEGFR3 protein 
encoding mRNAs and therefore result in decreased levels of VEGFRl, VEGFR2, and/or 
VEGFR3 activity by more than 20% in vitro can be thus identified. 

Example 12: siNA-mediated inhibition of angiogenesis /;/ vivo 

The purpose of this study was to assess the anti-angiogenic activity of siNA 
30 targeted against VEGFRl in the rat comea model of VEGF induced angiogenesis (see 
above). These siNA molecules have matched inverted controls which are inactive since 
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they are not able to interact with the RNA target. The siNA molecules and VEGF were 
co-delivered using the filter disk method: Nitrocellulose filter disks (MiUipore®) of 
0.057 diameter were immersed in appropriate solutions and were surgically implanted in 
rat cornea as described by Pandey et ah, supra. 

5 The stimulus for angiogenesis in this study was the treatment of the filter disk wilii 

30 \xM VEGF which is implanted within tiie cornea's stroma. This dose yields 
reproducible neovascularization stemming from the pericorneal vascular plexus growing 
toward the disk in a dose-response study 5 days following implant. Filter disks treated 
only with the vehicle for VEGF show no angiogenic response. The siNA were co- 

10 adminstered with VEGF on a disk in two different siNA concentrations. One concern 
with the simultaneous administration is that the siNA would not be able to inhibit 
angiogenesis since VEGF receptors can be stimulated. However, Apphcant has observed 
that in low VEGF doses, the neovascular response reverts to normal, suggesting that the 
VEGF stimulus is essential for maintaining the angiogenic response. Blocking the 

15 production of VEGF receptors using simultaneous administration of anti-VEGF-R mRNA 
siNA could attenuate the normal neovascularization induced by the filter disk treated with 
VEGF. 

Materials and Methods: 

Test Compounds and Controls 

20 

R&D Systems VEGF, carrier free at 75 |aM in 82 mM Tris-Cl, pH 6.9 
siNA, 1.67 hG/jiL, SITE 2340 (SEQ ID NO: 2; SEQ ID NO: 6) sense/antisense 
SiNA, 1.67 ^G/^lL, INVERTED CONTROL FOR SITE 2340 (SEQ ID NO: 19; 
SEQ ID NO: 20) sense/antisense 
25 siNA 1 .67 ng/|iL, Site 2340 (SEQ ID NO: 419; SEQ ID NO: 420) sense/antisense 

Animals 

Harlan Sprague-Dawley Rats, Approximately 225-250g 
45 males, 5 animals per group. 
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Husbandly 

Animals are housed in groups of two. Feed, water, temperature and humidity are 
determined according to Pharmacology Testing Facility perfomiance standards (SOP's) 
5 which are in accordance with the 1996 Guide for the Care and Use of Laboratory Animals 
(NRC). Animals are acclimated to the facility for at least 7 days prior to experimentation. 
During this time, animals are observed for overall health and sentinels will be bled for 
baseline serology. 

Experimental Groups 

10 

Each solution (VEGF and siNAs) was prepared as a IX solution for final 
concentrations shown in the experimental groups described in Table III. 

siNA Annealing Conditions 

15 siNA sense and antisense strands are annealed for 1 minute in H2O at 

1.67mg/mL/strand followed by a 1 hour incubation at 37°C producing 3.34 mg/mL of 
duplexed siNA. For the 20p,g/eye treatment, 6 ^xLs of the 3.34 mg/mL duplex is injected 
into the eye (see below). The 3.34 mg/mL duplex siNA can then be serially diluted for 
dose response assays. 

20 

Preparation of VEGF Filter Disk 

For corneal implantation, 0.57 mm diameter nitrocellulose disks, prepared fiom 
0.45 |J.m pore diameter nitrocellulose filter membranes (Millipore Corporation), were 
25 soaked for 30 min in 1 ^L of 75 jiM VEGF in 82 niM Tris HCl (pH 6.9) in covered petri 
dishes on ice. Filter disks soaked only with the vehicle for VEGF (83 mM Tris-Cl pH 
6.9) elicit no angiogenic response. 

Comeal surgery 
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The rat corneal model used in this study was a modified firom Koch et al. Supra 
and Pandey et al, supra. Briefly, corneas were irrigated with 0.5% povidone iodine 
solution followed by normal saline and two drops of 2% lidocaine. Under a dissecting 
microscope (Leica MZ-6), a stromal pocket was created and a presoaked filter disk (see 
5 above) was inserted into the pocket such that its edge was 1 mm firom the corneal limbus. 

Intraconjunctival injection of test solutions 

Immediately afl;er disk insertion, the tip of a 40-50 jim OD injector (constructed in 
our laboratory) was inserted within the conjimctival tissue 1 mm away firom the edge of 

10 the comeal limbus that was directly adjacent to the VEGF-soaked filter disk. Six hundred 
nanoliters of test solution (siNA, inverted control or sterile water vehicle) were dispensed 
at a rate of 1.2 (xL/min using a syringe pump (Kd Scientific). The injector was then 
removed, serially rinsed in 70% ethanol and sterile water and immersed in sterile water 
between each injection. Once the test solution was injected, closure of the eyelid was 

15 maintained using microaneurism clips until tlie animal began to recover gross motor 
activity. Following treatment, animals were warmed on a heating pad at 37°C. 

Quantitation of angiogenic response 

Five days after disk implantation, animals were euthanized following im 
20 administration of 0.4 mg/kg atropine and corneas were digitally imaged. The neovascular 
surface area (NSA, expressed in pixels) was measured postmortem from blood-filled 
comeal vessels using computerized morphometry (Image Pro Plus, Media Cybernetics, 
v2.0). The individual mean NSA was determined in triplicate from three regions of 
identical size in the area of maximal neovascularization between the filter disk and the 
25 limbus. The number of pixels corresponding to the blood-filled comeal vessels in these 
regions was summated to produce an index of NSA. A group mean NSA was then 
calculated. Data from each treatment group were normalized to VEGF/siNA vehicle- 
treated control NSA and finally expressed as percent inhibition of VEGF-induced 
angiogenesis. 

30 Statistics 
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After determining the normality of treatment group means, group mean percent 
inhibition of VEGF-induced angiogenesis was subjected to a one-way analysis of 
variance. This was followed by two post-hoc tests for significance including Dunnett's 
(comparison to VEGF control) and Tukey-Kxamer (all other group mean comparisons) at 
5 alpha = 0.05. Statistical analyses were performed using JMP v.3.1.6 (SAS Listitute). 

Results are graphically represented in Figure 23. As shown in Figure 23, 
VEGFRl site 4229 active siNA at three concentrations, were effective at inhibiting 
angiogenesis compared to the inverted siNA control and the VEGF control. A chemically 
modified version of the VEGFRl site 4229 active siNA comprising a sense strand having 

10 2'-deoxy-2*-fluoro pyrimidines and ribo purines with 5' and 3' terminal inverted 
deoxyabasic residues (SEQ ID NO: 419) and an antisense strand having having 2'- 
deoxy-2'-fluoro pyrimidines and ribo purines with a terminal 3'-phosphorothioate 
intemucleotide linkage (SEQ ID NO: 420), showed similar inhibition. This result shows 
, siNA molecules of differing chemically modified composition of the invention are 

15 ' , capable of significantly inhibiting angiogenesis in vivo. 

Example 13: RNAi mediated inhibition of EGFR (HERD RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing EGFR (HERl) RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^il/weU, such that at the time of 

20 transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^il/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ^il. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 

25 incubated at 37''C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells wre lysed and RNA 
prepared firom each well. Target gene expression following treatment was evaluated by 
RT-PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) 

30 for normalization. The triplicate data were averaged and the standard deviations 
determined for each treatment. Normalized data were graphed and the percent reduction 
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of target mRNA by active siNAs in comparison to their respective inverted control siNAs 
was determined. 

Results of this study are shown in Figure 25. A siNA construct comprising 
ribonucleotides and 3'-tenninal dithymidine c^s (RPK30988/31064) was compared to a 
5 chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic c^s and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#31300/31301), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
10 In addition, the siNA constructs were also compared to untreated cells, ceUs transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce EGFR RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

15 Example 14: RNAi mediated inhibition of PKC -atohaRNA expression 

siNA constructs (Table I) are tested for efficacy in reducing PKC-alpha RNA 
expression in, for example in A549 cells. Cells are plated ^proximately 24h before 
transfection in 96-well plates at 5,000-7,500 cells/well, 100 fil/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs are mixed with 
20 the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nVwell and 
incubated for 20 min. at room temperature. The siNA transfection mixtijres are added to 
cells to give a final siNA concentration of 25 nM m a volume of 150 ^l. Each siNA 
transfection mixture is added to 3 wells for tripUcate siNA tireatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
25 prepared firom each well of b-eated ceUs. The supematants with the transfection mixtures 
are first removed and discarded, tiien the cells are lysed and RNA prepared from each well. 
Target gene expression following tireatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normaUzation. The tiipMcate 
data is averaged and the standard deviations determined for each treatinent. NormaUzed 
30 data are graphed and the percent reduction of target mKNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 
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In a non-liniiting example, siNA constructs were screened for activity (see Figure 
26) and compared to untreated cells, scrambled siNA control constructs (Scram 1 and 
Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 26, the siNA constructs significantly reduce PKC-alpha RNA expression. Leads 
5 generated from such a screen are then further assayed. In a non-limiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
with a chemically modified siNA constract comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
10 comprises a 3'-temiinal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to imtreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
15 (transfection control). 

Example 15: RNAi mediated inhibition of Mvc RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing Myc (c-Myc) RNA 
expression in 293T cells. 293T cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 lal/well, such that at the time of 
transfection cells were 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 |il/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volimie of 150 jxl. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37°C for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normaUzation. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
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the percent reduction of target mKNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 

Results of this study are shown in Figure 27. A screen of siNA constructs was 
compared to untreated cells, scrambled siNA control constructs (Scraml and Scrani2), 
5 and cells transfected with lipid alone (transfection control). As shown in the figure, three 
of the SiNA constructs (RPI 30993/31069; RPI 30995/31071; and RPI 30996/31072) 
significantly reduce c-Myc RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 1 6: RNAi mediated inhibition of BCL2 RNA expression 

10 siNA constructs (Table I) are tested for efficacy in reducing BCL2 RNA expression 

in, for example, A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 ^I/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 nVwell and 

15 incubated for 20 min. at room temperature- The siNA transfection mixtures are added to 
cells to give a final siNA concentration of 25 nM in a volume of 150 Each siNA 
transfection mixture is added to 3 weUs for tripUcate siNA treatments. Cells are 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA is prepared fi-om each well of treated cells. The supematants with the 

20 transfection mixtures are fnst removed and discarded, then the cells are lysed and RNA 
prepared from each well. Target gene expression following treatment is evaluated by RT- 
PCR for the target gene and for a control gene (36B4, an RNA polymerase subunit) for 
normalization. The tripHcate data is averaged and the standard deviations determined for 
each treatment. Normalized data are graphed and the percent reduction of target mRNA 

25 by active siNAs in comparison to their respective inverted control siNAs is determined. 

In a non-limiting example, A549 cells were transfected with 0.25 ug/well of lipid 
complexed with 25 nM siNA. A siNA construct comprising ribonucleotides and 3'- 
terminal dithymidine caps (RPI#30998/31074) was tested along with a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
30 pvirine ribonucleotides in which the sense strand of the siNA is fiirther modified with 5' 
and 3'-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
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terminal phosphorotliioate intemucleotide linkage (RPI#3136S/31369), which was also 
compared to a matched chemistry inverted control (RPI#3 1370/3 1371) and a chemically 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine and 2'-deoxy-2'- 
fluoro purine nucleotides in which the sense strand of the siNA is further modified with 

5 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand comprises a 3'- 
terminal phosphorothioate intemucleotide linkage (RPI#3 1372/3 1373) which was also 
compared to a matched chemistry inverted control (RPI#3 1374/3 1375). In addition, the 
siNA constmcts were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 

10 (transfection control). As shown in Figure 28, the siNA constracts significantly reduce 
BCL2 RNA expression compared to scrambled, untreated, and transfection controls. 
Additional stabilization chemistries as described in Table IV are similarly assayed for 
activity. 

Example 17: RNAi mediated inliibition of CHK-1 RNA expression 

15 siNA constmcts (Table I) were tested for efficacy in reducing CHK-1 RNA 

expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 p.l/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 p.l/well 

20 and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 |uil. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 

25 transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared firom each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 

30 the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 29. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPW3 1003/3 1079) and a chemicaUy 
modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine nucleotides and 
purine ribonucleotides in which the sense strand of the siNA is further modified with 5' 

5 and 3 '-terminal inverted deoxyabasic caps and in which the antisense strand comprises a 
3'-terminal phosphorothioate intemucleotide linkage (RPI#3 1302/3 1303), were compared 
to a matched chemistry inverted control (RPI#31314/31325). hi addition, the siNA 
constructs were also compared to untreated cells, cells transfected with lipid and 
scrambled siNA constructs (Scraml and Scram2), and cells transfected with lipid alone 

10 (transfection control). As shown in the figure, both siNA constructs significantly reduce 
CHK-1 RNA expression compared to appropriate controls. Additional stabiUzation 
chemistries as described in Table IV are similarly assayed for activity. 

Example 18: RNAi mediated inhibition of BACK RNA expression 

siNA constmcts (Table I) are tested for efficacy in reducing BACE RNA expression 
1 5 in, for example in A549 cells. Cells are plated approximately 24h before transfection in 96- 
well plates at 5,000-7,500 cells/well, 100 iiVweM, such that at the time of transfection cells 
are 70-90% confluent. For transfection, annealed siNAs are mixed with the transfection 
reagent (Lipofectamine 2000, hivitrogen) in a volume of 50 ^1/well and incubated for 20 
min. at room temperature. The siNA transfection mixtures are added to cells to give a final 
20 siNA concentration of 25 nM in a volume of 150 jil. Each siNA transfection mixture is 
added to 3 wells for triphcate siNA treatments. Cells are iacubated at 37°C for 24h in the 
continued presence of the siNA transfection mixture. At 24h, RNA is prepared fi-om each 
well of treated cells. The supranatants with the transfection mixtures are first removed and 
discarded, then the cells are lysed and RNA prepared fixjm each well. Target gene 
25 expression following treatment is evaluated by RT-PCR for the target gene and for a central 
gene (36B4, an RNA polymerase subunit) for normalization. The tripUcate data is averaged 
and the standard deviations determined for each treatment. Normalized data are graphed 
and the percait reduction of target mRNA by active siNAs in comparison to their 
respective inverted control siNAs was detennined. 

30 hi a non-limiting example, siNA constructs were screened for activity (see Figure 

30) and compared to imtreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 30, the siNA constructs significantly reduce BACE RNA expression. Leads 
generated from such a screen are then further assayed. In a non-Umiting example, siNA 
constructs comprising ribonucleotides and 3 '-terminal dithymidine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the siNA is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are sunilarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). 
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Example 19: RNAi mediated inhibition of cvclin Dl RNA exp res-sion 

siNA constructs (Table I) were tested for efficacy in reducing cycUn Dl RNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^l/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Livitrogen) in a volume of 50 |il/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 31. A siiSrA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#30988/31064) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and pmine ribonucleotides in which the sense strand of the siNA is further 
5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage (RPI#3 1300/3 130), 
which was also compared to a matched chemistry inverted control (RPI#31312/31313). 
In addition, the siNA constructs were also compared to imtreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce cyclin Dl RNA expression. Additional stabiUzation chemistries as 
described in Table IV are similarly assayed for activity. 

Example 20: R NAi mediated inhibition of PTP-IB RNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PTP-IB RNA 

15 expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 jil/well, such that at the time of 
transfection cells are 70-90% confluent For transfection, annealed siNAs were mixed 
with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 jiVwell 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 

20 added to cells to give a final siNA concentration of 25 nM in a volume of 150 ^l. Each 
siNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 
24h, RNA was prepared firom each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 

25 RNA prepared fi-om each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normalization. The triplicate data were averaged and the 
standard deviations determined for each treatment. NoimaUzed data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 

30 inverted control siNAs was determined. 
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Results of tliis study are shown in Figure 32. A siNA construct comprising 
ribonucleotides and 3 '-terminal dithymidine caps (RPI#3 1018/31094) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides in which the sense strand of the siNA is fiarther 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3'-terminal phosphorothioate intemucleotide linkage (RPI#31306/31307), 
which was also compared to a matched chemistry inverted control (RPI#31318/31319). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with Upid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 
with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significantly reduce PTP-IB RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 21 : R NAi mediated inhibition of ERG2 RNA expression 

siNA constructs (Table I) are tested for efficacy in reducing ERG2 RNA expression 
15 in, for example in DLDl cells. Cells are plated approximately 24h before transfection in 
96-well plates at 5,000-7,500 ceUs/well, 100 fil/well, such that at the time of transfection 
cells are 70-90% confluent. For transfection, annealed siNAs are mixed with the 
transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 ^il/well and 
incubated for 20 min. at room temperature. The siNA transfection mixtures are added to 
20 cells to give a final siNA concentration of 25 nM in a volume of 150 ^1. Each siNA 
transfection mixture is added to 3 wells for triplicate siNA ti-eatments. Cells are incubated 
at 37° for 24h in the continued presence of the siNA transfection mixture. At 24h, RNA is 
prepared firom each well of treated cells. The supematants with tlie transfection mixtures 
are first removed and discarded, then the cells are lysed and RNA prepared fi-om each well. 
25 Target gene expression following treatment is evaluated by RT-PCR for the target gene and 
for a control gene (36B4, an RNA polymerase subunit) for normalization. The triplicate 
data is averaged and the standard deviations determined for each treatment. Normalized 
data are graphed and the percent reduction of target mRNA by active siNAs in comparison 
to their respective inverted control siNAs was determined. 

30 In a non-limiting example, siNA constructs were screened for activity (see Figure 

33) and compared to untreated cells, scrambled siNA control constructs (Scraml and 
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Scram2), and cells transfected with lipid alone (transfection control). As shown in 
Figure 33, the siNA constructs significantly reduce of ERG2 RNA expression. Leads 
generated from such a screen are then further assayed. In a non-limiting example, siNA 
constmcts comprising ribonucleotides and 3'-terminal dithynridine caps are assayed along 
5 with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides, in which the sense strand of the sim is further 
modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage. Additional 
stabilization chemistries as described in Table IV are similarly assayed for activity. 
10 These siNA constructs are compared to appropriate matched chemistry inverted controls. 
In addition, the siNA constructs are also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs, and cells transfected with lipid alone 
(transfection control). Additional stabilization chemistries as described in Table IV are 
similarly assayed for activity. 

15 Example 22: RNAi mediated mhibitiono f PCNARNA expression 

siNA constructs (Table I) were tested for efficacy in reducing PCNA KNA 
expression in A549 cells. A549 cells were plated approximately 24h before transfection 
in 96-well plates at 5,000-7,500 cells/well, 100 ^l/well, such that at the time of 
transfection cells are 70-90% confluent. For transfection, amiealed siNAs were mixed 

20 with the transfection reagent (Lipofectamine 2000, Invitrogen) in a volume of 50 Hi/well 
and incubated for 20 min. at room temperature. The siNA transfection mixtures were 
added to cells to give a final siNA concentration of 25 nM in a volume of 150 ^ll. Each 
SiNA transfection mixture was added to 3 wells for triplicate siNA treatments. Cells were 
incubated at 37° for 24h in the continued presence of the siNA transfection mixture. At 

25 24h, RNA was prepared from each well of treated cells. The supematants with the 
transfection mixtures were first removed and discarded, then the cells were lysed and 
RNA prepared from each well. Target gene expression following treatment was 
evaluated by RT-PCR for the target gene and for a control gene (36B4, an RNA 
polymerase subunit) for normaUzation. The tripUcate data were averaged and the 

30 standard deviations determined for each treatment. Normalized data were graphed and 
the percent reduction of target mRNA by active siNAs in comparison to their respective 
inverted control siNAs was determined. 
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Results of this study are shown in Figure 34. A siNA construct comprising 
ribonucleotides and 3'-terminal dithymidine caps (RPI#31035/31111) was assayed along 
with a chemically modified siNA construct comprising 2'-deoxy-2'-fluoro pyrimidine 
nucleotides and purine ribonucleotides m which the sense strand of the siNA is further 

5 modified with 5' and 3 '-terminal inverted deoxyabasic caps and the antisense strand 
comprises a 3 '-terminal phosphorothioate intemucleotide linkage (RPI#31310/31311), 
which was also compared to a matched chenaistry inverted control (RPI#3 1322/3 1323). 
In addition, the siNA constructs were also compared to untreated cells, cells transfected 
with lipid and scrambled siNA constructs (Scraml and Scram2), and cells transfected 

10 with lipid alone (transfection control). As shown in the figure, both siNA constructs 
significant reduce PCNA RNA expression. Additional stabilization chemistries as 
described in Table IV are similarly assayed for activity. 

Example 23: Indications 

The siNA molecules of the invention can be used to treat a variety of diseases and 
15 conditions through modulation of gene expression. Using the methods described herein, 
chemically modified siNA molecules can be designed to modulate the expression any 
number of target genes, including but not limited to genes associated with cancer, 
metabolic diseases, infectious diseases such as viral, bacterial or fiingal infections, 
neurologic diseases, musculoskeletal diseases, diseases of the immune system, diseases 
20 associated with signaling pathways and cellular messengers, and diseases associated with 
transport systems including molecular pumps and channels. 

Non-limiting examples of various viral genes that can be targeted using siRNA 
molecules of the invention include Hepatitis C Virus (HCV, for example Genbank 
Accession Nos: D11168, D50483.1, L3831S and S82227), Hepatitis B Virus (HBV, for 

25 example GenBank Accession No. AFl 00308.1), Human Immunodeficiency Virus type 1 
(HIV-1, for example GenBank Accession No. U51188), Human Immunodeficiency Virus 
type 2 (HIV-2, for example GenBank Accession No. X60667), West Nile Vims (WNV 
for example GenBank accession No. NC__001563), cytomegalovirus (CMV for example 
GenBank Accession No. NC_001347), respiratory syncytial virus (RSV for example 

30 GenBank Accession No. NC_001781), influenza viras (for example example GenBank 
Accession No. AF037412, rhinovirus (for example, GenBank accession numbers: 
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D00239. X02316, X01087. L24917, M16248, K02121, X01087), papillomavirus (for 
example GenBank Accession No. NC_001353). Herpes Simplex Virus (HSV for 
example GenBank Accession No. NC_001345), and other viruses such as HTLV (for 
example GenBank Accession No. AJ430458). Due to the high sequence variability of 
5 many viral genomes, selection of siRNA molecules for broad therapeutic applications 
would likely involve the conserved regions of the viral genome. Nonlimiting examples of 
conserved regions of the viral genomes include but are not hmited to 5'-Non Coding 
Regions (NCR), 3'- Non Coding Regions (NCR) and/or intemal ribosome entry sites 
(IRES). siRNA molecules designed agamst conserved regions of various viral genomes 
10 will enable efficient inhibition of viral repUcation in diverse patient populations and may 

ensure the effectiveness of the siRNA molecules against viral quasi species which evolve 

due to mutations in the non-conserved regions of the viral genome. 

Non-limiting examples of human genes that can be targeted using siRNA molecules 
of the invention using methods described herein include any human RNA sequence, for 
15 example those commonly referred to by Genbank Accession Number. These RNA 
sequences can be used to design siRNA molecules that inhibit gene expression and 
therefore abrogate diseases, conditions, or infections associated with expression of those 
genes. Such non-luniting examples of human genes that can be targeted using siRNA 
molecules of the invention include VEGFr (VEGFr-1 for example GenBank Accession 
20 No. XM_067723, VEGFr-2 for example GenBank Accession No. AF063658), HERl, 
HER2, HER3, and HER4 (for example Genbank Accession Nos: NM_005228, 
NM_004448, NM_001982, and NM_O05235 respectively), telomerase (TERT, for 
example GenBank Accession No. NM_003219), telomerase RNA (for example GenBank 
Accession No. U86046), NFkappaB, Rel-A (for example GenBank Accession No. 
25 NM_005228), NOGO (for example GenBank Accession No. AB020693), NOGOr (for 
example GenBank Accession No. XM_015620), RAS (for example GenBank Accession 
No. NM_004283), RAF (for example GenBank Accession No. XM_033884), CD20 (for 
example GenBank Accession No. X07203), METAP2 (for example GenBank Accession 
No. NM_003219), CLCAl (for example GenBank Accession No. NM_001285) , 
30 phospholamban (for example GenBank Accession No. NM_002667), PTPIB (for 
example GenBank Accession No. M31724), and others, for example, those shown in 
Table HI. 
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The siNA molecule of the mvention can also be used in a variety of agricultural 
applications involving modulation of endogenous or exogenous gene expression in plants 
using siNA, including use as insecticidal, antiviral and anti-fungal agents or modulate 
plant traits such as oil and starch profiles and stress resistance. 

5 Example 24: Diagnostic uses 

The siNA molecules of the invention can be used in a variety of diagnostic 
applications, such as in the identification of molecular targets (e.g., RNA) in a variety of 
applications, for example, in cluneal, industrial, environmental, agricultural and/or 
research settings. Such diagnostic use of siNA molecules involves utilizing reconstituted 

10 RNAi systems, for example, using cellular lysates or partially purified cellular lysates. 
siNA molecules of this invention can be used as diagnostic tools to examine genetic drift 
and mutations within diseased cells or to detect the presence of endogenous or exogenous, 
for example viral, RNA in a cell. The close relationship between siNA activity and the 
stmcture of the target RNA allows the detection of mutations in any region of the 

15 molecule, which alters the base-pairing and three-dimensional structure of the target 
RNA. By using multiple siNA molecules described in this invention, one can map 
nucleotide changes, which are important to RNA structure and function in vitro, as well 
as in cells and tissues. Cleavage of target RNAs with siNA molecules can be used to 
inhibit gene expression and define the role of specified gene products in the progression 

20 of disease or infection. In this manner, other genetic targets can be defined as important 
mediators of the disease. These experiments will lead to better treatment of the disease 
progression by affording the possibility of combination therapies (e.g., multiple siNA 
molecules targeted to different genes, siNA molecules coupled with known small 
molecule inhibitors, or intermittent treatment with combinations siNA molecules and/or 

25 other chemical or biological molecules). Other in vitro uses of siNA molecules of this 
invention are well known in the art, and include detection of the presence of mRNAs 
associated with a disease, infection, or related condition. Such RNA is detected by 
determining the presence of a cleavage product after treatment with a siNA using 
standard methodologies, for example, fluorescence resonance emission transfer (FRET). 

30 In a specific example, siNA molecules that cleave only wild-type or mutant forms 

of the target RNA are used for the assay. The first siNA molecules (/.e., those that cleave 
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only wild-type fonns of target RNA) are used to identify wild-type RNA present in the 
sample and the second siNA molecules those that cleave only mutant forms of target 
RNA) are used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-type and mutant KNA are cleaved by both siNA molecules to 
5 demonstrate the relative siNA efficiencies in the reactions and the absence of cleavage of 
the "non-targeted" RNA species. The cleavage products from the synthetic substrates 
also serve to generate size markers for the analysis of wild-type and mutant RNAs in the 
sample population. Thus, each analysis requires two siNA molecules, two substrates and 
one unknown sample, which is combined into six reactions. The presence of cleavage 
10 products is determined using an RNase protection assay so that full-length and cleavage 
fragments of each RNA can be analyzed in one lane of a polyacrylamide gel. It is not 
absolutely required to quantify the results to gain insight into the expression of mutant 
RNAs and putative risk of the desired phenotypic changes in target cells. The expression 
of mRNA whose protein product is impUcated in the development of the phenotype {i.e., 
15 disease related or infection related) is adequate to establish risk. If probes of comparable 
specific activity are used for both transcripts, then a qualitative comparison of RNA levels 
is adequate and decreases the cost of the initial diagnosis. Higher mutant form to wild- 
type ratios are correlated with higher risk whether RNA levels are compared quaUtatively 
or quantitatively. 

20 All patents and publications mentioned in the specification are indicative of the 

levels of skill of those skilled in the art to which the invention pertains. All references 
cited in this disclosure are incorporated by reference to the same extent as if each 
reference had been incorporated by reference in its entirety individually. 

One skilled in the art would readily appreciate that the present invention is well 
25 adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not intended as 
limitations on the scope of the invention. Changes therein and other uses will occur to 
those skilled in the art, which are encompassed within the spirit of the invention, are 
30 defined by the scope of the claims. 
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It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without departing fi*om the 
scope and spirit of the invention. Thus, such additional embodiments ai*e within the scope 
of the present invention and the following claims. The present invention teaches one 
5 skilled in the art to test various combmations and/or substitutions of chemical 
modifications described herein toward generating nucleic acid constructs with improved 
activity for mediating RNAi activity. Such improved activity can comprise improved 
stability, improved bioavailability, and/or improved activation of cellular responses 
mediating RNAi. Therefore, the specific embodiments described herein are not limiting 
10 and one skilled in the art can readily appreciate that specific combinations of the 
modifications described herein can be tested without undue experimentation toward 
identifying siNA molecules with improved RNAi activity. 

The invention illustratively described herein suitably can be practiced in the 
absence of any element or elements, limitation or limitations that are not specifically 

15 disclosed herein. Thus, for example, in each instance herein any of the terms 
"comprising", "consisting essentially of, and "consisting of may be replaced with either 
of the other two terms. The terms and expressions which have been employed are used as 
terms of description and not of hmitation, and there is no intention that in the use of such 
terms and expressions of excluding any equivalents of the features shown and described 

20 or portions thereof, but it is recognized that various modifications are possible within the 
scope of tlie invention claimed. Thus, it should be understood that although the present 
invention has been specifically disclosed by preferred embodiments, optional features, 
modification and variation of the concepts herein disclosed may be resorted to by those 
skilled in the art, and that such modifications and variations are considered to be within 

25 the scope of this invention as defined by the description and the appended claims. 

In addition, where features or aspects of the invention are described in terms of 
Markush groups or other grouping of alternatives, those skilled in the art will recognize 
that the invention is also thereby described in terms of any individual member or 
subgroup of members of the Markush group or other group. 
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|TNFa:97L21 siRNA (79C) 




30886 


30887 


30888 


31053 


31054 


31055 


31056 


31129 


31130 


31131 


31132 


30889 


30890 


30891 


30892 


30893 


30894 


30895 


30896 


: 31408 


1 31409 


31410 


31411 


31412 
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sense 


sense 


sense 
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antisense 
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sense 


sense 


antisense 
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CCAUAGCAACACUCUGAGAUGGC 


GAACCUGCUUUAGUGGGGGAUAG 


UAGCACUUUUGGGAGGCAGAGAU 


AGGGAUAACACACUGCAAGUGGA 


CCAUAGCAACACUCUGAGAUGGC 


GAACCUGCUUUAGUGGGGGAUAG 


UAGCACUUUUGGGAGGCAGAGAU 


AGGGAUAACACACUGCAAGUGGA 


CCAUAGCAACACUCUGAGAUGGC 


GAACCUGCUUUAGUGGGGGAUAG 


UAGCACUUUUGGGAGGCAGAGAU 


AAGGACACCAUGAGCACUGAAAG 


UUGUUCCUCAGCCUCUUCUCCUU 


CUCCUACCAGACCAAGGUCAACC 


UUAGGCCUUCCUCUCUCCAGAUG 


AAGGACACCAUGAGCACUGAAAG 


UUGUUCCUCAGCCUCUUCUCCUU 


CUCCUACCAGACCAAGGUCAACC 


UUAGGCCUUCCUCUCUCCAGAUG 


i AAGGACACCAUGAGCACUGAAAG 


UUGUUCCUCAGCCUCUUCUCCUU 


CUCCUACCAGACCAAGGUCAACC 


1 UUAGGCCUUCCUCUCUCCAGAUG 


AAGGACACCAUGAGCACUGAAAG 
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Table H 



A. 2.5 ixmol Synthesis Cyde ABI 394 Instrument 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2*-0-methyl 


Wait Time*RNA 














Phosphoramidites 


6.5 


163 ML 


45 sec 


2.5 min 


7.5 min 


S-Ethyl Tetrazole 


23.8 


238 mL 


45 sec 


2.5 min 


7.5 min 


Acetic Anhydride 


100 


233 \iL 


5 sec 


5 sec 


5 sec 


N-Methyl 
Imidazole 


186 


233 pL 


5 sec 


5 sec 


5 sec 


TCA 


176 


2.3 mL 


21 sec 


21 sec 


21 sec 


Iodine 


11.2 


1.7 mL 


.45 sec 


45 sec 


45 sec 


Beaucage 


12.9 


645 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


6.67 mL 


NA 


NA 


NA 



B. 0.2 iimol Synthesis Cycle ABI 394 Instruinent 



Reagent 


Equivalents 


Amount 


Wait Time* DNA 


Wait Time* 2'-0-methyl 


Wait Time*RNA 














Phosphoramidites 


15 


31 pL 


45 sec 


233 sec 


465 sec 


S-Ethyl Tetrazole 


38.7 


31 pL 


45 sec 


233 min 


465 sec 


Acetic Anhydride 


655 


124 pL 


5 sec 


5 sec 


5 sec 


W-Methyl 
Imidazole 


1245 


124 pL 


5 sec 


5 sec 


5 sec 


TCA 


700 


732 pL 


10 sec 


10 sec 


10 sec 


Iodine 


20.6 


244 ml 


15 sec 


15 sec 


15 sec 


Beaucage 


7.7 


232 pL 


100 sec 


300 sec 


300 sec 


Acetonitrile 


NA 


2.64 mL 


NA 


NA 


NA 



C. 0.2 ^mol Synthesis Cycle 96 well Instrument 



Reagent 


Equivalents: DNA/ 
2'^-methyl/Ribo 


Amount: DNA/2'-0- 
methyl/Ribo 


Wait Time* DNA 


Wait Time* 2*-0- 
methyl 


Wait Time* Ribo 














Phosphoramidites 


22/33/66 


40/60/120 pL 


60 sec 


180 sec 


360sec 


S-Ethyl Tetrazole 


70/105/210 


40/60/120 pL 


60 sec 


180 min 


360 sec 


Acetic Anhydride 


265/265/265 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


W-Methyl 
Imidazole 


502/502/502 


50/50/50 pL 


10 sec 


10 sec 


10 sec 


TCA 


238/475/475 


250/500/500 pL 


15 sec 


15 sec 


15 sec 


Iodine 


6.8/6.8/6.8 


80/80/80 pL 


30 sec 


30 sec 


30 sec 


Beaucage 


34/51/51 


80/120/120 


100 sec 


200 sec 


200 sec 


Acetonitrile 


NA 


1150/1150/1150 pL 


NA 


NA 


NA 



• Wait time does not include contact time during delivery. 



• Tandem synthesis utilizes double coupling of linker molecule 
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Table HI 



Group 


Solution on 
Filter (1.0 
HL) 


Stock VEGF 
concentration 


Number . 
of 

.Animals 


Injectate 
(6.0 nt) 


Dose 


Cone, 
injectate 


1 


Tris-a pH 
6.9 


NA 


5 


water 


NA 


NA 


2 


R&D Systems 

V 1_»VJJ/— 1»CLLX1CX 

free 
75 (iM 


3.53 ng/nh 


5 


water 


NA 


NA 


3 


R&D Systems 

V iivjx^"L.M,ir xici 

free 
75jiM 


3.53 ng/nL 


5 


Site 2340 
siRNA 


10 
lag/ eye 


1.67 


4 


R&D Systems 
V jjfVjjT -Corner 
free 
75 jaM 


3.53 ng/nL 


5 


Site 2340 
btaol 
SiRNA 


3 

(xg/eye 


0.5 


5 • 


R&D Systems 

V xlvjrX'-Lamcr 

free 
75 nM 


3.53 (xg/nL 


5 


Site 2340 
btabl 
siRNA 


1 

^ig/eye 


0.167 


6 


R&D Systems 

V tiVjJ'-C«iiricr 

free 
75 nM 


3.53 ng/jxL 


5 


Inactive 
bite Zo4U 
Stabl 
siRNA 


10 
Hg/eye 


1.67 


7 


R&D Systems 
VEGF-carrier 

free 
75 


3.53 ng/nL 


5 


Inactive 
Site 2340 
Stabl 
SiRNA 


3 


0.5 


8 


R&D Systems 
VEGF-carrier 
free 
75 


3.53 ng/iaL 


5 


Inactive 
Site 2340 
Stabl 
SiRNA 


1 

Hg/eye 


0.167 

^ig/^lL 
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Table IV 

Non-limiting examples of Stabilization Chemistries for chemically modified siNA 
constructs 



Chemistry 


pyrimidine 


Purine 


cap 


p=S 


Strand 


"Stab 1" 


Ribo 


Ribo 


- 


5 at 5'-end 
1 at 3 '-end 


S/AS 


"Stab 2" 


Ribo 


Ribo 


- 


All 
linkages 


Usually AS 


"Stab 3" 


2'-fluoro 


Ribo 


_ 


4 at 5 '-end 
4 at 3 '-end 


Usually S 


"Stab 4'' 


2'-fluoro 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 5" 


2'-fluoro 


Ribo 




1 at 3 '-aid 


Usually AS 


"Stab 6" 


2'-0-Methyl 


Ribo 


5' andS'- 
ends 




UsuaUy S 


"Stab 7" 


2'-fluoro 


2'-deoxy 


5' and 3'- 
ends 




Usually S 


"Stab 8" 


2'-fluoro 


2'-0- 
Methyl 




1 at 3 '-end 


Usually AS 


"Stab 9" 


Ribo 


Ribo 


5' and 3'- 
ends 




Usually S 


"Stab 10" 


Ribo 


Ribo 




1 at 3 '-end 


Usually AS 


"Stab 11" 


2'-fluoro 


2'-deoxy 




1 at 3 '-end 


Usually AS 



10 



CAP = any temiinal cap, see for example Figure 10. 

All Stab 1-11 chemistries can comprise 3 '-temiinal thymidine (TT) residues 

All Stab 1-11 chemistries typically comprise 21 nucleotides, but can vary as described 
herein. 

S = sense strand 

AS = antisense straiid 
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Table V 



Acc# 


Descrintion 


NM__002825 


Homo swicns DleiotroDhin rheDarin binding ffrowtli "factor R neiin'tp orowtl-i 
promoting factor 1) (PTN), rtiELNA 


NM 033418 


Homo sapiens hypothetical protein MGC9084 (MGC9084), mRNA 


NM 033111 


Homo sapiens LOC88523 (LOC88523), mRNA 


NM_032564 


Homo sapiens diacvlfflvcerol O-acvltransferase homolna 9 rmniusp^ rnn A'T9\ 
mRNA 


NM 032311 


Homo sapiens KIAA1649 protein (KIAA1649), mRNA 


NM 022130 


Homo saniens eolffi Dhosnhonrotein 3 rcoat-nrotein'^ /TrOT PW^"^ mPMA 


NM 021980 


Homo saniens ODtineurin TOPTNi mRNA 


NM_000660 


Homo sapiens transforming growth factor, beta 1 (Camurati-Engelmann disease) 
(TGFBl), mRNA 


NM_020423 


Homo sapiens hypothetical protein LOC57147 (LOC57147), mRNA 


NM_020351 


Homo saniens smooth rmi^nlp f^pll-PvnrRQQ^^H nnrl mQr»rrkr\l^5»o-^ m\-r\A\\kf\^i^A 

medium-induced nrotein smae-64 (\CiC^l(\9^fi\ mT^>JA 


NM 019556 


Homo saniens hvoothetical nrotein dT47'^R4 (T^^A1'\VKA\ mP>JA 


NM_0 18676 


H^OmO saniens TTlVf'T'SP "foT trfl'nQnnf*'tTlfM*an<* mrtl^mil^ xn/itVi fVi-rrvTYi'l-i/xot^/^-rt/^-i'M 

oo^iVfiio xi.vxxoj. ixji. Lx axxoxxiwxxiux dxiw ixxuxcv/u.ic wim inTomDOsponQin 
module (LOC55901), mRNA 


NM_0 16265 


Homo sapiens GIOT-3 for gonadotropin inducible transcription repressor-3 
CGIOT-3), mRNA 


NM 016531 


Homo saniens Krunnel-like factor % (\y!\^\c \ HCT VK\ mPlsJA 


NM 016372 


Homo sapiens seven transmembrane domain orphan receptor (TPRA40), mRNA 


NM 016211 


Homo saniens vea<5t Sec In ho-mrilncr rPCTA AOQO^^ -mPisJA 


NM 014933 


Homo sapiens yeast Sec31p homolog (KIAA0905), mRNA 


NM_0 14706 


^-'-'^fxi.i-yj oa^i&iio oi.£Uaxxi\JU£> ^wXX LraXv/lIXOlIla dIxUgCn rcCOgniSeQ Oy X CeilS Z> 

(SART3), mRNA 


NM 014463 


Homo saniens Lsm3 nrotein .^IVf^^ mPTsTA 


NM_0 14288 


Homo saniens inteerin beta 3 bindincr nrotein rh*»tfl'^-RnHrkneYiTi^ /'TT'0"R'^'ci'p^ 

*--^^'*-"w >jM|^xwxx«3 xxxLwgxxix 1.^ w vcx J L/llluxiX^ J^xVftV^ilX ^LIwlcL^'ClXULIIXCAXll J I X A 1, 

mRNA 


NM_013443 


Homo saniens CMP-NeuAC'rbeta^-N-acetvlofllflrtoQflminiH** /'nlr*'hQ%9 f*. 
sialyltransferase member VI (VI), mRNA 


NM 012404 


Homo sapiens pp32 related 2 (PP32R2), mRNA 


NM 012403 


Homo sapiens pp32 related 1 (PP32R1), mRNA 


NM 006710 


Homo sapiens COP9 homolog (COP9), mRNA 


NM 006117 


Homo sapiens peroxisomal D3,D2-enoyl-CoA isomerase (PECI), mRNA 


NM 005839 


Homo sapiens serine/arginine repetitive matrix 1 (SRRMl), niRNA 


NM_004264 


Homo saniens SRJB7 sunnressor of RNA nolvmerase R homolog ^vf*a«:t^ 
(SURB7), mRNA 


NM 003714 


Homo sapiens stanniocalcin 2 (STC2), mRNA 


NM 003122 


Homo saniens serine protease inhibitor Kazal tvne 1 rSPTNTCl"^ mPMA 


NM_003690 


Homo saniens nrotein kinase interferon -inducible double c;tranrleH "R>JA 
dependent activator (PRKRA), mRNA 


NM 015526 


Homo sapiens CLIP-170-related protein (CLIPR-59), mRNA 


NM 033401 


Homo sapiens cell recognition protein CASPR4 (CASPR4), mRNA 


NM 023037 


Homo sapiens hypothetical protein CG003 (13CDNA73), mRNA 


NM 021817 


Homo sapiens brain link protein- 1 (BRALl), mRNA 


NM 016222 


Homo sapiens DEAD-box protein abstrakt (ABS), mRNA 


NM 003744 


Homo sapiens numb homolog (Drosophila) (NUMB), mRNA 


NM 032682 


Homo sapiens forkhead box PI (FOXPl), mRNA 


NM 003681 


Homo sapiens pyridoxal (p^Tidoxine, vitamin B6) kinase (PDXK), mRNA 
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NM_001685 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit F6 (ATP5J), mRNA 


NM 017954 


Homo sapiens hypothetical protein FLJ20761 (FLJ20761), mRNA 


NM 015626 


Homo sapiens oOCS box-contammg WD protein SWiP-l (WSBl), mKJNA 


NM 130795 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 030877 


Homo sapiens chromosome 20 open readmg frame 33 (C20ori33), mRNA 


NM 080830 


Homo sapiens cystatm 1 1 (CSTl 1), mRNA 


NM 032329 


Homo sapiens p28 ING5 (ING5), mRNA 


NM 022917 


Homo sapiens nucleolar RNA-associated protein (Nrap), mRNA 


NM_130787 


Homo sapiens adaptor-related protem coiiq>lex 2, alpha 1 subvimt (AP2A1), 
mRNA 


NM 024744 


Homo sapiens (ALS2CR8), mRNA 


NM 018984 


Hotno sapiens slmgshot 1 (hSSH-1), mRNA 


NM_106552 


Homo sapiens hypothetical protem FIJ14249 similar to HSl bindmg protem 3 
{FLJ14249), transcript variant 2, mRNA 


NM_022460 


Homo sapiens hypothetical protein FLJ 14249 similar to HSl binding protein 3 
(FLJ14249), transcript variant 1, mRNA 


NM 130446 


Homo sapiens kelch-like protein KLHL6 (KLHL6), mRNA 


NM 020314 


Homo sapiens esophageal cancer associated protein (MGC16824), mRNA 


NM_1 30395 


Homo sapiens Werner helicase interacting protein (WHIP), transcript variant 2, 
mRNA 


NM_020135 


Homo sapiens Werner helicase mteractmg protem (WHIP), transcnpt variant 1, 
mRNA 


NM 130388 


Homo sapiens ankyrin repeat and SOCS box-containing 12 (ASB12), mRNA 


NM 130387 


Homo sapiens ankyrin repeat and SOCS box-containing 14 (ASB14), nnRNA 


NM 007191 


Homo sapiens WNT inhibitory factor 1 (WIFl), mRNA 


NM 052950 


Homo sapiens WD40- and FYVE-domain containing protein 2 (WDF2), mRNA 


NM_025042 


Homo sapiens Williams-Beuren syndrome chromosome region 23 (WBSCR23), 
mRNA 


NM_080706 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPVl), transcript variant 3, mRNA 


NM_080705 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
1 (TRPVl), transcnpt vanant 4, mRNA 


NM_080704 


Homo sapiens transient receptor potential cation channel, subfamily V, member 

"1 /'T^T* TW T f\ ^ "j. * j_1 T\ "VTA 

1 (TRPVl), transcnpt vanant 1, mRNA 


NM_0 18727 


TT * A ' A A A_ j^' 1j* t 1 i/**iTr 1 

Homo sapiens transient receptor potential cation chaimel, subfamily V, member 
1 (TRPVl), transcnpt vanant 2, mRNA 


NM 080879 


Homo sapiens SOCS box contammg protem RAR2A (RAR2A), mRNA 


NM 080871 


TT^_ * 1" A /~\ 1 j'' ^ r\ f ik <^T> 1 /AN T^ "VTA 

Homo sapiens ankynn repeat and SOCS box-contaimng 10 (ASBIO), mRNA 


NM 080870 


Homo sapiens DPCRl protein (DPCRl), mRNA 


NM 080834 


Homo sapiens chromosome 20 open reading frame 1 52 (C20orfl52), mRNA 


NM 080829 


Homo sapiens chromosome 20 open reading frame 175 (C20orfl75), mRNA 


NM 080828 


Homo sapiens chromosome 20 open reading frame 173 (C20orfl73), mRNA 


NM 080819 


T T ^ ^ _ _ / — I . 1 1 . _ .. ^ _ T"*T"\ ^ 0\ T"> X T A 

Homo sapiens G protem-coupled receptor 78 (GPR78), mRNA 


NM 080752 


Homo sapiens chromosome 20 open reading frame 164 (C20orfl64), mRNA 


NM 060749 


Homo sapiens chromosome 20 open reading frame 163 (C20orfl63), mRNA 


iNlVl UoU / ^3 


Homo sapiens ring finger protein 36 (RNF36), mRNA 


NM 080738 


Homo sapiens EDAR-associated death domain (EDARADD), mRNA 


NM 014970 


Homo sapiens kinesin-associated protein 3 (KIFAP3), mRNA 


NM 021058 


Homo sapiens H2B histone family, member R (H2BFR), mRNA 


NM 021064 


Homo sapiens H2A histone family, member P (H2AFP), mRNA 


NM 080491 


Homo sapiens GRB2-associated binding protein 2 (GAB2), transcript variant 1, 
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niRNA 


NM_0 12296 


Homo sapiens GRB2-associated binamg protein L (^oAdz;, transcnpt vanant z, 
mKNA 


NM_007247 


lonio sapiens API gamma suounit Dmamg protem 1 \P%r\\jiS\:\)^ transcnpi 
variant 1 , mRN A 


NM__080551 


Homo sapiens AJPl gamma subumt bmamg protein l ^AJrloJori^, transcnpi 
variant 3, mRN A 


NM_080550 


Homo sapiens Ari gamma subumt binding protein i ^^ArxvjrJr ij, iranscnpL 
variant 2, niRNA 


XTA/T r»nACioi 
INM UUUyoz 


xiomo sapiens noosomai proiein i-^zi \isjl\^z.\ ), nitviNrv 


xnv>f Anifii '3 
JNjVl UUJyii 


rlomo sapiens senne/inreonine-proLem Kinase jrivrH> nomuiug \rr<x^)^ iiiiviN^ 


NM 002475 


Homo sapiens myosin light chain 1 slow a (MLCISA), mRNA 


JNJVL uuz/zy 


rlomo sapiens nematopoiencaiiy expressea nomcooox ^xixixijY^, imvLNrv 


NJVl 005893 


rlomo sapiens caiicin (^UUUN j, mKJNA. 


JNM 017593 


Homo sapiens Jiomolog oi mouse r>ivir-z muuciDie Kinase \^r>jjsjz/j, mtNj.N/\ 


NM 032027 


Homo sapiens beta-amyloid binding protein precursor (BBP), mRNA 


NM_004051 


Homo sapiens 3-hydroxybutyrate dehydrogenase (heart, mitochondrial) (BDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 006576 


Homo sapiens advillin CAVIL), mRNA 


NM 013375 


Homo sapiens TATA-bmding protein-binamg protem (AB 11), mKJN A 


NM 058219 


Homo sapiens homolog of yeast mRNA transport regulator 3 (M1R3), mKJNA 


NM_058237 


Homo sapiens HEAT-like repeat-contaimng protein (KJAAlozz), transcnpt 
variant 1, mRNA 


NM_020958 


Homo sapiens HEAT-like repeat-containing protein (KIAA1622), transcript 
variant 2, mRNA 


NM 004702 


Homo sapiens cyclin E2 (CCNE2), transcnpt vanant 3, mKJNA 


NM 057749 


Homo sapiens cyclin E2 (CCNE2), transcript variant 1, mRNA 


NM 057735 


Homo sapiens cyclin E2 {CCNE2), transcnpt vanant 2, mKNA 


NM 002013 


Homo sapiens FK506 binding protein 3 (25kD) (FKBP3), mRNA 


NM_004724 


Homo sapiens ZWIO homolog, centromere/kinetochore protein (Drosophila) 
(ZWIO), mRNA 


NM_057159 


Homo sapiens endothelial differentiation, lysophospnatidic acid Cj-protein- 
coupled receptor, 2 (EDG2), transcript variant 2, mRNA 


NM_001401 


Homo sapiens endothelial differentiation, lysophosphatidic acid G-protein- 
coupled receptor, 2 (EDG2), transcript variant 1, mRNA 


NM_0 15084 


Homo sapiens mitochondnal nbosomal protem S27 (JvlRrbZ/), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_033281 


Homo sapiens mitochondrial ribosomal protein S36 (MRPS36), nuclear gene 
encoding mitochondnal protein, mRNA 


NM_005830 


Homo sapiens mitochondrial ribosomal protein S31 (MRPS31), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 012062 


Homo sapiens dynamin 1-like (DNMIL), transcript variant 1, mRNA 


NM__005648 


Homo sapiens transcnption elongation tactor B (olllj, polypeptide i ^idku, 
elongm C) ( 1 CEI3 1), mKJNA 


TvTTV/r A AETATA 

NM 00707U 


Homo sapiens rJsJ5r -associated protein {^rJ\r^Q), transcnpi vanani z, uiivlna 


NM 053274 


Homo sapiens FKBP-associated protein (FAP48), transcript variant 1, mRNA 


IN Wl^UD 'f 1 1 J 


XT/~»T>->i y-i oor^-i^a-Mo rM^T A /l/:*l-»^T\/loT\'t' irm'l'ia'l'n VlTlSIC** /*EI't'5ll'V+ir* ClTVlllTllt— ITlfPTJlfitTTIO'' 

nomO sapiens l-/lN-r\.-viCpcnQeilt piUlClll KJlla^C? V/alaljrLlw aLiUUiiii. iiiLbxau^biiig 

protein 3 fKIP3), mRNA 


NM 003726 


Homo sapiens src family associated phosphoprotein 1 (SCAPl), mRNA 


NM 012308 


Homo sapiens F-box and leucine-rich repeat protein 1 1 (FBXLl 1), mRNA 


NM 030913 


Homo sapiens sema domain, transmembrane domain (TM), and cytoplasmic 
domain, (semaphorin) 6C (SEMA6C), mRNA 
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NM 021163 


Homo sapiens RJB-associated KRAB repressor (^Ki^iVKj, rriKiN/v 


NM_033632 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 1, mRNA 


]SIM_018315 


Homo sapiens F-box and WD-40 domain protein 7 (archipelago homolog, 
Drosophila) (FBXW7), transcript variant 2, mRNA 


NM 012168 


Homo sapiens F-box only protein 2 (FBX02), mRNA 


NM_033332 


Homo sapiens CDC14 cell di\dsion cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 3, mRNA 


NM_033331 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 2, mRNA 


]SIM_003671 


Homo sapiens CDC14 cell division cycle 14 homolog B (S. cerevisiae) 
(CDC14B), transcript variant 1, mRNA 


NM_033307 


Homo sapiens caspase 4, apoptosis-related cysteme protease (CAbF4j, transcript 
variant delta, mRNA 


NM_033306 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant gamma, mRNA 


NM_001225 


Homo sapiens caspase 4, apoptosis-related cysteine protease (CASP4), transcript 
variant alpha, mRNA 


NM 002948 


Homo sapiens ribosomal protein L15 (RPL15), mRNA 


NM_033228 


Homo sapiens ADP-ribosylation factor domam protem 1, 64kD (AKhDi;, 
transcript variant gamma, mRNA 


NM_033227 


Homo sapiens ADP-ribosylation factor domain protein 1, 64kD (ARFDl), 
transcript variant beta, mRNA 


NM_001656 


Homo sapiens ADP-nbosylation factor domain protem 1, 64kL) (AKrJJlJ, 
transcript variant alpha, mRNA 


NM 021203 


Homo sapiens APMCFl protem (APMCFl), mRNA 


NM_0 12095 


Homo sapiens adaptor-related protein complex 3, mu i subunit ^AirjjyLi;, 
mRNA 


NM 001025 


Homo sapiens nbosomal protem o23 ^Krozj j, nuuNA 


NM 032989 


Homo sapiens BCi^z-antagonist oi cell aeaui (^r>/vu ;, iranscnpL vdndiii --i,, iiuvi^rv 


NM 004322 


Homo sapiens x5\>-.j-.z-antagonisi oi ceii ueam ycitx^j)^ Lrdii^>oiipL vcmant i, iiu^j.^^^ 


NM 014326 


Homo sapiens aeatn-associatea proiem Kinase z ^^JL^/Yrjs^^, inru.N/\ 


NM 012430 


Homo sapiens sec22 homolog (SEC22A), mRNA 


NM 031216 


Homo sapiens secl3-like protem (SEC13L), mRNA 


NM 002927 


Homo sapiens regulator of G-protein signalling 13 (RGS13), mRNA 


NM 031274 


Homo sapiens testis expressed sequence 13A (lliXliA), mKJNA 


NM 001730 


Homo sapiens Knippel-like factor 5 (intestinal) (KLF5), mRNA 


NM_032674 


Homo sapiens leucme nch repeat (in FLII) interacting protem 1 (LKKJfU'l), 
mRNA 


NM_031361 


Homo sapiens collagen, type IV, alpha 3 (Crooapasture antigen) bmamg protem 
(COL4A3BP), transcript vanant 2, mRNA 


NM_031266 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 1, mRNA 


NM_004499 


Homo sapiens heterogeneous nuclear ribonucleoprotein A/B (HNRPAB), 
transcript variant 2, mRNA 


NM 004990 


Homo sapiens methionine-tRNA synthetase (MARS), mRNA 


NM_031244 


jTiomo sapiens sirrum siicni md.iiiig vyy^^ iiuLwiiiicitiv^ix iw^uxauv^ix ^ ixwiu^iw^ ^ v-'' 
cerevisiae) (SIRT5), transcript variant 2, mRNA 


NM_012241 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 5 (S. 

cere\dsiae) (SIRT5), transcript variant 1, mRNA 


NM_006845 


Homo sapiens kinesin-like 6 (mitotic centromere-associated kinesin) (KNSL6), 
mRNA 
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NM 030920 


Homo sapiens lecuine-rich acidic protein-like protein QLANP-L), mRNA 


NM_0 16228 


Homo sapiens L-kynurenine/alpha-aminoadipate aminotransferase (KATII), 

mRNA 


NM 017951 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM_000778 


Homo saoiens cvtochrome P450 subfamilvTVA r»r>1vr>p-nHHf» 1 1 (CVf>AA}\'\ 
mRNA 


NM_006582 


Homo SEOienS glucocorticoid modulatorv element ViinHina -nrrkt^^in 1 /TiTVi'rP 1 ^ 

transcript variant 1 , mRNA 


NM_024482 


Homo sapiens glucocorticoid modulatorv element Hindina nrntei-n i /Trlv/fPTil'^ 
transcript variant 2, mRNA 


NM_024885 


Homo sapiens TAF7-like RNA polymerase H, TATA box binding protein 
(TBP)-associated factor, 50 kD (TAF7L), mRNA 


NM_005736 


Homo sapiens ARPl actin-related nrotein 1 homolo? A centractin a1nli» ^vpaQt^ 
(ACTRl A), mRNA 


NM 014031 


Homo sapiens VLCS-Hl protein (VLCS-Hl), mRNA 


NM_022334 


Homo sapiens integrin cvtonlasmic domain-associated nrntHn 1 TTPAP-l A\ 
transcript variant 2, mRNA 


NM 007036 


Homo sapiens endothelial cell-specific molecule 1 (ESMl), mRNA 


NM 006817 


Homo sapiens chromosome 12 open reading frame 8 (C12orf8), mRNA 


NM_022802 


Homo sapiens C-terminal bindine nrotein 2 CCTBP2'i tranqcrint variant 7 
mRNA 


NM 001951 


Homo sapiens E2F transcription factor 5 t>130-bindine <'F2FS'4 mRNA 


NM 022142 


Homo sapiens epididymal sperm bindine nrotein 1 TELSPRP 1 mRNA 


NM_0 12200 


Homo sapiens beta-l,3-2lucuronvltransferase 3 ('ffluciironn<!vlfran<2fer5iQf» X\ 
(B3GAT3), mRNA 


NM 022375 


Homo sapiens oculomedin (OCLM), mRNA 


NM 004962 


Homo sapiens growth differentiation factor 10 (GDFIO), mRNA 


NM 007372 


Homo sapiens RNA helicase-related protein (RNAHP), mRNA 


NM 005613 


Homo sapiens regulator of G-protein signalling 4 fRGS4'> mRNA 


NM 006083 


Homo sapiens DC cytokine, down-regulator of HLA 11 (IK), mRNA 


NM 012426 


Homo sapiens splicing factor 3b, subunit 3 130kD TSFSBS'i mRNA 


NM. 018164 


Homo sapiens hypothetical protein FLJ10637 (FLJ10637), mRNA 


NM 006367 


Homo sapiens adenylyl cyclase-associated protein (CAP), mRNA 


NM 021106 


Homo sapiens regulator of G-nrotein sienalline 3 CRGS3^ mRNA 


NM_021082 


Homo sapiens solute carrier familv 15 fH+Znentide trfln^snnrter'i mi»mK#>r 9 
(SLC15A2), mRNA 


NM 016578 


Homo sapiens HBV pX associated protein-8 fLOCSlTTS") mRNA 


NM_006671 


Homo sapiens solute carrier familv 1 f glutamate transDorter'i member 7 
(SLC1A7), mRNA 


NM 020650 


Homo sapiens hypothetical protein LOC57333 (LOC57333), mRNA 


NM 015990 


Homo sapiens lymphocyte activation-associated protein (LOC51088), mRNA 


NM 020905 


Homo sapiens PAN2 protein (PAN2), mRNA 


NM 020685 


Homo sapiens HT021 (HT021), mRNA 


NM 020682 


Homo sapiens Cytl9 protein (Cytl9), mRNA 


NM 020678 


Homo sapiens HT017 protein (HT017), mRNA 


NM 020669 


Homo sapiens uncharacterized gastric protein ZA52P rr orS7399'i mRNA 


NM_003760 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 3 fEIF4G3), 
mRNA B . K h 


NM 020412 


Homo sapiens CHMP1.5 protein (CHMP1.5), mRNA 


NM 020411 


Homo sapiens XAGE-1 protein (XAGE-l), mRNA 


NM 020408 


Homo sapiens CGI-203 protein (CGI-203), mRNA 


NM 020395 


Homo sapiens hypothetical nuclear factor SBBI22 (LOC57117), mRNA 
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NM 020387 


Homo sapiens CATX-8 protein (CATX-8), mRNA 


NM 020371 


Homo sapiens cell death regulator aven (LOC57099), mRNA 


NM 020362 


Homo sapiens HT014 (HT014), mRNA 


NM 020307 


Homo sapiens cyclin L ania-6a (LOC57018), mRNA 


NM_007187 


Homo sapiens WW domain binding protein 4 (formin binding protein 21) 
(WBP4), mRNA 


NM_005644 


Homo sapiens TAF12 RNA polymerase H, TATA box binding protein (TBP)- 
associated factor, 20 kD (TAF12), mRNA 


NM 020150 


Homo sapiens SARI protein (SARI), mRNA 


NM 020167 


Homo sapiens neuromedin U receptor 2 (NMU2R), mRNA 


NM 020233 


Homo sapiens x 006 protein (MDS006), mRNA 


NM 020232 


Homo sapiens x 003 protein (MDS003), mRNA 


NM_020247 


Homo sapiens hypothetical protein, clone 

Telethon(Italy B41) Strait02270 FL 142 (LOC5 6997), mRNA 


NM_020213 


Homo sapiens hypothetical protein from EURODVLAGE 1977056 (LOC56965), 
mRNA 


NM 020153 


Homo sapiens hypothetical protein {LOC56912), mRNA 


NM_020149 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog 2 
(mouse) (MEIS2), mRNA 


NM_020120 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 1 (UGCGLl), 
mRNA 


NM 020190 


Homo sapiens HNOEL-iso protein (HNOEL-iso), mRNA 


NM 020242 


Homo sapiens kinesin-like 7 (KNSL7), mRNA 


NM 020194 


Homo sapiens GL004 protein (GL004), mRNA 


NM 020193 


Homo sapiens GL002 protein (GL002), mRNA 


NM 020189 


Homo sapiens DC6 protein (DC6), mRNA 


NM 020188 


Homo sapiens DC 13 protein (DC 13), mRNA 


NM_020134 


Homo sapiens collapsin response mediator protein-5; CRMP3-associated 
molecule (CRMP5), mRNA 


NM 019893 


Homo sapiens mitochondrial ceramidase (ASAH2), mRNA 


NM 019846 


Homo sapiens CC chemokine CCL28 (SCYA28), mRNA 


NM 019852 


Homo sapiens putative methyltransferase (M6A), mRNA 


NM 013338 


Homo sapiens Alg5, S. cerevisiae, homolog of (ALG5), mRNA 


NM 013341 


Homo sapiens hypothetical protein (PTD004), raElNA 


NM 013318 


Homo sapiens hypothetical protein (LQFBS-1), mRNA 


NM 013302 


Homo sapiens elongation factor-2 kinase (HSU93850), mRNA 


NM 013299 


Homo sapiens protein predicted by clone 23627 (HSU79266), mRNA 


NM_013347 


Homo sapiens replication protein A complex 34 kd subunit homolog Rpa4 
(HSU24186),mRNA 


NM 019011 


Homo sapiens TRIAD3 protein (TRIAD3), mRNA 


NM„018965 


Homo sapiens triggering receptor expressed on myeloid cells 2 (TREM2), 
mRNA 


NM 019043 


Homo sapiens similar to proline-rich protein 48 (LOC545 18), noRNA 


NM 019006 


Homo sapiens protein associated with PRKl (AWPl), mRNA 


NM 019101 


Homo sapiens apolipoprotein M (G3 A), mRNA 


NM 019049 


Homo sapiens hypothetical protein (FLJ20054), mRNA 


NM 018992 


Homo sapiens hypothetical protein (FLJ20040), mRNA 


NM 019033 


Homo sapiens hypothetical protein (FLJ11235), mRNA 


NM 019045 


Homo sapiens similar to rabl 1 -binding protein (FLJl 1116), mRNA 


NM 019079 


Homo sapiens hypothetical protein (FLJ10884), mRNA 


NM 019073 


Homo sapiens hypothetical protein (FLJ10007), mRNA 


NM 014298 


t Homo sapiens quinolinate phosphoribosyltransferase (nicotinate-nucleotide 
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•n'\n"r\'r*Viocr»Virk'r\/l5* c<^ ^r»ci'rhr^V'v/l5*fi"no"'\\ ^(^Prv 1 I TinR^jA 


NM_012413 


Homo sapiens glutaminyl-peptide cyclotransferase (glutaniinyl cyclase) (QPCT), 

mPMA 






INIVA \J I OU*T J 


Wr^mrk cj^niPTiQ tTicrcyprincr Tpppntor pvt^tpq^pH on mvplnifl plpIIq 1 /"T*!? T^A/f 1 ^ 




T-TnmA ^anipn*; tiimor necrn^i^ factAr recentor fSTinerfainilv memHer IQ 
fTNFRSF19'i mRNA 


NM 018664 


TTnmo sanipriQ Tun HimeHyiiHnTi ■nroteiTi n21 SNh'T CSN K 1 mRNA 


NM 018540 


Homo sani ens hvnothetical nrotein PRO'^ 831 rPR02831'> mRNA 


NM 018630 


Homo saniens hvnothetical orotein PR02577 rPR02577'i mRNA 


NM 018527 


Homo saniens hvnothetical nrotein PR02435 fPR02435'^ mRNA 

XXVfXAXVJ OCliJXW'XJO IXjr ^wlrXXwLXwClX ^X\/l>wXXX X X^\^^~^^ \X XX.Vi^^^^«y^j AXXX^X^xX 


NM 018625 


Homo saniens hvnothetical nrotein PR02289 (TR02'>89'> mRNA 

XXV^XXXVJ OdLyXwrLlO XX y L/V/ LXXv/ l-XV'O'l VJL \Jl:\uHX X XW^^i^V'«<' y^X X^\^jli^»^KJ^ fj XaXL>_1.^XV 


NM 018515 


Homo saniens hvnothetical nrotein PR02176 CPR02176'> mRNA 

XX\Jt.i.X\~f OCX^XwllO Aijr |_/V^*.XXw LA^CXI. ^.^X vV.'XJll. X XW^>>' X f V ^X X^>^Atf X $ \J J ^ XXAXX_L^X^X 


NM 01S615 


Homo saniens hvnothetical nrotein PRO2032 ('PRO2032'^ mRNA 


NM 018614 


Homo saniens hvnothetical nrotein PRO2012 rPRO2012'> mRNA 


NM 018608 


Homo saniens hvnothetical nrotein PRO 1905 fPRO1905'i mRNA 


NM 018509 


Homo sapiens hypothetical protein PR01855 (PR01855), mRNA 


NM 018505 


Homo <;anienc; hvnothetiral nrotein PR01728 rPR01758^ ml^NA 

XX\JXx.i\J 0£V|JiWiXD XX_y LXX^ l.X\k/clX ^IWi^Xli X XvV^ X / \^X XV.V_/ X 1 XXXXN-L^xx. 


NM 018444 


Homo sapiens pyruvate dehydrogenase phosphatase (PDP), mRNA 




TTriTnr* canipnc \*C^'Vlfk -nrr^tpin (\^C^'KO(^ mPNA 


NM 018698 


Homo sapiens hypothetical protein PI 5-2 (PI 5 -2), mRNA 


iNiVl__U 1 o*f OO 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 


TSJTWT m RA^^ 

rNiVi_i/ i oh-oj 


jiomo sapiens uncnaracienzea nemaiopoietic siem/progeniior ceiis proiem 


NM 0 1 S46'^ 


T-Tr\TYi<^ cc*T\iPTic nYir*l'>cj'r5ir*+P"t*T7pH V»pmQ'f"i^nfMf*'i""ir» fs.\e^xx\lxwc\ct(^x\\'ic\T r»^11c T^TT^tf^iTi 
XlCfiXXVi odL/XCiio LXilL/iIa.1 Cll./LC?x iZ<CiJ Xxdli£lLULJVjiCLX\^ ^LC'lil/ LJi^^dlltUl Lrv^llo lJli,^Ldll 


NM 018650 


Homo sapiens MAP/microtubule affinity-regulating kinase 1 (MARKl), mRNA 


NM 01Rf^7R 

iNiVJL \-l 1 OO / O 


xjluiiiu oapiciio iipup*jiyb<icwii<ir luc apcuiiiL' rcbpunbc-oo pruiciii ^j-roixoo^, iiii\jL>)/x 




nuniu octpiciio ci DDZ, iiiicriiv/tiiig proiciii ^jDivjjxj-i,j_ir ^, iiu\j.n/y 




Xxoiinj od.piciio z>iiiL^ linger proicin j ^z-iiMr^o yd)^ \\\jss\£\. 


NM m R660 


XxiJllxv* odpiCllo pcipilXV7iIX£lVll Lib ICglilaLLIiy laL'LLIl xxSJC-y. \3-i\J\^.J OOjf D )^ llilViN-f^ 


NM 0 1 


XxUIllLi bctpiCllo bOilllC Cd-IIxCx lalllliy ^iiXgcUll^ alliOII/i^aLlUIl IxdllopUl LCI^^ 

member 11 ('SLC22Ain mRNA 

XXlV^XXXL^wl X X ^ I^X^V_xX<.^XjL X X XXXXNJ.^X1. 


NM 018445 


Homo saniens AD-015 nrotein rLOC55S29'^ mRNA 

XXV/XXXV<r OU L/X V^XXkJ J. mJL^ \/ X ^ L^X V/ Ic^^XXX I x^x>x%^^ ^ #^ xxxx^x ^X X 


NM 017571 


Homo saniens hvnothetical nrotein rLOC55580^ mRNA 


NM 017542 


Homo sapiens KIAA1513 protein (KIAA1513), mRNA 


NM 018473 


T-Tomo ^aniens imnharaotpri^pH hvnothalamii*; nrotpin TTTOl n-TTTOl 9^ mRNA 

X XUXXXx^ OCXL^XwXXO VXXXWXXCXX d w L-WX X^WVX XX Y L/V kXXCXXCXAXXUO L/1 WI.WXXX X X X v/ X ^ ^XX X \J X^/j XXXXN_L^xX 


NM 018480 


TTomo ^anien^ imchaTaptpriypH hvnothAlamii^ nrotpin T-TTOOV /^HTOOT^ mRNA 

XXV7XX1V/ OCXI^XwXXO UXXwXXAX dwLwX i^^U^ XX V L/V/LlKXXClXAXLXo LJXl^LwlXi XX X vrV/ / I XX X V/vr / XXXXVXNxV 


NM 017S83 


Homo «;anien<; DTPF^ nrotpin TTTS A74Q1 28"^ mRNA 

xxvXixv^ ocx|jx\^ixo x^xx x_> pi\_ytc^xxi ^xxoixx»^,x x^o^j xxxx\j.>i.rTL 


NM 017567 

X ^ J. vx vy J. t 1 


T-Tomo ^anipns N^-apptvlcliiPOQamiriP Vina^p fNAOl^T^ mRNA 

xxiJixiKJ ^ayjis^ii^ x^ civ^&Ljr x^XLXWV/dcixxxxxxv/ jvj.xxci.ov ^x>xxvJxVy} xxxxvx^xx 


NM 018487 


Wrtmo QanipnQ ViPriJitr^ppllnlaT nciTpinriTYia— acQApia+prl ctnfio'pn 1 1 ^Wi^A 1 1 

XX^JXXXV oapic;^XXO XXwpaLUL/CXXU.lal WaXL/XXI\JXXX<l~CldO\Jlk/Xa.tCU dXlLl^CXX 1 yxxX^'J^L x^Jf 

mRNA 


NM 017M8 


Homo saniens hvnothetical nrotein rH4l^ mRNA 

XXVXXJ.V/ OtX|^XWXXtJ Xljf J^Vy I.XXV.'I.XV'CIX |^X\^l.V'XXX ^XX^X XXIXVXNxx 


NM 017547 


Homo saniens hvnothetical nrotein rH17'i mRNA 

XXV^XXXXif LJ M-^^ A J. A XXJf LXXv^ t^X^^XXX ^^XV/XwXXX ^XXX / X X XX. V»X. ^ XA. 


NM 017966 


Homo sapiens hypothetical protein FLJ20847 (FLJ20847), mRNA 


NM 017955 


Homo sapiens hypothetical protein FLJ20764 (FLJ20764), mRNA 


NM 017948 


Homo sapiens hypothetical protein FLJ20736 (FLJ20736), mRNA 


NM 017945 


Homo sapiens hypothetical protein FLJ20730 (FLJ20730), mRNA 


NM 017944 


Homo sapiens hypothetical protein FLJ20727 (FLJ20727), mRNA 


NM 017939 


Homo sapiens hypothetical protein FLJ20718 (FLJ20718), mRNA 
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NM 017y24 


Homo sapiens hypothetical protein rLJ20o/ 1 JLJ20o/ 1 mKNA 


NM 017923 


Jclomo sapiens hypothetical protein rL.J20ooo (^rL.J20oooj, mKN/v 


JNJVl Ul /yz2 


rlomo sapiens nypotneticai protein rL»JZUooo (^JrJ-Jzuoooj, nuvJNA 


JNJVl ui /y\)o 


rlomo sapiens hypotneticai protein r 1^20020 (^Jri-,jzuo2oj, iriKiNA 


JNJVL ui /yuo 


xiomo sapiens nypoineticai protein r j^jzuoz^ (^jri^JzuozM-j, mjtsJN/\ 


XTA /T A 1 '70 A/1 

JNJVl 017904 


rlomo sapiens hypothetical protein rLJ20oiy (ri^J2Uoiy), rtiKJNA 


jNJvL 01 /oyO 


rlomo sapiens hypothetical protein ri^J20Do3 ^ri-,J20jo3 mKJNA 


NJM 0175b7 


Homo sapiens hypothetical protein rLJ205 80 (i:*LpJ205bO), mKNA 


NJM 017b8o 


Homo sapiens hypothetical protein rLj20574 (l^LJ 20574), mKNA 


XTli iT 01^000 

NM 017680 


Homo sapiens hypothetical protein FLJ20558 (1*LJ20556)3 mKNA 


NM 017678 


Homo sapiens HRAJS-hke suppressor 2 (HKAbLc:>2), mKNA 


NM 017877 


Homo sapiens hypothetical protein rLJ20555 (r J^J20555), mKNA 


XTTV A A 1 '7 O ^7 C 
NM 01 /6 /D 


TT .T-r. n^^^^M^ 'L.o ^-tX*. T?T TO AC CI /T7T TOACC1\ -.-i»*T>XT A 

Homo sapiens hypothetical protein rLJ2035 1 (ri^J20o!> 1), mKNA 


NM 01/6/0 


Homo sapiens hypothetical protein rJ_/J20!)3y tri_/J20!)jy;, mKNA 


NM 01 /oo/ 


TT^ — rtA-— »^ j-i Vt-. ^^n^-'Ut ^<-kl -M-»A4-A««-k "CT TOACO/l /TCT TOAC'i/f'N -»*-»'DXT A 

Homo sapiens hypothetical protein rL»J20!>34 ^ri-,j20534j, mKJN A 


NM Ui/oo4 


Homo sapiens hypothetical protein ri-»J20330 trLJ20!>30}, mKJNA 


NM 01/6!>/ 


Homo sapiens slmgsnot 3 (doH-3 mKNA 


XTA A A 1 T O O 

NM 01/oj2 


TT li-. XT A T 1>0 ■M.x-^^-^-^-l.M /XT A T T>0\ ^^-.TDXT A 

Homo sapiens NAJLr2 protem (NALr2}, xnKN A 


NM UI/ojO 


Homo sapiens hypothetical protein rLJ20^0o tJrJ-J20 jOo), mKNA 


NM 017846 


Homo sapiens tRNA selenocysteine associated protein (SECP43), mRNA 


NM 017841 


Homo sapiens hypothetical protem rLj20487 (rLJ204b7), niKNA 


XTTV /T f\1 n oic\ 

NM Ol/biy 


Homo sapiens hypothetical protein rLJ2u48i (rLJ2048i), mKJNA 


XTX vT O1'70T7 

NM 017837 


Homo sapiens hypothencal protem l^LJ 20477 (rLJ 20477), mKNA 


XTTV /T A 1 "7 0*2 O 

NM 01 /o32 


Homo sapiens hypothetical protein rL,J204D / ^rLJ204D /), mKJNA 


NM 01/82/ 


Homo sapiens hypothetical protein ri^J20430 (rLJ204!>0), mKNA 


XTTV/T A1 ^OO/^ 

NM Ol /62o 


Homo sapiens hypothetical protein ri^J2044y (ri^J2044yj, mKNA 


XTA A AT IQ'^I 

NM Ul/o23 


Homo sapiens hypothetical protein rl>J20442 ^ri-J 20442), mKJNA 


NM 01 /822 


Homo sapiens hypothetical protem rLJ 20436 (rU 20430), mKNA 


XTX A A 1 ^7 Q O 1 

NM 01 /o2l 


Homo sapiens hypothetical protein rLJ2043j (rl^J2043^)5 mKNA 


XTTV>f AI'TOIC 

NM 017815 


Homo sapiens hypothetical protem rLj20424 (1*LJ20424)5 mRNA 


XTX A A 1 ^ O 1 1 

NM 01/811 


Homo sapiens hypothencal protem rLJ204iy (rL.J204iy), mKNA 


XTTV/T rvi'~70irv 

NM 017810 


Homo sapiens hypothehcal protein FLJ20417 (FLJ20417), mKNA 


XTA/f Al'7<?AO 

NM 01 /802 


TT — ^ «-»-^ 1 1 . r.-i-j-u 4-1-1. j-iL TT'T TOA'^AO /TCT TOAOA^N -. , T> Ts T A 

Homo sapiens hypothencal protem r'l^J203y / (ri^J203y /), mKJNA 


XT7VA AITTOO 

NM 01 //y2 


Homo sapiens hypothetical protein rl/J203 /3 (ri^J20373), mKNA 


XTX>r A1 ^TQA 

NM Ui//VO 


Homo sapiens regulator of G-protein signalling 3 (RGS3), mRNA 


NM 017786 


Homo sapiens hypothetical protein FLJ20366 (FLJ20366), mRNA 


NM 01778D 


Homo sapiens hypothetical protem rLJ203o4 (rLJ203o4), mKNA 


NM 01/7/0 


Homo sapiens hypothetical protem rLJ20343 (rLJ20343), mKNA 


NM 017774 


Homo sapiens hypothehcal protein FLJ20342 (FLJ20342), mKNA 


XTTV iff AITTTO 

NM 017772 


Homo sapiens hypothetical protein FLJ20337 (FLJ20337), mRNA 


XTTV if /^1'7'7'7/\ 

NM_0 17770 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast)-iiKe 2 (^iiij\jvi^2)5 mKNA 


XTA/f Al'7'7/^0 
JNiVL UI / /OZ 


Homo sapiens hypothetical protein rJLJ203 13 i^J203 13), mKJNA 


XTA A A1'7'7<0 

NM 01 / /jy 


Homo sapiens hypothetical protein FL,J2030y (r JLJ2030y), mKNA 


JNiVl Ul / /Do 


riomo sapiens hypothetical protem ri^J2030D (rl^J 20300), inKNA 


TsJlvr 0177^'^ 

INIVI yj L 1 t 




NM 017751 


Homo sapiens hypothetical protein FLJ20297 (FLJ20297), mRNA 


NM 017748 


Homo sapiens hypothetical protein FLJ20291 (FLJ20291), mRNA 


NM 017744 


Homo sapiens hypothetical protein FLJ20284 (FLJ20284), mRNA 


NM 017740 


Homo sapiens hypothetical protein FLJ20279 (FLJ20279), mRNA 


NM 017738 


Homo sapiens hvDOthetical protein FLJ20276 (FLJ20276), mRNA 
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NM 017736 


Homo sapiens hypothetical protein FLJ20274 (FLJ20274), mRNA 


NM 017735 


Homo sapiens hypothetical protein FLJ20272 (FLJ20272), mRNA 


NM 017719 


Homo sapiens hypothetical protein FLJ20224 (FLJ20224), mRNA 


NM 017718 


Homo sapiens hypothetical protein FLJ20220 (FLJ20220), mRNA 


NM_017716 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 12 4- 
domains, subfamily A, member 7 (MS4A12), mRNA 


NM 017711 


Homo sapiens hypothetical protein FLJ20207 (FLJ20207), mRNA 


NM 017709 


Homo sapiens hypothetical protein FIJ20202 (FLJ20202), mRNA 


NM 017704 


Homo sapiens hypothetical protein FLJ20189 (FLJ20189), mRNA 


NM 017699 


Homo sapiens hypothetical protein FLJ20174 (FLJ20174), mRNA 


NM 017697 


Homo sapiens hypothetical protein FLJ20171 (FLJ20171), mRNA 


NM 017687 


Homo sapiens hypothetical protein FLJ20147 (FLJ20147), mRNA 


NM_0 17686 


Homo sapiens ganglioside induced differentiation associated protein 2 (GDAP'') 
mRNA 


NM 017678 


Homo sapiens hypothetical protein FLJ20127 (FLJ20127), mRNA 


NM 017677 


Homo sapiens hypothetical protein FLJ20126 (FLJ20126), mRNA 


NM 017676 


Homo sapiens hypothetical protein FLJ20125 (FLJ20125) mRNA 


NM 017670 


Homo sapiens hypothetical protein FLJ20113 (FLJ201 13), mRNA 


NM 017669 


Homo sapiens hypothetical protein FLJ20105 (FLJ20105), mRNA 


NM 017665 


Homo sapiens hypothetical protein FLJ20094 (FLJ20094"), mRNA 


NM 017659 


Homo sapiens hypothetical protein FLJ20084 (FLJ20084), mRNA 


NM 017657 


Homo sapiens hypothetical protein FLJ20080 (FLJ20080), mRNA 


NM 017645 


Homo sapiens hypothetical protein FLJ20060 (FLJ20060), mRNA 


NM 017640 


Homo sapiens hypothetical protein FLJ20048 (FLJ20048), mRNA 


NM 017637 


Homo sapiens hypothetical protein FLJ20043 (FLJ20043), mRNA 


NM_0 17636 


Homo sapiens transient receotor uotential cation channel ^nhfamilv "M mpmKpr 
4 (TRPM4), mRNA 


NM 017634 


Homo sapiens hypothetical protein FLJ2003S (FLJ20038), mRNA 


NM^O 17629 


Homo sapiens hypothetical protein FLJ20033 (FLJ20033), mRNA 


NM 017622 


Homo sapiens hypothetical protein FLJ20014 (FLJ20014) mRNA 


NM 017620 


Homo sapiens hypothetical protein FLJ2001 1 (FLJ2001 1) mRNA 


NM 018396 


Homo sapiens putative methyltransferase (METL), mRNA 


NM 018381 


Homo sapiens hypothetical protein FLJl 1286 (FLJl 1286) mRNA 


NM 018371 


Homo sapiens hypothetical protein FLJl 1264 (FLJl 1264), mRNA 


NM 018368 


Homo sapiens hypothetical protein FLJl 1240 (FLJl 1240), mRNA 


NM 018367 


Homo sapiens phytoceramidase, alkaline (PHCA) mRNA 


NM 018364 


Homo sapiens hypothetical protein FLJl 1220 (FLJl 1220), mRNA 


NM 018363 


Homo sapiens hypothetical protein FLJl 1218 TFLJl 1218V mRNA 


NM 018361 


Homo sapiens hypothetical protein FLJl 1210 (FLJl 1210), mRNA 


NM 018358 


Homo sapiens hypothetical protein FLJl 1 198 (FLJl 1 198), mRNA 


NM 018353 


Homo sapiens hypothetical protein FLJl 1 186 (FLJl 1 186), mRNA 


NM 018352 


Homo sapiens hypothetical protein FLJl 1 1 84 (FLJl 1 1 84), mRNA 


NM 018340 


Homo sapiens hypothetical protein FLJl 1151 (FLJl 1151), mRNA 


NM 018339 


Homo sapiens hypothetical protein FLJl 1 149 (FLJl 1 149), mRNA 


NM 018336 


Homo sapiens hypothetical protein FLJl 1 136 (FLJl 1 136), mRNA 


NM 018333 


Homo sapiens hypothetical protein FLJ20666 (FLJ20666), mRNA 


NM 018332 


Homo sapiens hypothetical protein FLJl 1 126 (FLJl 1 126), mRNA 


NM 018330 


Homo sapiens KLA\1598 protein (iaAA1598), mRNA 


NM 018322 


Homo sapiens hypothetical protein FLJl 1 101 (FLJl 1 101), mRNA 


NM 018318 


Homo sapiens hypothetical protein FLJ11088 (FLJl 1088), mRNA 


NM_018310 


Homo sapiens BRF2, subunit of RNA polymerase HI transcription initiation 
factor, BRFl-like (BRF2), mRNA 
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NM 018303 


Homo sapiens hypothetical protein r i luzo vJtj^j i luzo^, irusa-s^ 


NM 018298 


Homo sapiens hypothetical protem ru i luuo \r^^ a luuoj, mxvj.N^ 


NM 018287 


Homo sapiens hypothetical protem rLJ luy / i ^ri^J luy / 1 j, nitviN/\ 


NM 018286 


Homo sapiens hypothetical protem rLJ iuy /u (^ri^J luy /u rmsJN/\ 


NM 018283 


Homo sapiens hypothetical protem rLJ lUyDo v.rJLj luyjo;, niKiN/\ 


NM 018281 


TT 1, ■ .. ■ ^i-\^^4'\ r^rtl ■»<^r^4-A«.M TTT Tl AO/1C /T7T T1AQ/1Q"\ -r»-»T?'KrA 

Homo sapiens hypothetical protem rLJluy4o vrL,Jiuy45), mKiN/v 


NM 018278 


Homo sapiens hypothetical protein r J^J iuy33 ^rju luyjj j, miviNA 


NM 018276 


Homo sapiens slingshot 3 (SSH'3), mRNA 


NM 018273 


Homo sapiens hypothetical protem rl^J luyzz (l^i^J WjyJLL)^ mKJNA 


NM 018272 


Homo sapiens hypothetical protein rU lOyzi lUyzl;, mKJNA 


NM 018268 


Homo sapiens hypothetical protein rLJ luy(J4 (^rLJ iuyu4j5 mKJNA 


NM 018265 


Homo sapiens hypothetical protem rLJ luyui luyui mKiN/v 


NM 018254 


Homo sapiens hvpothetical protem riJiUo/oti:*LJiU6/o), mKJN a 


NM 018253 


Homo sapiens hypothetical protein r J-J lUo /d (^ri^j luo / j;, mreLN/\ 


NM 018252 


Homo sapiens hypothetical protein FLJ10874 (FU10874), mRNA 


NM 018245 


Homo sapiens hypothetical protem FLJ10851 (FLJ10851), iiiKJnA 


NM 018241 


Homo sapiens hypothetical protein FLJ10846 (FLJ10846), muRJNA 


NM 018239 


Homo sapiens hypothetical protem FLJ10751 (FU 10751), mKNA 


NM 018230 


Homo sapiens nucleoporin 133kD (NUP133), mRNA 


NM_0 18223 


Homo sapiens checkpoint with forkhead and nng finger domams (CHFR), 
mRNA 


NM 018219 


Homo sapiens hypothetical protein l^LJ 10 / oo (rLJ lU/bo), mKJNA 


NM 018217 


Homo sapiens chromosome 20 open reading irame 31 (CzuoriJ ij, mKJN/v 


NM_018212 


Homo sapiens likely ortholog of mouse NPC derived proline rich protein 1 
(FLJ 10773), mRNA 


NM 018211 


Homo sapiens hypothetical protem FLJ 10770 (KlAAl!) /y), mJKJNA 


NM 018207 


Homo sapiens hypothetical protem FLJ 10 loy (FLJ lU/!)y), mKJNA 


NM 018205 


TT ' ^ 1- ■DT Tl ATCI /T7T TIAT^I^ f-MT^XTA 

Homo sapiens hypothetical protem rLJ 10 /M (FLJ Wjio l ), iukjna 


NM 018192 


Homo sapiens hvpothetical protem rLJlU/lo (rLJiu/io), hikjna 


NM 018188 


Homo sapiens hypothetical protem FLJ lU /uy (rLJ lu /uv), mKJNA 


NM 018187 


Homo sapiens hypothetical protem rLJiu/u/ (rLJiu/u/), nxKJN/v 


NM 01S186 


Homo sapiens hypothetical protein rLj lu /uo (ri^J lu /uoj, ini\j.N/\ 


NM 018184 


Homo sapiens hypothetical protem rLJ 10702 (rLJ iU/Uz), mKJNA 


NM 018179 


Homo sapiens hypothetical protem rLJlUooo (rLJlUooo), mKJNA 


NM 018178 


Homo sapiens hypothetical protein FLJ lOoo / (rLJ iUob /), mKiNA 


NM 018169 


Homo sapiens hypothetical protein FLJ10o52 (FLJlObDz), mKJNA 


NM 018161 


Homo sapiens hypothetical protein FLJ 10o31 (FLJ lUoJ 1 ), mKJNA 


NM 018159 


Homo sapiens hypothetical protein FLJ 10526 (FLJ lUozo), mKiNA 


NM 018147 


Homo sapiens hypothetical protein rLJ lU^o2 (rLJ iudoZ), mKJNA 


NM 018142 


Homo sapiens hypothetical protein rLJ lUDoy (rLJ lUDoy), nuviNA 


NM 018137 


Homo sapiens protein argmme JN-metnyltransierase 0 (rKiviioj, nuuNA 


NM 018136 


Homo sapiens hypothetical protein rLJ wjd 1 / (ri^j luo 1 / j, itikina 


NM 018133 


Homo sapiens hypothetical protem rLJ lUD^o (ri-J lUDwj, hikina 


NM 018122 


TT L^^^ "U, ^ ^4-1™-.+^ TTT TIA^I/I /T7T Tl Ad ■rv^U'WA 

Homo sapiens hypothetical protein rLJ lUD 1^ (rLJ iudih), mKiNA 


NM 018120 


Homo sapiens hypothetical protein r LJ lOM i (rLJ lUD i i), mKJNA 


NM 018119 


TT *^ _ 1 4.1 4J-»-»l 4.^^^ T?T T1 AC AA /"X7T Tl ACAQ^ ■»->-»"D7vT A 

Homo sapiens hypothetical protein FLJlODUy (rLJlu^uyj, mKJNA 


JNlVi UlollO 


xiomo sapiens imsaio \^rj_/jiw->v/*T^5 imvLNinL 


NM 018112 


Homo sapiens hypothetical protein FLJ10493 (FLJ10493), mRNA 


NM 018106 


Homo sapiens hypothetical protein FLJ10479 (FLJ10479), mRNA 


NM 018101 


Homo sapiens hypothetical protein FLJ10468 (FLJ10468), mRNA 


NM 018100 


Homo sapiens hypothetical protein FLJ 10466 (FLJ 10466), mRNA 


NM 018099 


Homo sapiens hypothetical protein FLJ10462 (FLJ10462), mRNA 
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NM 018097 


Homo sapiens hypothetical protein FLJ10460 (FLJ10460), mRNA 


MM 018093 


Homo sapiens hypothetical protein FLJ10439 (FLJ10439), mRNA 


NM 018092 


Homo sapiens hypothetical protein FLJ10430 (FLJ10430), mRNA 


NM 018091 


Homo sapiens hypothetical protein FLJ10422 (FLJ10422), mRNA 


NM 018090 


Homo sapiens hypothetical protein FLJ10420 (FLJ10420) mRNA 


NM 018087 


Homo sapiens hypothetical protein FLJ 10407 (FLJ10407), mRNA 


NM 018086 


Homo sapiens fidgetm (FIGN), mRNA 


NM 018078 


Homo sapiens hypothetical protein FLJ10378 (FLJ10378), mRNA 


NM 018076 


Homo sapiens hypothetical protein FLJ10376 (FLJ10376X mRNA 


NM 018075 


Homo sapiens hypothetical protem FLJ10375 (FLJ10375), mRNA 


NM 018072 


Homo sapiens hypothetical protein FLJ10359 (FLJ10359), mRNA 


NM 018070 


Homo sapiens hypothetical protein FLJ10355 (FLJ10355), mRNA 


NM 018060 


Homo sapiens hypothetical protein FLJ10326 (FLJ10326), mRNA 


NM 018054 


Homo sapiens homolog of rat nadrin (RICHl), mRNA 


NM 018052 


Homo sapiens hypothetical protein FLJ10305 (FLJ10305), mRNA 


NM 018051 


Homo sapiens hypothetical protein FLJ10300 (FLJ10300), mRNA 


NM 018047 


Homo sapiens hypothetical protein FLJ10290 (FLJ 10290), mRNA 


NM 018043 


Homo sapiens hypothetical protein FLJ10261 (FLJ10261) mRNA 


NM 018040 


Homo sapiens hypothetical protein FLJ10252 (FLJ10252), mRNA 


NM 018039 


Homo sapiens hypothetical protem FLJ10251 (FLJ10251) mRNA 


NM 018038 


Homo sapiens hypothetical protein FLJ10246 (FLJ10246) mRNA 


NM 018035 


Homo sapiens hypothetical protem FLJ10241 (FLJ10241) mRNA 


NM 018034 


Homo sapiens hypothetical protein FLJ10233 (FLJ10233), mRNA 


NM 018033 


Homo sapiens h^^T^othetical protem FLJ10232 (FLJ10232), niRNA 


NM 018026 


Homo sapiens hypothetical protein FLJ10209 (FLJ10209) mRNA 


NM 018025 


Homo sapiens hypothetical protem FLJ10206 (FLJ10206), mRNA 


NM 018011 


Homo sapiens hypothetical protem FLJ10154 (FLJ10154), mRNA 


NM 018009 


Homo sapiens hypothetical protein FLJ10143 (FLJ10143) mRNA 


NM_0 18008 


Homo sapiens hypothetical protein FLJ10142 (FLJ10142) mRNA 


NM 018001 


Homo sapiens hypothetical protein FLJ10120 (FLJ10120) mRNA 


NM 017994 


Homo sapiens hypothetical protein FLJ10099 (FLJ10099), mRNA 


NM 017993 


Homo sapiens hypothetical protein FLJ10094 (FLJ10094), mRNA 


NM 017988 


Homo sapiens hypothetical protem FLJ10074 (FLJ10074) mRNA 


NM 017987 


Homo sapiens Run- and FYVE-domain containing nrotein fRahin^P^ t^-iPtsta 


NM 017976 


Homo sapiens hypothetical protein FLJ10038 (FLJ10038), mRNA 


NM_0 18409 


Homo sapiens hypothetical protein DKFZp76 100113 fDKFZD761O01 13^ 
mRNA 


NM 017601 


Homo sapiens hypothetical protein DKFZp761H221 (DKFZp761H221) mRNA 


NM 018713 


Homo sapiens hypothetical protein DKFZp547M236 (DKFZp547M236) mRKA 


NM_017606 


Homo sapiens hypothetical protem DKFZp434K1210 (DKFZp434K1210) 
mRNA 


NM 017546 


Homo sapiens hypothetical protein (C40), mRNA 


NM 018458 


Homo sapiens uncharactenzed bone marrow protein BM042 (BM042) mRNA 


NM 018456 


Homo sapiens imcharacterized bone marrow protein BM040 (BM040) mRNA 


NM 018455 


Homo sapiens uncharacterized bone marrow protein RMO'^O mMn'^Q> mPNA 


NM 018453 


Homo sapiens uncharacterized bone marrow protein BM036 mRTvJA 


NM 018452 


Homo sapiens chromosome 6 open reading frame 35 (C6orf35) mRNA 


NM 018489 


Homo sapiens h^o^othetical protein ASHl (ASHl), mRNA 


NM_004227 


Homo sapiens pleckstrin homolog}^ Sec7 and coiled/coil domains 3 rPSCD3^ 
mRNA ^' 


NM 007014 


Homo sapiens Nedd-4-like ubiquitin-protein ligase CWWP2) mRNA 


NM 017431 


Homo sapiens protem kinase, AMP-activated, gamma 3 non-catalytic subunit 
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( 

NM 017426 1 

NM 017421 ] 
NM_006854 ] 

1 


PRKAG3), mRNA ^ 

^omo sapiens nucleoporin 54kD fNUP54), mRNA 

aomo sapiens testican 3 CHSAJ1454), mRNA _ 

Homo sapiens methyltransferase CO03 (C003"), mRNA 

Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protem 
retention receptor 2 (KDELRl), mRNA 


NM 015976 
NM 016577 


Homo sapiens sorting nexin / i^ors^ / iiuvi^-n _ 

Homo saniens RAB6B, member RAS oncoeene family (RAB6B), mRNA 

Homo sapiens PXR2b protein (PXK2b), mdbCNA 


NM 016559 
NM 016297 
NM 016524 
NM 016507 


Homo sapiens prenylcysteine lyase (PCLl), mRNA _ 

Homo sapiens B/K protein (LOC5 1760), mRNA 

Homo sapiens CDC2-related protein kinase 7 (CrkRS), mRNA 


NM 016446 
NM 016352 


Homo sapiens NAG-5 protein CLOC^ 1754), mRNA 

TTnmn -nnir-Ti'- mtiiral Villfr '•'=^11 rpirteptor 2B4 (CT>244\ mRNA 


NM_016354 

NM 016298 
NM 016290 
NM 016280 


Homo sapiens solute carrier family 21 (organic anion transporter;, member 12 

(SLC21A12),mRNA 

Homo sapiens muscle disease-related protein (LOCi 1 /25), mRNA 

Homo sapiens retinoid x receptor mteracting protem (LUL,5 1 /zu;, mklNiA 

Homo sapiens carboxylesterase-related protem (LOC5 1716), mRNA 

TTnmn r^^nrhromp h'^ rf^nr-tase b5R.2 (T.OC51700), mRNA 


NM 016229 
NM 016213 
NM 016169 
NM 016084 
NM 016077 
NM 016023 


Homo sapiens thyroid hormone receptor mteractor 4 (TRIP4), mKNA 
Homo sapiens suppressor of fused homolos (Drosophila) (SXJFU), mRNA 
Homo sapiens RAS, dexamethasone-mduced 1 (RASDl), mRNA 
Homo sapiens CGI-147 protein (LOC51651). mRNA 

Homo sapiens CGJ-77 protein (LOC51633), niKJNA n^rxmvU mRNA 


NM 016021 
NM 016003 
NM_0 15981 


Mf^mn sapiens non-canonical ubquitm coniugatmg enzyme 1 (JNUUBEl), mKNA 
Hnmo sapiens DKFZP434J154 protein (DKFZP434J154), mRNA 
Homo sapiens calcium/calmodulin-dependent protem kinase (CaM kmase) U 
aloha f CAMK2A), mRNA 


NM 015949 


TTomn sapiens CGI-20 protein (LOGS 1 608 ), mKJN A 


NM 015881 


Homo sapiens dickkopf homolog 3 (Xenopus laevis) (DKK3), mRNA 


NM 016619 


Homo sapiens hypothetical protein (LQC5131D), mKJN A 


NM 016598 


Homo sapiens DHHCl protein (LOC51304), mRNA 


NM 016309 


Wntrin •='?inipn^ 4 prntein (T.OC51300). mRNA 


NM 016588 


Homo sapiens neuritin (LOC5 1299), mRNA 


NM 016582 


Homo sapiens peptide transporter 3 (PHT2), mRNA 


NM 016570 


Homo sapiens CDA14 (LOC51290), mRNA 


NM 016565 


Homo sapiens E2IG2 protein (LOC5 1 287). mRNA 


NM 016561 


Homo sapiens apoptosis regulator (LUU^ iz6i), mKiSA 


NM 016526 
NM 016518 


Homo sapiens GS15 (LOC5U72\ mRNA _ 

Homo sapiens pipecolic acid oxidase (Fil^UA), hikina ^ 


NM 016495 


TTnmo sapiens hypothetical protein (LOC5 1255), mKJN A 


NM 016486 


Homo sapiens hypothetical protein (hOC5 124^), mRNA 


NM 016477 


Homo sapiens forkhead box PI (FOXPl), mRNA 


NM 016465 


Urtm^ sapiens hypothetical protem fLOC5123S), mRNA 


NM 016456 


Homo sapiens hypothetical protem (LOC5 12J^), mKiN a 


NM 016350 


TT^^*-. n'^^^f-T^r mVi^^in fC^^V^V^ intprflctinp protein^ rNINTj, mRNA 

jtiomo sapiens nmem ^oojvji-> uiiciavtiii?^ yj.^*. _ /2 . 1 


NM 016274 


Homo sapiens CK2 interactine protein 1; HO0024c protem (LOC51 177), mRNA 


NM 016261 


' Homo sapiens delta-tubulin aOC51 174), mRNA 


NM 016216 


Homo sapiens debranchine enzyme homolog 1 (b. cerevisiae) (um^i), mRNA 


NM 016208 


Homo sapiens VPS28 protein fLOCSl 160), mRNA 


NM 016206 


Homo sapiens colon carcinoma related protein (LOC51 159), mKJMA 
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xnv/f ni /^i 

iNlVl UlOloD 


xiomo Sapiens nerria loiogicai auu neuroiogiod.i CA.prct>bcu i \^niN x ^, iiuvin/^. 


NM 016181 


Homo sapiens melanoma antigen (LOC51152), niRNA 


rsiJVL uioioy 


riomo sapiens lo. iyssx protein (LvJC/j i i^z^, ttuxina 




rionio Sapiens \^\Jrzf consiiuinve pnoLomorpnogcmc numuiug buounii 

^/VTaDlUUpSlo^ \ \J\Jx ^*^)^ IlUViN^ 


IsJA/f Ci'lA'lOO 
INxYl UiOi-^Z 


WriTnr* caT\"i*»nc MV-UThXT.^C onticr^n C\ OPS! 1 'K/^ m'RMA 


"KTIV/f ni 1 0 

1N1VX_1/ i 0 1 1 7 


TTr\mr^ ccir*if»nc niitciH'v^ *7\r\c* "Flncyf*!" ■orAt^iti ^JV^-RPM^— '^Zl atl+ICPTl C\ 1 1 '^l'^ 
JTIUITIU oapicnb pULdlLlVC ^iiXw llllgcr piUlClll IN X 'JXJ&IN".!?^ alXLl^V/ii ^J-«vyv^^ L 1.J xjf 

lllXviN/A. 


IN iVl v 1 U i ly J) 


TTnmA Qariien*; OTP-V»inrim& nrnfpin ^ara (J OP^ 1 17Js^ mRMA 




XTLUllU odpiCIlb nOX^v^\J*Tl piULClll v^J-rW\_/J 1 iZ>J llUNJ-N-rt- 


IN IVl U 1 DUi^ O 






TTr\Tnr\ C5ir»i<*T»c PriT-OA -nrrit**!*!! H OPS1 1 1 R^ mT?MA 
xxuxno odpicnb \-/vjri-i7'T pruicm ^j-rV_/\^j x x xo^, iiusj.N/Tt 


MM n 1 /^n 1 A 


nunxo sapieno ^^^vji-o / pruicm \^1jV_>'v_/'»!? i iu*+^, iiixvin r\. 


MM ni<;oo7 


TTattia C5i"nif*nc PPrT-Zll r*rAtf»in (X OPSIOQ'^^ mPMA 
mjIXlU oapiCXlb V_/Vj X**T X prULClXl \j^\J\^^ LSjyO)^ llUSJSSr\. 


MM niS07A 


xivjniu oapiciia x<ixiiULid~c>ryoiciiiiii \±^kj\^ji\jo^j^ iixrsj.N/^ 


MM 01^07'^ 


T-TrtTTirt CQT^i^Tic CTCilcmin— t*<»l5»'l"P»H T^f>n1"iH<=* CT (^i*^ 1 O/?*^ i tyiP^^A 
XxLIXllU &a.|Jidlo ^CtlCUlIil'l ClaLCLL pCjJLlLLC y±^\^^^ IxJOJ Jy lliX\_LNjrV. 


MM 01^079 


XxUIIlly oapiCIio XviNxTL pUijrlllCXdoC X lO J\J-/<1 aliUUIIlL ^X-*V«/v^J XV/OZ>^y IIXINJLN/^ 


TsJM ni*\0^'^ 

INiVl 


XxOmU oapXCIlo CiNWO XIlLCXd.uLlIlg prOlClXl ^XNwOXx lIXJLSJ.Nwr\. 


TsTM ni ^Q*^^ 
iNiVl UIjS^jO 


riomo sapiens v-/vji~U'r protein ^i^v^v./*? xuo/ nxrsj.N/\ 


INlVl U10o"D 


xiomo sapiens geminin \^j_ivjv^d luo j j, rnivrN/v 


MM m ^889 


T4rimrk cciT»i^»nc PTO lilr^ ^ H OP^ 1 mPMA 

riomo sapiens Jxivjr-iiKe j~o \^i-«v^v>/j iv^*+o^, mjNj.N/v. 


INiVl UlZ)oJ-3 


WrfcTYin cQ-niVnc PiPP /T OP<;^^'^^^ mPMA 

nomo sapiens vjxnjt yjLXjs^D lkjjd), nuviNA 


iNiVi V 1 OUoU 


nomo sapiens v_^oi-x^u protein ^i-«v_^v^d iuji j, itixvin/a. 


iNiVl U 1 OU / o 


XiOmo sapiens v>oi-x^o protein \Lt\j\^D njjviN/\ 




TTrkmr* ccir*i«anc POT-1 r*rAt<»i-n OP*? 1 090^ mPMA 
nomo oapicno v^vji-x*to proLcin ^^x^Vj'^-^j Lxj^yj^ iixtsjlnxtl 




TTo-mn cnnif»nc POT-1 1 ^ nmff>\n H OP^I 01 55"^ mPMA 
nomo ou-piciio v>vjrx-x i j pioicui ^x^v^v^-? loio^, iiirviN/Tt 


MM m^OdO 

IN IVl \J10V/H-J/ 


WntYir* c5ir*i#»nQ POT 119 r»rnf*=in (1 OPS 1 01 ^^'^ mPMA 

nomo oapxcns \^vjx-x x^ pxoiciii ^x^vjv^j loio^, iiixviN/T. 


MM A 1^040 

IN iVl V 1 J "fU 


TTr*mr\ oo-mVrKi POT-1 0 T^mtf^in fl OPS 1 00-d^ mPMA 
Xiomo bopieixb v^^jx-xo piOLCiii y^x-.wv^j l\j\jh), iiixvin/v 


MM ni^^n^ 


nomo sapiens nypoLncLicai proicm ^^nox^v^zj i^, iiixviNr^ 


MM ni ^AQ^ 


TTrkrr»rk cc»T-\i<anc Vi\/r\r\+l-»o+ir»Ql r^rrkt/aiTi /'TJQPP99R^ tyiPMA 

nomo sapiens nypotneticai protein ^nox^^-/Zzo nirvj.N/\ 


MM n 1 ^A77 


nomo sapiens nypotneucai protein ^^nox^i_/Zioj, nuvrN/v 


7<rM n 1 ^zi^A 

iNlYl U i OH-O'f 


nomo sapiens nypotneticai protein i^noir v^iyo^, iniviN/A. 


IN IVL U i O'f OZ 


nomo sapiens nypotneticai protein ^nox i-^is/h-^, iiikj.n/\ 


MM ni^^*^^ 


nomo sapiens nox^^^ioy protein v^nox v-zioyj, mxvxN/\ 


MM n 1 ^ilOil 


Xiomo oapieno iiypoiiicnocii pioLciii \n.\jjr\^ l ^^), hxivin/^ 


NM 016403 


Homo sapiens hypothetical protein (HSPC148), mRNA 


MM m ^"^QO 


nomo sapiens nypoincLiod-i proicin ^nox v^i^z^, iiirviN/T^ 


MM 01^*^0^ 


nomo sapiens ouiyrate-inoucea transcript i \^nox v.-izi miviN/Y 


MM niA'^R7 


nomo sapiens nypotneticai protein v^no x^^^uou rnxviN/v 


TsTM ni m 

iNlVl UlOiUl 


nomo sapiens nypotneticai protein ^nox^v^o j i rnivLNzA. 


MM ni ^Q1 ft 


nomo sapiens nomoiog ox yeast xvxNase iviJKJr/JxiNase r protem x opj ^ir \-/x^*> j, 

TnPMA 


MM 01^9^7 


nomo Sapieno iiippoL^u.iL'Xn-iiKc proicm h- ynjTK^rxju'-Tjy iiixnj.na 


MM nifi7R7 


TTnmA <!am*pTi<! TTPl -■RP74 HTPl -T^P74'I mPMA 


MM mSRRS 

J. ^ IVX \j u o o o 


TTATnA cjmipnc: Tioolrl Tir'AfpiTi ^T-TOOtT 1 mPM^A 


NM 015852 


Homo sapiens Krueppel-related zinc finger protein (H-plk), mRNA 


NM 016451 


Homo saniens coatomer nrotein comnlex •^ubunit beta ( POPT-i^ mT^MA 


mi 015986 


Homo sapiens cytokine receptor-hke factor 3 (CRLF3), mRNA 


NM 016204 


Homo sapiens growth differentiation factor 2 (GDF2), mRNA 


NM 016617 


Homo sapiens hypothetical protein (BM-002), mRNA 


NM_0 14822 


Homo sapiens SEC24 related gene family, member D (S. cerevisiae) (SEC24D), 
mRNA 
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Is 

1 
1 

1 


m 014059 E 
m 014040 K 
J\A 014039 F 

^^M 014111 I 

^ 014106 I 
<IM 014104 I 
sIM 014100 I 
"nTM 014137 I 


[omo sapiens RrrC32 wotein (RGC32), mRNA 

r««,o sapiens PTD015 protein (Fl^DUiS), mt<MA . 

fn^^ .^^i^r,. PTnni 9. protein (FIDO 12), mRNA 

Tn^n .^p;..c PP 09086 protein fPRO2085), mKwA _ 

Tnmn -rnpi-n^ ppoi Ql 4 protein fPRUiy 14), mklxIA 

T^^n „,pf».o ppni KXO protem fPRO1880), mRNA . 

1^^. c,pi<..n« PPO1770 protein (PROl V /U), miUNA 

«,piens PRO0650 protein (PRO06SU), hikWA 

c,piPn« PPO0456 protein (FKOU4302,nmHfi 


] 

] 


SM 014127 ] 
NM 014123 ] 
NM 014114 ] 
NM 014113 
NM 014048 
NM 015368 
NM 014910 
NM 014916 
NM 014967 
NM 014953 T 
NM 014954 
NM 014917 
NM 014930 
NM 014907 
NM 014912 1 
NM 014021 
NM 014899 
NM 014951 
NM 014729 
NM 014813 
NM 014829 
NM 014698 
NM 014824 


Romo sapiens PRO0246 protein (PROUZ4P), nud^A 

« c«pie.nsPRO0097 protein (PRO0097), mRNA _ 

c.pie.ns PRO0038 protein (FKUUU:i» ), miu^JA 

Homo sapiens KIAA1243 protein (KIAA1243), mRMA 

M^mo sapiens pannexin 1 (PANXl ), mKJNA . 

Homo sapiens KIAA1084 protein (KIAA1084), mRNA^ 

u^,..^ e.p^.n.. KI A A1079 protem (iaAAi079\ mRNA . 

Honno saniens KIAA1018 protein (KIAAIOIS), mRNA 

H:;.,. 4-"--'totic control protein dis3 homolog (KIAA1008), mKJNA J 

H^^- =.pi^r,« KTAA0985 protein (KJAA0985), mRNA 

ur.rr.n sapiens netrin Gl (KIAAOy /b ), mklNl A 

u sapiens KTAA0972 protein (K1AA0972). mRNA 

vj^r^^ sapiens KIAA0967 protein (KlAAOyb y), mRlMA 

Homo sapiens KIAA0940 protein (KlAAuy^u), mRi>IA _ 

Homo sapiens KIAA0923 protein (KIAA0923). mRNA^ 

sap,e.ns KIAA0878 protein rKiAA0S78), mRNA 

Homo sapiens KIAA0844 protein ^^''^^^^^^^^^^^ 

1 H'>m- -r— KTA A0808 eene product (KIAA0808), mRNA 

« sapiens KTAA0806 gene product (K1AA0806), mRNA 

womo sapiens RNA helicase (KIAA08U l ), mRNA 

t^^n saniens KIAA0792 gene nroduct fKIAA0792), inK^^A 

t^iii^saniens KIAA0769 gene product fKIAA0769), mKNA 

ili^sapiensKIAA0751 gene product (KIAA075 IMnKJ^A 




NM 014677 
NM 014705 
NM 014861 
NM 014721 
NM 014827 
NM 014645 
NM 014664 
NM 014834 
NM 014696 
NM 014732 
NM 014710 
"NM 014797 
NM 0145iy 
NM 015216 
"NTM" 015251 
NM_015185 

15m 014711 


Honno sapiens KIAA0716 gene nroduct (JvIaAu / 16), mRNA 

■mJi;^ sapiens KIAA0703 ^ene nroduct (KIAA0703), mK^!A 

c^iens K1AA0680 gene product (KIAA0680), wK^ 

1 Homo sapiens KIAA0663 gene product (KIAA0663), mKJNA . 

Homo sapiens KIAA0635 gene product (J«UAA0635i,mRNA 

Homo sapiens KIAA061'> ^ene product (KIAA061 5), mK^lA _ 

Homo sapiens KIAA0563 gene product < i?.iAAO..oi xnRNA 

1 Homo sapiens KIAA05 14 pene nroduct (KIAA0514), mK^JA . 

Homo sapiens KIAA0513 gene product (KIAA0513), mK^JA 

Homo sapiens KIAA0443 gene product (KIAA0443), mRNA . 

1 Homo sapiens KIAA0441 gene product (KIAA0441 ), mKJNA . 

n Homo c^T^iens KTAA0438 gene product nCIAA0438-). mRNA 

Homo sapiens KIAA0433 protein fKIAA0433). mRNA _ 

Homo sapiens KIAA043 1 protein (KIAA0431), mRNA rrTrnT- 

Homo sapiens Cdc42 guanine nucleotide exchange factor (GEF) 9 (ARHCbfy;. 

Homo sapiens KIAA04 1 9 gene product (KIAA0419), mRNA . 


NM 015564 
NM 014778 


Homo sapiens KTAA0416 protem (KIAA0_416). mRNA 

• 1 Homo sapiens KTAA0410 gene product CKIAA0410), mKNA . 1 
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NM 014659 


Jtiomo sapiens j^JA/vU3 / / gene prouuct ^jsjaau^ / / ), niKiN/v 


JNM 014639 


xloino sapiens js.i/\/vuj /z gene proauci \^is.i/x/vuj /^), nxKXN/v 


JNM Ui4/oo 


xaomo sapiens jsjj\jwjjj / gene proauci \jsjj\r\\jjj i )^ niiviN-rv 


JnM U14b4D 


xlomo sapiens jsAPijwjjL gene prouuci \jsjj\j\\jz. /^j, niiviN/\ 


XTTVyf A 1 AIA 

JNiVl U14/4D 


jnLomo sapiens js^\j\j\\j/.dd gene prouuci \jisjLt\r\\j ^ jiusjrs/\ 


jNM 014543 


Jntomo sapiens jsj-Aj^uz/z gene proauci v^isju'v/vuzzz^, niiviN/\ 


JNM 0146 /4 


Jtlomo sapiens gene proauci <^isj-^v/vuzizj5 nuviN/Y 


InM 014720 


Homo sapiens Ste20-related serine/threonine kinase (SLK), noRNA 


NM 014761 


Homo sapiens KIAA0174 gene product (KIAA0174), mRNA 


NM 014730 


Homo sapiens KIAA0152 gene product (KJLAlAUIdz), mKJNA 


NM 014661 


Homo sapiens KIAA0140 gene product (KIAA0140), mRNA 


NM 014777 


Homo sapiens K1AA0133 gene product (K1AA0133), mRNA 


NM 014815 


Homo sapiens KIAA0130 gene product (K1AA013U), mJEUNA 


NM_014755 


Homo sapiens transcriptional regulator interacting with the PHS-bromodomain 2 
(TRIP-Br2), mRNA 


NM_014o28 


Homo sapiens gene predicted from cDNA with a complete coding sequence 

fV T A A A 1 1 A\ „_T> XT A 

(JsJAAOl 10), mKJNA 


NM 014814 


Homo sapiens KIAA0107 gene product (KIAA0107), mRNA 


NM 014752 


Homo sapiens KIAA0102 gene product (KIAA0102), mRNA 


NM 014780 


TX • TJ^T AA/\A'7/' .J.. f'\/"\ A A AA'T^N —^Tk'XT A 

Homo sapiens KIAA0076 gene product (KIAA0076), mRNA 


NM 014882 


TT T^ T A A AACO ^ /T>^ T A A AAd\ — n'N.T A 

Homo sapiens KIAA0053 gene product (KIAAG053), mRNA 


NM 014750 


XT T^T A A AAAO — . — ^-.^J-.^4. /X^T A A AAAO\ T^'VT A 

Homo sapiens KIAA0008 gene product (KlAAOOOo), mJKN A 


NM_015o84 


Homo sapiens mitochondrial ATP synthase regulatory component factor B 
(A 1 r W ), mRNA 


JNM (JI41oo 


xlomo sapiens hLiSrClob protem (Hoj^l^Iooj, mKJNA 


NM 014184 


Homo sapiens HSrC163 protein (ii.c>rdo3), mKJNA 


XTTV X A 1 /I 1 O 1 

JNM 0141ol 


Homo sapiens rlord->y protein (^JtioJrdDy), mKJNA 


NM 014179 


Homo sapiens Hord57 protem (Hc>rClD /), mKJNA 


NM 014166 


Homo sapiens HSPC126 protem (HbrClzb), mKJNA 


NM 014155 


Homo sapiens HbrCU63 protein (HbrCUoi), mKJNA 


NM 014038 


Homo sapiens HSPC028 protein (Hj>rC0z6), mKJNA 


NM 014017 


Homo sapiens Hbr CU03 protem (Hbr CUOi ), mKJNA 


XTX >r Ai yiACO 

NM 014053 


Homo sapiens Jri^VCR protein (rl^VCK), mKJNA 


JNM Olr)40U 


Homo sapiens JJJ^Jr'Z-JrDooJNU/zi protem ^JLJJbsj^z,f Dc>dinu/zi j, mKiNA 


NM 015583 


Homo sapiens DBCFZP586M0622 protein (DKFZP586M0622), mRNA 


NM 015485 


T T ■ T^T/'T^'^T^C /TzTT/'' ATI ' _. '„ /"TNT/" T7 'T'Tl C /T T/^ A O \ X> "K T A 

Homo sapiens DKFZP566K023 protein (DKrZ,P566K0z3), mKJNA 


NM 014043 


Homo sapiens DKFZP5640123 protein (DK±Zr5640123), mKJNA 


NM 015387 


Homo sapiens preimplantation protein 3 (PREI3), mRNA 


X TTV /T Al A f\ C ^ 

NM 014056 


Homo sapiens DKFZP564K247 protein (DKrZF564K247), mRNA 


NM_0 15623 


Homo sapiens putative ankyrm-repeat containing protem (DK-FZP564D166), 

T* "K T A 

mRNA 


NM 015582 


Homo sapiens DKFZP564B147 protein (L>isJrZr!>64B14/), mKJNA 


XTX >r A 1 C ^ "1 A 

NM 01561U 


Homo sapiens iJlvJrZP434J 134 protein {Jjjsj^ /^st^dhj 1->4j, mKJNA 


XTX K i\t CC A A 

NM 015590 


Homo sapiens JL)JvrZF434r 1 too protein ^JLHsJrZ*r434r 1 /i*>), mJKJNA 


NM 015644 


Homo sapiens DKFZP434B103 protein (DKFZP434B103), mRNA 


TVTTV Jf A 1 C O A^ 

NM 015396 


TT->.«-»^^ ^ Tr\T/''T7'^T^ y1 O /I A A /I '5 /TAVTj U/l O /I A A y1 O \ XT A 

Homo sapiens DKFZP434A043 protem (L;Kl*Z,Jr434A043), mKJNA 


iNiVi U14U30 


xiomo sapiens ux^/oi^i protein i^i^xiij^ij, iiu>j-n/-v 


NM 015680 


Homo sapiens hypothetical protein (CGI-57), mRNA 


NM 015379 


Homo sapiens brain protein 13 (BRI3), mRNA 


NM_0 14580 


Homo sapiens solute carrier family 2, (facilitated glucose transporter) member 8 
(SLC2A8), mRNA 


NM 014280 


Homo sapiens DnaJ (Hsp40) homolog, subfamily C, member 8 (DNAJC8), 
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n 


iTiNA ^ 


NM 014313 i 
NM_0 14229 1: 

r 


rr^TYin sapiens small membrane protein 1 (bJViPl), mKJNA 

lomo sapiens solute carrier family 6 (neurotransmitter transponer, GABA), 
member 11 (SLC6Ain, mRNA nrnFrTjOP 


NM 014575 I 
NM_014402 1 
I 


fomo sapiens schwannomm interacting protem i (.S^HlFl), mKfm 

lomo sapiens low molecular mass ubiquinone-bmdmg protem (.y.^kl^; i.Ql'-^). 


NM_014394 1 


iomo sapiens growth hormone inducible transmembrane protem (GHTTM), 


NM_0 14225 ] 

NM 014497 
NM 014399 
NM 014889 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subumt A (FK 

65\ alpha isoform (PPP2R1 A), mKNA 

Homo sapiens nuclear protem (NP220), mRNA — 

Homo sapiens tetraspanNET-6 protem (NET-6), mKNA 

Homo sapiens metalloprotease 1 (pitnlysm lamily; a^iPl), .xJ^^A _ 


NM 014484 
NM 014447 
NM 014iMJ 
NM_014478 


Homo sapiens molybdenum cofactor svnttiesis 3 (MOCS3), mRNA 

Homo sapiens arfaptin 1 (HSU52521\ mRNA . 

Unmn cnninnR TNF-induccd protein (002-1), mRNA __ ^ 

Homo sapiens calcitonin gene-related peptide-receptor component protem 

rCGRP-RCP\ mRNA — — 

TTnrT.o cT^^r^Ti" Vinnp momliopp'rietic protem 10 (JtsiYlPlO), mRjNA 


NM 014482 
NM_0 14474 


Homo sapiens pone niuipiiufe^^ixw^xx^ pi.^ ^ - — — — ^ oAyrr ar>A 

Homo sapiens acid sphingomyelinase-like phosphodiesterase ^ASMi.iB>, 

rr^RTJA __ 


NM 014480 
NM_0 14576 


Homo sapiens zinc finger protein (A±-UZU^yi ), mRl>IA . 

Homo sapiens Apobec-1 complementation factor; APOBKC-1 stimulating 
protein (ACF\ mRNA _ — 


NM 005S84 
NM_013434 

NM 012446 
NM 013235 
NM 013349 
NM 013323 
NM 013388 
NM 013328 


Wnmo saniens p2UCDKNl A)-activated kinase 4 (FAK4), mRNA 

Homo sapiens calsenilin. presenilin binding protein. EF hand transcription factor 

(CSEN), _ — — T-„ -i^j r»-NTA Wnrlinc rtrotHn 7 (SSRP2), noRNA 

Homo sapiens smgle-stranded DMA Dinaing pruicm ^ yo^t-'x 

Homo sapiens putative ribonuclease m (RNASE3L), n*NA 

Homo sapiens secreted protein of unknown function (SPUF),mRNA _ 

Homo sapiens sorting nexm 11 (SNXll), mKJNA — — ^ 

Homo sapiens prolactin regulatory element binding (FKEB ) mKJNA 

Wnn,o ...piens pvrrohne 5-carboxylate reductase isotorm (P5CR2). mRNA 


NM 013370 
NM 013277 
NM 013285 
NM 013320 
NM 013391 
NM 013253 
NM_013339 

NM 004120 
NM 005690 
NM 012063 
NM 012470 
NM 012252 


- H^^^ ^>r^-c fr..pna.cv-induced growth inhibitor (OKL38), mRNA 

Homo sapiens Rac GTPase activating protem 1 (RACGAPl), mRNA _ 

" Hn^o sapiens nucleolar GTPase (HUMAUANTIG). mRNA 

" Homo sapiens host cell factor 2 (tHJt-Z), ipkinA , , , , ,, 

Hnmn sapiens dimethvlelvcine dehvdroeenase precursor (DMGDH), mRNA 

- Horr^o sapiens dickkopf homoloe 3 (Xenopus laevis) pKK3), mRNA 

Homo sapiens dolichyl-P-Glc:Man9GlcNAc2-PP-dolichylgiucosyitransferase 

c.pi..s ...anvlate bindine protem 2, mterferon-mducible (GBF2), mKNA 

Wnmo sapiens dynamin 1-like mNMlLl transcript variant ^, mki>J A _ 

Homo sapiens dynamin 1-like (DNMIL), transcript vanant2.mKNA 

Homo sapiens transportin-SR fTRN-SR), mRNA . _ 

Homo <?apiens transcription factor EC (IbEC), mRNA — 


NM 012250 
NM 012249 
NM 012388 
NM 012322 
NM 012316 


»"mo .-Aniens related RAS viral (r-ras) oncogene homolog 2 (RRAS2), m^NAl 

Homo sapiens ras-like protein (TCIO), mRNA 

" Homo sapiens pallidin homoloe (mouse) (PLUM mklM A . 

Homo sapiens U6 snRNA-associated Smjike protem (LSM5). mRNA 

Homo sapiens karyopherin alpha 6 rimportin alpha 7) (KPNA6), mRNA 1 
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NM 012189 


Homo sapiens librousneatnin 11 (^roJr-zj, inivLN/\ 


NM_0 12081 


xxomo sapiens iiJLJ-/-xsJbi^Ai±iJ^ JbsJN/\ xkjju, i iviiiivf\oJC/ jul, ij*iwrv^iNo/\iiv/iN 


NM_003996 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
(Cjr A^}, transcript variant z, niKJN A 


JSIM 005260 


Homo sapiens growtn aiiierentiation lacior y {Kjury)^ uukina 


NM 007352 


Homo sapiens elastase 3B, pancreatic CELA3B), mRNA 


NM 006685 


Homo sapiens proline rich 3 inKNA 


1^_007357 


Homo sapiens low density lipoprotein receptor defect C complementing (LDLC), 
mRNA 


XTN K f\r\ >1 1 O O 

JNM 004133 


Homo sapiens hepatocyte nuclear factor 4, gamma (HNF4G), mRNA 


NM_003144 


Homo sapiens signal sequence receptor, alpha (translocon-associated protein 

alpha) (SSRl), mRNA 


]SIM_007324 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 1 , 
mRNA 


NIVI_007323 


Homo sapiens MAD, mothers against decapentaplegic homolog (Drosophila) 
interacting protein, receptor activation anchor (MADHIP), transcript variant 2, 
mRNA 


TwT\ Jf AAC 1 

NM 005162 


Homo sapiens angiotensin receptor-like 2 (AGTRL2), mRNA 


Tw.nv iT AACCA1 

NM__005501 


Homo sapiens integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 
receptor) ^iivjAoJ, transcnpi variant d, mruNA 


JNJVl UU/144 


riomo sapiens zinc linger protein lhh v^iviei-io) v.-^inj? lhh), niiNj.N/\ 


JNM uU/2oo 


Homo sapiens s3maptopodin (KIAA1029), mRNA 


TvTl\./l AA'7 1 OQ 


riomo sapiens inter leuKm-i receptor-associaxea Kinase ivt i^uv/viv-ivij, miviNA 


INM UU/Zo3 


Homo sapiens monoglyceride lipase (MGLL), mRNA 


NM 007241 


Homo sapiens EAP30 subunit of ELL complex (EAP30), mRNA 


NM 007212 


Homo sapiens ring finger protein 2 (RNF2), mRNA 


NM 007236 


Homo sapiens calcium binding protein P22 (CHP), mRNA 


NM 007063 


Homo sapiens vascular Rab-CjAr/ 1 BC-contammg (VKr), mRJNA 


"KT\ JT AA'^A'^T 

NM 007027 


Homo sapiens topoisomerase (DN A) U binaing protein ( 1 UJrxSr l mKJN A 


"VTNiff AA^AO O 

NM_00o93S 


Homo sapiens small nuclear ribonucleoprotein Dl polypeptide (16kD) 
(SNRPDl), mRNA 


'KTX jT AA^AO*? 

NM_006937 


Homo sapiens SMI 3 suppressor or mii two 3 nomolog z (ye^si) {p}>/ii:>ztz), 
mKJNA 


NM uu/uzy 


Homo sapiens statnmin-iiKe z ijvljnz^, mKJN/\ 


XTTVyr AATAyl'^ 

NM 007042 


Homo sapiens nbonuclease r (14kjj) (^KJrx'i^j, mKJNA 


1VTN>r AA^nA'7 

NM_UUoyU / 


riomo sapiens pyrroiine-D-carDOxyiate reauctase i v.-^ xi_^Jxi ^, nucicar gene 
encoding mitochondrial protein, mRNA 


NM 007059 


Homo sapiens kaptin (actin binding protein) (KPTN), mRNA 


JNJVL uu/uoy 


Homo sapiens rUvAo-iiKe suppressor d (^xik/vojlo o ^, niKiN/v 


NM 006895 


Homo sapiens histamine N-methyltransferase (HNMT), mRNA 


NM 007071 


Homo sapiens HERV-H LlK-associating i (HHLAi rnJbuNA 


"KTN jT AA'TA/T'^ 

NM 007067 


Homo sapiens histone acetyltransferase (HBOA), mRNA 


NM_007006 


Homo sapiens cleavage and polyadenylation specific factor 5, 25 kD subunit 
(CPSF5), mRNA 




T-Ti-vT-i-^r* oo-n-iA-nc no+iTral Irilli^T r»^»n 'Tf^e* f^Txirxr itnmiiT^rtO'lrtVinl'iTi QllTlftTTflTTIil'V TTiftTnT^PT 
jLlUIiiU od-UlCllo XldLLUal JvLild wwli ICwCLrLvyij iiillllUlliJglUl^uiiii dw^^xxaiiiiijr xii^iui^vi 

(BY55), mRNA 


NM 006754 


Homo sapiens synaptophysin-like protein (SYPL), mRNA 


NM 006802 


Homo sapiens splicing factor 3a, subunit 3, 60kD (SF3A3), mRNA 


NM 006842 


Homo sapiens splicing factor 3b, subunit 2, 145kD (SF3B2), mRNA 


NM 006834 


Homo sapiens RAB32, member RAS oncogene family (RAB32), niRNA 
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NM 006875 


Homo sapiens pim-2 oncogene (P1M2), mRNA 


NM 006810 


Homo sapiens for protein disulfide isomerase-related (PDIR), mRNA 


NM 003609 


Homo sapiens HERA interacting protein 3 (HIRIP3), mRNA 


NM 006820 


Homo sapiens chromosome 1 open reading frame 29 (Clortzy), mKJNA 


NM 006848 


Homo sapiens hepatitis delta antigen-interacting protein A (DIP A), mRNA 


NM_006876 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
6 (B3GNT6), mRNA 


NM_006653 


Homo sapiens sue 1 -associated neurotrophic factor target 2 (FGFR signallmg 
adaptor) (SNT-2), mRNA 


NM 006638 


Homo sapiens nbonuclease P, 40kD subvmit (RPP40), mRNA 


NM 004163 


Homo sapiens RAB27B, member RAS oncogene larmly (RABz VB), mKJNA 


NM_006713 


V V • I'll "V T A "1 nr A * ^ xv« n M A f 1 1/ ' >i \ 

Homo sapiens activated RNA polymerase U transcription coiactor 4 (.rC4), 
mRNA 


NM 006601 


Homo sapiens unactive progesterone receptor, 23 kD (F23), mKJNA 


NM 006675 


Homo sapiens tetraspan transmembrane 4 super family CNET-5), mRNA 


NM 006501 


Homo sapiens myehn-associated ohgodendrocyte basic protein (MOBP), mRNA 


NM 006612 


Homo sapiens kmesm family member IC (KIFIC), mRNA 


NM_006567 


Homo sapiens phenylalanine-tRNA synthetase (FARSl), nuclear gene encoding 
mitochondrial protein, mteNA 


NM_006594 


Homo sapiens adaptor-related protein complex 4, beta 1 subunit (AP4B1), 
mRNA 


NM 006621 


Homo sapiens S-adenosylhomocysteme hydrolase-hke 1 (AHCYLl), mKJNA 


NM 006472 


Homo sapiens thioredoxm interacting protein (TXNIP), mRNA 


NM 006388 


Homo sapiens HIV-1 Tat interactive protein, 60 kD (HTATIP), mRNA 


NM_006281 


Homo sapiens serine/threonine kinase 3 (STE20 homology yeast) (STK3), 
mRNA 


NM 006401 


Homo sapiens acidic protein rich in leucines (SSP29), mRNA 


NM 006425 


Homo sapiens step n sphcing factor SLU7 (SLU7), mRNA 


NM_006359 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 6 
(SLC9A6), mRNA 


NM 0063 28 


Homo sapiens RNA binding motif protein 14 (RBM14), mRNA 


NM_006466 


Homo sapiens polymerase (RNA) m (DNA directed) polypeptide F (39 kD) 
(POLR3F), mRNA 


NM 006467 


Homo sapiens polymerase (RNA) III (DNA directed) (32kD) (RPC32), mKNA 


NM 006397 


Homo sapiens nbonuclease HI, large subunit (RN ASEHI), mKNA 


NM 006443 


Homo sapiens putative c-Myc-responsive (RCL), mRNA 


NM 006390 


Homo sapiens RAN binding protem 8 (RANBP8), mRNA 


NM 006256 


Homo sapiens protein kinase C-like 2 (PRKCL2), mRNA 


NM 006254 


Homo sapiens protem kinase C, delta (PRKCD), mRNA 


NM 006229 


Homo sapiens pancreatic lipase-related protein 1 (PNLIPRPl), mRNA 


NM_006319 


Homo sapiens CDP-diacylglycerol— inositol 3-phosphatidyltransferase 
(phosphatdylmositol synthase) (CDIPT), mRNA 


NM_006219 


Homo sapiens phosphoinositide-3-kinase, catalytic, beta polypeptide (PIK3CB), 

mKNA 


NM 006346 


Homo sapiens progesterone-mduced blocking factor 1 (PIBFl), mRNA 


NM_006473 


Homo sapiens TAF6-like RNA polymerase n, p300/CBP -associated factor 
( j^u AJr )-associateci lactor, od kl' ( i/vroi-j, misJN/v 


NM 006396 


Homo sapiens Sjogren's syndrome/scleroderma autoantigen 1 (SSSCAl), mRNA 


NM_006428 


Homo sapiens melanoma-associated antigen recognised by cytotoxic T 
lymphocytes (MAATl), mRNA 


NM 006475 


Homo sapiens osteoblast specific factor 2 (fasciclin I-like) (OSF-2), mRNA 


NM 006392 


Homo sapiens nucleolar protein 5A (56kD with KKE/D repeat) (NOL5 A), 
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mRNA 


NM_006417 


Homo sapiens interferon-induced, hepatitis C-associated microtubular aggregate 
protein (44kJj) (M 1 AP44), mRNA 


"V TTv r f\/\^ Af\C 

NM 006405 


Homo sapiens transmembrane 9 superfamily member 1 (TM9SF1), mRNA 


NM_006471 


Homo sapiens myosin, light polypeptide, regulatory, non-sarcomeric (20kD) 
(Mi^CB), mRNA 


NM 006152 


Homo sapiens lymphoid-restricted membrane protein (LRMP), mRNA 


NM 006460 


Homo sapiens HMBA-mducible (HlSl), mRNA 


Nm OOoiOJ 


Homo sapiens transcriptional activator of the c-fos promoter (CROC4), mRNA 


JNM_yOol35 


Homo sapiens capping protein (actin filament) muscle Z-line, alpha 1 

^L^/VrZ/Al J, niKJN/v 


INJVI UUoUoO 


£iomo sapiens tuDuim, oeta, 4^1 ux>Jt>4;, nUxiNA 


NJVL UUj/oI 


Homo sapiens plexm (^i ^rL^AJNi^i }, inKJNA 


JNM 003/24 


Homo sapiens tetraspan 3 (^l orAJN-j j, mRNA 


JNJVl 00jo4o 


Homo sapiens l AR iHiV) rna uinciing protein i ARtSr i mRNA 


iNJYl OODoiy 


Homo sapiens syntaxin 6 (STX6), mRNA 


NM 005 o66 


Homo sapiens sigma receptor (oRJ i /4/ Dinaing protem 1 ) (^oR-HJriJ, mKNA 


NM 005842 


Homo sapiens sprouty homolog 2 (Drosophila) (SPRY2), mRNA 


NM 005626 


Homo sapiens splicing factor, arginine/serine-rich 4 (SFRS4), mRNA 


NM 005770 


Homo sapiens small EDRK-ncn lactor 2 (bliRrz), mRNA 


NM 005805 


Homo sapiens 26S proteasome-associated padl homolog (POHl), mRNA 


]S1M 005746 


Homo sapiens pre-B-cell colony-enhancing factor (PBEF), mRNA 


NM_005869 


Homo sapiens serologically defined colon cancer antigen 10 (SDCCAGIO), 
mRNA 


NM 005787 


Homo sapiens Not56 (D. melanogaster)-like protein (NOT56L), mRNA 


NM 005792 


Homo sapiens M-phase phosphoprotein 6 (MPHOSPH6), mRNA 


NM_005693 


Homo sapiens nuclear receptor subfamily 1, group H, member 3 (NR1H3), 
mRNA 


NM 005799 


Homo sapiens PDZ domain protein (Drosophila inaD-like) (DSfADL), mRNA 


NM_005713 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) binding protein 
(COL4A3BP), transcript variant 1, mRNA 


NM 005878 


Homo sapiens trinucleotide repeat containing 3 (TNRC3), mRNA 


NM 005875 


Homo sapiens translation factor suil homolog (GC20), mRNA 


NM_005838 


Homo sapiens glycme-N-acyltransferase (GLYAT), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_005754 


TT T^ ✓^'~r^T\ A ' t ' J * €^TTO J •'l*Jl'' ^ ' 

Homo sapiens Ras-GTPase-activatmg protein SH3-aomain-bmaing protem 
(G3BP), mRNA 


NIVI_005764 


Homo sapiens epithelial protein up-regulated in carcinoma, membrane associated 
protein 17 (DD96), mRNA 


NM_005694 


Homo sapiens COX 17 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 17), nuclear gene encoding mitochondrial protein, mRNA 


NM_005506 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondm 
receptor)-like 2 (lysosomal integral membrane protein 11) (CD36L2), mRNA 


NM_005881 


Homo sapiens branched chain alpha-ketoacid dehydrogenase kinase (BCKDK), 
mRNA 


NM_005718 


Homo sapiens actin related protein 2/3 complex, subunit 4 (20 kD) (ARPC4), 

T-rtP XT A 

rntviNA 


NM_005717 


Homo sapiens actin related protein 2/3 complex, subunit 5(16 kD) (ARPC5), 
mRNA 


NM_005829 


Homo sapiens adaptor-related protein complex 3, sigma 2 subunit (AP3S2), 
mRNA 


NM 005814 


Homo sapiens glycoprotein A33 (transmembrane) (GPA33), mRNA 
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NM_005406 1 

1 


lomo sapiens Rho-assooiated, coiled-coil containing protein kinase 1 CKuCKl), 

nRNA . 


NM 005399 1 
NM 005396 1 


c!i™f>n<! nrntein kinase AMP-activated, beta 2 non-catalytic subimit 

TRKAB2), mRNA 

Romo saoiens oancreatic lipase-related protein 2 fPNLIPRP2), n*NA 


NM 005489 
NM_005479 


Homo sapiens SH2 domain-containing iSiLtDi*^), mRNA 

Homo sapiens frequently rearranged in advanced T-cell lynqjhomas (FRAl 1), 

mRNA 


NM 005154 
NM_005066 


Homo sapiens splicing factor proline/glutamine nch (polypyrrauame tract 
binding protein associated) (SFPO), mRNA 


NM_005123 
NM 005046 


Homo sapiens nuclear receptor subfamily 1. group H, member 4 tNRlH4), 
mRNA — irirri 

Homo sapiens kallikrein 7 f chvmotryptic, stratum comeum) (KLK.7), mKJNA 


NM 005030 
NM 005014 
NM_005003 


Homo sapiens polo-like kinase (Drosophila) (PLK), mRNA _ 

Homo sapiens osteomodulin (OMD"), mRNA . — 

Hrwrnr. <:nmf>n«; NADH dehvdrosenase (ubiqviinone) 1, alpha/beta subcomplex, 1 
('8kD,SDAP)(NDUFABn,niRNA 


NM_004941 

NM 004205 
NM 004818 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 8 (RNA 

helicase) (DDX8), mRNA 

Homo sapiens ubiquitin specific protease 2 (XJSP2), mRNA 

Homo sapiens prp28, U5 snRNP 100 kd protein (U5-100K-), rnKwA 


NM 004275 
NM 004272 
NM 004177 
NM_004719 


Homo sapiens TRF-proximal protem (TRFPX mRNA 

Homo sapiens Homer, neuronal immediate early gene. IB (SYN47). mKMA 

Homo sapiens svntaxin 3A (STX3A), mRNA 

Homo sapiens splicing factor, arginme/senne-nch 2, mteractmg protem 
(SFRS2IP), mRNA \ 


NM_004175 


Homo sapiens small nuclear ribonucleoprotem D3 polypepnde (18kU> 
(SNRPD3), mRNA ^ -— 


NM_004592 


Homo sapiens splicing factor, arginine/serine-rich 8 (suppressor-of-white-apncot 
homolog, Drosophila) (SFRS8), mRNA 


NM_004799 

NM 004875 
NM 004292 


Homo sapiens MAD, mothers against decapentaplegic homolog (DrosophUa) 
interacting protein, receptor activation anchor (MADHIP), transcnpt variant 3, 

mRNA 

Homo sapiens RNA polvmerase I subunit (RPA40), mKNA 

Homo sapiens ras inhibitor (RINl), mRNA ^ 


NM 004815 
NM 004772 
NM_004553 


TT TJTm 1 occfx^iatf^rl PVinfrAP 1 fPARGlV HlRNA 

Homo sapiens P3 1 1 protem (P3 11), mRNA . 

Homo sapiens NADH dehydrogenase (ubiqumone) Fe-S protein 6 (.l ikD) 
(NADH-coenzyme Q reductase) (NDUFS6), mRNA _ 


NM_004549 


Homo sapiens NADH dehydrogenase (ubiqumone) 1, subcomplex unknown, z 
(14.5kD, B14.5b) (NDUFC2), mRNA 


NM 004271 
NM_004672 


Homo sapiens MD-1, RPlOS-associated nvlD-1). mRNA 

Homo sapiens mitogen-activated protein kinase kinase kinase b (.MAl':3J5wO;, 


NM_004S28 


Homo sapiens lymphocyte antigen 95 (activating NK-receptor, NK-p44) (LY95), 


NM_004735 

NM 004811 
NM 004522 
[NM_004905 


Homo sapiens leucine rich repeat (in FLD) mteractmg protein 1 (LRRFIPl), 

mRNA — 

Homo sapiens leupaxin (LPXN) mRNA . 

Homo sapiens kinesin family member 5C (KIF5C), mRNA 

Homo sapiens anti-oxidant protein 2 (non-selenium glutathione peroxidase, 
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aciuic caicium-iTiaepenaent pnospnoiipase /^) ^jsjlaauiuoj, mKJNA 


NM__004770 


Homo sapiens potassium voltage-gated chamiel, Shab-related subfamily, member 

^ \JS.K^l\DjC)y JTLs\SSJ\ 


INiVl Uv/HOH-O 


Homo sapiens basement membrane-induced gene (ICB-1), mRNA 


MM 00476^ 


Homo sapiens integrin cytoplasmic domain-associated protein 1 (ICAP-IA), 
transcript variant 1, mRNA 


MA/f 004^14. 


riomo sapiens U3 snKJNJr-speciiic 4U Kua protein ^nlrrpo-oinding} QJrLrKJroBJrJj 

m"RNA 


NM 00483 Q 


xiomo Sapiens nomer, neuronal imnieaiaie eariy gene, z (^JiiJJMLcJx-Zxj^, i!ni\JN/v 


NM 004684 


Homo sapiens SPARC-like 1 (mast9, hevin) (SPARCLl), mRNA 


IN XVI U V/*t O J z« 


Homo sapiens glutathione-S -transferase like; glutathione transferase omega 


NM 004486 


numo bapienb goigi auioanugen, goigm suDiamiiy a, ^ i^vjvJi-rVjAz^, mKJNA 


NM 004125 


Homo sapiens guanine nucleotide binding protein 10 (GNGIO), mRNA 




Homo sapiens glycine cleavage system protein H (aminomethyl carrier) (GCSH), 
mRNA 


NM 0047^^7 

l>lJ.Vi \J\J*-t / \J / 


nomo sapiens enaomeim type D receptor-iiKe protein z (^JbHJD)K.-JLF-2), mKJNA 


NM C)OAddf\ 


xiomo sapiens xipn/\/ \^±ir^JnLA/ ^, mKJNA 




Homo sapiens small inducible cytokine subfamily E, member 1 (endothelial 
monocyLe-acuvaungj ^^oi^ i Jbi j, mKJNA 


NM_004427 


Homo sapiens early development regulator 2 (polyhomeotic 2 homolog) (EDR2), 


NM 004479 


xiomo sapiens aisneveiieu, asn nomolog z (Urosopnila) (UVl^z), mRNA 


TSTM nn441/^ 


riomo sapiens aeitex nomolog i (Urosopnilaj (L>1X1), mRNA 


NM 004073 


Homo sapiens cytokine-inducible kinase (CNK), mRNA 




Jtiomo sapiens centrin, xsr-nand protein, i (CJJC31 nomolog, yeast) (CETN3), 


NM 004fiRn 

i^iivx \j\j'-r\JO\J 


Xiomo sapiens cmomouomain proiem, y cnromosome, 1 (LUY l), mKJNA 


NM rtrt47Q1 


xiomo sapiens cocaine- ana ampnetamine-regulatea transcript (CARl), mRNA 


NM 004'^'?n 


xiomo sapiens Jt>i.^i_/Z/aaenovirus rmts lyKU interacting protein z (^JdJNJUtZ}, 
mRNA 


NM 004074 


Xiomo sapiens acnvatmg iranscnption lactor d (^AlrJj, mKJNA 


NM 001 177 

J-^XVi \J\J L X / / 


Xiomo sapiens /\jJx^-riDOsyiaiion lactor-iiKe i (.ARLi J, mKJNA 


NM 001545 


Homo sapiens immature colon carcinoma transcript 1 (ICTl), mRNA 


i.NXVJ. \J\J 1. ^ J J 


Homo sapiens heterogeneous nuclear ribonucleoprotein L (HNRPL), mRNA 


NM 001 SOQ 


Homo sapiens glutathione peroxidase 5 (epididymal androgen-related protein) 
y^rj^j), uanscripi variani i, mx\j.N/\ 


NM 001^49 


XI OHIO sapiens aspariyi-ii\j,N/\ syninetase ^^u/\Jxo^, niKJNA 


NM 00T^7Q 


Xiomo sapiens ^--lerminai oinamg proiem z ^v^ioJ^zJ, transcript variant i, 
mRNA 


NM 000082 


-tAv/Ai-io odpiC'iib v_^ouiv<iyiic oyiioxoiiic i ^dd-bbiCcii^ ^^y^iviN i inivLN/\. 


NM 001277 


Homo sapiens choline kinase (CHK), mRNA 


NM 001087 


xiomo sapiens angio-associaiea, migraiory ceil protein (AAJVLx^), mKJNA 


NM 003999 


Homo sapiens oncostatin M receptor (OSMR), mRNA 


NM 00^Q04 


xiomo sapiens zinc linger protem Z3y (^Z/iNrzjyj, mKJNA 


NM 003385 


Homo sapiens visinin-like 1 (VSNLl), mRNA 


NM_003348 


Homo sanien's ubiniiitin-coniiiffatinff en^vmp 1^91^ /TrR(^l'^ "homolrtrr \7^Qc+^ 
(UBE2N), mRNA 


NM_003341 


Homo sapiens ubiquitin-conjugating en2yme E2E 1 (UBC4/5 homolog, yeast) 
(UBE2E1), mRNA 


NM_003339 


Homo sapiens ubiquitin-conjugating enzyme E2D 2 (UBC4/5 homolog, yeast) 
(UBE2D2), mRNA 
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NM 003115 



NM 003305 



NM 003596 



NM 003747 



NM 003569 



NM 003164 



NM 003764 



NM 003133 



NM 003136 



NM 003131 



Homo sapiens UDP-N-actevlglucosaminepyrophos phoiylase 1 (qA^jXil^j^ 



Ho mo sapiens Ui^Jr-lN-a^L^^jris m ^v/^"---"— r^— r 1 ,n ^^rv^W 

Homo sapiens transient receptor potential cation channel, subfamily C, member 
3 fTRPC3), mRNA 



TTnmo saniei ^ tyrosylprotein sulfotransferase 1 (TPST1)> mRNA_ 



Homo sapiens tankyrase, TRFl -interacting ankynn-related ADP-nbose 
polymerase (TNKS\ mRNA 



Homo sapiens s yntaxin 7 (STX7), mKNA 



Homo sapiens s yntaxin 5 A (STX5 A) , mRNA 



Homo sapiens s yntaxin 11 (STXll), mRNA 

~ T- ; -j^^l* CiXj-T 



TTn^n .^;,piens si gnal recognition particle 9kP (SRP9), mRNA 
TT^m o ^^piens signal recognition p article S4kD (SRP54), mRNA 



NM 003795 



NM 003096 
NM 003093 



jiom o sapiciia oi^iiai xv^wv^E ..t>ww" I 2 --^ u™j;«« 

Homo sapiens serum response factor (c-fos serum response element-bmding 

transcription factor) (SRF\ mRNA 



Homo sapiens sorting nexin 3 (SNX3), mRNA ,gxTPPn^ t^PNA 



NM_003080 



NM_003059 



NM 003033 



H omo sapiens smal l u^'-^i^^ ""—"^ — i -t ' . , , , , ,i-TPPi— l ...t'ija 

Womo saniens s mall nuclear ribonucleoprotein polypeptide C (SNRPC), mKN A 
-^r T~. r 1 1 ii *.„ o -noii-H-ol mpmhrnne (neutral 



JHLomo sapi ens smaii imv^i t ^n •.•.'^^•■•^^ 1 r—jT f — - 

Homo sapiens sphingomyelin phosphodiesterase 2, neutral membrane (neutral 

cpT.inp omvelinase') (SMPD2). mRNA ^ _— 

Homo sapiens solute earner family 22 (organic cation transporter), member 4 
f SLC22A4), mRNA 



NM_003952 



NM 003729 



NM 002937 



NM_003804 



NM 002898 



Homo sapiens sialyltransferase 4A (beta-galactosidase alpha-2,3- 

sialvtransferase) (SIAT4A), mRNA ^ , n?PSfiKR2-> 

Homo sapiens libosomal protein S6 kinase, 70kD, polypeptide 2 (RPS6BCB2), 

mRNA 



Womo sa piens RTC domain containing 1 (RT CDl), mRNA 

— "-T : A c A /'P-N.TACT^A^ 



nomo satJitii io x>.x>-. »jv/njc>..^ — ^ o - V _ 

WoiT^o sapien s ribonuclease, RNase A family, 4 (RNASE4), mRNA 

~ '. .T^r^TT^T* riT^N -—^ +:^^ «.i^*-»o_fV»-r<ar\ninp! Vina? 



Homo sapiens receptor (TNFRSF)-interacting serine-threonme kinase 1 
(RIPKl), mRNA 



NM 002886 
NM 003953 



Homo sapiens RNA binding motif, single stranded interactmg protein 2 
fRBMS2), mRNA 



NM_002809 
NM 002771" 



Homo sapiens R AP2B, member of RAS on cogene family (RAP2B), mR^ 

' T. . ' 1 /TVA^DTT l^ ir-iT^MA 



XJH^XXI W OM-l^l.V'Aau ■M.-wi. —--—3 ir 

Homo sapien s myelin protein zero-like 1 (MP ZLl), mRNA 



nomo SapiClia llljr«^iin — X _ — ATPocff % 

Homo sapiens proteasome (prosome, macropam) 26S subunit, non-Airase, i 
nPSMD3), mRNA 



NM 002757 



NM 002754 



NM 003668 



NM 002718 



I NM_003622 



i NM_003626 



NM 002689 



NM 002685 



NM 003876 



Homo sapiens protease, serine . 3 (trypsin 3) (PRSS3). mRNA 
Homo sapi ens mitogen-activated protein kinas e kinase 5 (MAP2K5) mKNA 



Homo sapi ens mitogen-activated protein kinase 1 3 fMAPK13), mKNA 



nomu sapic^iio iAiiti^feWAA-ww^*T> *vwx^ ^ ^ z— — — — 

Homo sapiens mitogen-activated protein kinase-activated protein kinase 5 
(MAFKAPK5), mRNA 



Homo sapiens protein phosphatase 2 (formerly 2A). regulatory subunit B" (PR 
72), alpha i^of nrm and (PR 130). beta isof orm (PPP2R3), mRNA 



IjL)^ aipua laujujiAiJ. o-im ...-c x-/x.y , v ■ / — : — 7— rr- 

Homo sapiens PTPRF interacting protein, binding protein 1 (lipnn beta 1) 
(PPFroPl),mRNA 



Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
rPTPRF), interactin g protein (liprin V alpha 1 (PPFIAl), mRNA 



Homo sapiens polymerase fPNA-direc ted). alpha (70kD) QLA2)jnRNA 
Homo sapiens polymyositis/scleroderma autoantigen 2 (lOUKD) (PMSCL2), 
mRNA 



NM 002670 



NM 002664 



NM 003559 



Homo sapiens putative receptor pr otein (PMI), mRNA 



Homo sapiens plastin 1 fl isoform) (P LSl), mRNA 



Homo sapiens pleckstrin fPLEK), mRNA 

Homo sapiens phosphatidylinosit ol-4-phosphate 5-kinase, type n, beta 
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/T>TP^TrOTi\ wT?XTA 


XTTVyf AHKOO 


xiomo sapiens pJiospnoinositiae-3-Kinase, reguiaiory suDunii, pojypcpnac j ypDD, 

gallJilJa^ V^X^JJVjXvj^, iTuSJLN/Y 




xiomo Sapiens pnospnoinosiiiQe-o "Kinase, caiaiyuLf, ganuna poiypcpiiQ.c 
(PIKSCG), mRNA 


XTivyr f\f\o^OA 

iNiVl UUZOZ^ 


jtiomo sapiens preioioin d {^rrijrHD miviN/v 


iNlVl UUjcSh-O 


xionio sapiens peroxisomal Diogenesis lacior i iJtJ jc/-a.i ir>), itlkina 


iNiVl UUZOl / 


Homo sapiens peroxisome biogenesis factbt 10 (PEXIO), mRNA 


NM 002611 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 2 (PDK2), mRNA 


vnv>r AAHooi 


Homo sapiens phosphodiesterase 4C, cAMP-specific (phosphodiesterase El 
dunce homolog, Drosophila) (PDE4C), mRNA 


JNJYI uuzjyy 


Homo sapiens phosphodiesterase 2A, cGMP-stimulated (PDE2A), mRNA 


XTA/f AAO^A/1 


Homo sapiens nuclear transcription factor, X-box binding 1 (NFXl), mRNA 


XTA >f A AO /I Q O 

JNJVl_UUZ4oZ 


Homo sapiens nuclear auto antigenic spemi protein (hi stone -binding) (NASP), 
mRNA 


XT\>r AA'2QOiC 

JNJVL_UU3oZO 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protein, gamma 
(NAPG), mRNA 


XTN if A AO A^C 


Homo sapiens myosin binding protein C, slow type (MYBPCl), mRNA 


XTTVyf AAO/1/C1 


Homo sapiens mevalonate (diphospho) decarboxylase (MVD), mRNA 


iNiyi__UUio/o 


Homo sapiens degenerative spermatocyte homolog, lipid desaturase (Drosophila) 


NM_002307 


Homo sapiens lectin, galactoside-binding, soluble, 7 (galectin 7) (LGALS7), 

ry-iUXT A 


JNJVl UUZZ / 1 


Homo sapiens karyopherin (importin) beta 3 (KPNB3), mRNA 


NM 002270 


Homo sapiens karyopherin (importin) beta 2 (KPNB2), mRNA 


JNJyLUUz214 


Homo sapiens mtegrm, beta 8 (ilCjBc>), mRNA 


NM_002204 


Homo sapiens mtegnn, alpha 3 (antigen CD49C , alpha 3 subunit oi VLA-3 
receptor) (ITGA3), transcript variant a, mRNA 


NM 001560 


Homo sapiens interleukin 13 receptor, alpha 1 (IL13RA1), mRNA 


XTK >r AA0 1 

J>[M_U02163 


Homo sapiens interferon consensus sequence binding protein 1 (ICSBPl), 
mRNA 




Jdlomo sapiens Jieat snocK oUlcU protein l (cnaperomn) trlorJJij, mKJNA 


XnVyf A AO 1/1 A 


Homo sapiens Jiippocalcm-liJce 1 (rlirCALrij, mKJNA 


NM_003947 


Homo sapiens huntingtin-associated protein interacting protein (duo) (HAPIP), 

mKJNA 


NM__003665 


Homo sapiens ficolin (coUagen/fibrinogen domain containing) 3 (Hakata 
antigen) (JrC JN3 ), mJtCJNA 


XTTVyf AAAQ/10 


Homo sapiens glutamate receptor, metabotropic 5 (GRM5), mRNA 


XT\/f AAOA^'2 


Homo sapiens guanylate binding protein 1, interferon-inducible, 67kD (GBPl), 
mKNA 


XTTV/r AA1/IQO 

iNlVl_UU 1 4<$Z 


Homo sapiens glycine amidinotransferase (L-arginine: glycine 
amidinotransferase) (GATM), mRNA 


INIVI UUZU44 


Homo sapiens galactokinase 2 (GALK2), mRNA 


NM 001417 


Homo sapiens eukaryotic translation initiation factor 4B (EIF4B), mRNA 


XTAyf AAT'TCO 

jNJyi_U0375o 


Homo sapiens eukaryotic translation initiation factor 3, subunit 1 (alpha, 35kD) 

/'T?TC"5Q1\ -m'DXTA 

(^riirjol ), nUKJNA 


XSIXL \J\J IHV/H 


xiomo sapiens euKaryoiic transiaxion ciongauon laoiur i gamma ^xnur ivj^, 
mRNA 


NM_001960 


Homo sapiens eukaryotic translation elongation factor 1 delta (guanine 
nucleotide exchange protein) (EEFID), mRNA 


NM 003792 


Homo sapiens endothelial differentiation-related factor 1 (EDFl), mRNA 


NM 003974 


Homo sapiens docking protein 2, 56kD (DOK2), mRNA 
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MM 003586 


Homo sapiens double C2-like domains, alpha (JDUCZAJ, mKJN a 


NM 001883 


Homo sapiens corticotropin releasing hormone receptor 2 (CKHK2), mKiNA i 


NM 001873 


Homo sapiens carboxvpeptidase E (CPE), mRNA 


NM 001782 


Homo sapiens CD72 antigen (CD72), mRNA 1 


isnvl_001762 


Homo sapiens chaperomn containing TCPl, subunit 6A (zeta i; (.CdoA), 
mRNA 


NM 003716 


Homo sapiens Ca2+-dependent activator protem lor secretion lUAur&j, mi^N/^ i 


NM_003986 


Homo sapiens butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma- 1 
butyrobetame hydroxylase) 1 (BBOXl), mRNA 


NM 001674 


Homo sapiens activating transcription factor 3 (ATF3), mRNA 


NM 001173 


Homo sapiens Rho GTPase activating protem 5 (ARHGAP5), mRNA 


NM 025065 


Homo sapiens RNA processing factor 1 (RPFl), mRNA J 


NM 024907 


Homo sapiens F-box protein FBG4 (FBG4), n^^NA 1 


NM 025194 


Homo sapiens inositol 1,4,5-tnsphosphate 3-kmase C (ITFKC), mKNA 


NM_0 14203 


Homo sapiens adaptor-related protein complex 2, alpha 1 subumt (AifZAi), 
mRNA 


NM 130786 


Homo sapiens alpha-l-B glycoprotein (AlBG), mRNA 


NM 031482 


Homo sapiens hypothetical protein DJCFZpS 861041b {DKl*Z.l:":>60lU4i«j, mmNA 


NM 015419 


Homo sapiens adlican (DKFZpS 6411 922), mRNA 


NM 015683 


Homo sapiens hypothetical protem (CLONE24945), mRNA 


NM 015638 


Homo sapiens chromosome 20 open reading frame 188 (C20orfl88), mRNA j 


NM 080737 


Homo sapiens synaptotagmm-like 4 (granuphilin-a) (SYTL4), mRNA 


NM 080723 


Homo sapiens vesicular membrane protein p24 (VMP ), mRNA 


NM 080678 


Homo sapiens NEDD8-conjugating enzyme (NCE2), mRNA 


NM 080668 


Homo sapiens similar to RIKEN cDNA 2610036L13 (MGC163S6), mRNA 


NM_080666 


Homo sapiens similar to RIKEN cDNA 2600001 Al 1 gene (LOCI 12840), 1 
mRNA 


NM 080663 


Homo sapiens similar to RIKEN cDNA 4933424N09 gene (MGC 16943), mRNA 


NM 080661 


Homo sapiens similar to RIKEN cDNA 0610008P16 gene (MGC15937), mRNA 


NM 080658 


Homo sapiens similar to RIKEN cDNA 0610006H10 gene (MGU9 /4U), mKNA j 


NM_080656 


Homo sapiens similar to RIKEN cDNA A430101B06 gene (MGC13017), 
mRNA 


NM 080651 


Homo sapiens similar to RIKEN cDNA 1810038N03 gene CMGG98y0), mKNA 


NM 080650 


Homo sapiens similar to RIKEN cDNA 5730421E18 gene (MGC147yb), mKJNA 


NM 080604 


Homo sapiens tight junction protein 4 (peripheral) (TJF4), mKJNA 1 


NM 080552 


Homo sapiens vesicular inhibitory amino acid transporter (VIAAT), mRNA 


NM 080429 


Homo sapiens aquaporin 10 (AQPIO), mRNA 1 


NM 018897 


Homo sapiens axonemal dynein heavy chain 7 (DNAH7), mRNA 


NM 015570 


Homo sapiens autism-related protein 1 (BaAA0442), mRNA | 


NM 015132 


Homo sapiens sorting nexin 13 (SNX13), mRNA 


NM_022457 


Homo sapiens similar to constitutive photomorphogenic protein 1 (Arabidopsis) 1 
fFLJ10416),mRNA 


NM_030658 


Homo sapiens putative ankynn-repeat contammg protem (DKP ZF564D 1 bb), 
mRNA 


NM 058229 


Homo sapiens F-box only protein 32 (FBX032), mRNA 


NM 058188 


Homo sapiens chromosome 21 open reading frame 67 (C21orl67), mKMA 


JNM UDoIo/ 


xj-omo sapiens cnromosome zi open rcaumg uaiiic^ ^^^^xvrxxi^-'^j aaixva-^x-i. i 


NM 058171 


Homo sapiens INGl -like tumor suppressor protein (EMGl -like), mRNA j 


NM 058167 


Homo sapiens ubiquitin conjugating enzyme 6 (Ubc6p), mRNA 


NM 015242 


Homo sapiens centaurin, delta 2 (CENTD2), mRNA 1 


NM 054114 


Homo sapiens hypothetical protein FLJ3263 1 (FLJ3263 1), mRNA 1 


NM 054111 


Homo sapiens inositol hexaphosphate kinase 3 (IHPK3), mRNA | 
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NlVT 0541 OS 


Wnmn <!anieTi<? T-T-revI 07-HVp r»rr»tpin S HTRT PS"^ mRlMA 


NM 020794 


Homo saniens densin-1 RO nCTA Al 365"^ mRNA 


NM 0S40'^'? 




NM 0S40'^1 


Wnmn cnniPnQ Cr nroff^i-n-i^r^tir^li^rl re^nt^nfnr M^Pt^V^ /'TV/TP mP"NJA 


NM 0S40'^0 


T-fnmo QamenQ O ■nrntf»in-roiinlpri rf»rf»ntnr A/rRO"5r9 /^A/^R^▼'V9^ mPTsJA 






NM 0S4094 


xiLniiu da.picxic» liiddiiuiiid. iiiiinjiuury d-t/Hvity pxijidii z ^^ivjultilZ iiix\J.n/\ 


NM 0^^1946 


AXvJlllLF oapiCllo OCilLclU.I ill, ^aimild. D \\^C/XS xKJJj, IlLCvlN/A. 


NM 0S9R60 


XiUlllU odpiCIlo liJ. UppCi-llxvC Z.1I1C/ illl^Cr piULClll ^^A^lNJr jUU )y Iilr\J. N r\ 


NM 053054 


Homo sapiens cation channel of sperm (CATSPER), mRNA 


NM OS'^OS'^ 


WrkTnri cdni/anc QPT'^_«iccrtr»icit<arl •Tar'frk-r A9 ^QT'APA9^ rvi'DXTA 
XxL/IIlU oapiCIlb ox 1 0~d.ooUdd.lCCl laClOr ^Z 1 IWH-Z, mtVlNrV 


"MM n^'^ftJ.R 


xiomo Sapiens nypotnccicai proiein ivi\j^iojo*t ^ivio^iojo'fj, mKJN/v 


>JM n^'^n2i7 

i\ IVi U J J / 


xiomo sapiens nypotneiicai proiein iviLji^iouoj ^vio^iouoj j, mKJNA 


IN iYl U J J \JH\J 


xi.omo sapiens i:^iN/\o-iZ3 ^j^ul^ojUZoJ, inj\j>i/\ 




Jtiomo sapiens ujjjt giycosyitransierase z lamiiy, poi3^eptiae r>zo i Zr>Zo), 


NM OS'^OOl 


xxUllliJ oapiCIlo OU\i-ol\JippCU-rCld.LCQ Z/V proieill \\JiJsS~^)y ITLtvLN/\ 


NM 0529Q7 


xxUliiiJ oapiCiio UiCaoL UdnL/Cr antigen 1>J X "OXv i ^iN X -x3xv-l )y mxvlN/\ 


NM 0S7971 


xxcmiu odpiciio iivcr~c/i.piCoocu d.iiLiiiii(./ruDiai pepiiLie z ^x-»xi/\Jr -z^, nirviN/A. 


NM 052956 


Homo sapiens medium-chain acyl-CoA synthetase (MACSl), mRNA 


NM 0S9949 


Xiomo sapiens guanyiaLe uinumg proiem d y\ji5rD jy niiviN/v 


ISTM 0^9071 
iNlVi J 1 


xiomo sapiens acuvating xsis. receptor niKJNA. 


XTM n^9Q7Q 

INlVi v JZo / -7 


xiomo sapiens c-ivipi Dinciing protein vi-»iJL-.i ldZj i), itikjna 


iNiVi UJUyZo 


xiomo sapiens jjjn a replication lactor (k^ij i i), nixsJN A 


NM_025185 


Homo sapiens putative ankyrin-repeat containing protein (DKFZP564D166), 

mxvlN/V 


INIVI U 1 3 i 


Xiomo sapiens jsJAAuoyu protein ^iviAAUDyuj, itikjna 


INIVI UO^OZO 


xiomo sapiens Jivii i proiem ^jjvii ij, mKiNA 


"NM 0997*^5 

INiYl VZZ* / O J 


xiomo sapiens goigi pnospnoproiem i i^orv^i^r^xi i nuKJN a 


NM 0^'^<s47 


Xiomo sapiens nypoxnexicai gene iVioLxio/jj similar to s^^izi 13 (jyioi^io / 

■mPTMA 
IIlI\J.>c.rY 


NM 0^99f;» 


xiuiiiu odpiciio iicivc inj ury gene zoo ^inxinzoo )y mxviN/\ 


TsJM 01f^l^>7 

IN iVl V 1 IJ 1 U / 


xiumu bd.piens leiinoic aciu repressiuie protein ^JxAxvvj**! )j nfixviNA 


NM 0^'^414 


xiuiiiu bdpienb nypoineticai proiem iYLv_iv_^i / jjz \^ivxvjv,xi /3Dz^, niKJNA 


NM 016336 


Homo sapiens non-canonical ubquitin conjugating enzyme 1 (NCUBEl), mRNA 


iNlVx U-5 1 / 


xiomo sapiens nypoineticai gene z,iJjZr lu y/^UDZr ik)), mKJNA 




Xiomo sapiens jdxv lo nucleus signalling z ^xiiviNzj, ixixviN A 


"MM ^'^1Q5*^ 


xiumo bdpicns in xLi-ox^iz protein v^xn iu-ox izj, nixN-iNA 


NM 0'^'^910 


xx*jiiiu odpicilo iiypoincucdi proicin x^x-»j i*rooj ^x^x^j x*^odd mxsj.N/\ 


NM 0'^'^91 1 


xxuiiio odpicns nypoineticai gene supponcu. oy .rt_ru^oioZj jD\^\j\jyz\jo 
rLOC90355'i mRNA 


NM 033194 


Homo ^anipTiQ Qmsill lif»nt cVinpV T^mtpin RO rT-TonRO^ mPXTA 


NM 039172 


Homo Q5iT>iPnc Hvcfrril^rRvin KinHincr rirotfin 1 ^O'l'M WP1 ^ Tr»P"NrA 
i.±\ji.n\j oapidio viyoUii^uicvin uiiiLiiiig piuidix x \^x-/xinxjx i j, mx\j.N.r\. 


NM 020405 


Homo sapiens tumor endothehal marker 7 precursor (TEM7), mRNA 


"MM O'^'^l 1 5 


xiomo sapiens nypoLneiicai proiem xviov^ i o i oy ^^jvivjv^ i o i oy j, miviN A 


TsTM 03'^1 1 7 


Xiomo bdpiens nypoineticai proiem ivio^^z / dh <^ivxov-,z / j^j^ mKJNA 


NM 033103 


Homo saniens rhonhilin-lilce nrotein rLOC85415^ mRNA 


NM 033035 


Homo sapiens thymic stromal lymphopoietin (TSLP), noRNA 


NM_014001 


Homo sapiens golgi associated, gamma adaptin ear containing, ARF binding 
protein 3 (GGA3), mRNA 


NM 015149 


Homo sapiens RalGDS-like gene (RGL), mRNA 


NM 032937 


Homo sapiens AD038 (LOC85026), mRNA 
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NM 032932 


Homo sapiens hypothetical protein MGCl 1316 (MGCl 1316), mRNA 


NM 032930 


Homo sapiens hypothetical protein MGCl 3040 (MGCl 3040), mRNA 


NM 032918 


Homo sapiens RAS-like, estrogen-regulated, growth-inhibitor (RERG), mRNA 


NM 032916 


Homo sapiens hypothetical protein MGC16279 (MGC16279), mRNA 


NM 032907 


Homo sapiens hj/pothetical protein MGC14421 (MGC14421), mRNA 


NM 032904 


Homo sapiens hypothetical protein MGC14433 (MGC14433), mRNA 


NM 032900 


Homo sapiens hypothetical protein MGC14258 (MGC14258), mRNA 


NM 032895 


Homo sapiens hypothetical protein MGC14376 (MGC14376), mRNA 


NM 032888 


Homo sapiens KIAA1870 protein (KIAA1870), mRNA 


NM 032886 


Homo sapiens hypothetical protein MGC15912 (MGC15912), mRNA 


NM 032884 


Homo sapiens hypothetical protein MGC15882 (MGC15882), mRNA 


NM 032876 


Homo sapiens hypothetical protein MGC15563 (MGC15563), mRNA 


NM 032875 


Homo sapiens hypothetical protein MGC15482 (MGC15482), mRNA 


NM 032874 


Homo sapiens hypothetical protein MGC15438 (MGC15438), mRNA 


NM_032872 


Homo sapiens NADPH oxidase-related, C2 domain-containing protein (JFCl), 

mRNA 


NM_032871 


Homo sapiens tumor necrosis factor receptor superfamily, member 19-like 

(TNFRSF19L), mRNA 


NM 032866 


Homo sapiens hypothetical protein FLJ14957 (FLJ14957), mRNA 


NM 032860 


Homo sapiens hypothetical protein FLJ14909 (FLJ14909), mRNA 


NM 032858 


Homo sapiens hypothetical protein FLJ14904 (FLJ14904), mRNA 


NM_032852 


Homo sapiens AUT-like 1, cysteine endopeptidase (S. cerevisiae) (AUTLl), 
mRNA 


NM 032848 


Homo sapiens hypothetical protein FLJ14827 (FLJ14827), mRNA 


NM 032845 


Homo sapiens hypothetical protein FIJI 48 16 (FLJ14816), mRNA 


NM 032835 


Homo sapiens hypothetical protein FLJ14761 (FLJ14761), mRNA 


NM 032824 


Homo sapiens hypothetical protein FLJ14681 (FLJ14681), mRNA 


NM 032823 


Homo sapiens hypothetical protein FLJ14675 (FLJ14675), mRNA 


NM 032822 


Homo sapiens hypothetical protein FLJ14668 (FLJ14668), mRNA 


NM 032818 


Homo sapiens hypothetical protein FIJ14642 (FLJ14642), mRNA 


NM 032804 


Homo sapiens hypothetical protein FLJ14547 (FLJ14547), noRNA 


NM 032795 


Homo sapiens hypothetical protein FLJ14494 (FLJ14494), mRNA 


NM 032783 


Homo sapiens hypothetical protein FLJ14431 (FU1443 1), mRNA 


NM 032766 


Homo sapiens hj'pothetical protein MGC16179 (MGC16179), mRNA 


NM 032763 


Homo sapiens hypothetical protein MGC16142 (MGC16142), mRNA 


NM 032756 


Homo sapiens hypothetical protein MGC15668 (MGC15668), mRNA 


NM 032744 


Homo sapiens hypothetical protein MGC12335 (MGC12335), mRNA 


NM 032738 


Homo sapiens hypothetical protein MGC4595 (MGC4595), mRNA 


NM 032723 


Homo sapiens hypothetical protein MGC12760 (MGC12760), mRNA 


NM 032720 


Homo sapiens hypotiietical protein MGC10724 (MGC10724), mRNA 


NM 032715 


Homo sapiens hypothetical protein MGC4643 (MGC4643), mRNA 


NM 032712 


Homo sapiens hypothetical protein MGC13170 (MGC13170), mRNA 


NM 032711 


Homo sapiens hypothetical protein MGC13090 Gy[GC13090), mRNA 


NM 032706 


Homo sapiens hypothetical protein MGC12966 (MGC12966), mRNA 


NM 032705 


Homo sapiens hypothetical protein MGC14801 (MGC14801), mRNA 


NM 032694 


Homo sapiens hypothetical protein MGC12935 (MGC12935), mRNA 


NM 032693 


Homo sapiens hypothetical protein MGCl 0646 (MGCl 0646), mRNA 


NM 032681 


Homo sapiens hypothetical protein MGCl 0977 (MGCl 0977), mRNA 


NM 032678 


Homo sapiens hypotiietical protein MGC3413 (MGC3413), mRNA 


NM 032667 


Homo sapiens hypothetical protein MGC4694 (MGC4694), mRNA 


NM 032661 


Homo sapiens hypothetical protein MGC5139 (MGC5139), mRNA 


NM 032634 


Homo sapiens hypothetical protein MGC3079 (MGC3079), mRNA 
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vnv/f o^'?A'^l 

1NJ.V1 yjJ^KJD 1 


xiOTiio Sapiens nypoLncLicai protein. ivivjv-^zoHi ^iyivj\^zo*+ i iiuss\jt\ 




XT.UI11U dapiCIlo lliCLnyilllaHJIiyi V^U/Ti- cpillidaoC yiv±\^jj,JCtJj 1ILESJ.N/TL 




Wnmn cnnipnc tpct<ac H#>vf»lr»r*TTi*»nt-rpljitf*H 'MYD-SiP99 rKrVTJ-^P99^ mPTsJA 




TTr\Tnr\ cc»TMVnc PTTP'T-'f ^r'f>^^:^ff*r\ TTTT r»mt<*in rTTTT-l 7^ mPUA 




XxtJIIllJ ^apiCIlo ICoLlo UdiloL'npi X O X ± O 11XI\J.>I^ 




XxUllliJ actpiCIlo UUlVjlXlllIl opCL/lilU piUlCaoC V,A^ X "XVCfi^l-Ov^, xIli\J.NrY 




jrXwIlitJ oapiC/lio liaiiy dXllX ClXLialK^Cl VJX Opill / ^X^lVJov/|JIlllCly ^XXUrO / iLlM\±\T\ 


NM 032574 


Homo sapiens dpy-30-like protein (LOC84661), mRNA 


'NTIVf n77^^R 
iNiVi \J JZ.DDO 


xioino sapiens nypotneiicai proiein r"i^j m- / dc* yri^j ih /djj, inxsjN/\ 


INIVI UjZ3 J / 


xiomo Sapiens JdUr^^.oJSJ-^ pioiein {^rirHjj.oisAJ), nuviN/v 


iNiVl 


Homo sapiens putative punnergic receptor (FKSG79), mRNA 


INiVi \JDJ.DhD 


jtiomo Sapiens crypnc gene v^l^jxyit in-^jj muKJNA 


IN iVl_UZU!700 


Homo sapiens MovlO, Moloney leukemia virus 10, homolog (mouse) (MOV 10), 

mP>J A 


XNIYI UJZJZZ 


jnom.o sapiens nypotneticai proieui iv^vjv-'Zozj/ ^^iviov-yzozv nxtviN/v 


iNiVl J? V/ / 


xxomo sapiens cereorai proiem-^ ^rnj^^xix -*f^, mivLN/v 


iNivi VD^^yy 


xxomo sapiens nypotneiicai protein ririi ih- v^ririi i^j, mjviN/\ 


Xnv/T n'^9AQid 
INlVl UjZ*+^*t 


jxomo sapiens zinc linger protein ^j-.v^i^o^jZ'^y, mi\jN/\ 


"NTN/T n^92l09 
IN ivi yjj^Hyz, 


xxoino sapiens nypotneticai protein K:jvjj\)y yKjLjjyjy ^, rrii\j.N/\. 


XnV/f 0^^92187 
INiVl V/jZH-O / 


jiomo sapiens actin reiatea protein ivi i ^^/vKJrivi i j, nuviN/v 


"WTV/T 0*^9/18^ 
iNiVl UJZ*foO 


xiomo sapiens aynactin h ^iviol^ozh-oj, rnisJNA 


TSJlVyf f^'XIAA^ 
INlVl UjZ^KfD 


Xiomo sapiens ivixiLji:' 1 1 protein ^ivixiLjJr 1 1 j, misJN a 


iNlVi \Jj\Joyo 


xiomo sapiens nypotriencai protein j*i-rJZio/o i d)^ itikjna 


IN iVl yj^ZH 1 Z 


Xiomo sapiens putative nuciear protein i^Jvr i-ri^^57 ^^vjxvr i-ri-.*f!7j, mKJNA 


INIVI U-JZ'f i 1 


Homo sapiens esophageal cancer related gene 4 protein (ECR.G4)j mRNA 


KTKA m ^9A7 
INiVl l/13Z^/ 


Homo sapiens cylindromatosis (turban tumor syndrome) (CYLD), mRNA 


KTM" n'^9'^'^rk 


xiomo sapiens nypotneticai protein iVivji-.-iZD v,jVivjv^iZ3oD^, nixsJN/v 


>jiv/f n'^9^Rj. 

INIYI vjZjoH 


xiomo Sapiens nypotneiicai protein r'i_>jzj> ioo yri^jLD loJ rrLru.N/\ 


"NTK/T n'^9'^77 

iNiVl U-3ZJ /Z 


Xiomo sapiens nypotneticai protein ivio^^ioioo ^^iviov-zioiooj, mi\iN/\. 


iNiVl UjZjO/ 


Xiomo sapiens nypotneticai protein iviov-zIDHoj ^iviorv_^x O'f iiuvrN/v 


7<nv/f n'^9'^^A 

iNiVl \JDZ,jDH 


Xiomo sapiens nypotneticai protein ivnjj\_/iu/'f^ i^^}^ mxvJN/v 


iNlVi yJjjLDH/ 


jtiomo sapiens nypotneticai protein iviv_rv_xi3ZDU \\s\.\3\^vdZd\j)^ mKJN/\ 


INiVl UjZj^'f 


xiomo sapiens nypotneticai protein ivilti^uuh-d ^jviij^i ^, mJvJNA 


INiVl U^Z^^Z 


xiomo sapiens nypotneticai protein iviltv>^i zyyz (^jviijr\-^i zyyz^, itikjna 


rNIVl UoZOH-U 


xiomo sapiens nypotneticai protein ivhjv^i^oj j (^iviol^ihoj^ j, niKJNA 


"NTM" n'^9'^'^Q 
INlYl 


Xiomo sapiens nypotneticai protein iviov_^iHoi / (^ivivjl^i^oi / )^ nriKiNA. 


TsTM 0*^9'^'^'^ 


Xiomo sapiens nypotneticai protein ivivjv_-^zh-o ^^ivivjri-^Z'fo ^, TruviN/\ 


KTM n'^9^77 
x^ivj. yj^^D^ / 


xionio sapiens nypotneticai protein vJWj\^z.yy ji y^\\3\,Ayy d ^, itixvjn/v 


TnJA/T n'^9'^9<\ 


Xiomo sapiens nypotneticai protein ivio^i i luz ^ivivjrv_/i i luz^, rni\jN/v 


TsTK/T 0'^9'^94 


Xiomo sapiens nypotneticai protein ivivjv^ i j> i oo v,ivivjv_^ i ^ i oo ^, nuviN/v. 


MM' n'^9'^9'^ 


Xiomo sapiens nypotneticai protein iviov-'i j luz \^ivivjv_^i j luz^, nuviN/v 


"NTIVT n'^9^9n 

iNxVJL VJjZjZU 


Xiomo sapiens nypotneticai protein ivioL^i juu / ^^ivnai_,i3uu / )^ mKJN/v 


INIVX V/ JZO 1 0 


Xiomo sapiens nypotneticai protein ivivjL^izy^D (^ivivjfv-^izyH-j^, mivJN/v 


rNIVl \JDJ.D 1 / 


Xiomo sapiens nypotneticai protein ivtoL^izyH-j ^vivji-^izy*!'^ ^, mKiNA 


NM 032316 


Homo sapiens hypothetical protein MGC12936 (MGC12936), mRNA 


xNIVl yJjADyJj 


xiomo sapiens nypotneticai protein iviltL^jzuu (^ivioL^^zuuj, niKJNA 


NM 032293 


Homo saniens hvDOthetical nrotein DKPZd761 J1523 rDKFZn761 Tl ^9*^^ mRNA 


NM 032291 


Homo sapiens hypothetical protein DKFZp761D221 (DKFZp761D221), mRNA 


NM 032290 


Homo sapiens hypothetical protein DKFZp761C121 (DKFZp761C121), mRNA 


NM_032288 


Homo sapiens hypothetical protein DKFZp761B1514 (DKFZp761B1514), 
mRNA 


NM 032273 


Homo sapiens hypothetical protein DKFZp586C1924 (DKFZp586C1924), 
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NM 032299 I 
NM 032267 1 
NM 032264 ] 

iNlVl_v Jii.^vf 1 ' 

] 


nRNA ■ 

iomo sapiens hypothetical protein MGC2714 {MUC2714), mK^}A 

■ , xi- ^ i t^iv. ■mrP7rul'^4F1 60 rnKFZD434E169), mKN A 

4ranf> sapiens hypothetical protein UJMi'^P^J'mioy ^.lJlVJ^ptJ'«^l»^;. — 

4.n,n «.pi.ns hvjothetical protein DKFZp434D177 (DKFZp434D 177) mRNA 

Homo sapiens hypothetical protein DKFZp434N0650 (DKFZp434N0650), 

^ , 


NM_032258 ] 


Homo sapiens hypothetical protein DKFZp434P2235 (DKFZp434P2235), 


NM_032251 


Homo sapiens hypothetical protein DKFZp434G0920 (pKFZp434G0920), 
Homo sapiens hypothetical protein DKFZp434A171 (DKFZp434A171) mRNA 


NM 032250 
NM_032249 


Homo sapiens hypothetical protein DKFZp434F1819 (DKFZp434F1819), 


NM_032248 

NM 032246 
NM 032245 
NM 032223 
NM 032209 


Homo sapiens hypothetical protein DKFZp434F1719CDia'Xp434F1719), 

Homo sapiens hypothetical protemDKFZp434J0617 (DKFZp434J0617), mRNA 
Homo sapiens hypothetical protean DKFZp434I1916 (DKFZp434iiy mRNA 
Hnmo saoiens hypothetical protein FLJ22427 (FLJ22427 ), mKJNA 
Wnnno ..aniens hvoothetical protein FLJ21777 (FLJ21777), mKNA 
Hnmo sapiens hypothetical protein FLJ20974 (FLJ20y74), mKNA _ 


NM 032193 
NM 032177 
NM 032167 
NM 032161 
NM 032154 
NM_032151 


Homo sapiens hypothetical protein ti^J 13 ^ri^j i^ lyoh ^^"^^^ 

Homo saniens hypothetical protein FLJ12363 (FLJlZibi), mKNA 

Homo sapiens KIAA1870 protein (KiAA18 /O), mKi^A . 

Homo sapiens MBLR protein fMBLR), mRNA 

Homo sapiens hypothetical protem UJ<J:*ZpbDbKiy46 (UKJ:Z,rDoojs.i:^-*o;, 
mRNA 


NM_032148 


Homo sapiens hypotheUcal protein DKFZp434KU4Z / i^ui^vTiorHjHJvu**^ 


NM_032139 


Homo sapiens hypothetical protein JUJSJt* z.p434i.U / i is KPiSJ^ / 1 o;, 
lYiRNA ^ ■ 


NM_032138 


Homo sapiens hypothetical protem L)IU:*Zp4i4b^i i b (i>KJ7 lo;, 
mRNA 


NM_032136 


Homo sapiens hypothetical protein DKFZp434L1717 (DKFZP434L1717), 


NM_032125 


Homo sapiens hypothetical protein DKFZp564D0478 (PKFZP564D0478), 

mRN^A - ' ' — ' 


NM_032120 
NM 020921 


Homo sapiens hypoflietical protein DKFZp564O0523 (DKFZP564O0523). 

mRNA ^ — 

Homo sapiens ninein (GSK3B interactme protem) (^Un|;, mRNA 


NM 020441 
NM_018719 

NM 015630 
NM 015621 
NM 015595 
NM 015496 
NM 015471 
NM 015453 
NM 015023 
NM 014972 
NM 032042 
NM 032036 


Hon,o sapiens hypothetical protein DKFZp762I166 (DKFZP762n66), mRNA 
HomosapienshypotheticalproteinDKFZp762L0311 (DKFZp762L0311), 

mRNA 

Homo sapiens DKFZP566F2124 protein (DKFZP566F2124), mRNA 
Homo sapiens DKFZP434C171 protein (DKFZP434C171), mRNA 
" Homo sapiens DKFZP434D146 protein (DKFZP434U 14b), mRNA 
Homo sapiens DKFZP434n 16 protein (DKFZP434I1 16), mRNA 

Homo sapiens DKFZP56601646 protem (DCS), mRNA 

■ Homo sapiens DKFZP434F091 protein (DKFZP434F091), mRNA 
Homo sapiens KIAA1037 protem (KIAA1037), mRNA 
Homo sapiens KIAA1049 protein fKIAA104y), mKMA 

Homo sapiens hypothetical protein DK±Zp564D172 (DKFZP564D172), mRNA 
Homo sapiens TLH29 protein precursor ( 1 LH^y ), mKJNA 
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iNiVl \JDA\JD\J 


Rmno ^aniens FKSCrfs'^ /TK^nS'^^ ml^NA 




"RoTiio ^aniens serin e/thrpom'np Irinacp "PTir^rfRl rFKSGSl^ mRNA 




Homo saniens CDA02 nrotein /'Pr)A09^ mRNA 




Nomo «ianiens ADOSl -nrotpin ^'A"^^'^1^ mRNA 




T-Tomo ^aniens IVTix-lilcp ViompoViov nrotpin 1 rMTT.T^l^ mRNA 




Komo Qanienc: ARCtQQ nrofpin ^ARrrQQ^ mRNA 
nuiliVJ o«.jjidio ir%jL\y^^j piutciil \£\Jc>\iJ^J J y lltiviNXA. 




TTomo canipn^ livnotlif*fif*j»l r\rot^*in A 1^0*^4 ( AT^n^4^ mRNA 


NM 031478 


Homo sapiens hypothetical protein DKFZp434I21 17 (DKFZP434I21 17), mRNA 


xnv/f 1 A77 


riomo sapiens nypoLneiicai protein ivio\^iUjwu i^iviov^ivjjuuj, jTUvINA 


TvJA/T H'^ 1 Alf*. 
iNiVl UJi^/O 


riomo sapiens nypoineticai proiem iJjsjz.p^3^r>u^^ v.jL'iSJrZii^^34Jt>U44^, nUKJNA. 


INIVI U J 1 *f / Z 


xiomo sapiens nypotneiicai proiein iviov^i 1 ^iVio\-/i i x j^j, xnjKJNA 


TsJKyf n7i47i 


xiomo sapiens nypoincncai proiem ivivjL^ i U5/oo ^ivioi-/ 1 uy oo j, mKJN a 


"KTM" 0*^14^7 


riomo sapiens memDrane-spanmng H-Gomams, suuiairiiiy a, memoer o±5 
rM<\4AR'R^ mRNA 


NM 0*^14^0 

INiVJL \JD 1*tJv 


T-I/^Tn/\ ccmi^nc Vi'\/T^rt#"Ti^<^/^ci1 i^^'^O^ ^T^^'-19^^ rv^'D^vrA 

JuLoino octpiciid iiyputriciiL/<ii pruLCin pjj^o ^xr^^ozrO^, iiixnjin/^ 


NM 031443 


Homo sapiens hypothetical protein MGC4607 (MGC4607), mRNA 


INiVl l*f^O 


riomo sapiens nypotnencai proiem ujsjrz^p/oiii /z v.i-'isJrZ/r /oiii /zj, mJvJNA 


TSJAiT CVXy A'XA 
INXVi U^i't3'4 


riomo sapiens nypotneticai protein jyLLiv^D44Z ^M.vj\^j44Zj, mKJNA 


NM 031418 


Homo sapiens chromosome 1 1 open reading frame 25 (CI lorf25), mRNA 


JNM Ui!)4y/ 


Homo sapiens DKl*ZP564G20zz protein (DKFZP564G202z), mRNA 


NM_031306 


Homo sapiens hypothetical protein DKFZp564B1023 (DKFZP564B1023), 
mKJNA 


XTNvf A"! 1 

JNJVl 


Jtlomo sapiens nypotneticai protein rrlzzo (rr 1226), mRNA 




riomo sapiens nypotneticai protein JJjsJ:'Z.p434iNiZ3D (UjsJ:*Z.F434JNiZij), 
mRNA 


"MTV4" A1 1 7 OA 


riomo sapiens nypotneticai protein lJxLr/.p434j<k.i 1 1 z QlJKr/,r434Jvll7Z), 

■ml? XT A 


XNiVl \JD\JLI\j 


riomo sapiens I'lCiwJiDyo protein (rrcoi jyo), mKJNA 


XNiVl yolZOO 


riomo sapiens r^JtCL?U4ol protein (^rKiJU4oi }, niKJNA 


NM_031217 


Homo sapiens hypothetical protein DKFZp434G2226 (DKPZP434G2226), 

mKJNA 


XTN/T n 1 'i "5 Q 


Homo sapiens peptidylarginine deiminase type I (hPAD-colonylO), mRNA 


"MTVyr A'2AQ5?n 

INlVl UjUVoU 


Homo sapiens hypothetical protein FLJ12671 (FLJ 12671), mRNA 


NM 030954 


Homo sapiens hypothetical protein DKFZp564A022 (DKFZP564A022), mRNA 




riomo sapiens nypotneticai protein L>Kr*z.p/olriZi iu \\j]sj^zjc /oiJbzliUj, 

•mPlSj A 

mtvlN A 




riomo sapiens exonuciease iNiir'-sp ^Lvji^oiovi mtsJNA 




nomo sapiens nypoLnencai protein ri^j izoi!? i^j izoi j/^, mKJNA 


IN ivi__u J u y :> o 


Homo sapiens likely ortholog of rat vacuole membrane protein 1 (VMPl), 

niKJN A 


TsJM n'^nQ'^9 


nomo sapiens ciiapnanous nomoiog d ^^lyrosopniiaj \\j\jr\x.x\D)y jtlcvIN a 


NM 0^^0097 


nuiTUj adpiciio ixypuiiiciicax proiem ivivjv^x xo^'z* ^ivivjv^i lo^x.), iniviNA 


NM 0*^009^ 


noxiio do-piciio xiypoLncLicai proiem r i^j l^d / / ysri^j l^j ' ' )i mjvxNA 




nUxIli^ &clJJidlo XljrpLllIlCliL>ai prULClIl iViyvl^ ^iVl X V^1*T^5 lllXSJLN/A- 


NM 030911 


Homo sapiens protein kinase NYD-SP15 (NYD-SP15), mRNA 




nomo sapiens nypoineticai protein jtjljzj^u/ ^^ri^JZr3*+u / ^, miviNA 


NM 018657 


Homo saniens mvoneiirm ns/rVTNTN^ mRNA 


NM 030818 


Homo sapiens hypothetical protein MGCl 0471 (MGC 10471), mRNA 


NM 030813 


Homo sapiens suppressor of potassium transport defect 3 (SKD3), mRNA 


NM_030808 


Homo sapiens LIS 1 -interacting protein NUDEL; endooligopeptidase A 
(NUDEL), mRNA 


NM 030805 


Homo sapiens hypothetical protein DKFZp564L2423 (DKFZP564L2423), 
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mA 030802 
NM_030800 I 
I 

NM 030799 
NM 030793 
NM 030792 ] 
NM 030780 ] 


nRNA — 

lomo sapiens C/EBP-induced protein (LOC81558), mRNA _ 

1 '^^a v,.rT.^tv,RHral nrotein DKFZp56401664 (DKtZP56401bb4), 

lomo sapiens nypotnencai proLcm i^jxj. z-.p-»vj-rv^Avvr-r ^ 

nl^NA " 

f^.^o ««piens hvpothetical protein AF140225 fAF140225), mKJNA _ 

Homo sapiens hvpothfHn.pl protein SP329 (SP329), mRNA _ 

Homo sapiens hypothetical protein PP1665 (PP1665), mKNA 

fTomo sapiens folate transporter/camer (LOC81034), mRNA 


NM 030674 
NM 030672 
NM 024947 
NM 024963 
NM_0 17600 

NM 030652 
NM 030651 
NM 020444 


Homo sapiens solute carrier family 38, member 1 (SLU3SAi}, mKNA 

Homo saoiens hypotheticf»l protein FLJ10312 (FU10312), mKJNA 

Homn sapiens hvpothetical protein FIJ12729 (FLJ12729), mKMA 

TT_ L:^^ U.,r.r.t\yt.tina\ nrr»tein FIJI 1467 rFLJ11467), HlRNA 

riomo sapiens nypomeucdi tjim^m x ±^ x i-rv> y^. » yj ________ 

Homo sapiens hypothetical protein DKFZp434M0331 (DKFZp434M0331), 

mRNA 

Homo sapiens NG3 protein (NG3 ), mRNA 

Homo sapiens chromosome 6 open readmg frame 31 (Cbort;) i mKiN a 

TTomo sapiens KIAAl 191 protein (KIAAl 191), mRNA 


NM 024055 
NM 025154 
NM 017515 
NM 024924 
NM_030579 

NM 022068 
NM 025179 
NM 014033 
NM 006468 
NM 025263 
NM 025262 
NM 025261 
NM 025260 
NM 025259 
NM 025258 
NM 025231 
NM 025226 
NM 025211 
NM 025201 
NM 025192 
NM 025188 
NM 025174 
NM 025165 
NM 025160 
NM 025153 
NM 025151 
NM 025149 
NM 025144 
NM 025138 
NM 025126 
NM 025125 
NM 025124 
NM 025109 
NM 025099 


Homo sapiens hvpothetical protein MGC5499 (MGC549y), mRNA 

Homo sapiens KIAA0810 protein (KIAA0810), mRNA 

Homo sapiens novel protein fHSNOVn. mRNA 

Homo sapiens hypothetical protein FLJ12985 fFU12985). mRNA .. 

Homo sapiens cytochrome b5 outer mitochondnal membrane precursor (C tB^- 

M^.mKNA 

Homo sapiens hypothetical protein FU23403 (FLJ23403), mKJNA 

Homo sapiens plexinA2(PLXNA2), mRNA 

Homo sapiens DKFZP586A0522 protein a)KFZP586A0522,). mKJNA 

Homo sapiens polvmerase (RNA) HI (DNA directed) (62kD) (RPC62), mRJNA 

Homo sapiens CAT56 protein (CAT56), mRNA 

Homo sapiens G5C protein (G5C), mRNA . 

Homo sapiens G6C protein (G6C), mRNA 

Homo sapiens G6B protein (G6B). mRNA 

Homo sapiens NG23 protem nSfG23'), mRNA ^ 

Homo sapiens NG37 protem (G7C). mRNA 

Homo sapiens hypothetical protein FLJ22191 (FLJ22191 ), mKJNA 

Homo sapiens MSTP032 protein (MSTP032), mRNA 

Hon.n saniens protein kinase anchoring protein GKAP42 (UKAl-^^J, mtu^ A 
Homo saoiens hypothetical protein PP1628 fPP1628), mKJNA 
Homo saoiens hvpothetical protein FU23071 (FU23U7 1 ), niKlN A 
Homo saoiens hypothetical protein FU13181 fFU13181), mKNA 
Homo sapiens hypothetical protein FU23040 nFLJ23040), mRNA 
Homo saniens hvpothetical protem FU22637 (FLJ2263 /), mKNA 
Homo sapiens hvpothetical protein FU21016 (FU21016), mRNA 
Homo sapiens hvpothetical protein FLJ21477 rFU21477), mRNA _ 
Homo sapiens hypothetical protein FU22622 (FU22622), mRNA 
Homo saniens hypothetical protein FU20920 (FLJ20920), mRNA 
Homo sapiens hypothetical protein FU22670 (FU22670), mRNA 

TT^ ;^^„ i„™,r.tv,^+4,^t>i «Tr.t*>4n FT J12661 fFIJ12661). mRNA 

nomo sapiens nypomcucai pruidn x ^-^^^ v a ■ ■ 

Homo sapiens ring finger protein 34 (RNF34), mRNA 

Homo sapiens hypothetical protein FU13263 (FU 13263), mRNA __ 

Homo sapiens hypothetical protein FU21749 {FUZl /4y), mKXMA 

" Homo sapiens hypothetical protein FLJ22865 (FLJ^iZ8t>3), niKiNA 

Homo sapiens hypothetical nrotein FU22170 (FiJ221 /U), mKNA 
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NM 025098 


Homo sapiens hypothetical protein FLJ22644 CFLJ22644), mRNA 


NM 025097 


Homo sapiens hypothetical protein FU21 106 rFLJ21 106\ mRNA 


NM 025095 


Homo sapiens hypothetical protein FLJ23558 (FLJ23558\ mRNA 


NM 025086 


Homo sapiens hypothetical protem FLJ22596 (7022596^^ mRNA 


NM 025080 


Homo sapiens hypothetical protein FLJ223 16 rFLJ223 1 mT^NA 


NM 025079 


Homo sapiens hypothetical protein FLJ23231 fFU2'^?'^U mT^MA 


NM 025077 


Homo sapiens hypothetical protein FLJ13949 (TLJ13949^ mRNA 


NM 025076 


Homo sapiens hypothetical protein FLJ23591 rFLJ2359n ml^NA 


NM 025072 


Homo sapiens chromosome 9 open reading frame 1 S fCQnrf} mPxr a 


NM 025070 


Homo sapiens hypothetical protein FLJ22242 fFLJ22'^42'i ml^NA 


NM 025058 


Homo sapiens hypothetical protein FLJ23229 TFT J9.'^':>7Q^ mPMA 


NM 025055 


Homo sapiens hypothetical protem FLJ23168 fFLJ23168^ mRNA 


NM 025044 


Homo sapiens hypothetical protein FLJ22476 CF1J02476^ mPNA 


NM 025043 


Homo sapiens hypothetical protein FLJ22404 fFLJ22404^ ml^NA 


NM 025041 


Homo sapiens hypothetical protein FLJ22173 (FLJ22173) mRNA 


NM 025034 


Homo sapiens hypothetical protein FLJ21290 fFT J?l ?om mPMA 


NM 025032 


Homo sapiens hypothetical protein FLJ21272 HPT J91 77?^ mRTsiA 


NM 025029 


Homo sapiens hypothetical protein FLJ14346 TFT JI 4^4^^^ mRTsiA 


NM 025005 


Homo sapiens hypothetical protein FLJ133 1 5 fFT J1 3'^ 1 mPMA 


NM 024998 


Homo sapiens hypothetical protein FLJ12704 fFT Jl 9704^ mi^TsiA 


NM 024994 


Homo sapiens hypothetical protein FLJ12595 TFT Jl 2SQS^ mPMA 


NM 024977 


Homo sapiens hypothetical protein FLJ12078 (FTJ^ ?.n7R'i mT^Tsi a 


NM 024976 


Homo sapiens hypothetical protein FLJl 1 996 ^FT T1 1 QQ6^ mPMA 


NM 024956 


Homo sapiens hypothetical protein FLJ23375 TFT J23'^7S^ mPMA 


NM 024944 


Homo sapiens chromosome 21 open reading frame 68 fC? l orf^s^ mUMA 


NM 024942 


Homo sapiens hypothetical protein FLJl 3490 (7013490"^ mRNA 


NM 024941 


Homo sapiens hypothetical protein FLJ1361 1 rFLJ1361 H mRNA 


NM 024938 


Homo sapiens hypothetical protein FLJl 1383 (TLJl 1383^ mRNA 


NM 024935 


Homo sapiens hypothetical protein FLJ13687 fFLJ13687'i mRNA 


NM 024920 


Homo sapiens hypothetical protein FLJ14281 TFT J14?,Rn mRMA 


NM 024919 


Homo sapiens hypothetical protein FLJ22615 (FLJ22615) mRNA 


NM 024917 


Homo sapiens hypothetical protein FLJ12687 TFT J1 26S7'i mRTvJA 


NM 024914 


Homo sapiens hypothetical protein FLJ13262 fFT Jl 3?67:i mP>JA 


NM 024911 


Homo sapiens hypothetical protein FLJ23091 fFT J230Qn mPTsJA 


NM 024909 


Homo sapiens hypothetical protein FLJ13158 TFT Jl 3 1 mRMA 


NM 024908 


Homo sapiens hypothetical protein FLJ12973 rFT Jl 2Q7^^ mRNA 


NM 024906 


Homo sapiens hypothetical protein FLJ21032 (VI .17 1 0^9^ mP>JA 


NM 024S97 


Homo sapiens hypothetical protein FLJ22672 fFT J22679'^ mRTsJA 


NM 024889 


Homo sapiens hypothetical protein FLJ23537 TFT J9^S^7^ rr^PXTA 


NM 024886 


Homo sapiens hypothetical protein FLJl 42 80 rFLT149Rn^ tmRTsja 


NM 024882 


Homo sapiens hypothetical protein FLJl 3 1 89 H^T Jl i M\ mPTsJ a 


NM 024880 


Homo sapiens hypothetical protein FLJ23556 rFT .T9'^SS6^ mPXTA 


NM 024864 


Homo sapiens hypothetical protein FLJ22578 rFFT99S7R\ mPxiA 


NM 024853 


Homo sapiens hypothetical protein FLJ13385 CFJ .11 '^'^RS^ mPXi a 


NM 024848 


Homo sapiens hypothetical protein FLJ13941 TFT Jl '^Q4n mPtJA 


NM 024847 


Homo sapiens hypothetical protein FLJ21240 (FLJ21240) mRNA 


NM 024841 


Homo sapiens hypothetical protein FLJ14213 (FLJ14213) mRNA 


NM 024839 


Homo sapiens hypothetical protein FLJ22638 (FLJ22638) mRNA 


NM 024837 


Homo sapiens hypothetical protein FLJ21472 (FLJ21472) mRNA 


NM 024835 


Homo sapiens C3HC4-type zmc finger protein (LZKl), mRNA 


NM 024815 


Homo sapiens hypothetical protein FLJ22494 (FLJ22494) mRNA 
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NM 024813 K 
NM 024811 K 
NM 024810 I 
NM 024809 I 
NM 024808 I 
NM 024807 I 
NM 024806 1 
NM 024799 1 
NM 024796 1 
NM 024789 1 
NM 024784 ] 
NM 024780 
NM 024773 
NM 024772 
NM 024771 
NM 024763 
NM 024754 
NM 024749 
NM 024746 
NM 024732 
NM 024731 
NM 024727 
NM 024722 
NM 024717 
NM 024715 
NM 024709 
NM 024705 
NM 024703 
NM 024701 
NM 024700 
NM 024695 
NM 024693 
NM 024688 
NM 024686 
NM 024678 
NM 024675 
NM 024672 
NM 024666 
NM 024654 
NM 024650 
NM 024649 
NM 024647 
NM 024640 
NM_024636 


..T,^.n. bvpnthetical Drotein FU 1315U (PLJ13150), mB^ 

h-othetical protein FU12529 (FIJI 2529), xnRNA 

?;^;^i^t;iens hvpotharical protein FU 129 75 (FLJ12975), mRNA 

T.^n4i«n^ hv^othetical protein FU22624(FLJ22624), tnRNA_ 

..^n .aliens hv^otheti>-.^1 prnt.in F1J13693 3693); ^ " 

^^^^ hY^othetical Drotein FU235b4 (FLJi3554), mRNA __ 

Tin Jiens hypothetical protein FU13224 (FLJ 1 igSiggM . 

f,,^. 4^^. l^^otheticaJ protein FU22639 gLJ22639) 

h^rr.. ..«nien. hvpothctical protein FIJ22529 (^LJi2529). mRN^ 

Homo sapien. hvpothetical protem FLJ23392 (FU23392), mRN^ 

Hn^n saLns hypothetical protein FLJ13593 C^LJ 13593). xnRNA J 

Homo sapiens hypot>.-H..l protein FU13798 ^13798 , mRNA 

Homo sapiens hypothetical protein FU23151JFIJ231511,J^ 

TTnnir ^:T"*^-«-1 P^^in FLJ13848 (FLJ13848), mRNA 

5;;;;;;7ins hypothetical protein FLJ23 129 (FU23129Ln^NA 1 

SSSiTi^i^ns hypothetical proteinFLJ12598 (FLJ12598), n||^ 

4... hvpnthetical protein FLJ12505 (FLJ12505), mRN^ 

Hon^n sapiens hypothetical protem FLJ13840 (FU 3840). mRNA 

«on,o s^^iens hypothetical proteinFIJ14351 (FLJ14351 . mRN^L-^ 

Homo sapiens chromosome 16 open reading frame 44 (C16orf44). mRNA 

H^^^ ..p;.n= hvpothctical protein FLJ2 j259 (FLJ23259). mRNA 

-Homo sapiens h^othetiir?;SFU13322 (^111^11^ 

Hn^n .aniens hypothetical protein FU22344 (^^LJ22344 . mRNA 

-Hon,o sapiens hypothetical protein FU22625 (FLJ22625 .mRNA 

-Homo sapiens hypotWtic. nrotein FLJ14146 (FLJ 1414b). mK^^ 

Homo sapiens hypothetical protein FU13639 (FU13639). mRNA 

iT^^^^^i^i^^n^othetical^^ FT T77593 ( FT J22593) mRNA 

Homo saPiens ankyrin repeat and SOCS box-contamm.n (ASB13). mRNA 

««pi*Mis Smad nuclear interacting protem (SNU'i),mRNA _ 

Homo sap ens h^othetical protein FU13993 (FIJI 3993), mRNA J 

lH;;;.orapicns hypothetical protein_FU20909 (FLJ20909). mRNA 

- nnmn --nr--'^ h.T-^^t^...l protein FU 13031 (FLJ13031), mRNA 

- Hon.o sapiens hypotixetical protein FU2303i (Fy^iOii), luR^^A 

- Homo sapiens hypothetical protem FU23441 (FU23441). mRNA 

- Hnmr 4^"-^ -rou.^ ^^^^^^^ (FU21816). mRNA 

-hw^^^^^^ P-tein FU23320 (FU233mnfJ^?^ -\ 

- «.pi«ns hypothetical protein FU 1 1506 (FLJl 1506), mR^:^ 

-^^;74i^-"--^hypoti.eticalUeinFLJ23_323 (FLJ2^ 

- " nriJLthrtirnI prntnn FT T??-?^! fFT J72531). mRNA 
Homo sapiens nypoxneuc<ii pruLcm x x^^^^^*- \ __ 

-fS^iens hypothetical protein FU23590 .(FLJ23590), mRNA 

- H-^^-^ <=«P-- hypothetical protein FU 13287 (FLJ13287), rrmA 

-Ho».n4i^ns hypothetical protein FU23476 (FU23476), mRNA 

"Homo sapiens likely ortholog of mouse tumor necrosis-alpha-mduced adipose- 
related protein (FLJ23153), mRNA ^ — ^ 


NM 024628 
NM 024627 
NM 024626 
NM 024624 
NM 024616 
NM 024615 


Hnmo sapiens hypothetical protein fUZJ I66 ^ri-~t-jiooj, 

^aniens hypothetical protein FU21125 (FLJ21 125). mRNA . 

-Kj^=.piens hypothetical protein FU22418 (FIJ2241S), mKJN^^ 

Mnnio sapiens hypothetical protein FU221 16 (FU221 16), mR>!A 

-ff;;;;;^ri^Diens hypothetical protein FU23186 (FLJ2i I8b), nuuN/v 

-H:;;;;;;^iens hypothetical protein FU21308 (FU21308). mRNA 1 
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NM 024613 


Homo sapiens phafin 2 (FLJ13187), niRNA 


NM 024610 


Homo sapiens hypothetical protein FLJ22623 (FLJ22623), mRNA 


NM 024609 


Homo sapiens hypothetical protein FLJ21841 (FLJ21841), mRNA 


NM 024606 


Homo sapiens hypothetical protein FLJl 1756 (FLJl 1756), mRNA 


NM 024605 


Homo sapiens hypothetical protein FLJ20896 (FLJ20896), mRNA 


NM 024602 


Homo sapiens hypothetical protein FLJ21 156 (FLJ21156), mRNA 


NM 024595 


Homo sapiens hypothetical protein FLJl 2666 (FLJl 2666), mRNA 


NM 024585 


Homo sapiens hypothetical protein FLJ22160XFLJ22160), mRNA 


NM 024584 


Homo sapiens hypothetical protein FLJl 3646 (FLJl 3646), mRNA 


NM 024580 


Homo sapiens hypothetical protein FLJl 3 1 19 (FLJ131 19), mRNA 


NM 024570 


Homo sapiens hypothetical protein FLJl 1712 (FLJl 1712), mRNA 


NM 024565 


Homo sapiens hypothetical protein FLJl 4 166 (FLJl 4 166), mRNA 


NM 024556 


Homo sapiens hypothetical protein FLJ21 103 (FLJ21 103), mRNA 


NM 024552 


Homo sapiens hypothetical protein FLJl 2089 (FLJl 2089), mRNA 


NM_024546 


Homo sapiens hypothetical protein FLJl 3449 (FLJl 3449), mRNA 


NM 024534 


Homo sapiens hypothetical protein FLJl 2684 (FLJ12684), mRNA 


NM 024532 


Homo sapiens hypothetical protein FLJ22724 (FLJ22724), mRNA 


NM 024526 


Homo sapiens hypothetical protein FLJ21522 (FLJ21522), mRNA 


NM 024523 


Homo sapiens hypothetical protein FLJ22035 (FLJ22035), mRNA 


NM 024522 


Homo sapiens hypothetical protein FLJl 2650 (FLJl 2650), mRNA 


NM 024516 


Homo sapiens hypothetical protein MGC4606 (MGC4606), mRNA 


NM 024514 


Homo sapiens hypothetical protein MGC4663 (MGC4663), mRNA 


NM 024507 


Homo sapiens hvnothetical nrotein MGC 10791 nVTGPlOTOl'i mRTsIA 


NM 015288 


Homo sapiens K1AA0239 protein (K1AA0239), mRNA 


NM 024419 


Homo saniens Phosnhatidvlfflvceronho^nhate SvnthaQp ^PGCii^ mPTsJA 


NM 024345 


Homo sapiens hvpothetical nrotein MGP1076S fMGPl CMfi^\ ml^lMA 


NM 024340 


Homo sapiens hypothetical protein MGC4179 rMGC41 79"^ mRNA 


NM 024330 


Homo sapiens hypothetical protein MGC4365 (MGC4365), mRNA 


NM 024326 


Homo sapiens hypothetical protein MGC 1 1279 (MGCl 1279), mRNA 


NM^024321 


Homo sapiens hypothetical protein MGC10433 (MGC10433), mRNA 


NM 024312 


Homo sapiens hypothetical protein MGC4170 (MGC4170), mRNA 


NM 024308 


Homo sapiens hypothetical protein MGC4172 (MGC4172), mRNA 


NM 024307 


Homo sapiens hypothetical protein MGC4 171 (MGC4 171), mRNA 


NM 024295 


Homo sapiens hypothetical protein MGC3067 (MGC3067), mRNA 


NM 020062 


Homo sapiens SLC2A4 regulator (SLC2A4RG), mRNA 


NM 018491 


Homo sapiens COBW-like protein (LOC55871), mRNA 


NM 024116 


Homo sapiens hypothetical protein MGC5306 (MGC5306), mRNA 


NM 024114 


Homo sapiens hypothetical protein MGC4827 (MGC4827), mRNA 


NM 024113 


Homo sapiens hypothetical protein MGC4707 (MGC4707), mRNA 


NM 024099 


Homo sapiens hypothetical protein MGC2477 (MGC2477), mRNA 


NM 024092 


Homo sapiens hypothetical protein MGC5508 (MGC5508), mRNA 


NM 024084 


Homo sapiens hvpothetical protein MGC3 196 rMGC3 1 96^^ mRNA 


NM 024072 


Homo sapiens hypothetical protein MGC2835 (MGC2835), mRNA 


NM 024067 


Homo sapiens hypothetical protein MGC2718 rMGr'271 K\ mRNA 


NM 024063 


Homo sapiens hvpothetical protein MGC5'^47 nvrGPS'^47'i mRNA 


NM 024040 


Homo sapiens hypothetical protein MGC2491 (MGC2491), mRNA 


NM 024036 


Homo sapiens hypothetical protein MGC3103 (MGC3103), niRNA 


NM 015450 


Homo sapiens protection of telomeres 1 (POTl), mRNA 


NM 021249 


Homo sapiens sorting nexin 6 (SNX6), mRNA 


NM 023932 


Homo sapiens hypothetical protein MGC2487 (MGC2487), mRNA 


NM 023930 


Homo sapiens hypothetical protein MGC2376 (MGC2376), mRNA 
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^ ni4n4S I Homo sapiens DKFZ P564C1940 protein (DKFZP564C1940) n^RNA . 
>JA/r M-KQ^l I Homo sapiens hypothetical protein F U 21313 (FLJ21313). niKN A 

' \ _ .« . . 4 * • rrw T1'^1'71 /T7T Tlll'71 \ nnT^T^A 



NM 023923 Homo sapiens hypolhetical pr o^e^ i^ i A 



NM 019054 
NM 023070 



Homo sapiens hypothetical protein MGC5560 (M GC5560). mRNA 
Hom o sapiens hypothetical protein (LOC652 43), nJlNA 



xm/r C^o-^m ^ Homo sapiens h>^oth eticai Protein FU219r9 ( FL J21919), m ^ 



NM_022899 
NM_022836 



Homo sapiens likely ortholog of mouse actin-related protem 8 homolog (.S. 
cerevisiae) (FLJ12934\ mRNA 



Homo sapiens DNA cross-link repair IB (PS02 homolog, S. cerevisiae) 
(DCLREIB), mRNA 



NM 022831 
NM 022828 
NM 022822 



Homo sapie ns hypothetical protein FU12806 (FLJ12806). mRNA 

■ I I . • -rrrr t £\ A f\ /T7T TO 1 C\A fW w\1?'M A 



Homn sapiens hy pothetical protein FU21940 (F LJ21940). mRNA 



Homo sapiens hypothetical protein FU12387 similar to kmesm hght cham 
(FLJ12387), mRNA 



tm 022784 I Ho mo sapiens hypothetical protein FLJ1247 6 (FU 12476), mRNA 
xm/f n997R^ Homo sa piens h ypothetical protein FU12428 (FLJ1242 8), mRN A 



NM 0^2 774 I Homo sapiens hypothetical protein FU21 144 fFU21 144), mRNA 
xnv/[ n-797f^S 1 Hom o sapiens hypothetical protein FUl 1 937 ^FUl 1937), mRNA 



NM 022764 

NM 022758 



Homo sa piens hypothetical protein FU12998 (F LJ12998), mRNA 
Homo sapien s hypothetical protein FU22195 fFU22195). mRNA 

—rr — .1 X— •_ T7T mQAI nC7T T1'7Qft'^^ mUTJA 



NM 022753 Homo sapiens hypothetical protein FLJ12903 (FIJ12903 ), mR NA 

NM 022749 I Hom o sajjiens retinoic acid induced 16 (R AI16), mRNA 

NM 022746 I H omo sapiens hypothetical protein FLJ22390 (FLJ22 390), m RNA 



NM 022728 
NM 022496 
NM 022490 



Homo sapiens neuro genic differentiation 6 (NEUROD6). mRNA 



XAWlllW Oa\JX\ ^l.XyJ xxwi.*x wfjwj.**— — >; — ^— — — — 

Hnmo sapiens hy pothetical protein FLJ13433 (FLJ13433), mRNA 

Homo sapiens hypothetical protein FLJ13390 similar to FAF53 (FU13390), 
mRNA 



I NM 022484 
NM 022483 
NM 022473 
NM 022471 



Homo sapiens hypothetical protein FLJ13576 (FLJ13576), mRNA 



X XUll IV/ iycnj±\^x >.ii> xxjr I s 

Homo sapiens hypothetical protein FU2165 7 fFLJ21657), mRNA 
Homo sapiens zinc finger protein 106 (ZFP10 6). mRNA 



Homo sapiens hypothetical protein FU13057 shnilar to germ cell-less 
(FLJ13057). mRNA 



NM 022463 I Homo sapiens nucleoredoxin 1 (NXN). mRNA 



NM 022462 1 Homo sapiens hypothetical protein FLJ14033 similar to hypoxia inducible factor 
3, alpha subunit (HIF-3A), mRNA 



NM 0224 61 1 Homo sapiens hypothetical protein FU21939 similar to 5-azacytidme mduced 
gene 2 (FU21939), mRNA 



NM 022453 Homo sapiens ring finger protein 25 (RNF25), mRNA. 



1 NM 022374 



Homo sapiens likely ortholog of mouse ADP-ribosylation-like factor 6 
interacting protein 2 (FLJ23293), mRNA 



NM 022 371 I Homo sapiens ATP-dependant interferon responsive (ADIR). mRNA 
NM 022369 \ Homo sapiens hypothetical protein FU12541 similar to Stra6 (FU12541), 
mRNA 



NM 022367 1 Homo sapiens hypothetical protein FU12287 similar to semaphorins 
0Fm2287). mRNA 



NM 022359 Homo sapiens similar to rat myomegalin (LOC64182), mRNA 



NM 022356 



NM 022354 



NM 022347 



NM 022341 



NM 022164 



Homo sapiens growth suppressor 1 (GROSl). mRNA 



Homo sapiens spermatogenesis associated 1 (SPATAl), mRNA 



Homo sapiens IFRG15 protein (IFRG15). mRNA 



Homo sapiens peptide deformvlase-like protein aOC64 146), mRNA 



Homo sapiens P3ECSL (LIECG3), mRNA 
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MM 022147 


Homo sapiens 28kD interferon responsive protein (IFRG28), mRNA 


NM 022140 


Homo sapiens erythrocyte protein band 4.1-like 4 (EPB41L4), mRNA 


NM 022133 


Homo saniens sortinp nexin 16 rSNX16^ mRNA 


NM_022126 


Homo saniens ohosDholvsine DHosnhohistidine inorganic nvrorilin^nhatp 
phosphatase (LHPP), mRNA 


NM 022097 


Homo sapiens hepatocellular carcinoma antigen gene 520 (LOC63928), mRNA 


NM_022094 


Homo sapiens h3rpothetical protein FLJ20871 similar to FSP27 (FLJ20871), 

mKNA 


NM 022090 


Homo sapiens transposon-derived Buster3 transposase-like (LOC63920), mRNA 


NM 022074 


Homo sapiens hypothetical protein FLJ22794 (FLJ22794), mRNA 


NM 022071 


Homo sapiens hypothetical protein FLJ20967 (FLJ20967), mRNA 


NM 022063 


Homo sapiens hypothetical protein FLJ13188 (FLJ13 188), mRNA 


NM 022060 


Homo sapiens hypothetical protein FLJ12816 (FLJ12816), mRNA 


NM 022034 


Homo sapiens estrogen regulated gene 1 (ERG-1), mRNA 


NM 021945 


Homo sapiens hypothetical protein FLJ22174 (FLJ22174), mRNA 


NM 021944 


Homo sapiens hypothetical protein FLJ12154 (FLJ12154), mRNA 


NM 021941 


Homo sapiens hypothetical protein FLJ21324 (FLJ21324), mRNA 


NM_021928 


Homo saniens hvoothetical orotein FLJ22649 similar to <;iffnal nentiHaQp 
SPC22/23 (FLJ22649), mRNA 


NM 021927 


Homo sapiens hvoothetical orotein FLJ13220 rFLJ13220 mRNA 


NM 021925 


Homo sapiens hypothetical protein FLJ21820 (FLJ21820), mRNA 


NM 021825 


Homo saniens hvoothetical nrotein MDSO'^S rMD^O^S"^ mT^TsJA 


NM 015622 


Homo saniens CGI-43 nrotein rLOC51622'i mRNA 


NM 021639 


Homo saniens hvoothetical nrotein SPl 92 ^'SPl Q?'^ m'R'NrA 


NM 021637 


Homo saniens hvoothetical nrotein FT T140R4 (V^ T140R4'\ m'R'NrA 


NM_021614 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamilv N member 2 rKCNN2'^ mRNA 


NM 021182 


Homo saniens minor histocomnatibilitv antiaen TTR-1 rHTR-l^ ■m'R'MA 

■»•*•vAix^-^ tjM^x^x^kJ XXAXXXX^X xxxokvy wV^XXX|^UI>xwXXAl>j^ CXIXLA|i^^AX ^111 »~ 1 JIX JulA»*^X». 


NM_021170 


Homo sapiens bHLH factor Hes4 (LOC57801), mRNA 


NM 021146 


Homo saniens aneioooietin-like factor (C^TG\ mRTsTA 


NM_005146 


Homo saniens sauamous cell carcinoma antiofen rproonicpH \wj T f»#»llc /"^ AT?X1^ 
mRNA 


NM__021079 


Homo sapiens N-myristoyl transferase 1 (NMTl), mRNA 


NM 021046 


Homo sapiens UHS KerB (LOC57830), mRNA 


NM 021018 


Homo sapiens H3 histone family, member I (H3FI), mRNA 


NM 006643 


Homo sapiens serologically defined colon cancer antigen 3 (SDCCAG3), mRNA 


NM 017569 


Homo sapiens transcription factor (p3S interacting protein) (P38IP), mRNA 


NM 015239 


Homo sapiens KIAA1035 protein (KIAA1035), mRNA 


NM 014977 


Homo sapiens KIAA0670 protein/acinus (KIAA0670), mRNA 


NM 015176 


Homo sapiens KIAA0483 protein (KIAA0483), mRNA 


NM 014610 


Homo sapiens KIAA0088 protein (KIAA0088), mRNA 


NM_015516 


Homo saniens hvoothetical nrotein estradiol -induced rR'^TG4^ mT?>JA 


NM 015388 


Homo sapiens DKFZP566C243 nrotein nDKFZPS66C243'i mRNA 


NM 015679 


Homo sapiens hypothetical protein (CLONE24922), mRNA 


NM_0 14409 


Homo saniens TAF5-like RNA nolvmerase IT n300/CBP-a«;<5Ofifltp/1 fnrtnr 
(PCAFVassociated factor 65 kD fTAF50 mRNA 


NM 014368 


Homo sapiens LEVI homeobox protein 6 (LHX6), mRNA 


NM 014315 


Homo sapiens host cell factor homolog (LCP), mRNA 


NM_012414 


Homo sapiens rab3 GTPase-activating protein, non-catalytic subunit (150kD) 
(RAB3.GAP150), mRNA 


NM 012219 


Homo sapiens muscle RAS oncogene homolog (MRAS), mRNA 


NM 007375 


Homo sapiens TAR DNA binding protein (TARDBP), mRNA 
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NM 007074 


Homo sapiens coronin, actin binding protem, 1 A tUUKU i A), hikin a 


NM_006927 


Homo sapiens sialyltransferase 4B (beta-galactosidase alpha-2,3- 1 
sialvtransferase) fS]AT4B), mRNA 


NM 006861 


Homo sapiens RAB35, member RAS oncogene family (RAB35), mKIMA 


NM 006502 


Homo sapiens polymerase (DNA directed), eta (POLH), mRNA 


NM 005710 


Homo saniens polvelutamine bindmg protem 1 (i'yhJl^ 1 ), mRNA 


NM 005168 


Homo sapiens ras homolog gene family, member E (ARHE), mRNA 1 


NM 004190 


Homo sapiens lipase, gastric (LIPF), mRNA _^ 1 


NM 004132 


Homo sapiens hyaluronan binding protein 2 (HABP2), mRNA 1 


NM_004492 


Homo sapiens general transcription fector HA, 2 (12kD subumt) (GTF2A2), 
mRNA 


NM 004824 


Homo sapiens chromodomain protein, Y chromosome-like (CDYL), mRNA 


NM_003969 


Homo sapiens ubiqiiitin-conjugating enzyme E2M (UBC12 homolog, yeast) 
(UBE2M), mRNA 


NM_002711 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subumt 3 A (glycogen j 
and sarcoplasmic reticulum binding subunit, skeletal muscle) (PPP1R3 A), 
mRNA 


NM 003847 


Homo sapiens peroxisomal biogenesis factor 1 1 A (PEXl 1 A), mRNA 


NM_002004 


Homo sapiens famesyl diphosphate synthase (famesyl pyrophosphate synthetase, j 
dimethylallyltranstransferase, geranyltranstransferase) (FDPS), mRNA 


NM_019111 


Homo sapiens major histocompatibility complex, class EL, DR alpha (HLA- 
DRA),mRNA 


NM_002120 


Homo sapiens major histocompatibility complex, class n, DO beta (HLA-DOB), 
mRNA 


NM_002118 


Homo sapiens major histocompatibility complex, class H, DM beta (HLA- 
DMB), mRNA J 


NM_002125 


Homo sapiens major histocompatibility complex, class n, DR beta 5 (HLA- j 
DRB5), mRNA J 


NM_021983 


Homo sapiens major histocompatibility complex, class II, DR beta 4 (HDLA- j 
DRB4), mRNA 


NM_022555 


Homo sapiens major histocompatibility complex, class U, UK Deia i^jni^A- 
DRB3), mRNA 


NM 005962 


Homo sapiens MAX interacting protein 1 (MXIl), transcnpt variant 1, mRNA j 


NM 130439 


Homo sapiens MAX interacting protein 1 (MXIl), transcnpt vanant 2, mRNA j 


NM_080923 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcnpt j 
variant 4, mRNA 


NM_080922 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcnpt 
variant 3 , mRNA _J 


NM_080921 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcnpt j 
variant 2, mRNA 


NM_1 30386 


Homo sapiens coUectin sub-family member 12 (COLEC12), transcnpt vanant 1, 
mRNA 


NM_030781 


Homo sapiens coUectin sub-family member 12 (COLEC12), transcnpt vanant U, 1 
mRNA J 


NM_1 30778 


Homo sapiens collagen, type XVE, alpha 1 (COL17A1), transcnpt vanant short, 
mRNA 


NM_000494 


Homo sapiens collagen, type AVii, aipna i ^^^wi^i /rs.ijy uau2>t*iipt vaiiant xwix^, 
mRNA 


[NM 001856 


Homo sapiens collagen, type XVI, alpha 1 (COL16A1), mRNA 


[IvIM 001855 


Homo sapiens collagen, type XV, alpha 1 (COL15A1), mRNA 1 


[NM 058166 


Homo sapiens tripartite motif-containing 6 (TRIM6), mRNA I 


[ NM_002838 


Homo sapiens protein tyrosine phosphatase, receptor type, C (PTPRC), transcript 1 
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variant 1, mRNA 


NM_1 30390 


Homo sapiens triDartite motif-containine 34 fTRIM34^ tran «iprir»t vsiri5»n+ 1 
mRNA 


NM_130389 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 2 
mRNA 


NM_021616 


Homo sapiens tripartite motif-containing 34 (TRIM34), transcript variant 1 
mRNA 


NM 030950 


Homo sapiens ret fin&er nrotein rRFP\ transeriot variant Vipta mPisr a 


NM_130785 


Homo sapiens TPTE and PTEN homologous inoQitnl HniH niincnViofocia /"^PTP^ 
mRNA 


NM_1 30784 


Homo sapiens hypothetical gene supported bv AY027807- AY027S0R 
(LOC93426), mRNA 


NM 130783 


Homo sapiens similar to neuronal tetraspanin (LOC90139), mRNA 


NM 130782 


Homo sapiens regulator of G-protein signalling 18 (RGS18) mRNA 


NM 130781 


Homo sapiens (RAB24), mRNA 


NM 130772 


Homo sapiens SIOOZ protein (SIOOZ), mRNA 


NM 130769 


Homo sapiens glycoprotein alpha 2 (GPA2), mRNA 


NM 130770 


Homo sapiens 5-hydroxytryptamine receptor 3 subunit C (HTR3C), mRNA 


NM 130768 


Homo sapiens GASZ (GASZ), mRNA 


NM 130767 


Homo sapiens cytosolic acetyl-CoA hydrolase rCACH-n mRNA 


NM 130773 


Homo sapiens caspr5 protein (casprS), mRNA 


NM 006510 


Homo sapiens ret finger protein (RFP), transcript variant alpha, mRNA 


NM_033554 


Homo sapiens maior histocomnatibilitv comnlex clfl<!«i TT r>P nlnVio i rwT a 
DPAl), mRNA 


NM 033282 


Homo sapiens opsin 4 (melanopsin) (OPN4), mRNA 


NM_032035 


Homo sapiens MSTP031 nrotein nVTSTPO^Ti mUTsJA 


NM_017882 


Homo sapiens ceroid-liDofiiscinosis neuronal 6 latp infantil<=» A/j^Wcmt fa XT/^^ 
mRNA 


NM 006983 


Homo sapiens matrix metalloproteinase 23 B (MMP23B), mRNA 


NM_005608 


Homo sapiens protein tyrosine phosphatase, receptor type, C-associated protein 
(PTPRCAP), mRNA 


NM 004659 


Homo sapiens matrix metalloproteinase 2^ A fMMP^SA'i mT^lMA 


NM 025091 


Homo sapiens hypothetical protein FLJ13330 TFLJl 3^30"^ mRNA 


NM 130759 


Homo sapiens immunity associated protein 1 (IMAPl), mRNA 


NM_0 19841 


Homo sapiens transient receptor potential cation channel suhfamilv V m<*mK<»r 
5 (TRPV5), mRNA 


NM 017584 


Homo sapiens aldehyde reductase faldose reductase^ like 6 CALDRT mR'NT A 


NM 017436 


Homo sapiens alpha 1 ,4-galactosyltransferase (A4GALT), mRNA 


NM 006480 


Homo sapiens regulator of G-protein sienalline 14 TRGSl 4"^ mRNA 


NM 013357 


Homo sapiens purine -rich element bindins nrotein G rPTrRO"^ mRNA 


NM_016155 


Homo sapiens matrix metalloproteinase 17 rmemhrane-inQprtpH'i rN/r\4T>i 7^ 
mRNA 


NM_002813 


Homo sapiens proteasome fprosome, macronain") 26S subunit non-ATPa<?p Q 
(PSMD9), mRNA 


NM 024549 


Homo sapiens hypothetical protein FLJ21 127 (FLJ21 127), mRNA 


NM 130441 


Homo sapiens dendritic cell lectin b (DLEC), mRNA 


NM 015409 


Homo sapiens El A binding protein p400 (EP400), mRNA 


NM 003702 


Homo sapiens regulator of G-protein signalling 20 (RGS20), mRNA 


NM_016113 


Homo sapiens transient receptor potential cation channel, subfamily V, member 
2 (TRPV2), mRNA 


NM 015530 


Homo sapiens likely ortholog of rat golgi stacking protein homolog GRASP55 
(GRASP55), mRNA 
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IsTM 005873 

XNXVJ. \J\J ^ Kj 1 J J 

NM 130469 ] 
NM 130468 
NM 130467 
NM_130463 


Homo sapiens regulator of G-protein signalling 19 CRGS19), mKNA 

Homo sapiens Jun dimerization protein 2 (idp2), mRNA 

Homo sapiens dermatan-4-sulfotransferase-l (D4ST-1 ), mKNA 

Homo sapiens P AGE-5 protem (PAGli-3 ), mKiN A _ 

Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 

f ATP6G), mRNA 


NM 130459 
NM_021070 


Homo sapiens torsin family 2, member A (TOR2A), mRNA 

Homo sapiens latent transforming growth factor beta bmdmg protem 3 (.LTBP3), 
mRNA 


NM_020865 

NM 016304 
NM 130443 

NM 005700 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 36 (DDX36), 

mRNA 

Homo sapiens 60S ribosomal protein L30 isolog (LOC5 1 1 87), mKNA 
Homo sapiens dipeptidylpeptidase m (DPP3), transcript variant 2, mRNA 
Homo sapiens dipeptidylpeptidase HI {DPP3), transcript variant 1, mRNA . 


NM 018152 
NM 006027 
NM 003686 
NM 130398 


Homo sapiens chromosome 20 open reading frame 12 (C20orfl2), mRNA 
Homo sapiens exonuclease 1 (EXOl), transcript variant i, mKNA 
Homo sapiens exonuclease 1 (EXOl), transcnpt variant 3, mRNA 
Homo sapiens exonuclease 1 (EXOl), transcnpt variant 2, mRNA 


NM 002837 
NM_000775 


Homo sapiens protein tyrosine phosphatase, receptor type, B (PTPRB), mRNA 
Homo sapiens c^'tochrome P450, subfamily HJ (arachidonic acid epoxygenase) 
polypeptide 2 (CYP2J2), mRNA 


NM_053056 


Homo sapiens cyclin Dl (PRADl parathyroid adenomatosis 1) (CCNUl), 
mRNA 


NM_012090 


Homo sapiens microtubule-actin crosslinking factor 1 (MACFl), transcnpt 
variant 1 , mRNA . 


NM 017625 


Homo sapiens intelectin (ITLN), mRNA 


NM_015839 


Homo sapiens ficolin (coUagen/fibnnogen domain containing lectin) 2 (hucolm) 
(FCN2), transcript variant SV3, mRNA 


NM_015838 


Homo sapiens ficolin (collagen/fibrinogen domam containing lectin) 2 (hucolm) 
nFC3SF2), transcript variant SV2, mRNA 


NM_015837 


Homo sapiens ficolin (collagen/fibrinogen domam containing lectin; ^ ^.nucuiin; 
(TCN2), transcript variant SVl , mRNA 


NM 002003 


Homo sapiens ficohn (collagen/fibrmogen domain contaimng) i (l^CNl), mKJNA 


NM 016327 


Homo sapiens ureidopropionase, beta (UPBl), mRJNA 


NM_016328 


Homo sapiens GTF2I repeat domain contammg 1 (GTF2IRD1), transcnpt 
variant 1, mRNA • 


NM_004108 


Homo sapiens ficolin (collagen/fibrinogen domain containmg lectin) 2 (hucolmj 
(FCN2), transcript variant SVO, mRNA 


NM 002318 


Homo sapiens lysyl oxidase-like 2 (LOXL2), mRlsA 


NM_1 30396 


Homo sapiens WNTl inducible signaling pathway protem 3 (WISP3), transcnpt 
variant 2, mRNA 


NM_003880 


Homo sapiens WNTl inducible signaling pathway protein 3 (WISP3), transcnpt 
variant 1 , mRNA 


NM 003881 


Homo sapiens WNTl inducible signaling pathway protem 2 rWlSP2), mRNA 


NM_080838 


Homo sapiens WNTl inducible signalmg pathway protem 1 (WISPl), transcnpt 
variant 2, mRNA — , 


NM_003882 


TT>^— ^ ^^^^c^-rxc \k^t<\T^ i-n/4ii/i>-iT%i^ cicmnlincr Tififhwav nrotein 1 fWTSPl). transcnpt 
Homo sapiens win 1 1 inauciDie signaiuig pduiw<ijr pivn-v^*** x yt jxjx i^, 

variant 1 , mRNA - 


NM_000651 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CRl), transcript variant S, mRNA 


NM_000573 


Homo sapiens complement component (3b/4b) receptor 1, including Knops 
blood group system (CRl), transcript variant F, mRNA 
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NM_006069 


Homo sapiens murine retrovirus integration site 1 homolog (MRVIl), transcript 
variant 1, mRNA 


NM_130385 


Homo sapiens murine retrovirus integration site 1 homolog (MRVIl), transcaipt 
variant 2, mRNA 


NM 018492 


Homo sapiens T-LAK cell-originated protein kinase (TOPK), mRNA 


NM_002462 


Homo sapiens myxovirus (influenza virus) resistance 1, interferon-inducible 
protein p78 (mouse) (MXl), mRNA 


NM 015920 


Homo sapiens ribosomal protein S27-like (RPS27L), mRNA 


NM 016183 


Homo sapiens ribosomal protein, large, PO-like (RPLPOL), mRNA 


NM 080746 


Homo sapiens ribosomal protein LlO-like (RPLIOL), mRNA 


NM 032236 


Homo sapiens FLJ23277 protein (FLJ23277), mRNA 


NM 032784 


Homo sapiens thrombospondin (FL J 14440), mRNA 


NM_080731 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5S6I2223), 
transcript variant 3, mRNA 


NM_080730 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP5 8612223), 
transcript variant 2, mRNA 


NM 015945 


Homo sapiens ovarian cancer overexpressed 1 (OVCOVl), mRNA 


NM 018018 


Homo sapiens solute carrier family 38, member 4 (SLC38A4), mRNA 


NM 022451 


Homo sapiens AD24 protein (AD24), mRNA 


NM 020830 


Homo sapiens phosphoinositide-binding protein SRI (FENS-1), mRNA 


NM_033630 


Homo sapiens SCAN domain containing 1 fSCANDl") transcrint variant 2 
mRNA 


NM_016558 


Homo sapiens SCAN domain containing 1 (SCANDl") transcrint variant 1 
mRNA 


NM_015438 


Homo sapiens intermediate filament-like MGC:2625 (DKFZP586I2223), 
transcript variant 1, mRNA 


NM 007371 


Homo sapiens bromodomain containing 3 (BRD3), mRNA 


NM 005104 


Homo sapiens bromodomain containing 2 (BRD2), mRNA 


NM_005031 


Homo sapiens FXYD domain containine ion transnort remilator 1 
(phospholemman) (FXYDl), transcript variant a, mRNA 


NM_021902 


Homo sapiens FXYD domain containing ion transport regulator 1 
(phospholemman) (FXYDl), transcript variant b, mRNA 


NM_014164 


Homo sapiens FXYD domain-containing ion transnort regulator 5 TPXYDS^ 
mRNA 


NM 002463 


Homo sapiens myxovirus (influenza virus) resistance 2 ("moused (hA^Y\ mRNA 


NM 014577 


Homo sapiens bromodomain containing 1 (BRDl), mRNA 


NM_021004 


Homo sapiens peroxisomal short-chain alcohol dehydrogenase (humNRDR) 
mRNA 


NM_020399 


Homo sapiens PDZ/coiled-coil domain binding partner for the rho-family 
GTPase TCIO (PIST), mRNA 


NM 017935 


Homo sapiens hypothetical protein FLJ20706 (BANK), mRNA 


NM 018244 


Homo sapiens chromosome 20 open reading frame 44 (C20orf44) mRNA 


NM_016100 


Homo sapiens N-acetyltransferase 5 (ARDl homolog, S. cerevisiae) (NATS), 
mRNA 


NM 016045 


Homo sapiens chromosome 20 open reading frame 45 (C20orf45) mRNA 


NM 007363 


Homo sapiens non-POU domain containing, octamer-binding (NONO) mRNA 


NM 002438 


Homo sapiens mannose receptor, C type 1 (MRGl) mRNA 


NM 015092 


Homo sapiens PI-3-kinase-related kinase SMG-1 (SMGl) mRNA 


NM 018993 


Homo sapiens RAB5 interacting protein 2 (R1N2), mRNA 


NM_080841 


Homo sapiens protein tyrosine phosphatase, receptor type, A (PTPRA), 
transcript variant 3, mRNA 


NM 080840 


Homo sapiens protein tyrosine phosphatase, receptor type A (PTPRA) 
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transcript variant 2, mRNA 


1S1M_002836 


Homo sapiens protein tyrosine phosphatase, receptor type, A (FirKAj, 
transcript variant 1, mRNA 


MM 024832 


Homo sapiens RAB5 interacting protein 3 (RIN3), mRNA 


NM 023915 


Homo sapiens G protein-coupled receptor 87 CUFK8 /), mKJN A 


]SiM_003029 


Homo sapiens SHC (Src homology 2 domain containing) transforming protein 1 
(SHCl), mRNA 


NM 018490 


Homo sapiens G protein-coupled receptor 48 (GPR48), mRNA 


NM_0 16020 


Homo sapiens homolog of yeast mitochondrial transcription factor B (mtTFB), 
mRNA 


mA 014475 


Homo sapiens dihydrodiol dehydrogenase (dimeric) (DHDH), mRNA 


mA 006065 


Homo sapiens signal-regulatory protein beta 1 (SIRPBl), mRNA 


NM 005527 


Homo sapiens heat shock 70kD protein 1-like (HSPAIL), mRNA 


NM_004648 


Homo sapiens protein tyrosine phosphatase, non-receptor type substrate 1 
(PTPNSl),mRNA 


NM_004480 


Homo sapiens fiicosyltransferase 8 (alpha (1,6) fiicosyltransferase) (FUT8), 
mRNA 


NM 003667 


Homo sapiens G protein-coupled receptor 49 (GPR49), mRNA 


NM 130434 


Homo sapiens dipeptidylpeptidase 8 (DPP8), transcript variant 1, mRNA 


NM 017743 


Homo sapiens dipeptidylpeptidase 8 QDPPS), transcript variant 2, mRNA 


NM_002122 


Homo sapiens major histocompatibility complex, class n, DQ alpha 1 (HLA- 
DOAl), mRNA 


NM_006442 


Homo sapiens DRl -associated protein 1 (negative cofactor 2 alpha) (UKATlj, 
mRNA 


NM_080918 


Homo sapiens deoxyguanosine kinase (DGUOK), transcnpt variant 2, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080917 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 3, nuclear 
1 gene encoding mitochondrial protein, mRNA 


NM_080916 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 1, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080915 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 5, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001929 


Homo sapiens deoxyguanosine kinase (DGUOK), transcript variant 4, nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080815 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcnpt vanant 19, 
mRNA 


NM_080814 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcnpt vanant 18, 
mRNA 


NM_080813 


Homo sapiens collagen, type XHI, alpha 1 (COL13A1), transcnpt vanant 17, 
mRNA 


NM_080812 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript vanant 16, 
mRNA 


NM_080811 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcnpt vanant 15, 
mRNA 


NM_080810 


Homo sapiens collagen, type XDI, alpha 1 (COL13A1), transcnpt vanant 14, 
mRNA 


NM_OS0809 


Homo sapiens collagen, lype .X III, alpba l (KAJi-iiJAi), iranscnpx vanant i j, 
mRNA 


NM_080808 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcnpt variant 12, 
mRNA 


NM_O80807 


Homo sapiens collagen, type Xm, alpha 1 (COL13A1), transcript variant 11, 
mRNA 
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lNiVX__UoUoUO 


riomo sapiens coiiagen, type Alil, alpha l (^UULI oAl ), transcnpt variant 10, 
niRNA 


"NTN/T nsftRn^ 

X>l AVX_JJ o U OU D 


±iomo sapiens collagen, type Xlil, alpha 1 (.CULloAl), transcnpt variant 9, 
mKNA 


lNIYi__U oU o 


Homo sapiens collagen, type XIII, alpha 1 (C0L13A1), transcript variant 8, 
mKNA 




iiomo sapiens collagen, type AHl, alpha 1 QCUi/13Al), transcnpt vanant 7, 
mRNA 




J:iomo sapiens collagen, type Aiu, alpha 1 (U01-13A1), transcnpt vanant 6, 
mRNA 


lNIVl__UOUoU i 


riomo sapiens collagen, type AiU, alpha 1 (CUL13A1), transcnpt vanant 5, 
mRNA 


IN iVl_U oU O UU 


Homo sapiens collage, type XIU, alpha 1 (COL13A1), transcript variant 4, 
mRNA 




JbLomo sapiens collagen, type XIII, alpha 1 (COL13A1), transcnpt vanant 3, 
rnjt\j.N/\ 


TsJlVf nR07QR 
iNivj. v/ou / yo 


riomo sapiens collagen, type AIll, alpha 1 (CUL13A1), transcript vanant 2, 
mRNA 




tiomo sapiens collagen, type Alil, alpha 1 ^CUL13A1), transcnpt vanant 1, 
mRNA 




xiomo sapiens areDnn i (jjrSJN l ), transcnpt vanant 1, mKNA 


NM 080881 


Homo sapiens drebrin 1 (DBNl), transcript variant 2, mRNA 


iNivi__uou / yz 


Homo sapiens brain-immunoglobulin-like molecule with tyrosine-based 

activation motifs (BIT), mRNA 


IN 1V1__U oU o 1 0 


Homo sapiens signal-regulatory protein beta 2 (SIRPB2), transcript variant 2, 

mtvLNiV 




riomo sapiens signai-reguiatory protein beta z (olKJrBz}, transcnpt vanant 1, 


NM 0007R7 


jnuniu bdpicrib dopamine oeta-nyuroxyiase ^Qopamme oeta-monooxygenasej 
(DBH), mRNA 


NM 080426 


nuirio i>cipicui> o^iN/\o complex locus ^^vjriNAoj, uranscnpt variant z, mKJNA 


NM 080425 


Homo sapiens GNAS complex locus (GNAS), transcript variant 3, mRNA 


INiVi UUUOiO 


JHomo sapiens LriNAb complex locus (GNAS), transcript variant 1, mRNA 


NM 006571 


Homo sapiens novel RGD-containing protein (WS-3), mRNA 


IM iVl_U oVyZO 


Homo sapiens hypothetical protein similar to KIAA0187 gene product 
(LOG96610), mRNA 


IN 1YI._U o U 


Homo sapiens hypothetical protein similar to CGI-67 protein (LOC91219), 
mRNA. 




Homo sapiens hypothetical protein similar to topoisomerase (DNA) in beta (H. 
sapiens) (LOC129020), mRNA 




Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 3, 
mRNA 




Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant 2, 
mxviN/v 


NM 0Rn019 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2), transcript variant H2', 
mxsj.N/\ 


NM_001181 


Homo sapiens asialoglycoprotein receptor 2 (ASGR2)5 transcript variant 1 
mRNA 


IMM 001671 


Homo sapiens asialoglycoprotein receptor 1 (ASGRl), mRNA 


NM 005065 


Homo sapiens sel-1 suppressor of lin-12-like (C. elegans) (SELIL), mRNA 


NM 014978 


Homo sapiens VPS 10 domain receptor protein SORCS 3 (SORCS3), mRNA 


NM 015230 


Homo sapiens centaurin, delta 1 (CENTDl), mRNA 
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MM 052868 I 


lomo sapiens immimoglobulm superfanulv, member 8 (IGSF8), ii«NA _J 


NM 032782 I 
■NTTV/f ] 

iNiVJ. \Jj^J\j7 J 

NM_021625 ] 

I i 


lomo sapiens hvpothetical protein FLJ14428 (TIM3 ), mKN A 

iomo sapiens cViromosome 2 open readme frame 9 (C2orl9). mRNA 

BLomo sapiens transient receptor potential cation channel, subtanuly v, member 
1 fTRPV4V mRNA ^ 


NM 020960 ] 
NM_024503 ] 

1 


-loino sapiens G protein-coupiea receptor m / i^vjrjviv / xxuvi>/^ — 

Homo sapiens human immunodeficiency virus type I enhancer bmamg proiem i 
fHIVEP3), mRNA — 


NM 024112 
NM_015192 


Homo sapiens chromosome 9 open reading frame 16 (C9orfl6), mRNA 

Homo sapiens phospholipase C, beta 1 (phosphomosmae-specinc; yru^Di), 
mRNA 


1 xTTvyf (yyoA9l^ 

iNJVl__UZZH'0 1 


Homo sapiens ARP-GAP, RHO-GAP, ankynn repeat and plekstnn homology 
domains-containing protein 3 (ARAP3), mRNA 


NM_021634 


Homo sapiens leucine-rich repeat-contammg G protem-coupled receptor ; 


NM_013305 


Homo sapiens sialyltransterase 8E (^alpna-z, s-poiysiaiytransienibc; yp^r^i-ox^), 
mRNA 


NM 019069 
NM_016179 

NM 016592 


Homo sapiens WD repeat domam 5B (WDK5J3). mRNA 

Homo sapiens transient receptor potential cation cnannei, suownuiy 

4 frRPC4), mRNA 

Homo sapiens GNAS complex locus (^UJNAaj, transcript vanani im^-^-f^ 


NM 014007 
NM_012471 


Wnmo saniens zinc finger protein 297B (ZNF297B), mRNA 

Homo sapiens transient receptor potential cation channel, suDiamiiy mcmoci 

5 (TRPC5), mRNA ■ 


NM_012459 


Homo sapiens translocase ot inner rmtochondrial membrane » nomoiog x> vycaai; 

rnMM8B), mRNA 


"NM 004621 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
6 (TRPC6), mRNA 


NM_003304 


Homo sapiens transient receptor potential cation channel, subfamily C, member 
1 (TRPCl), mRNA — — 


NM_002124 


Homo sapiens major histocompatibility complex, class H, DRbeta 1 CilLA- 
DRBl),mRNA 


NM 000972 
"MM 1 ^^0384 


Homo sapiens ribosomal protein L7a (RPL7A), mKN A 

Homo sapiens three prime repair exonuclease 1 (TREXl), tianscnpt variant 6, 

mRNA . ■ 


NM_033627 


Homo sapiens three prime repair exonuclease 1 (TREXl), transcnpt variant 2, 
mRNA : 


NM_0321 66 


Homo sapiens three prime repair exonuclease 1 (TREXl), transcnpt variant b, 
mRNA ^ 


NM 024996 
NM_033629 


Homo sapiens mitochondrial elongation factor G (EhGl ), mKJNA 

Homo sapiens three prime repair exonuclease 1 (TREXl), transcnpt vanant 4, 
mRNA ^ : : = 


rNM_033628 


Homo sapiens three prime repah" exonuclease 1 (TREXl), transcnpt vanant i, 

mRNA 


NM_016381 

1 NM 031892 
NM 003960 

|NM 021093 
NM 021092 
NM 021190 
NM 013998 


Homo sapiens three prime repair exonuclease 1 (IKEXl), transcnpt vanant 1, 

mRNA — 

Homo sapiens SH3-domain kinase bmding protem 1 (t)ri3KBPl), mRNA 
Homo sapiens N-acetyltransferase 8 (camello like) (NATS), mRNA 

Homo sapiens peptide YY. 2 (seminalplasmin) (PYY2), mRNA _ 

Homo sapiens pancreatic polypeptide 2 (PPY2), mRNA _ 

Homo sapiens polypyrimidine tract binding protem 2 (F1BP2), mRNA 
Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
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neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma) (TACl), transcript variant delta, mRNA 


Xnv>f 01*5 00*7 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gamma J cranscnpi variant gamma, mjKJNA 




Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1 , 
ncuruKinm z, neuromeum i-r, neuroKinm aipna, neuropepuQe is., neuropeptiae 
gamma) (TACl), transcript variant alpha, mRNA 


IM iVX \J I D J 


Homo sapiens G protein-coupled receptor, family C, group 1, member B 
(GPRC5B), mRNA 


NM 004630 


Homo sapiens splicing factor 1 (SFl), mRNA 


INiVl uuuz^u 


Homo sapiens leptin (obesity homolog, mouse) (LEP), mRNA 


INiVl__UU J i OD 


Homo sapiens 1 Ar4 RNA polymerase n, TATA box bmdmg protein (TBP)- 
associated factor, 135 kD (TAF4), mRNA 


1N1YL_UU J 1 O-i 


Homo sapiens tachykinin, precursor 1 (substance K, substance P, neurokinin 1, 
neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide 
gammaj al^j. j, transcript variant beta, mJKJNA 


NM 002772 


Homo sapiens protease, serine, 7 (enterokinase) (PRSS7), mRNA 


XNJVl__UUDo D / 


Homo sapiens zinc metalloproteinase (STE24 homolog, yeast) (ZMPSTE24), 
mRNA 




Homo sapiens WAP lour-disumde core domain 2 (WFDC2), transcnpt vanant 1, 
mRNA 


lNXvX__UoU / 3 O 


Homo sapiens WAP lour-disulfide core domain 2 (WFDC2), transcnpt vanant 2, 
mRNA 


lNlVl___Uov / J 3 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 5, 
miviN/v 




riomo sapiens w Ar lour-aisuliiae core domain 2 (WrDC2), transcnpt vanant 4, 

IIIlvIN/tl 


NM_080733 


Homo sapiens WAP four-disulfide core domain 2 (WFDC2), transcript variant 3, 

mT?T\J A 
nxi\J.N/\ 


NA/T 091 1 07 

IN iVX v/Z. 11"/ 


xiomo sapiens w/vr lour-uisuiiiae core domain 1 (WJrJJCl), mRNA 


INiVl \J\J I 


xiomo sapiens pre-r> lympnocyte gene l (VJrK±i±>l), mRNA 


NM_006373 


Homo sapiens vesicle amine transport protein 1 (VATI), mRNA 


INXVi \J\JD 1 U J 


Homo sapiens sortilin-related receptor, L(DLR class) A repeats-containing 

/'QPiPT 1^ mPXTA 
^^o^XVJUl ^, ITuvlN/Y 


MM 020777 


Homo sapiens VPS 10 domain receptor protein (SORCS2), mRNA 


i>i ivi yjj 1 0 


Jtiomo sapiens vrc>iu domain receptor protem SOKCS 1 (SORCSl), mRNA 


NM_022553 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 2, mRNA 


NM 004843 


Homo sapiens class I cytokine receptor (WSXl), mRNA 


iNiVl__UoUD 04 


Homo sapiens SAC2 suppressor of actin mutations 2-like (yeast) (SACM2L), 
transcript variant 1, mRNA 


xnv>r noA7i 1 

lNXvl_UUO til 


Homo sapiens RNA binding protein SI, serine-rich domain (RNPSl), transcript 
variant 1, mRNA 


i>i IVX _ u o V/ 3 y 


Homo sapiens RNA binding protein SI, serine-rich domain (RNPSl), transcript 
variant 2, mRNA 


NM__1 00486 


Homo saniens \V~W^ domain-contfliniTiO" flHantfr witli n nrAI^A^nr^W -rpam'nn f\hl tkC^^ 

transcript variant 3, mRNA 


NM_1 00264 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 2, mRNA 


NM_0 16628 


Homo sapiens WW domain-containing adapter with a coiled-coil region (WAC), 
transcript variant 1, mRNA 
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NM 005701 


Homo sapiens RNA, U transporter 1 (RNUTl), mRNA 


NM 014810 


Homo sapiens centrosome-associated protein 350 (CAP350), mRNA 


NM 013325 


Homo sapiens KIAA0943 protein (Apg4B), mRNA 


NM 020235 


Homo sapiens bobby sox homolog (Drosophila) (BBX), mRNA 


NM 019118 


Homo sapiens hvpothetical protein RP4-622L5 (RP4-622L5), mRNA 


NM 016312 


Homo sapiens WW domain binding protein 1 1 (WBPl 1), mRNA 


NM 018706 


Homo sapiens KIAA1630 protein (KIAA1630), mRNA 


NM_080599 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 1, 
mRNA 


]SIM_015542 


Homo sapiens regulator of nonsense transcripts 2 (RENT2), transcript variant 2, 
mRNA 


NM 002911 


Homo sapiens regulator of nonsense transcripts 1 (RENTl), mRNA 


NM_002833 


Homo sapiens protein tyrosine phosphatase, non-receptor type 9 CPTPN9), 
mRNA 


NM_080589 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTPN7), 
transcript variant 3, mRNA 


NM_080588 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (PTFN7), 
transcript variant 2, mRNA 


NM_002832 


Homo sapiens protein tyrosine phosphatase, non-receptor type 7 (P l'FN7), 
transcript variant 1, mRNA 


NM_007039 


Homo sapiens protein tyrosine phosphatase, non-receptor type 21 (PTPN21), 
mRNA 


NM_014369 


Homo sapiens protein tyrosine phosphatase, non-receptor type 18 (brain-derived) 
(PTPN18),mRNA 


NM_005401 


Homo sapiens protein tyrosine phosphatase, non-receptor type 14 (Fi PJN14), 
mRNA 


NM„002S35 


Homo sapiens protein tyrosine phosphatase, non-receptor type 12 (PTPN12), 
mRNA 


NM_080685 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 4, mRNA 


NM_080684 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 3, mRNA 


NM_080683 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Fas)-associated phosphatase) (PTPN13), transcript variant 1, mRNA 


NM_080601 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPNl 1), 
transcript variant 2, mRNA 


NM_002834 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 (PTPNl 1), 

transcript variant 1, mRNA 


NM_006399 


Homo sapiens basic leucine zipper transcription factor, ATF-like (BATF), 
mRNA 


NM_006709 


Homo sapiens HLA-B associated transcript 8 (BATS), transcript variant 
NG36/G9a, mRNA 


NM 033177 


Homo sapiens HLA-B associated transcript 4 (BAT4), mRNA 


NM_004639 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 1, 
mRNA 


N!V[_080703 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 3, 
mRNA 


NM_080702 


Homo sapiens HLA-B associated transcript 3 (BAT3), transcript variant 2, 
mRNA 


NM_004638 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 2, 
mRNA 


NM 080686 


Homo sapiens HLA-B associated transcript 2 (BAT2), transcript variant 1, 
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mRNA 


XTTV /f A A /I /z Ar\ 

NM_004o40 


Homo sapiens rLLA-o associaiea iranscript i v,JL>/\i i^, iTd-nscripc vdiiciiiL i, 
mRNA 


NM_05U59b 


rlomo sapiens rli^A-i3 associaica transcnpi i x i ^5 transcript vdrid.nL 
mRNA 


XTTV A f\oc\n€\n 

JNiVl_0oU7y7 


rlomo sapiens aeain associaiea xranscripLion iduior i ^j^axx* i iranbLfript yQxva\x\, 


NM_080796 


Homo sapiens death associated transcription factor 1 (DATFl), transcript variant 

mJKJN A 


NM_022105 


Homo sapiens death associated transcription factor 1 (DATFl), transcript variant 

1, inKJNA 


NM 021080 


Homo sapiens disabled homolog 1 (Drosophila) (DABl), mKNA 


JNJyl_0o07o0 


Homo sapiens oacnsnuna nomoiog ^urosopniiaj ^^ua^xij, uranscnpt variant -z, 
mRNA 


JNM_0o075y 


xlomo sapiens aacnsnuna nonioiog v.-LTOSopniiaj yxJfsy^rv)^ transcnpi variant x, 
mRNA 


-V TTv X r\{\ A O AO 

NM_004392 


rlomo sapiens uacnsnuna nomoiog ^urosopniiaj (^jjAL^nj, transcnpL vanani 

mKJNA 


NM_005996 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 1, 

«mT> XT A 

rnKJNA 


NM_016569 


Homo sapiens T-box 3 (ulnar mammary syndrome) (TBX3), transcript variant 2, 

««-T) TvT A 

mKJNA 


MM 016954 


Homo sapiens T-box 22 (TBX22), mRNA 


NM_080701 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 4, 
mRNA 


NM_080700 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 3 , 
mRNA 


NM_080699 


Homo sapiens three prime repair exonucleaise 2 (TREX2), transcript variant 2, 
mRNA 


NM_017518 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 5, 
mRNA 


NM_007205 


Homo sapiens three prime repair exonuclease 2 (TREX2), transcript variant 1 , 
mRNA 


"iWTIljf AOA^'5 0 

NM_080o32 


rlomo sapiens smiiiar to yeast upij, vanani a \ \jrriD), transcnpi vanani i, 
mRNA 


-KT\ r AO O A 1 A 

NM_02301U 


Homo -sapiens similai to yeast UpiJ, variant rJ \ \jVriD), transcnpi vanani z, 
mRNA 


NM_080687 


Homo sapiens similar to yeast upu, vanant a ^urroA), transcnpi vanani z, 
mRNA 


"VTTV jT AOO a 1 1 

NM_023011 


Homo sapiens similar to yeast Upi3, vanant A ^UJrr JAj, transcnpi vanant i, 
mRNA 


Tk-TTV if AOA/'OA 

NM_0 80630 


Homo sapiens collagen, type XI, alpha 1 (COLllAl), transcript variant C, 

mKJNA 




jfciomo sapiens coiiagen, type yvi, aipna i ^v^\jx-ri i ai^, transcript vdnant r>. 




noriio ddpicns coiiagcn, lypc -aj., dipnd i ^^v^j-ri i^i^, udixowiipL v<uiaiii r\.y 
mRNA 


NM 080791 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A3, mRNA 


NM 001639 


Homo sapiens amyloid P component, serum (ARCS), mRNA 


NM 080790 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A2, mRNA 


NM 080789 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant Al, mRNA 


NM 033068 


Homo sapiens acid phosphatase, testicular (ACPT), transcript variant A, mRNA 
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NM 001649 


Homo sapiens apical protein-like (Xenopus laevis) (APXL), mRNA 


NM_0 14481 


Homo sapiens apurinic/apyrimidinic endonuclease-like 2 (APEXL2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_080649 


Homo sapiens APEX nuclease (multifunctional DNA repair enzyme) (APEX), 
transcript variant 3, niRNA 


NM_080648 


Homo sapiens APEX nuclease (multifunctional DNA repair en2yme) (APEX), 
transcript variant 2, mRNA 


NM_001641 


Homo sapiens APEX nuclease (multifunctional DNA repair eazyme) (APEX), 
transcript variant 1, mRNA 


mA 080839 


Homo sapiens similar to gamma-glutamyltransferase 1 (LOC91227), mRNA 


NM_080927 


Homo sapiens endothelial and smooth muscle cell-derived neuropilin-like 
protein (ESDN), mRNA 


NM 030969 


Homo sapiens hypothetical protein MGC1223 (MGC1223), mRNA 


NM 080920 


Homo sapiens gamma-glutamyltransferase-like activity 4 (GGTLA4), mRNA 


NM 021168 


Homo sapiens RAR (RAS like GTPASE) like (RARL), mRNA 


NM_080842 


Homo sapiens hj^jothetical gene similar to gamma-glutamyltransferase-like 
activity 1 (LOC129026), mRNA 


NM_031460 


Homo sapiens potassium channel, subfamily K, member 17 (TASK-4) 
(KCNK17), mRNA 


NM 033056 


Homo sapiens protocadherin 15 (PCDH15), mRNA 


NM 053283 


Homo sapiens dermcidin (DCD), mRNA 


NM_033518 


Homo sapiens solute carrier family 38, member 5 (SLC38A5), mRNA 


NM 021160 


Homo sapiens HLA-B associated transcript 5 (BATS), mRNA 


NM 002279 


Homo sapiens keratin, hair, acidic, 3B (KRTHA3B), mRNA 


NM 004138 


Homo sapiens keratin, hair, acidic, 3A (KRTHA3 A), mRNA 


NM_016310 


Homo sapiens polymerase (RNA) HI (DNA directed) polyp^tide K (12.3 kD) 
(POLR3K), mRNA 


NM_031991 


Homo sapiens polypyrimidine tract binding protein 1 (PTBPl), transcript variant 
3, mRNA 


NM_031990 


Homo sapiens polypyrimidine tract binding protein 1 (PTBPl), transcript variant 
2, mRNA 


NM_002819 


Homo sapiens polypyrimidine tract binding protein 1 (PTBPl), transcript variant 
l,mRNA 


NM 030930 


Homo sapiens unc-93 homolog Bl (C. elegans) (UNC93B1), mRNA 


NM_022454 


Homo sapiens SRY-related HMG-box transcription factor SOX17 (SOX17), 
mRNA 


NM_004652 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 1, niRNA 


NM_021906 


Homo sapiens ubiquitin specific protease 9, X chromosome (fat facets-like 
Drosophila) (USP9X), transcript variant 2, mRNA 


NM_022349 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 6A 
(MS4A6A), mRNA 


NM 022122 


Homo sapiens matrix metalloproteinase 27 (MMP27), mRNA 


NM_006387 


Homo sapiens calcium homeostasis endoplasmic reticulum protein (CHERP), 

mRNA 


NM_006918 


Homo sapiens sterol-C5-desaturase (ERG3 delta-5-desaturase homolog, fungal)- 
like (SC5DL), mRNA 


NM 020151 


Homo sapiens START domain containing 7 (STARD7), mRNA 


NM 018976 


Homo sapiens solute carrier family 38, member 2 (SLC38A2), mRNA 


NM 013351 


Homo sapiens T-box 21 (TBX21), mRNA 


NM 006993 


Homo sapiens nucleophosmin/nucleoplasmin, 3 (NPM3), mRNA 


NM 002420 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
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1 /"~rT> T>A>f 1 ^ XT A 

1^1 KxiVl 1 J, rniviN/v 


NM 007244 


Homo sapiens proline rich 4 (lacrimal) (PROL4), mRNA 


NM_00o75o 


rlomo sapiens Uz(^kjmuz^ sniaii nuciear jvin/y auxiliary lacior i {\j/.j\r i j, 
mRNA 


NM_0062o4 


Homo sapiens protein tyrosine phosphatase, non-receptor type 13 (APO-1/CD95 
(Jras)-associateci pnospnatasej (Jr ix^in ij)y transcnpi vanani z, mKiN/v 


JMM_00o035 


rlomo sapiens Lanu lantiDiotic synineiase componeni v^-iiKe i v^oacienaij 
(LANCLl), mRNA 


JNJV1__UU!) / lo 


rlomo sapiens regulator oi vj-protein signalling i y inieracnng protein i 
CRGS19]Pl),niRNA 


JNM Uu!>i4y 


rlomo sapiens i-dox li/ \ \.i>j^v^)^ nuviN/v 


NM 004231 


Homo sapiens ATPase, vacuolar, 14 kD (ATP6S14), mRNA 


jNJVl__UUUZ/D 


riomo sapiens oculocutaneous aioinism jjl vpinK-eye aiiuiion nomoiog, mousey 
(OCA2), mRNA 


XTK /f A A 1 1 O >l 

NM__0ul3b4 


Homo sapiens diptheria toxin resistance protein required for diphthamide 

biosynthesis-like 2 (S. cerevisiae) (DPH2L2), mRNA 


NM_000062 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade G (CI inhibitor), 
member l, (angioeciema, nereaitary) (^fcjiiKriiNOi j, mKiNA. 


XTX Jf AA*! '5 AT 


Homo sapiens transient receptor potential cation channel, subfamily M, member 

Z ^ 1 xsJrlVlz VCusjSjK 


JNlVl_UU3oU / 


riomo sapiens tumor necrosis lacior ^^ugana; superiamiiy, mcmucr ih- 

^ 1 iNJr olT iH-J, nXKlN/V 


iNivi uuzyo^ 


nomo sapiens sniaii mauciuie cycoKine ah- ^ov.^ i rxrr mxvjiNxx 


JNJVl UUZlUD 


riomo sapiens xiz/v nisione lamiiy, memoer j\. ^^jnLz/xr-A.j, nuxiNA 


INiVl UUDo:? 1 


riomo sapiens nemogioDin, ineia i v^niDv^i mtviN/^ 


JNIVI UUUjDo 


riomo sapiens nemogioom, aipna i v^rir>/\ i ^, niKj.\i/\ 


NM 000517 


Homo sapiens hemoglobin, alpha 2 (HBA2), mRNA 


INM ViZZbZ 


Homo sapiens heparan sulfate 2-O-sulfotransferase 1 (HS2ST1), mRNA 


NM 021213 


Homo sapiens phosphatidylcholine transfer protein (PCTP), mRNA 


iNM UioyoU 


Homo sapiens glycine N-methyltransferase (GNMT), mRNA 




Homo sapiens O-sial ©glycoprotein endopeptidase (OSGEP), mRNA 




rlomo sapiens KJN A Dinuing protein (^autoantigenic, nniviNr-associatea wiin 
lemai yeiiow; ^^iv/iJL/ 1 uranscript variant i, itii\j.n/\ 


NM_0 14483 


Homo sapiens RNA binding motif, single stranded interacting protein (RBMS3), 


xjN/f ni9'^9n 

iNlVl UlZ^OZU 


riomo sapiens iysopnospnonpd.sc j ^^i^ i x ju/xj ^, niiviNxx 


XTA/r AAA 1 O /I 


riomo sapiens nemogiooin, gamma vj ^rutsvjz^, nuviN/x 


NM 005330 


Homo sapiens hemoglobin, epsilon 1 (HBEl), mRNA 


NM_0U7io7 


Homo sapiens RNA binding protein (autoantigenic, hnRNP-associated with 
leinai yeiiowj ^jv/xu i j, transcnpi variant z, iiijkjna 


xnv/f nn^'i'^'> 

JNIVI KjKjddjZ 


nomo sapiens nemogioom, zeta ^^nrjz^jj rnjxiN/\ 


IN JVl UU J ^ J o 


riomo sapiens rwo-iiKe antigen i v^rv-ioi-.i ^, mivJN/x 


INiVi__UUU 1 Do 


riomo sapiens giucan ^i,h— aipna-^, orancning enzyme i v^giycogen orancnmg 
enzyme, /\nucrscii uiscdbc, giyuugcn bLoragc aisease type tv j ^^vjtjdjdi ^, iruvxN/x 


NM 000559 


Homo sapiens hemoglobin, gamma A (HBGl), mRNA 


Kin nnnnA7 


Homo sapiens genomic beta globin region (HBB@) on chromosome 1 1 


NO OOOOOfi 

IN VJ \J\J\J\J\J\J 


T-TAmrk cciT^if»Tic cr^Tir^mir' alf^Vi?! <TiAni"n Tf^crir^Ti CVW^ C7iS\ nn pliTriTnocr^nnp* 1^ 
xxv^iiiu octiJieiio ^eiiuiiiio <iij-/ii<a. ^iv^L^iii it^njxi ^xj.X->/xi^t|*^ ^ uii v./1.iivjiiivjoviiic lu 


NM 030964 


Homo sapiens sprouty homolog 4 (Drosophila) (SPRY4), mRNA 


NM 021181 


Homo sapiens 19A24 protein (CRACC), mRNA 


NM_004654 


Homo sapiens ubiquitin specific protease 9, Y chromosome (fat facets-like 
Drosophila) (USP9Y), mRNA 


NM 018518 


Homo sapiens MCMIO minichromosome maintenance deficient 10 (S. 
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NM_018593 


cerevisiae) (MCMl 0), mRN A 

Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 10 (SLC16A10), inRNA 


NM 018240 


Homo sapiens kin of IRRE like (Drosophiia) (iUKKbL), mKJNA 


MM 016004 


Homo sapiens chromosome 20 open readmg trame y (C2Uorty), niKiNA 


NM 006841 


Homo sapiens solute earner family 38, member 5 (bi.C3bA3), mKJNA 


NM_003725 


Homo sapiens oxidative 3 alpha hydroxysteroid dehydrogenase; retinol 
dehydrogenase; 3-hydroxysteroid epimerase (KUJjh), mKJNA 


NG 000009 


Homo sapiens genomic small histone iamily cluster (HrbCo^j on cnromosomc o 


NM 080878 


Homo sapiens endothelial lectin HL-2 (HL-2), mKJNA 


NM 080876 


Homo sapiens protein phosphatase (SKRFl), mKJNA 


NM 080874 


Homo sapiens ankynn repeat ana bUCo Dox-contammg :> uusa^^ 


NM 080873 


Homo sapiens ankyrin repeat and SOCS box-contaming 1 1 (ASBl 1), mRNA 


NM 080872 


Homo sapiens KIAA1777 protein (TJnc5h4), mKNA 


NM 080867 


Homo sapiens suppressor of cytokine signalling 4 (SOCS4), mRNA 


NM 080864 


Homo sapiens relaxin 3 (H3) (RLN3), mRNA 


NM 080863 


Homo sapiens ankyrin repeat and SOCS box-containmg 16 (ASB16), mKJNA 


NM_080862 


Homo sapiens SPRY domain-containing SOCS box protem SbB-4 (.bbli-4>, 
mKNA 


NM_080861 


Homo sapiens SPRY domain-containing SOCS box protem SSB-3 (SSB-3), 
mRNA 


NM 080860 


Homo sapiens testes specific A2 homolog (mouse) (TSGA2), mKJNA 


NM 016150 


Homo sapiens ankyrin repeat and SOCS box-contaming 2 ( ASB2), mKJNA 


NM 016127 


Homo sapiens hypothetical protein MGC8721 (MGC8721), mRNA 


NM_004170 


Homo sapiens solute carrier family 1 (neuronal/epifhehal high affmity glutamate 
transporter, system Xag), member 1 (SLCl Al), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 017611 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mKJNA 


NM_025220 


Homo sapiens a disintegrin and metalloproteinase domam 33 (ADAM.33;, 
mRNA 


NM 018548 


Homo sapiens down-regulated m lung cancer (HLCDCjlr'l), mKJNA 


NM_080740 


Homo sapiens similar to Ovis aries Y chromosome repeat region OYl LI 
(3*OYll.l), mRNA 


NM 012163 


Homo sapiens F-box and leucme-nch repeat protein y {rtSJU^y), rriKiN a 


NM 012304 


Homo sapiens F-box and leucine-rich repeat protein 7 (FBXL7), mRNA 


NM 012160 


Homo sapiens F-box and leucine-rich repeat protem 4 (J:*BAJL4), niKTM A 


NM 012159 


Homo sapiens F-box and leucine-rich repeat protein 3B (FBXL3B), mRNA 


NM 012158 


Homo sapiens F-box and leucine-rich repeat protein 3A (FBXL3 A), mKJNA 


NM 012157 


Homo sapiens F-box and leucine-rich repeat protein 2 (FBXL2), mRNA 


NM_024555 


Homo sapiens F-box and leucine-rich repeat protein 6 (FBXL6), transcnpt 
variant 2, mRNA 


NM_012162 


Homo sapiens F-box and leucine-rich repeat protein 5 (JbBXLbJ, transcnpt 
variant 1, mRNA 


NM_033535 


Homo sapiens F-box and leucine-rich repeat protem 5 (FBXL5), transcript 
variant 2, mRNA 


NM_012161 


Homo sapiens F-box and leucme-nch repeat protein 5 (FBXL5), transcnpt 
variant injNj.N/\ 


NM 002278 


Homo sapiens keratin, hair, acidic, 2 (KRTHA2), mRNA 


NM_033285 


Homo sapiens tumor protein p53 inducible nuclear protein 1 (TP53INP1), 

mRNA 


NM 002277 


Homo sapiens keratin, hair, acidic, 1 (KRTHAl), mRNA 


NM 032994 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
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transcript variant 5, mRNA 




*tT/-\-r>-i/^ cor\-tP>nc \A7illi«aYYic T^«an"ri=»-n c\mHrnTnf» rVirAmOSOlTIP TftOIATI 14 rAJV1BSCR14 1. 

nonno sapiens wiiiiaroo i^curcn syiiuiumc wiiiviiiwovriii& ic^^iv^n j.t y^y* x^uN-^x-vi-ry, 
transcript variant 4, mRNA 




nomo sapiens wiiiiairis xpcurcn oynuruiiic uiJiwiiivownic ic^ai^h x*t y^w jju>v^x'\>i'T/j 
transcript variant 3, mRNA 




XJrtfinrt oo-ni^nc "\A7illiQrMc Tl<aiiT<a-r» cx/r^HmnnR r»lTrATinAQATnp rfoion 14 /"\A/ ft SC^R.14^ 
jnLomo sapiens wiiiiams xjcurcn oyiiurijjiijic \/iuviiiuouiii& i^givixx it \^yyx-nj\-/x\.x-Ty, 

iranscnpL v an diiL z., iiijsj.>j^ 


NM_032951 


Homo sapiens Williams Beuren syndrome chromosome region 14 (WBSCR14), 
iranscopi variam i ^ nnxiN/Y 


IN VJ__UUUUU o 


TTrkmrx c5»-nif»nc af^nrvmir pvtApTirAmp P4'S0 Qiihfamilv TIA Tnlienobarbital- 
inr^nf'iWf*'^ ^r^\nP9A^ nn AVirnmA^nme 19 




WrMTiA csiTiieriQ pVirnmAQAmp 1 ^ ATien readiTiff "frame 22 fC12orf221* mRNA 

XXvlliv OnL/l^llO V»JlIX VXlAUOwXXlw X^ VI^WXl XVi«U>UXlXg J_LUAj.&V ^Arf A^v* ^J. ». 


IN Ivl__l/UHH^O 


Wr\mr* QfinienQ earlv HpvplnnTnent regulator 1 Cnolvliomeiotic 1 homoloc^ fEDRl\ 

mRNA 




Homn <;amen'^ choline nliosnhotransferase 1 fCHPTlV mRNA 


TnJM 01Q074 


FTAmn <;anien<; delta-like 4 rDrosonhila^ rDLL4\ mRNA 

XAvJlXl\J oCl^'lv/llO VXwltC*- Xxx\.V' ^ j_^x v^o v^xxxxu-y y^x-^x-#-i— <^ ■»i >. 




Hnmo <;aniens cHromosome X onen readine frame 9 fCXorf9\ mRNA 




T-TnmA ^aniens clnromo«;ome 21 onen readine: frame 55 fC21orf55\ mRNA 

XXV^XXXw 00|i^X^XXO V/XXX Vi^XlX\^OWXXXw Am X V/J^V^XA X WU-V^Xl-A^ XA k^-xxj.w ^ v*. «.» y 5 AA.M^'v^'iA A 


JLNiVA KJ L OjL^^ 


T^oTYio QanipnQ plonp^ator "nrotein 2 rELP2^ mRNA 

XXUlXXw dM|JlWllO v/XwXX^CxLV^X |^X\./Lv^xxx Zrf \^*-iX-jX. -^/j Axxx^-t ^x x 


NM 014096 


Homo sapiens hypothetical protein DKFZp762A227 (DKFZp762A227), mRNA 


"NT^/f 014097 
IN lYl U 1 Hyz. 1 


"WriTTir* cQ-nip-nc mnnppfAr pnVianrpr nf^ rC!NTv2^ mRNA 

XlUllxU OdfJivXid WvxlllCLrfUJX ^XHlAllV'WX VJX X^43X>^ y^\^X^X^*>-6#^ j xxu^^ 


NM 012164 


Homo sapiens F-box and WD-40 domain protein 2 (FBXW2), mRNA 


INiVi UiZZ4/ 


riomo sapiens seienium aonorproicm ^ojro/, 


TvTAvl A1 O 1 

JNJVL Ulzloj 


Jrlomo sapiens jt-dox ana w u-h-u uomam proicm o d)^ iiuviNrv 


NM_00719S 


Homo sapiens proline synthetase co-transcribed homolog (bacterial) (PROSC), 
mi\JN/\ 


NM_.006011 


Homo sapiens sialyltransferase SB (alpha-2, 8-sialytransferase) (SIAT8B), 
mRNA 


JNJVL UUjo/4 


rlomo sapiens zinc imger protein \ju\\r z^dv)^ iru\j.N/\ 


NM_001364 


Homo sapiens discs, large homolog 2, chapsyn-110 (Drosophila) (DLG2), 
mRNA 


InM_0U0o4o 


rlomo sapiens amyio-i, o-giucosioase, ^-aipna-giucanoirans>icr<ii>c v^giyt/ugcn 
debranchdng enzyme, glycogen storage disease type HI) (AGL), transcript variant 
6, mRNA 


iWlTiir AAAiT/IC 

]nM_000o45 


rlomo sapiens amyio- 1 , o-giucosiaase, ^-aipna-giucanoxraubicrabc ^giyuugcri 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
5, mRNA 


Tvnwyr aaa/CvI/i 
iNJyL_UUUo44 


Homo sapiens amyio-i, o-giucosiaase, '^-aipna-giuud.notrd.ubicrd.bc v^giy^ugcii 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
2, mRNA 


JNJVL_UUUo43 


rlomo sapiens amyio-i, o-giucosiaase, ^-aipna-giut/anoLrdiisiicrctbc \^giyc/ijgcii 
debranching enzyme, glycogen storage disease type HI) (AGL), transcript variant 
3, mRNA 


rNi\l__0u0642 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
CeDrancning enzyme, glycogen storage aisease type wx.) \ jrs\ji^)^ irdns>uiipi vcmaiiu 

1 ■rvi'DXrA 

1, mKJNA 


NM 000028 


Homo sapiens amylo-1, 6-glucosidase, 4-alpha-glucanotransferase (glycogen 
debranching enzyme, glycogen storage disease type III) (AGL), transcript variant 
4, mRNA 


NM 080831 


Homo sapiens chromosome 20 open reading frame 87 (C20orf87), mRNA 


NM 080825 


Homo sapiens chromosome 20 open reading frame 144 (C20orfl44), mRNA 


NM 080823 


Homo sapiens chromosome 20 open reading frame 148 (C20orfl48), mRNA 
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NM_017662 


lomo sapiens transient receptor potential cation channel, suDiamiiy ivi, xnemocr 
6 (TRPM6), niRNA 


NM_080744 


Homo sapiens scavenger receptor cysteine rich domain containing, group B (4 
domains) (SRCRB4D), mRNA 


NM_000493 


Homo sapiens collagen, type X, alpha l(Schmid metaphyseal chondrodysplasia) 
(COLlOAl), mRNA 


NM_057096 


Homo sapiens cytochrome P450 polypepnae 43 (UYr3A43), transcnpt vanani 
mKNA 


NM 014578 


Homo sapiens ras homolog gene family, member D (AKHD), mKN A 


1SIM_020708 


Homo sapiens solute carrier family 12, (potassium-chloride transporter) member 

5 (SLC12A5), mRNA 


NM 016093 


Homo sapiens ribosomal protem L26-like 1 (RPL26L1), mRNA 


NM_057095 


Homo sapiens cytochrome P450 polypeptide 43 (CYP3 A43), transcnpt variant z, 
mRNA 


NM_022820 


Homo sapiens cytochrome P450 polypeptide 43 r3A43;, transcnpt vananx i, 
mRNA 


NM 052969 


Homo sapiens ribosomal protein L39-like (RPL39L), mRNA 


NM 052970 


Homo sapiens chromosome 20 open reading irame ou i^v^zuoriou;, mJSJ.N/\ 


NM 052865 


Homo sapiens chromosome 20 open reading frame 72 (C20orf72), mRNA 


NM 021029 


Homo sapiens nbosomal protein L36a (RPL36A), mRNA 


NM 001001 


Homo sapiens ribosomal protein L36a-like (RPL36AL), mRNA 


NM_033645 


Homo sapiens F-box and WD-40 domam protein IB (FBXWIB), transcript 
variant 1, mRNA 


NM_033644 


Homo sapiens F-box and WD-40 domain protein IB (FBXWIB), transcnpt 
variant 2, niRNA 


NM_012300 


Homo sapiens F-box and WD-40 domam protem IB (FBXWIB), transcript 
variants, mRNA 


NM 022760 


Homo sapiens chromosome 20 open reading frame 81 (C20ori6l), mKJNA 


NM_014958 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 15 (ARHGEF15), 
mRNA 


NM 021810 


Homo sapiens cadherin4ike 26 (CDH26), mRNA 


NM_030876 


Homo sapiens olfactory receptor, family 5, subfamily V, member 1 (OK5Vi), 
mRNA 


NM_031232 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 2, mRNA 


NM_031231 


Homo sapiens amyloid beta (A4) precursor protein-binding, family A, member 2 
binding protein (APBA2BP), transcript variant 1 , niRNA 


NM 032554 


Homo sapiens G protein-coupled receptor 81 (GPR81), mRNA 


NM_006462 


Homo sapiens chromosome 20 open reading frame 18 (CzOortlc), transcnpt 
variant 1, naRNA 


NM_031229 


Homo sapiens chromosome 20 open reading irame lo (CzOoriio;, transcnpt 
variant 2, mRNA 


NM_031228 


Homo sapiens chromosome 20 open readmg frame 18 (CzOorilo), transcnpt 
variant 3, mRNA 


NM_031227 


Homo sapiens chromosome 20 open readmg frame 18 (C20ortl5), transcnpt 
variant 4, mRNA 


JNIVI UjIH-ZH 


TTnmn <ianipnQ rViromn<;nme 90 onen reading frame 55 fC20orf55), mRNA 


NM 000518 


Homo sapiens hemoglobin, beta (HBB), mRNA 


NM_030959 


Homo sapiens olfactory receptor, family 12, subfamily D, member 3 (OR12D3), 
mRNA 


NM 018661 


Homo sapiens defensin, beta 3 (DEFB3), mRNA 


NM 022487 


Homo sapiens DNA cross-link repair IC (PS02 homolog, S. cerevisiae) 
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n^pTPPir^^ mPNA 




TTr*Tvtr\ CQi^i^nc /^Vifrvmr^co-m/a 90 rvT**»Yi T^a^iHincr ■fVc^m^ ^1 il*90f\TTS1 i iTlRNTA 


NM_000668 


Homo sapiens alcohol dehydrogenase IB (class I), beta polypeptide (ADHIB), 

■mPNA 




T^/^•m^^ C5i"rti^T»c +<*ci"ic <5»yt\t'^ccp*H c<*/inf*nr*<* 97 i 1 *H 97 I TnR 


NM 021640 


Homo sapiens chromosome 12 open reading frame 10 (C12orfl0), mRNA 


xnv/f n9 191^ 

iNiVl UZ 1 Z 1 3 


riomo sapiens cnromosome zu open rcaaing irame / / ^v-zzuon/ / ^5 iTUvi>/\ 


xnvyr ni 9 1 zll 


xiomo sapiens i^jj/ZA-L// n ^/\sp-oiu-/via-/vsp/nisj oox poiypcpiiQe zo ^i^j-'-a-^o^, 
mRNA 


XnV/T 09199^ 
INiVl UZ 1 ZZD 


nomo sapiens proimc-ricn i ^^iri\.i_^i_f i )y niivLN/\ 


INlVl UUOjUO 


xiomo sapiens regenerating isiei-Qeriveu-uKe, pancreatic stone protein-iiice, 

pd.ncrcd.LiL/ inrcdu proiciTi-iiKc yidix.) yj\A2\jx-i)^ itix\j.n/\ 


iNiVX UZUJjO 


ixuirnj bd.piciib oruuinuboiiic open rcduiiig ird.iiic jjz v^^zvoxijz^, iiLi\j.Nr^. 


INlVl UZUjO-7 


noirLO sapiens lascm nomoiog acxin-Dunoiing proxcin, lescicuiar 




Homo <:ani<=»nc; J^W^-rlnmain rrPR9-likp pnHnnhilin R9 r^W^rrT ml^NA 


NM 020125 


Homo sapiens BCM-like membrane protein precursor (BLAME), mRNA 


T<r\if 01009^ 


Xxumi/ odpiciio oiir urnuboiiic zv/ open reaumg ixaine i o ^^v^zvon i iiixnJ-n/^ 


NM 018679 


Homo sapiens t-complex 1 1 (mouse) (TCPl 1), mRNA 


iNiVi \j i / joy 


riomo sapiens r>-ceii iransiocaiion gene ^ \d i ^, rnj\JN/\. 


XTNyr oi fi^Q9 

iMivi u i ooyz 


Homo sapiens chromosome 20 open reading frame 17 (C20orfl7), mRNA 


xnv/f ni 8/^09 
iNiVi_u i ooy / 


Homo sapiens LanC lantibiotic synthetase component C-like 2 (bacterial) 


'MM' 01R^77 


nomo sapiens aceiyi-i^oenzyme /v syntnetase z \^/viJi:^ loriiiing^ ^/\v^/voz^, 

mPNA 


MM 0 1 R4'^ 1 


nomo oapicii^ i^iii oiiioboiiie open redoing ixdiiie loo \\^^\j\jL\.xO\j)y iiiJvi>i/\ 


TMN/T 01 S79S 

INiVl V 1 O / Z J 


nomo bd.pienb imcneujsjn i /o rcucpior ^uui /DM\.jy xLusjr*ir\ 


xnv/f 01R474 

i>IXVjL \j 1 0*T / *T 


nomo octfjiciio Lriuomooonic ^o open rcaumg ixctmc 17 \y^^\j%jLLi^)j iiiisa^s\. 


NM 018478 


Homo sapiens chromosome 20 open reading frame 35 (C20orf35), mRNA 


NM 017896 


Homo sapiens chromosome 20 open reading frame 1 1 (C20orfl 1), mRNA 


XNiVl Ul /o/H 


Homo sapiens chromosome 20 open reading frame 27 (C20orf27), mRNA 


XTNjf A 170^0 


Homo sapiens uridine kinase-like 1 (URKLl), mRNA 


XTTVyf A177Q?? 


Homo sapiens chromosome 20 open reading frame 21 (C20orf21), mRNA 


XTN/T m 77CQ 
lNlVl_Ul / / by 


Homo sapiens sema domain, immunoglobulin domain (Ig)) transmembrane 
uomam yisyL) anu snore cyiopiasmic aomam, ^semapnooii^ \jDi2isyL£\*f\^), 

ml^NA 
mxsj.Nx^ 


NM 017714 


T-Trtmn c5iT>i^nc r^TiTrkfTincnTYK* 90 rM**^Ti Ti^aHino" "fimm^ 1 *\ ^f^90nT"F1 ml^'^JA 


>JM 017671 


TTArnrk Qnnipn^ pTiTrnnnQomp 90 onpn rpfiHincr frainp 49 ^t^90nTf49^ TnT^"WA 




T-ToiTin <sa'nip'n^ iinmiinp pistsnpifitpH ■niirlpotirlp 4 Hlcp 1 Tmnii^sP^ rTAN4T 1^ mRNA 


NM 01R^S4 

1 > iVA Vy 1 O J -/ 


T-Tr^mo «;a'niPTi<s pVirr»7T!n«50Tnp 90 onpn rpf^Hinof "frj^Tnp 46 ^^O90^Tf4f^^ mRN^A 


NM OIR'^47 


T-Trimr\ Qj^niprj*? pliTnmocnmp 90 rvnpn rpj^Hino" fraiTiP 9Q /^(~^90nr'f90^ mT?NfA 


NM OIR'^77 


rTr»mo cciTMPnc pVifr^mricr^TYii^ 90 rir^^^n T^adrlincr "frmnp "^R ^(^90r*T"P^R'\ m"l?^IA 
xxomo oapi&iio ^ixi uiiiviooiixe z«o Open leaoiiig xxdixxw -^o y^w.^v/\ji,x^oy, xixixi>i.rv 


NM 01R9R9 


nomo odpieiio (jciiabpeoKie proiem i ^xox i^, iiiJNJLN.rt. 


NM 01R970 


T-Tr\mo cat^i^riQ pliTrtTTirtcr^Tnp 90 r\r\pn Tparlincr ■fraTTiP 90 ^r^90r»Tf90^ ml^N^A 
xxomo odpi^iio w/ixi ^iixodOiiie z>o open leduiii^ xxuiii^ wy/j\j\jx iiiiA-iNx^ 


NM 01R9S7 


nomo sadpieiio wiuoinoboine zo open redumg ndiiic jkj ^^v-^^voxuo^, iilivln/^ 


NM 01 R1 07 


xxomo adpiciio Zfiiii.' linger proieni oh nomoiog ^nitjixow^ \^^irjr\jH^, inxvi>j/A. 


NM 018010 


Homo sapiens estrogen-related receptor beta like 1 (ESRRBLl), mRNA 


NM 017446 


Homo sapiens mitochondrial ribosomal protein L39 (MRPL39), mRNA 


NM 017429 


Homo sapiens beta-carotene 15, 15*-dioxygenase (BCDO), mRNA 


NM 016082 


Homo sapiens chromosome 20 open reading frame 34 (C20orf34), mRNA 


NM 016610 


Homo sapiens toll-like receptor 8 (TLR8), mRNA 


NM 016009 


Homo sapiens SH3-domain GRB2-like endophilin Bl (SH3GLB1), mRNA 
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NM 016408 



NM 016407 



NM_016319 



Wnmo sanie ns chromosome 20 ooen reading trame 34 (C20orf 34 ) , mR NA 

— ^ tt:: 4::^ ^ Ai /T^oHrt-r^A'^^ TTiK N A 



Hom o sapiciia uimjxiiwfov^^xxw v^K^"* o ■ oxtFa 

KntT.n s apiens chromosome 20 open reading frame 43 (C20orf4 3). mRNA 



Homo sapiens COP9 constitutive photomorphogemc homolog subunit /A 
(Arabidopsis^ fCOPS7A'>, mKNA 



NM 015985 



NM_015834 



Homo sapiens angiopoietin 4 (ANG PT4), mKNA 



Homo sapiens adenosine deaminase, RNA-specific. Bl (KKDl homolog rat) 
(ADARBl). transcript variant DRADA2c, "J^^ 



NM 015833 



Homo sapiens adenosine deaminase, RNA-specific, Bl (KliLH homolog ra 
("ADARBl). transcript variant DRABAZb, mRNA 



t) 



NM 014036 



Wntno saniens B CM-like membrane protein precursor (BLAME), mRNA 

— ^- _ . , ^ 1 j^r^iL/r^ 1*1-^ ri'TTt ux^Ai-^n rQVi'\/C\ m'R N A 



NM 014012 



T^Tn^o ...p iens RAS (RAD and GEM)-like GTP-bindmg (REM ), m RNA 



NM 014841 



Homo sapiens synaptosomal-associated protein, 91 kD homolog (mouse) 
(SNAP91),mRNA 



NM 014795 



Homo sapiens zinc Fmger homeobox lb (ZFHXIB), mRNA 



NM 015313 



fciom o sapiens ziim iuikci in^n . ^^^v^^ — u .- trri tl 

Homo sapiens Rho guanine nucleotide exchange factor (GEF) 12 (ARHGE1:'12), 

mRNA 



NM 014784 



Homo sapiens Rho guanine nucleotide exchange factor (GEF) 1 1 (ARHGEFl 1), 
mRNA 



NM 014862 



Homo sapiens aryl-hydrocarbon receptor nuclear translocator 2 (ARNT2), 
mRNA 



NM 014054 



NM 015629 



u^mn .an iens chromosome 20 open reading frame 40 (C20orf40), mRNA 

. - -o-KT* r^^^^i-nr, ffir^nr 'hnrncAno ^veasti 



NM 015417 
NM 014625 



NM 014592 



NM_014140 



NM 013442 



NM 013248 



NM 013316 



±10 m0 sapiciia ° — ' -r- 

Homo sapiens PRP31 pre-mRNA processing factor 31 homolog (yeast) 

(PRPF31),mRNA 



Hnmn sapiens chromosome 20 open reading frame 28 (C20or £28) , m^ A 



ja.OmO sapicim um u muam^tw o = ; i- . v /vtdxXO'>\ 

Homo sapiens nephrosis 2, idiopathic, steroid-resistant (podocm) (NPHb2), 
mRNA 



HoTTiQ sapiens Kv channel interacting pr otein 1 (KCNIPI), mRNA 

Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator ol 
ch romatin, subfamily a-like 1 (SMARCAL l), mRNA 



.Rpi ens stomatin (EPB72Vlike 2 (STOML2), mRNA ^ 



NM_013348 



NM 013279 



NM_012418 



XX\JIXL\J ijt»pxwxji>j V ^ ^ — ' ■■ ~ 

Homo sapiens NUTF-like export factorl (NXT l), mRNA 
Homo sapiens C CR4-NOT transcription co mplex, subunit (CNOT4), mKMA 
— ^ : : ■ ■ ji.. 4^:A^^n .%i>onno1 onKfamilv J. member 1' 



ilom o sapiens v^'^j^^-i^^ ^ uaiicw^xK '^''^" — , i — — _ — — — 

Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 14 
(KCNJ14). mRNA 



Homo sapie ns chromosome 1 1 open readi ng frame 9 (Cllorf9), mRNA] 



NM 012201 



NM 000519 



NM 006999 



NM 006719 



NM 002313 



NM 007238 



NM 007184 



NM 006720 



NM 007026 



NM 006837 



NM 006614 



xiumu aajji^na ^±xx^xxm.^^^-^^ — * * ^ ■ — ■ 

Homo sapiens fascin homolog 2, actin-bundling protein, retmal 
f Strongylocentrotus purpuratus) rFSCN2), mRNA 



Homo sapiens gol gi apparatus protein 1 (GLGl), mRNA 



Homo sapiens hemoglobin, delta (HBP), mRNA 



nUUlU aapit^AlO xiv .xAxv/s*w^wxxx, V , y^T^TA 

Homo sapie ns polymerase (DNA directed) sigma (POLS), mRNA 
— : . . i_ • _ jxi T TK iT ^•(■z.;-^^ z' ATIT T\>r\ trnnsnrint varis 



Homo sapiens actin binding LIM protein (ABLIM), transcript variant 
mRNA 
Homo sapiens 



ABLIM-m, 



actin binding LIM protein (ABLIM), transcript variant ABLIM-1, 



mRNA 



Homo sapiens peroxisomal membrane protein 4 (2 4kD) (PXMP4), mRNA 



Homo sapiens nischarin (NISCH), mRNA 



Homo sapiens actin binding LIM protein (ABLIM), transcript variant ABLIM-s, 



mRNA 



Homo sapiens dual specificity phosphatase 14 (DUSP14). mRNA 



Homo sapiens COP9 constitutive photomorphogenic homolog subunit 5 

(Arabidopsis') (COPS5), mRNA 



Homo sapiens 



cell adhesion molecule with homology to LI CAM (close homolog 
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of T 1"! fCHLlI mRNA 


isnvf 006410 


Homo saniens HIV-1 Tat interactive Drotein 2 30 kD fHTATIP2') mRNA 


NM 006432 


Homo sapiens Niemann-Pick disease, type C2 (NPC2), mRNA 


XNiVJl \J\J\jDHO 


TToTno <?flnipn<; o^olai tranQnort oonrmlex 1 (^90 IcD subunit^ rCrOLTCl^ mRNA 


>JM 006408 


Wnmo cn-nif*nQ aTit<»rior orsiHipnt 9 Viomoloff rX^enenu*? laevi*;'^ ( AOR2^ mRNA 


NM 006106 


TToTno caniP^nc \^^Q-5iQQApintpH "nrofpin 1 6S IcD TYAPl^ TnRN^A 


TMM 0060Q6 


TTomn canipriQ "NJ-mvn Hown<;treflm rpO"iilatefi ffene 1 rNDRCrl^ mRNA 


"MAA 006071 


xxUiTiu odpiciio puiyojfoLi^ i\JU.iicy uiocdoc \jj\jx'y\^y ^txxxj axxu yoysj^iLii xwwb^jtvx 

for egg jelly homolog, sea urchin)-like (PKDREJ), mRNA 


ISJA/T 006009 


1-Tr>mrk c?»ni<=*'nc r'ciQ'o^icp fPfniitmpnt HommVi fflTmlv TnPTTlHpT 4 ^C^AR'04^ TTlRN^A 

XJLC/lllVJ OdpiCIlo L/dof.^CloC' 1 CL/X UllilXC/iit vLV^lliaili XdXlJLlljrj lllWlilLrWl "T \\^nj\J^TJf 11IX\J.^X^ 


MM 005748 


Homo sapiens YYl associated factor 2 (YAF2), mRNA 


INlVl UUD /iJ 


xxomo sapiens uronyi-z-suiioiransierase tiusssjx 


iNlVi UUjOZZ 


iriomo sapiens o/v nypenension-associaiea nomuiog yorsjnjf iiixvin^ 




xiomo sapiens xv/vdo imeracLing, Kinesm-iiKe yrdDKincsmoj ^ivrtJDOjvjx'j-f^, 


>JM 00^ 66R 


Wr^mrfc car^iia-nc ciiilvltTcincfiarficp fVT^ Talnl^ji-^ R-r^olvQifllvirji'nQ'fipraQp'^ ^STAnTRTi^ 
xxumu ddpicno olctljrillcllldicrooC OJL^ \cil^licL~^y o~puijroi(aijriia.ix&Xdciocy y\jxj^xGi^jy 

mPTsJA 
iixivi.>i.rv 


>JM 00S606 


T-Totno Qfi'rtipnQ IpcniTnain (J Ol^ANTi ttiRN^A 

X^^IllW Od^lWXXo iW^iXlilClXXl yX.^VIXVXX^ Jj XXXLVX^X^ 


NM 004649 


Homo sapiens chromosome 21 open reading frame 33 (C21orf33), mRNA 


>JA/r 00^460 


xxUlxMJ bd-pxciio pCiiJAioLiiiiiti duy i~V-/\j.r\. tixivrCoidaoC' ^x xx^x jy xxixvx>jrv 


NM 005180 


Homo sapiens B lymphoma Mo-MLV insertion region (mouse) (BMIl), mRNA 


INiVl UUjIUo 


jjLomo sapiens xyiuxOKinase nomoiog yrx. iniiuenzaej ^y\.x jljJdj, iiiisj-n /a. 


iN IVl uu^ 0 1 u 


xxomo sapiens i-compiex lu ^^mousej v,i^J^i^/j nxtviN/v 


NM_004579 


Homo sapiens mitogen-activated protein kinase kinase kinase kinase 2 


NM_004086 


Homo sapiens coagulation factor C homolog, cochlin (Limulus polyphemus) 
^v-zv^^jci^, rnxsjN/\ 


NM 004273 


Homo sapiens carbohydrate (chondroitin 6) sulfotransferase 3 (CHST3), mRNA 




riomo sapiens KJN/V-Dinaing region ^xuNiri, kkjyij contammg z ^KJNrv-.z^, 
mRNA 


JNM_0U43Di 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 1, (collagen binding protein 1) (SERPINHl), mRNA 


INJVl_UU43 1 / 


Homo sapiens arsA arsenite transporter, ATP-binding, homolog 1 (bacterial) 


NM_001247 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 6 (putative 
luncxionj ^liiN xrLJOjy itusshj\ 


NM_003831 


Homo sapiens sudD suppressor of bimD6 homolog (A. nidulans) (SUDD), 

IT1Xv1n/\ 


NM 003143 


Homo sapiens single-stranded DNA binding protein (SSBPl), mRNA 


INM._UU3Uyo 


Homo sapiens syntrophin, alpha 1 (dystrophin-associated protein Al, 59kD, 
aciuiv component^ ^oin lirvi^, misj.N/v 


NM_003034 


Homo sapiens sialyltransferase 8A (alpha-N-acetylneuraminate/alpha-2,8- 
siaiyxTansierase, sjuj synuiasej ^oJirvio-rv^, mj\jNz\ 


NM_003028 


Homo sapiens SHB (Src homology 2 domain-containing) adaptor protein B 

^OxxIj )y llUCviN/V 


7<nV/T 00"^ ^70 


XXOIIIO bapienb XV.rVJL'^H'-xlJvC ^^o. UCx C VlbldC^ ^X\_rvJL'J*Ti-»y5 xIllXJ.^/^ 


NM 00'^669 


Homo saniens nleiotronic reeulator 1 TPRLlhomoloc Arabidonsis^ fPLRGl\ 
mRNA 


NM_000139 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 1 
(MS4A2), mRNA 


NM 003836 


Homo sapiens delta-like 1 homolog (Drosophila) (DLKl), mRNA 


NM 003653 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 3 
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NM 000083 F 
d 


\rabidopsis) (COPS3), mRNA rrhnm^ disease"i;itoi^i^ 

[omo sapiens chloride chaimel 1, skeletal muscle (Thomsen disease, autosom 

ominantt (CLCNl), mRNA L .Uf^DID-a) 


NM_000691 i 

r 


lomo sapiens aldehyde dehydrogenase i laimly, mcmb^iAl {AL^UtliAi), 

"^^^^^•^ — : 7 : T»xTA ^^r^if^r^ "R1 rPP'Ol homoloC raft 


NM 001112 


iorao sapiens adenosine deaminase, KNA-specihc, Bl (.KHUi nomoiog ra ; 
ADARB l\ transcript variant DRADA2a. mRNA — ^ . 


NM_004370 1 


r -— /r^r\j 1 o A 1 \ tra-nQmnt variant long, 

4omo sapiens collagen, type XII, alpha l tL.uL12Al>, Uaii^.,.xi.L vduaiii lu 


NM_080645 1 


Homo sapiens collagen, type Xll, alpha 1 ((JULliAl J, Uaiisuiyl vaiiaul i>uou, 


NM_080681 


Homn .laniens collagen type XI, alpha 2 (COLl 1 A2), transcnpt vananx i. 


NM_080680 


Lmo sapiens coUagen. type XI. alpha 2 (COLl 1 A2), transcnpt vanant 1, 


NM_080679 


Somo sapiens collagen, type XI. alpha 2 (COLl 1 A2). transcnpt vanant 3, 

mRNA — 


NM 003593 

isnvi__ooo638 




N!V[_080682 


-Hr':pi2:ir^oTfeU.dhe.i.nmolecule 1 (VCAMl). ^p. van^t 2. 


1SIM_001078 

NM 006115 
NM 000175 
NM 020526 
NM 002109 
NM 012208 
NM 004608 

XTN/T 05^07 
iNiVl UOVJ / 

NM 080718 
NM 080717 
NM 000192 
NM 080832 
NM 080824 


SoZ Wiens vasoute cell adhesion molecule 1 iVCAMl). transcnpt variant 1. 

Homo sapiens preferentially expressed antigen m melanoma (PRAME), mRNA . 

Homo sapiens glucose phosohate isomerase (UFi), mRNA 

Hnmo sapiens EphAS (EPHA8\ mRNA ^ 

Homo sapiens histidvl-tRNA svnthetase (HAKSJ, mRi>IA 

Homo sapiens histidvl-tRNA svnthetase-UKe ^nAkSL;, uiRl^A 

Homo sapiens T-box 6 (TBX6), transcnpt vanam 1 , mRNA 

Hnmo sapiens T-box 6 (TBX6\ transcnpt vanam i, niRl^A ^ 

Homo sapiens T-box 5 (TBX5\ transcnpt vanam i, mRRA 

Homo sapiens T-box 5 (TBX5\ transcnpt vanant 3, n^^A 

- Homo sapiens T-box 5 (TBXS) tr^nsmpt vanant 1, mRNA 

Homo sapiens poly(A) binding protetn, yopiasmic ^ ^1-AB^C.,^^^^ 

Hon.o sapiens chromosome 20 open readmg framei06(C2l^rtiy5^ 

-Kt^^^^ ......... .imo. suppressor OVCA2 C"VCA2>;rnRNA 


NM 080822 
NM 080821 
NM 080820 
NM 080818 
NM 080817 
NM 080794 
NM 020973 
NM 054112 
NM 052951 
NM 014145 
JNiVL yjDO^yjy 
NM 032013 
NM 032109 
NM_024021 

NM 022910 


- wnmn sapiens chromosome 20 ooen reading frame 10b (.czuonxub), mRNA 

-H^irTf--^— — — ^^^^ (Cmjf88},n^NA 

UtZ»s^s G protein-coupled receptor 80 (GPR80). mKJ^ A 

w«n,o sapiens G protein-coupled receptor 82 (GPK«2), mKiN/v 

1 SZo^piens-Jochondrialribosomal protein L39 (MRPL39),mRNA 

Homo sapiens cytosolic beta-glucosidase (GLUC). mRNA 1 

j^^..p..ns .brnmosome 20 open reading game oi y-^f"^-^^--^'' "^^^^^ 

-f^nnnn sapiens chromosomc 20 open reading frame 167 (C20orfl67), mRNA 

-^S^^ns chromosome 20 open readingframe 30 (C20orf30), n^ 

- -I^Sens chromosome 20 open^^^ilsgg ^4 (C20orf54), mRNA 

" Homo sapiens NDRG familv member 3 (NDRG3), mRNA _ 

" Homo sapiens orthopedia homoloe (Drosophila) (OTP), mRNA — 

Homo sapiens membrane-spanning 4-domams. subtamily A, member 4 

fMS4A4A), mRNA — 

Homo sapiens NDRG family member 4 (NDRG4), mRNA 
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NM 025206 


Homo sapiens fer-l-like 4 (C. elegans) (FER1L4), mRNA 


iSIM U24yoU 


Homo sapiens chromosome 20 open reading frame 48 (C20orf48)5 mRNA 


xnv>r no/iQQi 
JNM UZ4oyo 


xiomo sapiens cJiromosome Z\j open reaomg irame dv v^^zuonjyj, nuvLN/v 


NM 024299 


Homo sapiens chiomosome 20 open reading frame 149 (C20orf 149), mRNA 


JNM 024077 


Homo sapiens bbClb binaing protein 2 (JSorZ), mKJNA 


jNM_022730 


Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7B 
i^AraDiaopsis j ^l^UJr o /r)^, mKJNA 


NM 022574 


Homo sapiens postmeiotic segregation increased 2-like 12 (PERQl), mRNA 


]nM_0225do 


Homo sapiens aldehyde dehyrdogenase 8 family, member Al (ALDHSAl), 

mKJNA 


NM 022477 


Homo sapiens NDRG family member 3 (NDRG3), mRNA 


NM 022082 


Homo sapiens chromosome 20 open reading irame 59 (C20ori59), mKJNA 


NM_022058 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 10 (SLC4A10), mRNA 


NM 021230 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia3 (MLL3), mRNA 


NM_021145 


Homo sapiens cyclin D binding myb-like transcription factor 1 (DMTFl), 

T>"KT A 

mRNA 


NM_005238 


Homo sapiens v-ets erythroblastosis virus E26 oncogene homolog 1 (avian) 
(ETSl), mRNA 


NM 020465 


Homo sapiens MDRG family member 4 (NDRG4), mRNA 


NM_0 14227 


Homo sapiens solute carrier family 5 (low affinity glucose cotransporter), 
member 4 (SLC5 A4), mRNA 


NM 015317 


Homo sapiens pumilio homolog 2 (Drosophila) (PUM2), mRNA 


NM_0 15665 


Homo sapiens achalasia, adrenocortical insufficiency, alacrimia (Allgrove, triple- 
A) (AAAS), mRNA 


NM_021950 


Homo sapiens membrane-spanning 4-domains5 subfamily A, member 2 (Fc 
fragment of IgE, high affinity I, receptor for; beta polypeptide) (MS4A1), mRNA 


NM_005589 


Homo sapiens aldehyde dehydrogenase 6 family, member Al (ALDH6A1), 

mRNA 


NM_000533 


Homo sapiens proteohpid protein 1 (Pelizaeus-Merzbacher disease, spastic 
paraplegia 2, uncomplicated) (PLPl), mRNA 


NM 016252 


TT * "L 1*1 TAT* ^ A_A.''-^/^/ 11 \ /"T^ TT» -Tl'KT A 

Homo sapiens baculoviral lAP repeat-containmg 6 (apollon) (BIRCo), mRNA 


NM 014351 


Homo sapiens sulfotransferase family 4 A, member 1 (SULT4A1), mRNA 


NM_0 12323 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog F 
(avian) (MAFF), mRNA 


NM_006600 


TT • 1 J'j_*l^' 1 1 /"A *J1 X /T^ TT T1~X/~^\ 

Homo sapiens nuclear distribution gene C homolog (A. nidulans) (NUDC), 
mRNA 


NM_006145 


TT TX T ATT A t\'\ 11 1 ^ *! T% 1 1 /T^'XT A I I > 1 X 

Homo sapiens DnaJ (Hsp40) homolog, subfinaily B, member 1 (DNAJBl), 
mRNA 


NM_005120 


Homo sapiens trinucleotide repeat containing 1 1 (THR-associated protein, 230 

kD subunit) (TNRC ll), mRNA 


NM_001383 


Homo sapiens diptheria toxin resistance protein required for diphthamide 
Diosyntnesis-like 1 (S. cerevisiae) (DPH2L1), mKNA 


JNM \J\J\5LI 


Homo sapiens cancer/testis antigen 1 (CTAGl), mRNA 


JNJVl UoU/DU 


Jtiomo sapiens cnromosome zU open reading trame 143 (U2Uorti4ij, mJKJNA 


JNJVl U^Zoiy 


Homo sapiens zinc finger protein 341 (ZNF341), mRNA 


NM_0 17895 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 27 (DDX27), 
mRNA 


NM 030782 


Homo sapiens cisplatin resistance related protein CRR9p (CRR9), mRNA 


NM 080748 


Homo sapiens chromosome 20 open reading frame 52 (C20orf52), mRNA 


NM 080743 


Homo sapiens serine-arginine repressor protein (35 kDa) (SRrp35), mRNA 


NM _080742 1 Homo sapiens UDP-glucuronyltransferase-S (GLCATS), mRNA 
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NM 080741 


Homo sapiens sialidase 4 (NEU4), mRNA 


NM 080739 


Homo sapiens chromosome 20 open reading frame 141 (C20orfl41), mRNA 


NM 033550 


Homo sapiens chromosome 20 open reading frame 64 (C20orf64), mRNA 


NM_080732 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 3, 
mRNA 


NM_053046 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 1, 
mRNA 


NM_025106 


Homo sapiens SPRY domain-containing SOCS box protein SSB-1 (FLJ22393), 
mRNA 


NM_030760 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, S (EDG8), mRNA 


NM_0 16069 


Homo sapiens mitochondria-associated protein involved in granulocj^e- 
macrophage colony-stimulating factor signal transduction (Magmas), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 021205 


Homo sapiens Wnt-1 responsive Cdc42 homolog (WRCH-1), mRNA 


NM 032495 


Homo sapiens hypothetical protein SMAP31 (SMAP3 1), mRNA 


NM 032556 


Homo sapiens interIeukin-1 HY2 (IL1HY2), mRNA 


NM_014331 


Homo sapiens solute carrier family 7, (cationic amino acid transporter, y+ 
system) member 1 1 (SLC7A1 1), mRNA 


NM 017564 


Homo sapiens stabiHn-2 (STAB2), mRNA 


NM 020924 


Homo sapiens bioref (bioref), mRNA 


NM 015356 


Homo sapiens scribble (SCRIB), mRNA 


NM 030648 


Homo sapiens SET domain-containing protein 7 (SET7), mRNA 


NM 018488 


Homo sapiens T-box 4 (TBX4), mRNA 


NM 016470 


Homo sapiens chromosome 20 map 20ql3.11 


NM_080722 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 14 (ADAMTS14), mRNA 


NM 080676 


Homo sapiens chromosome 20 open reading frame 133 (C20orfl33), mRNA 


NM 080674 


Homo sapiens chromosome 20 open reading frame 86 (C20orf86), mRNA 


NM 080621 


Homo sapiens chromosome 20 open reading frame 136 (C20orfl36), mRNA 


NM 080608 


Homo sapiens chromosome 20 open reading frame 165 (C20orfl65), mRNA 


NM 080719 


Homo sapiens hypothetical protein MGC4473 (MGC4473), mRNA 


NM 003495 


Homo sapiens H4 histone family, member M (H4FM), mRNA 


NM 020633 


Homo sapiens VlR-like 1 (VlRLl), mRNA 


NM 007259 


Homo sapiens vacuolar protein sorting 45 A (yeast) (VPS45 A), mRNA 


NM_080631 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 2, 
mRNA 


NM_0 14396 


Homo sapiens vacuolar protein sorting 41 (yeast) (VPS41), transcript variant 1, 
mRNA 


NM 018668 


Homo sapiens vacuolar protein sorting 33B (yeast) (VPS33B), mRNA 


NM 022916 


Homo sapiens vacuolar protein sorting 33A (rat homolog) (VPS33A), mRNA 


NM 003610 


Homo sapiens RAEl RNA export 1 homolog (S. pombe) (RAEl), mRNA 


NM 014061 


Homo sapiens APR-1 protein (MAGEHl), mRNA 


NM 001927 


Homo sapiens desmin (DES), mRNA 


NM 080593 


Homo sapiens histone family member (H2B/S), mRNA 


NM 080596 


Homo sapiens histone family member (H2A/S), mRNA 


NM_001867 


Homo sapiens cytochrome c oxidase subunit VIIc (COX7C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001866 


Homo sapiens cytochrome c oxidase subunit Vllb (COX7B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM„004718 


Homo sapiens cytochrome c oxidase subunit Vila polypeptide 2 like 
(COX7A2L), nuclear gene encoding mitochondrial protein, mRNA 



232 

BNSiDOCiD: <WO 03074654A2_I^> 



wo 03/074654 



PCT/US03/05028 



NM_001865 


Homo sapiens cytocnrome c oxidase suDunii v ua poiypepiiae z i^iiverj 
(COX7A2), nuclear gene encoding mitochondrial protein, mRNA 


NM_001864 


Homo sapiens cytocnrome c oxidase suDunii v ua poiypepiiae i ^^musciej 
(COX7A1), nuclear gene encoding mitochondrial protein, mRNA 


NM_006438 


Homo sapiens collectm sub-tamily memoer lu v^v_/-iype leciinj \\jo\uiiA^y\))^ 
mRNA 


NM_080544 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VIE, mRNA 


NM_080543 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant Vn, mRNA 


NM_080542 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant VI, mRNA 


NM__080541 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant V, mRNA 


NM_080540 


Homo sapiens collagen-like tail subumt (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLO), transcript variant IV, mRNA 


NM_080539 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant EI, mRNA 


NM_080538 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 
asymmetric acetylcholinesterase (COLQ), transcript variant II, mRNA 


NM_005677 


Homo sapiens collagen-like tail subunit (single strand of homotrimer) of 

asymmetric acetylcholinesterase (COLQ), transcript variant I, mRNA 


NM_080592 


Homo sapiens apoptosis related protem AxK-j (^atk-j transcnpi vanani z, 
mRNA 


NM_016085 


Homo sapiens apoptosis related protein APR-3 (APR-3), transcript variant 1, 
mRNA 


mi 014318 


Homo sapiens apoptosis related protein (APR-2), mRNA 


NM 001745 


Homo sapiens calcium modulating ligand (CAJVLLCj), mKJN A 


NM_004341 


Homo sapiens carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, 
and dihydroorotase (CAD)„ nuclear gene encoding mitochondrial protein, 
mRNA 


ISIM_032493 


Homo sapiens adaptor-related protein complex 1, mu 1 subunit (API Ml), 
mRNA 


NM_001128 


Homo sapiens adaptor-related protein complex 1, gamma 1 subumt (APIGI), 
mRNA 


NM_080545 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 2, mRNA 


NM_003917 


Homo sapiens adaptor-related protein complex 1, gamma 2 subunit (AP1G2), 
transcript variant 1, mRNA 


"V Tit It t\c\ t\ C A r\ 

NM_080549 


Homo sapiens protein t3n*osine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 3, mRNA 


NM_0S0548 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 2, mRNA 


NM_002831 


Homo sapiens protein tyrosine phosphatase, non-receptor type 6 (PTPN6), 
transcript variant 1, mRNA 


NM_002830 


Homo sapiens protein tyrosine phosphatase, non-receptor type 4 

^rnegaKaryocyie J jlxinh-^, iiuvln^ 


NM_002S29 


Homo sapiens protein tyrosine phosphatase, non-receptor type 3 (PTPN3), 
mRNA 


NM_080423 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 (PTPN2), 
transcript variant 3, mRNA 


NM 080422 


Homo sapiens protein tyrosine phosphatase, non-receptor type 2 CPTPN2), 
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t 

NM 002828 1 
1 


ranscript variant 2, mKNA —rrrr 

3omo sapiens protein tyrosine phosphatase, non-receptor type 2 (i:' l l:'iNzj, 
ranscript variant 1 , mRNA - 


NM_002827 ] 
1 1 


Homo sapiens protein tyrosine phosphatase, non-receptor type 1 1 l^w i>, 
mRNA , ^ , ■ ,. 


NM_014241 1 


Homo sapiens protein tyrosine phosphatase-liKe ^proime msiead oi calalyliu 
arginineV member a (PTPLA). mRNA ^ 


NM_003479 


Homo sapiens protein tyrosine phosphatase type IV A, member 2 (.i- ii:'4Az;, 
transcript variant 1, mRNA ,r^..^^ 


NM_080392 


Homo sapiens protein tyrosme phosphatase type l v A, member 2 1 f^A^j, 
transcript variant 3 , mRNA _ _— 


NM_080391 


Homo sapiens protein tyrosine phosphatase type IV A, member 2 (P i 1:'4A2), 
transcript variant 2, mRNA 


NM_080591 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandm G/H 
synthase and cyclooxygenase) (PTGS n, transcript variant 2, mRNA 


NM_000962 
NM 004058 


Homo sapiens prostaglandin-endoperoxide synthase 1 (prostaglandin G/H 

synthase and cyclooxygenase) (PTGSl), transcript variant 1, mRNA 

Homo sapiens calcyphosine (CAPS), transcript vanant 1 , mRNA 


NM 080590 
NM_006380 


Homo sapiens calcyphosine (CAPS), transcript vanant 2, mRNA 

Homo sapiens amyloid beta precursor protein (cytoplasmic tail) binding protein 
2 (APPBF2), mRNA , 


NM_003905 


Homo sapiens amyloid beta precvirsor protein binamg protem i , o^/isaj i 
(APPBPl), mRNA 


NM_005783 


Homo sapiens ATP binding protem associated with cell differentiation 
(APACD), mRNA 


NM_080600 


Homo sapiens myelin associated glycoprotem (MAG), transcript variant 2, 
mRNA 


NM_002361 

NM 005994 
NM 080647 

NM 080646 


Homo sapiens myelin associated glycoprotem (MAG), transcnpt vanant 1, 

mRNA 

Homo sapiens T-box 2 (TBX2). mRNA 

Homo sapiens T-box 1 (TBXl), transcnpt vanant C, mRNA 

Homo sapiens T-box 1 (TBXl), transcnpt vanant A, mRNA 1 


NM 080675 
NM 080617 
NM 080611 
NM 080610 
NM_080602 


Homo sapiens sperm associated antigen 4-hke (SPACj4L), mKMA _ 

Homo sapiens cerebellin precursor-like 1 (CBLNLl), mRNA 

Homo sapiens dual specificity phosphatase-like 15 (DUSP15), mRNA 

Homo sapiens cystatin 9-like (mouse) (CST9L), mRNA 1 

Homo sapiens actin related protein 2/3 complex, subunit 3B (21 kD) (AKPC311), 
mRNA A 


NG_000011 
NM 016649 


Homo sapiens genomic cytochrome P450, subfamily llA (phenobarbital- 

inducible) (CYP2A.3@) on chromosome 1 9 J 

Homo sapiens chromosome 20 open reading frame 6 (C20orf6), mKNA 


NM 080597 
NM_080605 


Homo sapiens oxysterol binding protem-like 1 A (OSBPLl A), mRNA 

Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
6 (B3GALT6), mRNA 


NM_058169 

NM 0581o4 
1 NM 052866 


Homo sapiens loss of heterozygosity, 12, chromosomal region l ^i.uH12i.Ri;, 

mRNA • 

Tj^w/^ c.o-r.ionc- /»ifi.^»tr>m<>Hin 0 ^'nT.FM2). mRNA 1 

Homo sapiens ADAMTS-like 1 (ADAMTSLl), mRNA 


1 NM 018030 
NM 033142 
NG_000013 


Homo sapiens oxysterol binding protem-hke 1 A (OSBPLl A), mRNA 1 

Homo sapiens chorionic gonadotropm, beta polypeptide 7 (CGB7), mRNA 
Homo sapiens genomic MHC class HI complement gene cluster (MCGC@) on 1 
chromosome 6 1 



234 



BNSOOCIO <WO 03074654A2_L> 



wo 03/074654 



PCT/US03/05028 



NM 020967 


Jblomo sapiens nuciear recepioi coaciivaLor j {^r^K^yj^o ilusa^j\ 


jNM_033U44 


Jtiomo sapiens iTucrotuDuie-aciin crossimJving ki^lui i ^iYi/^.\^r' i^, uano^nj^t 
variani iiiivjln/v 


JNM_U33UZ4 


TJ/-vr»^/^ oot-*-! /sfic ■mir*-m'hiVkiil<»_or*+i'n /*f/\ecliinlri'nCf 'fjlf*i'AT 1 In/l A f ^ H 1 i lT3nSCTlT)t 

noino sapienb iiiiuruiuuuic^aULiii i/ri^ooiiiiAj.iig La\^i\ji a ^j.vj«z-Lv-»i xj, uaiiowxA^i. 

VariallL Z., rilJxlN/\ 


XT/^ (\C\[\C\ 1 1 


xiomo sapiens gcrwjiniL/ pruLUL/auxicriii. ucid ^luotci v^j: \^i^±x±j\t4^j vni uinv/xxiwawiiiv/ 


XTA/f Al^O/^/t 

JNJVl U1jo04 


rioino sapiens cnroiiioboiTic o opcri rcauiiig iictiiiC' \\^\j\jiL~jx*jy iiu^u.^^^ 


JNJVL Uizloo 


jiomo sapiens nistonc a.ccij'iixdTibicr a.bc ivi i o 1 1 \jyi. i o x i iiuAj.^r^ 


JNM U3U7/0 


rionio sapiens cnroinosonjie zu open rcduiiig iidiiic lod ^v^-^wiiioj^j iiix\j.^-fx 


JNJVl 0249 lb 


xiomo sapiens cnromosonie zu open reacnng iramc i /Zr ^v-z-voin / iuxvin^ 


JNJM UZ4olZ 


XlOroO sapiens Diaill OIIU. a.UU.LC ICUlvCIlila, t/yHJJJia&lillV ^x^r^-r^J-zv,/^, xiu.N-L^.£V 


JNJVl / / / 


Xiomo sapiens cnioinosomc zaj open icaLiiiig nu.iiiC' izri- ^^ii.v/c»ij.i^T^yj ai.i-L>.j."sx^ 


JNiVl UZ4/Do 


xiomo sapiciio a.giria.Lincioc \^n_»j-^->-?o'+^j iiuviNr^ 


INiVl UZ'^-OH-i 


xiomo odpiCllS ruallUaSClliX yr i^J i^Q JO iiixvi^r^ 


NM 024331 


Homo sapiens chromosome 20 open reading frame 121 (C20orfl21), mRNA 


XTK>r AO/1'2A1 

JNJVl 024301 


jiomo sapiens lUKunn-reiaiea protein ^^rjsjvr^, iiixvj.n^ 


NjVI 005763 


Jriomo sapiens aminoaaipaie-semiaiuenyae synmase v,-rt-^^»j»5^5 mjsj.N/Y 


JNJVl 02393!) 


riomo sapiens cnromosonie zu open reauing rrcimc i lo \^v^z,oorii lo^, iixcNj.>i-fv 


NM 021993 


Homo sapiens rUo interacting protein (^serme-argmine ricnj z yr\joir^), hit^n^ 


NM_014555 


Homo sapiens transient receptor potential cation channel, subfamily M, member 
5 (lJbUr^M5J, rnKJNA 


•VTik jT AAACIT 

NM 000537 


Jtlomo sapiens renm (^xCJiJN rniviN a 


JNM 016652 


rlomo sapiens i^m, crooKea necK.-iiKe i ^^i^^rosopnuii^ \^v^ivinjsjui^, uuvin^ 


NM 021245 


Homo sapiens myozenin 1 (MYOZl), mRNA 


NM__001967 


Homo sapiens eukaryotic translation initiation factor 4A, isoform 2 (iill*4A2), 
mRNA 


NM 018649 


Homo sapiens Hz A mstone lamily, member Y2 tJlzAr YZ), mKJNA 


NM 015148 


Homo sapiens PAS domain contaimng serme/tnreonme Kinase trA2>Js.;, mKiNA 


NM_017902 


Homo sapiens hypoxia-inducible factor 1, alpha subunit inhibitor (HIFl AN), 
mRNA 


NM__0 18285 


Homo sapiens chromosome 15 open reading trame iz ^v^iDoniz^, nuciear gene 
encoding mitochondrial protein, mRNA 


JNJvl Uio2o7 


rlomo sapiens jiz/v mstone lamiiy, memoer j yriz.jwj jy iiirsj-N/^ 


NM_017555 


Homo sapiens egl nine homolog 2 (C. elegans) (EGLN2), transcript variant 2, 

mKJNA 


NM 016143 


Homo sapiens likely ortholog of rat p47 (p47), mRNA 


JNM 015993 


Homo sapiens piasmoiipm ^rJVLLr), mKiNA 


NM 014938 


Homo sapiens Mix mteractor (Mvjjnl/vja;, mKJN a 


NM_014948 


Homo sapiens likely ortholog of mouse ubiquitin conjugating enzyme 7 
interacting protein 5 ( UoCii /Utd j, mKiN a 


NM_014016 


Homo sapiens SACl suppressor of actin mutations 1-like (yeast) (SACMIL), 
mRNA 


NM 015156 


Homo sapiens Kiio i corepressor (^xCi^^Jiv;, mrUN a 


NM_013337 


Homo sapiens trans Jocase oi inner miiocnonuriai memDrane zz nomoiog ^^yeast^ 
(T1MM22), mRNA 


NM_013233 


Homo sapiens serine tnreonine Kinase 39 ^oixizo/or^oi. nomoiog, yeasij 
CSTK39), mRNA 


NM 006595 


Homo sapiens apoptosis inhibitor 5 (APIS), mRNA 


NM 006402 


Homo sapiens hepatitis B virus x interacting protein (HBXJP), mRNA 


NM_006351 


Homo sapiens translocase of inner mitochondrial membrane 44 homolog (yeast) 
fTIMM44\ mRNA 


NM 006327 | Homo sapiens translocase of inner mitochondrial membrane 23 homolog (yeast) 
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(TIMM23), mRNA 


NM_006335 


Homo sapiens translocase of inner mitochondrial membrane 17 homolog A 
(yeast) (TIMM17A), mRNA 


NM_006420 


Homo sapiens ADP-ribosylation factor guanine nucleotide-exchange factor 2 
(brefeldin A-inhibited) (ARFGEF2), mRNA 


NM 005992 


Homo sapiens T-box 1 (TBXl), transcript variant B, mRNA 


NM_005834 


Homo sapiens translocase of hmer mitochondrial membrane 17 homolog B 
(yeast) (TIMM17B), mRNA 


MM_000385 


Homo sapiens aquaporin 1 (channel-forming integral protein, 281cD) (AQPl), 
mRNA 


NM_002891 


Homo sapiens Ras protein-specific guanine nucleotide-releasing factor 1 
(RASGRFl), mRNA 


NM_0D0963 


Homo sapiens prostaglandin-endoperoxide synthase 2 (prostaglandin G/H 
synthase and cyclooxygenase) (PTGS2), mRNA 


NM_002792 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 7 
(PSMA7), mRNA 


NM 002335 


Homo sapiens low density lipoprotein receptor-related protein 5 (LRP5), mRNA 


NM_001402 


Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEFlAl), 
mRNA 


NM 080677 


Homo sapiens dynein light chain 2 (Dlc2), mRNA 


NM 080672 


Homo sapiens Q9H4T4 like (HI 7739). mRNA 


NM_080671 


Homo sapiens potassium voltage-gated channel, Isk-related subfamily, gene 4 
(KCNE4), mRNA 


NM 080670 


Homo sapiens similar to RKJEN cDNA 2610030J16 gene (MGC2541), mRNA 


NM 080669 


Homo sapiens similar to RIKEN cDNA 1 1 10002C08 gene (MGC9564), mRNA 


NM 080667 


Homo sapiens similar to RIKEN cDNA 4931428D14 gene (MGC 15407), mRNA 


NM_080665 


Homo sapiens similar to RIKEN cDNA B2301 18G17 gene (MGC19604), 
mRNA 


NM 080664 


Homo sapiens similar to RIKEN cDNA 4930578F06 gene (MGC9912), mRNA 


NM 080662 


Homo sapiens similar to RIKEN cDNA 1810022F1 1 gene (MGC4281), mRNA 


NM 080660 


Homo sapiens similar to RIKEN cDNA 1200014N16 gene (MGC14289), mRNA 


NM 080659 


Homo sapiens similar to RIKEN cDNA 2310030G06 gene (MGC14839), mRNA 


NM 080657 


Homo sapiens vipirin (cig5), mRNA 


NM 080655 


Homo sapiens similar to RIKEN cDNA 5730528L13 gene (MGC17337), mRNA 


NM 080654 


Homo sapiens NY-REN-41 antigen (NY-REN-41), mRNA 


NM 080653 


Homo sapiens similar to RIKEN cDNA 4930500C14 gene (MGC9341), mRNA 


NM 080652 


Homo sapiens similar to RIKEN cDNA 5730578N08 gene (MGC15397), mRNA 


NM 004296 


Homo sapiens regulator of G-protein signalling 6 (RGS6), mRNA 


NM_014234 


Homo sapiens FabG (beta-ketoacyl-[acyl-carrier-protein] reductase, E coh) like 
(E. coli) (FABGL), mRNA 


NM 024775 


Homo sapiens gemin 6 (GEMIN6), mRNA 


NM 080626 


Homo sapiens BRI3 binding protein (BRI3BP), mRNA 


NM 080625 


Homo sapiens chromosome 20 open reading frame 160 (C20orfl60), mRNA 


NM 080616 


Homo sapiens chromosome 20 open reading frame 112 (C20orfll2), mRNA 


NM 080612 


Homo sapiens DOS/Gab family member 3 (GAB3), mRNA 


NM 080607 


Homo sapiens chromosome 20 open reading frame 102 (C20orfl02), mRNA 


NM 080603 


Homo sapiens chromosome 20 open reading frame 162 (C20orfl62), mRNA 


NM 032019 


Homo sapiens histone deacetylase 10 (HDACIO), mRNA 


NM 030815 


Homo sapiens chromosome 20 open reading frame 126 (C20orfl26), mRNA 


NM 020841 


Homo sapiens oxysterol binding protein-like 8 (OSBPL8), mRNA 


NM 020764 


Homo sapiens cask-interacting protein 1 (CASKINl), mRNA 


NM 016436 


Homo sapiens chromosome 20 open reading frame 104 (C20orfl04), mRNA 
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IN iVi UZZ 1 K)^ 


XlOinO bapidlo CnrOlHOoOIllC Z\J UpCll ICdU-lll^ ilcwiic \jf ^^^vuixvj/y, iixx\J.^xx 


MM 080546 


Homo sapiens CDw92 antigen ('CDW92), mRNA 


INIVI Ui^«)Xl 


xxOmO oapiCIlo UnrUIIlviaUlTlC Zv upcil iCaUiilg iidiiXwr *t ^^v^^vuiit^, iiuxo,^/^ 


iNiVl UUZl lO 


rionio sapiens ma] or niSLOCompau.DiiiLy C/ompicA, uiabb x, r\ \r±L^i\,'r\.)^ iilkjlx/x 


MM 023017 


Homo sapiens phosphoinositide 3-kinase enhancer (PIKE), mRNA 


JNJVl UzUyii 


Homo sapiens zmc ringer proiem 31/ (^Z/iNro i / iruNjNA 


NM_005037 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 
mRNA 


JNiVL UIozUd 


Homo sapiens vacuolar protein sorting 35 (yeast) (VPS 3 5), mRNA 


JNM_U 14003 


Homo sapiens DbAJD/H (Asp-vjiu-Aia-Asp/xiis^ dox poiypeptiae 5o ^ul/JvJoj, 
mRNA 


JNM_0Uo44D 


Jlomo sapiens rKJro pre-mKJNA processing tactor o nomoiog ^yeastj ^^JrK-^r^^, 
mRNA 


JNM OUio/!> 


Homo sapiens pre-mKJNA processing lactor lo ^rivr lo), mrUNA 


^M 006214 


Homo sapiens phytanoyl-CoA hydroxylase (Refsum disease) (PHYH), mRNA 


NM_004374 


Homo sapiens cytochrome c oxidase subunit Vic (COX6C), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_001863 


Homo sapiens cytochrome c oxidase subunit VTb (COX6B), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_005205 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 2 (COXoA2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004373 


Homo sapiens cytochrome c oxidase subunit Via polypeptide 1 (COX6A1), 
nuclear gene encoding mitochondrial protein, mRNA 


JNJVl_U32oUy 


Homo sapiens cytochrome c oxidase subunit IV isoform 2 (COX4I2), nuclear 
gene encoding mitochondrial protein, mRNA 


JNM 032489 


Homo sapiens acrosin binding protein (ACRBP), mRNA 


NM_080476 


Homo sapiens CDC91 cell division cycle 91 -like 1 (S. cerevisiae) (CDC91L1), 
mRNA 


NM 080473 


Homo sapiens GATA bmdmg protein 5 (GAl A5), mRNA 


NM_002121 


Homo sapiens major histocompatibility complex, class 11, DP beta 1 (HLA- 
DPBl), mRNA 


NM_078470 


Homo sapiens COX 15 homolog, cytochrome c oxidase assembly protein (yeast) 
(COX 15), nuclear gene encoding mitochondrial protein, transcript variant 1, 

^T>XT A 

mRNA 


NM_004375 


Homo sapiens COXl 1 homolog, cytochrome c oxidase assembly protein (yeast) 
(COXl 1), nuclear gene encoding mitochondrial protein, mRNA 


jNM__001303 


Homo sapiens COX 10 homolog, cytochrome c oxidase assembly protein, heme 
A/famesyltransferase (yeast) (COX 10), nuclear gene encoding mitochondrial 
proiem, mxvjN/v 


IN iVi U D HKJZ o 


xiomo sapiens acyi-maionyi conoensmg enzyme v/xiyltvv^ xiuxxn/tl. 


iNiVl \jjJ.HoD 


xxOinu od-picnis uiuomosome zu opcri rcaLiiii^ iictixic x ^v^-^v/iJiii j^+y, iiij\j.>ixil 


"MTV/T H'^'^'^^O 
iNiVi UOJj^Z 


riomo sapicnb tnpainxe moxii-containmg i \^ rsjxYi / ^, xiuviN/\ 


IN IVI DHZ. i 


jnumo oapiciio oxiromosome zv open rcduiii^ ikuixc lui \^\^^v/4jiiioi ^, 


iNivi xjjjiy/ 


XHJlllU odpitllo win VJlllUoUIIlC jL\j DpCIl lC<lU.lllg 1 i*T ^\^Z>\/\JXX1 X*Ty, IIXlVXXjTV 


NM 020866 


Homo sapiens kelch-like 1 (Drosophila) (KLHLl), mRNA 


JNiVl U3zoo:5 


riomo sapiens cnromosomc zu open reaamg ixamc luu \^v_^zuorxiwuy, nnsiN/v 


I>iiVl \jDZ.JZ.J 




NM 020896 


Homo sapiens oxysterol binding protein-like 5 (OSBPL5), mRNA 


NM 015550 


Homo sapiens oxysterol binding protein-like 3 (OSBPL3), mRNA 


NM_031473 


Homo sapiens carnitine deficiency-associated gene expressed in ventricle 1 
(CDV-1), mRNA 


NM 030801 


Homo sapiens MAGE-El protein (MAGE-El), mRNA 
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MM 025128 I Homo sapiens MUS81 endonuclease (MUS81). mRNA 



NM 



n?.49SR I Homo sapiens chromosome 20 open reading frame 98 (C20orf98), mRNA^ 



NM_024663 Homo sapiens aminopeptidase-like 1 (NPEPLl), mRNA 



MM 024586 Homo sapiens oxvsterol binding protein-like 9 (OSBPL9), mRNA 



>JM n?4i 70 I Homo sa piens chromosome 20 open re ading frame 7 (C20orf7), mRN A_ 



NM 022776 I Homo sapiens oxysterol binding protein-like 1 1 (OSBPLl 1), mRNA 



NM 022109 Homo sapiens CDw92 antigen (CDW92). mRNA 



NM Q22Q88 Homo sapiens zinc finger protein 338 (ZNF338), mRNA 



NM 021 158 Homo sapiens chromosome 20 open reading frame 97 (C20orl97), mKMA 



NM 021232 Homo sapiens proline dehydrogenase (oxidase) 2 fPRODHZ). mRNA 



NM 021220 Homo sapiens zinc finger protein 339 (ZNF339), mRNA 



NM_021039 I Homo sapiens SlOO calcium binding protein A14 (calgizzarm) (.blOUAi4;, 
mRNA 



NM 020659 Homo sapiens tweety homolog 1 (Drosophila) (TTYHl), n^RNA 



NM_018972 1 Homo sapiens gangUoside-induced differentiation-associated protein 1 
(GDAPn.mRNA 



NM 017921 Homo sapiens hypothetical protein FLJ20657 (NPL4), mRN A 



NM 017784 I Homo s apiens oxysterol binding protein-like 10 (O SBPLIO). mKJNA 



m;roT77 3 1 I Homo sapiens oxysterol binding protein-like 7 fOSBPLT), mRNA 
NM_01 8209 Homo sapiens ADP-ribosylation fector 1 GTPase activatmg protem 
(ARFIGAP). mRNA 



NM 018102 Homo sapiens zinc finger protein 334 (ZNF334). mRNA 



NM 015891 Homo sapiens pre-mRNA splicing factor 17 (PRP17), mRNA 



NM 016599 Homo sapiens myozenin 2 (MYOZ2), mRJjA 



NM 014962 I Homo sapiens BTB (POZ) domain containing 3 (BTBD3) , mRN A 
NM 01 4835 1 Homo sapiens oxysterol binding protein-like 2 (OSBPL2), mRNA 



NM 014723 Homo sapiens syntaphilin (SNPH), mRNA 



NM 014183 Ho mo sapiens dynein light chain 2A (DNLC2AXmRNA 



XXUm^J KM.yxx^AM^ ^'fe*^" v £^ — . , T 

NM_014055 I Homo sapiens carnitine deficiency-associated gene expressed m ventncie i 
(CDV-1), mRNA 



NM 014477 



NM 013369 I H omo sapiens DNA7c^oriire^-5 Tmethyltra^^^^^ 3-like ^^^"^3^' 



Homo sa piens chromosome 20 open reading fra me 10 (C20orfl0), mRNA 
Hntno sapien s chromosome 20 open reading fram e 103 (C20orfl03), mRNA 

. : : — r ^ i 1JV,=. /T-»xm/IT'^T "\ TTiRN 



NM 012469 



NM 012291 



Homo sapiens chromosome 20 open reading frame 14 fC20orfl4), mRNA 
Homo sanie ns exfra spindle poles like 1 (S. cerevisiae) (ESPLl), mKNA 



NM 007002 



NM 006809 



NM 006813 



NM 002509 



NM 080474 



NM 006009 



NM_003463 



Homo sapiens adhesion regulating molecule 1 (AD RMl), mRNA 



Homo sapiens translocase of outer mitochondrial membrane 34 (TOMM34), 
mRNA 



Homo sapiens proline rich 2 (PROL2), mRNA 



Homo sapiens NK2 transcription factor homolog B (Drosophila) (NKX2B), 
mRNA 



Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumm), 

member 12 (SERPINB12), mRNA 

Homo sapiens tubulin, alpha 3 n'UBA3), mRNA 



NM 019888 



NM 001846 



NM 079422 



NM 079420 



Homo sapiens protein tyrosine phosphatase type IV A, member 1 (PTP4A1), 
mRNA 



Homo sapiens melanocortin 3 receptor (MC3R). mRNA 



Homo sapiens collagen, type IV. alpha 2 (COL4A2). mRNA 



Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYLl), 
transcript variant 3f, mRNA 



Homo sapiens myosin, light polypeptide 1, alkali; skeletal, fast (MYLl), 
I transcript variant If, mRNA 
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NM 000795 


Homo sapiens dopamine receptor D2 (DRX)2), transcript variant 1, mRNA 


MM 016574 


Homo sapiens dopamine receptor D2 (DRD2), transcript variant 2, mKNA 


NM.__079837 


Homo sapiens BTG3 associated nuclear protein (BANP), transcript variant 2, 
mRNA 


"Knv yr r\'\ ^ c\ c\ 

NM_0 17869 


Homo sapiens BTG3 associated nuclear protem (BAjNP), transcript variant 1, 
mKNA 


1SIM_079425 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 3, roRNA 


NM_079424 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYL6), transcript variant 4, mRNA 


iMM__079423 


Homo sapiens myosin, light polypeptide 6, alkali, smooth muscle and non- 
muscle (MYl^o), transcript variant 2, niKJN A 


XTN^ A0 1 A 1 O 

jNjyi__uziuiy 


Homo sapiens myosin, light polypeptide 6, alkali, smiooth muscle and non- 
muscle (MYX^6), transcript variant 1 , mRNA 


JNM UU4jUy 


Homo sapiens SPl 10 nuclear body protein (SPl 10), transcript variant a, mRNA 


,Tvr\/f AQA/10/1 

TyM UoU4z4 


Homo sapiens SPl 10 nuclear body protein (SPl 10), transcript variant c, mRNA 


"K.TTV>f AA/1 CIA 


Homo sapiens 1 10 nuclear body protein (Sri 10), transcript variant b, mRNA 


JNJVl UU4^ /4 


Homo sapiens peanut-like 2 (DrosophiJa) (FNU rL2), transcript variant 1, mRNA 


JNIYI UoU41 / 


Homo sapiens peanut-like 2 (Drosopmla) (FNU 1L2), transcript variant 4, mRNA 


JNJVL UoU410 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 3, mRNA 


NM 080415 


Homo sapiens peanut-like 2 (Drosophila) (PNUTL2), transcript variant 2, mRNA 


JNJVl U02117 


Homo sapiens major histocompatibility complex, class I, C (HLA-C), mRNA 


NM 005514 


Homo sapiens major histocompatibility complex, class I, B (HLA-B), mRNA 


NC 001807 


Homo sapiens mitochondrion, complete genome 


NM 080489 


Homo sapiens syndecan binding protem (syntenm) 2 (SDCBP2), mRNA 


NM_001997 


Homo sapiens Fmkel-Biskis-Reilly murine sarcoma virus (FBR-MuSV) 
ubiquitously expressed (fox derived); ribosomal protein S30 (FAU), mRNA 


NM_057179 


Homo sapiens likely ortnolog of mouse and rat twist-related bHLH protem 
Dermo-1 (DERM01),mRNA 


MM 001008 


Homo sapiens nbosomal protem S4, Y-linked (RPS4Y), mRNA 


NM 001007 


Homo sapiens ribosomal protein 84, X-linked (RPS4X), mRNA 


NM_005192 


Homo sapiens cyclin-dependent kinase inhibitor 3 (CDK2-associated dual 
specificity phosphatase) (CDKN3), mRNA 


NM_079421 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 2, mRNA 


NM_001800 


Homo sapiens cyclin-dependent kinase inhibitor 2D (pi 9, inhibits CDK4) 
(CDKN2D), transcript variant 1, mRNA 


NM_07S626 


Homo sapiens cyclin-dependent kinase inhibitor 2C (pi 8, inhibits CDK4) 
(CDKN2C), transcript variant 2, mRNA 


NM_001262 


Homo sapiens cyclin-dependent kinase inhibitor 2C CplS, inhibits CDK4) 
(CDKN2C), transcript vanant 1 , mRNA 


NM_0784b7 


Homo sapiens cyclin-dependent kinase inhibitor 2B (pl5, inhibits CDK4) 
(CDKJN2B), transcript vanant 2, mRNA 


NM_004936 


Homo sapiens cyclin-dependent kinase inhibitor 2B Opl5, inhibits CDK4) 
(CDKN2B), transcnpt vanant 1, mRNA 


NM 004896 


Homo sapiens vacuolar protein sorting 26 (yeast) (VPS26), mRNA 




xiomo sapiens rs/vrJr recepior (^o/Vrriv^, mKJNA 


NM 022648 


Homo sapiens tensin (TNS), mRNA 


NM_078480 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBPl), transcript 
variant 1, mRNA 


NM_0 14281 


Homo sapiens fuse-binding protein-interacting repressor (SIAHBPl), transcript 
variant 2, mRNA 
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NM_004740 


Homo sapiens lCji:*Bl-inaucea anti-apoptotic tactor l tiLfvrij, transcript vanani 

2, mKNA 


]SIM_078471 


Homo sapiens TGFBl -induced anti-apoptotic factor 1 (TIAFl), transcript variant 

1, mRNA 


NM 001852 


Homo sapiens collagen, type DC, alpha 2 (COL9A2), mRNA 


NM 078485 


Homo sapiens collagen, type IX, alpha 1 (COL9A1), transcript variant z, mKJNA 


NM 001851 


Homo sapiens collagen, type DC, alpha 1 (COL9A1), transcript variant 1, mRNA 


NM_054026 


Homo sapiens CCR4-NOT transcription complex, subunit 7 (CNOT7), transcript 
variant 2, mRNA 


NM_013354 


Homo sapiens CCR4-NOT transcription complex, subumt 7 (CNO T 7), transcnpt 
variant 1, mRNA 


NM_004064 


Homo sapiens cyclin-depenaent kinase inhibitor IB (p27, Kipl) (CDKNIB), 
mRNA 


NM_000389 


Homo sapiens cychn-dependent kinase inhibitor lA (p21j, Cipl) (CDKNIA), 
transcript variant 1, mRNA 


NM_0784o7 


Homo sapiens cyclm-dependent kinase innibitor lA (p21, Cipl) (CDKNIA), 
transcript variant 2, mRNA 


NM_003936 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 2 (p39) (CDK5R2), 

T»"KT A 

mRNA 


NM 004642 


Homo sapiens CDK2-associated protein 1 (CDK2AP1), mRNA 


NM 078481 


Homo sapiens CD97 antigen (CD97), transcript variant 1 , mRNA 


NM 001784 


Homo sapiens CD97 antigen (CD97), transcript variant 2, mRNA 


NM_080432 


Homo sapiens vacuolar protem sortmg protem 18 (VPS 18), transcnpt variant 2, 

mRNA 


NM:_020857 


Homo sapiens vacuolar protem sortmg protem 18 (VPS 18), transcnpt vanant 1, 
mRNA 


NM_080414 


Homo sapiens vacuolar protein sortmg 16 (yeast) (VPS 16), transcnpt vanant 2, 

Ti'KT A 

mRNA 


iNM_t}o0413 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 3, 

mKJNA 


NM__022575 


Homo sapiens vacuolar protein sorting 16 (yeast) (VPS 16), transcript variant 1, 
mKJNA 


JNM yjlYl ly 


Homo sapiens vacuolar protein sorting 1 1 (yeast) (VPSl 1), mRNA 


NM 005o0o 


Homo sapiens oiigoaendrocyte lineage transcnption tactor Z (OLrlvj^), mKNA 


TVTTV /r A 1 O 1 A/C 

JNM UlzlUo 


Homo sapiens bmaer oi Arl Iwo (BAKl 1), mKNA 


NM_006095 


Homo sapiens ATPase, aminophospholipid transporter (APLT), Class I, type 8A, 

1 /A T'OO A 1 \ TiTkT A 

member 1 (AlrbAl), mRNA 


NM 058241 


Homo sapiens cycUn T2 (CCNT2), transcript variant b, mRNA 


"KTA K C\f\ 1 y1 1 

NM 001241 


Homo sapiens cycnn 12 (CCNT2), transcnpt vanant a, mKNA 


NM 001240 


Homo sapiens cycnn Tl (CCNTl), mRNA 


NM_000474 


Homo sapiens twist homolog (acrocephalosyndactyly 3; Saethre-Chotzen 
syndrome) (L>rosopnila) (1 Wlbl ), mKNA 


NM_080475 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 11 (ISliKFlNBll), mKNA 


NM 021209 


Homo sapiens caspase recruitment domain protein 12 (CARD 12), mRNA 


NM 014550 


Homo sapiens caspase recruitment domain protein lU (CAKJJIO), mRNA 


iNiVl UlZZo/ 


riomo sapienb cciitaunn, oeia z \^L^iiiN i JjZ itun-in^ 


NM_007049 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 1, mRNA 


NM_078476 


Homo sapiens butyrophilin, subfamily 2, member Al (BTN2A1), transcript 
variant 2, mRNA 


NM 004444 


Homo sapiens EphB4 (EPHB4), mRNA 
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NM 004443 


Homo saniens EnhB3 <1EPHB3'4 mRNA 


NM 004442 


Homo sapiens EphB2 (EPHB2), transcript variant 1, mRNA 


NM 017449 




NM 004535 


Homo sapiens myelin transcription factor 1 (MYTl), mRNA 


NM 006SOO 


noiiiu oupicnb uiaic-speciiio iciiidi ^-iiKc i ^L-zrosopniia^ uranscnpt 
variant 3, mRNA 


NM 078630 


XXUIilU £>ctpiCIlb IIlaic-spcL/lliw IClIlai 1 ^L/rOSOpmiaJ ^IVloJ-r^JLX J, UTanSCnpi 
vatHant 9 mPNA 


NM 078629 


variant 1 mRNA 

VU.l.X{Xllb Xj XXXIVX^XI. 


NM_078628 


Homo sapiens male-specific lethal 3-like 1 (Drosophila) (MSL3L1), transcript 

variarit 4 ttiRNA 


NM 080431 


Homo sapiens actin related protein M2 (ARPM2), mRNA 


NM 080430 


jnHJlllU oajJi^iio oClCIlUpi ULClll OCliVl O C/JL/iVl ^ , 1 f 1 1>, 1>1 r\ 




xj-oiriu bapienb puidiive soQiurn-coupieQ cotranspoixer JtNjSi.oi i ^j\JSi.i3X l^, niKJNA 


NM_024831 


Homo sapiens nuclear receptor coactivator 6 interacting protein (NCOA6IP), 


NM 03''803 


•nuinu bapiciid soiuic Carrier ianiij.3 / v^catiomc aniiino aciQ transporter, y^^ 


NM 080385 




NM 016476 


xxuiiiu dctpiciib r\jr\^ 1 1 d.Tid.pndoe promoting complex suounii 1 1 nomoiog ^^yeast ) 
fANAPni'i mRNA 


NM 080389 


MoTTiri ^aniPTiR Hpfpncin Vipta A. TT^PPRA^ mT?TsIA 


NM 032646 


Homo sapiens tweety homolog 2 (Drosophila) (TTYH2), mRNA 


NM 006928 


XXviillW &ci|Jldlo ollVCl llUXIlOlvJg ^inOUoCy ^^oJUL# V IIJJviN/tl 


NM 080390 


Homo sapiens my048 protein (my048), mRNA 


NM 0R03RR 


nomo bapienb nj^oxneiicai protein iviov^i /dzo ^vhjv_/1 /jZo^, itikJN/V 


NM 080387 


Homo sapiens C-type lectin-like receptor (CLEC-6), mRNA 


NM 080'?R4 


nomu sapiens /Yix^-Dmuing cassette, suo-iamiiy j\ (AJoK^ijy memoer o 
(ABCA6), mRNA 




xiomo sapiens /vix^-umuing cassette, suD-iamiiy J\ ^/Vdv^i memoer y 


NM_080282 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 10 


NM 00fi54Q 


xiomo £>apiciib caiciiim/caimoauiin-Qepenuent protein Kinase jcmase Deta 
(CAMKK7\ mRNA 


NM 007200 


TTnTno Qar^iPTiQ A Vinac** /TPTJITA'^ snyfA^fxr rwrvif^^vy 1 AliT AT*1 "^"^ -rviU'MA 
xxKjixLKj oci|JiW/iia JuiJladC \x x\J\.Xx.J alL\^Ll\Jx piOLClli xD \<t\J\^c\x xD )y lILtvlN i\. 


NM 002476 


xiuiiiu ^apiciio iiiyu2»iii, iigiii puiypcpiiuc *+, aiivaii, atrial, emDTyomc ^^ivi xl-»^^j 
mRNA 


NM 001853 


Homo sapiens collagen, type IX, alpha 3 (COL9A3), mRNA 


NM 006001 


inuxiiLJ c>apiciib LuuuiiTi, dipiici ^ \ x ui3/vz^5 transcripi vanani i, rnJtviN/v 


NM 079836 


Homo sapiens tubulin, alpha 2 (TUBA2), transcript variant 2, mRNA 


NM 006000 


xiomo sapiens tuouiin, aipna i ^testis speciiicj \i rnKJNA 


NM 004*^76 


Homo sapiens COX15 homolog, cytochrome c oxidase assembly protein (yeast) 
V^^^^yvi j^, nuciear gene encoamg mitocnonariai protein, transcript variant 
mRNA 


NM_024407 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 7 (20kD) 
(NADH-coenzyme Q reductase) (NDUFS7), mRNA 


NM 078625 


Homo sapiens vanin 3 (VNN3), transcript variant 2, mRNA 


NM 018399 


Homo sapiens vanin 3 (VNN3), transcript variant 1 , mRNA 


NM 078488 


Homo sapiens vanin 2 (VNN2), transcript variant 2, mRNA 


NM 004665 


Homo sapiens vanin 2 (VNN2), transcript variant 1, mRNA 
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NM 013245 


Homo sapiens vacuolar protein sorting factor 4A (VPS4A), mRNA 


]SM_058240 


Homo sapiens solute carrier family 8 (sodium-calcium exchanger), member 3 
(SLC8A3), transcript variant b, mRNA 


NM_033262 


Homo sapiens solute carrier family 8 (sodium-calcmm exchanger), member i 
(SLC8A3), transcript variant a, mRNA 


NM 004869 


Homo sapiens suppressor of K+ transport defect 1 (SKDl), rnKNA 


NM 078474 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 1 , mRNA 


NM 025141 


Homo sapiens BBP-like protein 2 (BLP2), transcript variant 2, mRNA 


NM 078473 


Homo sapiens BBP-like protein 1 (BLPl), transcript variant 1, mRNA 


NM 031940 


Homo sapiens BBP-like protein 1 (BLPl), transcript variant 2, mRNA 


NM 020749 


Homo sapiens AT2 receptor-interacting protein 1 (ATIPl), mRNA 


NM_018672 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 5 

(ABCA5), mRNA 


NM 020177 


Homo sapiens feminization 1 homolog a (FEMl A), mRNA 


NM 002088 


Homo sapiens glutamate receptor, ionotropic, kamate 5 (GRIK5 ), mRNA 


NM 006835 


Homo sapiens cvclin I (CCM), mRNA 


NM 001239 


Homo sapiens cyclin H (CCNH), mRNA 


NM 014286 


Homo sapiens frequenin homolog (Drosophila) (FREQ), mRNA 


NM 006650 


Homo sapiens complexin 2 (CPLX2), mRNA 


NM 006651 


Homo sapiens complexin 1 (CPLXl), mRNA 


NM_006463 


Homo sapiens associated molecule with the SH3 domain of ST AM (AMSH), 
mRNA 


NM 001850 


Homo sapiens collagen, type Vm, alpha 1 (COL8A1), mRNA 


NM_000094 


Homo sapiens collagen, type VII, alpha 1 (epidermolysis bullosa, dystrophic, 
dominant and recessive) (COL7A1), mRNA 


NM_000077 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 1, mRNA 


NM_058197 


Homo sapiens cyclin-dependent kinase inhibitor 2 A (melanoma, pl6, inhibits 
CDK4) (CDKN2A), transcript variant 3, mRNA 


NM_058196 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pi 6, inhibits 
CDK4) (CDKN2A), transcript variant 2, mRNA 


NM_058195 


Homo sapiens cyclin-dependent kinase inhibitor 2A (melanoma, pl6, inhibits 
CDK4) (CDKN2A), transcript variant 4, mRNA 


NM_0 14800 


Homo sapiens engulfment and cell motility 1 (ced-12 homolog, C. elegans) 
(ELMOl), mRNA 


NM 079834 


Homo sapiens secretory carrier membrane protein 4 (SCAMP-4), mRNA 


NM 019110 


Homo sapiens hypothetical protein PI p373c6 (P1P373C6), mRNA 


NM_022086 


Homo sapiens engulfment and cell motility 2 (ced-12 homolog, C. elegans) 
(ELM02), mRNA 


NM 058183 


Homo sapiens SON DNA binding protein (SON), mRNA 


NM 003103 


Homo sapiens SON DNA binding protein (SON), mRNA 


NM 030767 


Homo sapiens AT-hook transcription factor AKNA (AKNA), mRNA 


NM 058191 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


NM_015657 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 12 
(ABCA12),mRNA 


NM 020427 


Homo sapiens ARS component B (ARS), mRNA 


NM 021638 


Homo sapiens actm filament associated protein ^Ar at;, mKiN a 


NM 005782 


Homo sapiens transcriptional coactivator (ALY), mRNA 


NM 031916 


Homo sapiens AKAP-associated sperm protein (ASP), mRNA 


NM_024083 


Homo sapiens alveolar soft part sarcoma chromosome region, candidate 1 
(ASPSCRl), mRNA 


NM 058230 


Homo sapiens zinc finger protein 354B (ZNF354B), mRNA 
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NM_021935 


Homo sapiens homolog of mouse Bv8 (Bombina variegata 8 kDa); prokineticin 2 
precursor (BV8), mRNA 


■xnv K r\ 1 c ^ t\r\ 

NM 015399 


Homo sapiens breast cancer metastasis-suppressor 1 (BRMSl), mRNA 


NM 007073 


Homo sapiens blood vessel epicardial substance (BVES), mRNA 


NM_0 17726 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit 14D 
(FrrlK14D), mKJNA 


WM_006451 


Homo sapiens polyadenylate binding protein-interacting protein 1 (PADPl), 

mRNA 


NM 018073 


Homo sapiens SSA protein SS-56 (SS-56), mRNA 


NM 032812 


Homo sapiens tumor endothelial marker 7-related precui sor (TEM7R), mRNA 


NM 022748 


Homo sapiens tumor endothelial marker 6 (TEM6), mRNA 


NM 032777 


Homo sapiens tumor endothelial marker 5 precursor (TEM5), mRNA 


NJVl_Uzjt / /y 


rlomo sapiens UliALi/ri QAsp-Cjiu-Aia-Asp/riisj OCX poiypeptiae 31 (L/L>X31^, 

mKJNA 


NM 018454 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


NM 016489 


Homo sapiens uridine 5* monophosphate hydrolase 1 (UMPHl), mRNA 


NM 078483 


Homo sapiens lysosomal amino acid transporter 1 (LYAATl), mRNA 


NM 019606 


Homo sapiens hypothetical protem FLJ20257 (FLJ20257), mRNA 


NM 015256 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 6 (FACL6), mRNA 


NM_003393 


Homo sapiens wingless-type MMTV integration site family, member SB 
(WNT8B), mRNA 


NM__058244 


Homo sapiens wingless-type MMTV integration site family, member 8A 
(WNT8A), transcript variant 2, mRNA 


NM_058238 


Homo sapiens wmgless-type MMTV integration site family, member 7B 
(WNT7B), mRNA 


NM_004625 


Homo sapiens wingless-type MMTV integration site family, member 7A 
(WNT7A), mRNA 


NM 058242 


Homo sapiens keratin 6C (KRT6C), mRNA 


NM 005555 


Homo sapiens keratin 6B (KRT6B), mRNA 


NM 005554 


Homo sapiens keratin 6A (KRT6A), mRNA 


NM_058207 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcript variant E, 
mRNA 


NM_058206 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcript variant B, 
mRNA 


NM_058203 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcnpt vanant C, 
mRNA 


NM__058202 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcript vanant H, 
mRNA 


NM_058201 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcript variant D, 
mRNA 


NM_058200 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcript variant G, 
mRNA 


NM_016512 


Homo sapiens sperm associated antigen 1 1 (SPAGl 1), transcript variant A, 
mRNA 


NM_057180 


Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 2, 
mRNA 




Homo sapiens vacuolar protein sorting 29 (yeast) (VPS29), transcript variant 1 , 
mRNA 


NM_053004 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 
l-like(GNBlL),mRNA 


NM 003902 


Homo sapiens far upstream element (FUSE) binding protein 1 (FUBPl), mRNA 


NM 058217 


Homo sapiens RAD51 homolog C (S. cerevisiae) (RAD51C), transcript variant 
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3,niKNA 


NM_058216 


Homo sapiens RAD5 1 homolog C (S. cerevisiae) (RAD5 IC), transcnpt vanant 
l.mRNA \ 


NM_002876 


Homo sapiens RAD5 1 homolog C (S. cerevisiae) (RAD5 IC), transcnpt vanant 
2, mKNA 


NM_058179 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 1, 1 
mRNA -A 


NM_021154 


Homo sapiens phosphoserine aminotransferase (PSA), transcript variant 2, 1 
mRNA —\ 


NM_078469 


Homo sapiens BRCA2 and CDKNl A mteracting protem (BCCIP), transcnpt 
variant C, mRNA J 


NM_078468 


Homo sapiens BRCA2 and CDKNIA interacting protem (BCCIP), transcnpt j 
variant B, mRNA J 


NM_016567 


Homo sapiens BRCA2 and CDKNIA interacting protem (BCCIP), transcnpt 
variant A, mRNA 


NM_058177 


Homo sapiens histone deacetylase 9 (HDAC9-PmroiNG), transcnpt vanant 2, 1 

mRNA 


NM_058176 


Homo sapiens histone deacetylase 9 (HD AC9-PENDING), transcnpt ^ant 1 , 

niRNA 


NM 022110 


Homo sapiens FK506 binding protein like (FKBPL), mRNA 


MM 012181 


Homo sapiens FK506 binding protein 8 (3 8kD) (FKBP8), mRNA 1 


NM 003602 


Homo sapiens FK506 binding protein 6 (36kD) (FKBP6), mKNA 1 


NM 004117 


Homo sapiens FK506 binding protein 5 (FKBP5), mRNA 1 


NM 002014 


Homo sapiens FK506 binding protein 4 (591dD) (FKBP4), mRNA 


NM_057092 


Homo sapiens FK506 binding protein 2 (13kD) (FKBP2), transcnpt vanant 2, 1 
mRNA 


NM_004470 


Homo sapiens FK506 binding protein 2 ( 1 3kD) (FKBP2), transcnpt vanant 1 , 
mRNA 


NM_004116 


Homo sapiens FK506 binding protein IB (12.6 kD) (FBCBPIB), transcnpt vanant 
l,mRNA 


NM_054033 


Homo sapiens FK506 binding protein IB (12.6 kD) (FKBPIB), transcnpt vanant 1 
2, mRNA 


NM_000801 


Homo sapiens FK506 binding protein 1 A (12kD) (FKBPl A), transcnpt vanant 1 
12B, mRNA -\ 


NM_054014 


Homo sapiens FK506 binding protein 1 A (12kD) OFKBPl A), transcnpt vanant 
12A,mRNA 4 


NM_057175 


Homo sapiens hypothetical protein FU13340 (FLJ13340), transcnpt vanant 1, 1 
mRNA J 


NM_025085 


Homo sapiens hypothetical protein FU13340 (FLJ13340), transcnpt vanant 2, 
mRNA -J 


NM 014708 


Homo sapiens kinetochore associated 1 (KNTCl), mRNA 1 


NM 058199 


Homo sapiens olfactomedin 1 (OLFMl), transcript vanant 3, mRNA 1 


NM 014279 


Homo sapiens olfactomedin 1 (OLFMl), transcript variant 1 , mRNA 1 


NM_057174 


Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 2, 1 
mRNA 


NM 033118 


Homo sapiens myosin light chain kinase 2, skeletal muscle (MYLK2), mRNA 1 


NM 019117 


Homo sapiens kelch-like 4 (Drosopnilaj (JsJLJtlL4j, transcnpt vanani i, nu^N/^ 


NM_005103 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZl), 
transcript variant 1, mRNA 


NM_022549 


Homo sapiens fasciculation and elongation protein zeta 1 (zygin I) (FEZl), 
transcript variant 2, mRNA 


NM 005112 


Homo sapiens WD repeat domain 1 (WDRl), transcript variant 2, mRNA 
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xicjino sd.picns w lj repeal QOTnain i wjl'xn.i iidnoC'ripL vdriant i, Trix\j.N/v 


iNlVJL UUloOZ- 


xiomo bapicns cytocnroinc c oxioasc suduihl v u \\yyjy^DDjy nucicar gene 
encoding mitochondrial protein, mRNA 




xiumu bdpiens cyiocnrome c oxiuase suDunit va nuciear gene 
encoding mitochondrial protein, mRNA 


IN IVl U J / 1 Oz, 


riomo sapiens Keicn-nKe 4 (^urosopniiaj \s^AJr\\j\)^ transcript variant Z, niKJNA 


NM 033427 


Homo sapiens cortactin binding protein 2 (CORTBP2), mRNA 


XTNvf AAI TOO 

JNJ\1_UU1 /yy 


Homo sapiens cyclin-dependent kinase 7 (MO 15 homology Xenopus laevis, cdk- 
activating kinase) (CDK7), mRNA 


XNJVl_U J /{Joy 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 
transcript variant 2, mRNA 


iNlVl_Uv/ i Zo3 


Homo sapiens adaptor-related protein complex 1, sigma 1 subunit (API SI), 

iranscripi van am i , rnj\iN/\ 


MVI_005148 


Homo sapiens unc-1 19 homolog (C. elegans) (UNCI 19), transcript variant 1, 


IN 1Y1___U J *f V J J 


jtiomo sapiens unc-i ly nomoiog \s^. eiegans^ ^UJNL.iiyj, transcript variant z, 

IIil\J.N/\ 


NM 017675 


Homo sapiens protocadherin LKC (PC-LKC), mRNA 


XNiVl___UUZ*fU 1 


Homo sapiens mitogen-activated protein kinase kinase kinase 3 (MAP3K3), 
mRNA 


INiVi UUj /Zo 


Homo sapiens unc-5 homolog B (C. elegans) (UNC5C), mRNA 


NM 004673 


Homo sapiens angiopoietin-like 1 (ANGPTLl), mRNA 


iNiVl__UD4U 1 0 


Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSIPl), 
transcript variant 2, mRNA 


iNJVl_UUooZD 


Homo sapiens FUS interacting protein (serine-arginine rich) 1 (FUSIPl), 
transcript variant 1, mRNA 


JNjyL_U^4UZ / 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 2, mRNA 


JNM_U 19847 


Homo sapiens ankylosis, progressive homolog (mouse) (ANKH), transcript 
variant 1, mRNA 


JNJVl_UUo3o3 


Homo sapiens c>ecz3 nomoiog B (S. cerevisiae) (SEC23B), transcript variant 1, 

rviPXT A 

mJtsJNiV 


NM_032986 


Homo sapiens Sec23 homolog B (S, cerevisiae) (SEC23B), transcript variant 3, 

Tr»P>J A 

mt\jN/v 


TvTA/f A'ilQC^ 
lNlVl__UjZyoD 


Homo sapiens Sec23 homolog B (S. cerevisiae) (SEC23B), transcript variant 2, 


NM 053285 


Homo sapiens tektin 1 (TEKTl), mRNA 


lNiVl__U i o44U 


Homo sapiens phosphoprotein associated with glycosphingolipid-enriched 
microdomains (PAG), mRNA 


"MTV/r A 1 AAIQ 


xiomo sapiens /VUAM-iiKe, aecysm i (AJJAJVLL>ii(^i), mKJNA 


IN IVl U 1 0 J H J 


xiomo sapiens immeaiate early response o ^i±i»rv!)^, niKJN A 


NM_052820 


Homo sapiens coronin, actin binding protein, 2 A (C0R02 A), transcript variant 

Z, mixlN/Y 


NM_003389 


Homo sapiens coronin, actin binding protein, 2 A (C0R02A), transcript variant 

1 mPl\JA 


NM 032587 


Homo sapiens caspase recruitment domain family, member 6 (CARD6), mRNA 


NM 052814 


xj.vj-ii-»v oaj^i^iio v.'Ciopar^c icoi uiLiiiciii uuxiidixi idiiiiiy, iiiciiiijcr y ^v_^/\Jt\JL'" ), 

transcript variant 2, mRNA 


NM_052813 


Homo sapiens caspase recmitment domain family, member 9 (CARD9), 
transcript variant 1, mRNA 


NM_022352 


Homo sapiens caspase recruitment domain family, member 9 (CARD9), 
transcript variant 3, mRNA 
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NM 052978 
NM 015163 I 
NM_052840 1 
1 

NM 000967 


^nmo ..apiens tripartite motif-containine 9 rrRIM9), transcnpt vanant 2. mRN^ 
iomo sapiens tripartite motif-containing 9 (TR1M9), transcript vanant 1 niRNA_ 
Jomo sapiens bruno-like 6, RNA binding protein (Drosophila) (BRUNOL6), 

nRNA 

Homo sapiens nbosomal protem (^k-tj^^j, mxvi-v^^ — _ 


NM 015125 
NM 018256 
NM_016601 

NM 033415 


Homo sapiens capicua homoloa (Drosophila) (CIC), mKNA 

Homo sapiens WD repeat domam 12 (WDRI2), rnKi^A a'CimD) 
Homo sapiens potassium channel, subfamily K, member 9 (TASK-3) (KCN1<^), 

Homo sapiens hypothetical gene MGC19595 (MGC19595), mRNA . 


NM 001253 
NM_007065 


Homo sapiens CDC5 cell division cycle 5-like (S. pombe) CCDC5L).niRMA 

Homo sapiens CDC37 cell division cycle 37 homolog (.b. cerevisiae; ^«^DC37), 
niRNA — — — /f~nr- 1 "T ^ 


NM_003504 


Homo sapiens CDC45 cell division cycle 45-like (S. cerevisiaej {y^u^^Lj, 


NM_0O6035 


Homo sapiens CDC42 binding protein kinase beta CDMFK-lilcej t^JJu4iBJ^B>. 

.^.j^j^^j^^^ 


NM_044472 


xj^^« oo«t/-r.c nf^v Hi vision cvcle 42 (GIT binding protein, 25kD) (CDC42), 
transcript variant 2, mRNA . — .^T^/^^^^ 


NM_001791 


Homo sapiens cell division cycle 42 (GTP bindmg protem. /^KU) (^uk^I), 
transcript variant 1, mRNA — • • ^rr-r^^^ " 


NM_001254 


Homo sapiens CDC6 cell division cycle 6 homolog (.S- cerevisiae; ^«^lX.b), 
mRNA 


NM 022894 
NM_033655 


Homo sapiens polv(A) polymerase gamma (FAPOLG). mRNA ^ 

Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcnpt vanant 


NM_024879 

NM 012115 
NM 012173 
NM 033624 
NM 015002 
NM 033625 
NM 000995 
NM 033540 
NM 005612 


Homo sapiens cell recognition molecule CASPR3 (CASPR3), transcnpt vanant 

2. mRNA ^-r- 

Homo sapiens CASP8 associated protein 2 (CASP8AF2), mKJNA 

Homo sapiens F-box only protein 25 (FBX025). mRNA _ 

Hnmo sapiens F-box only protein 21 (FBX021), transcnpt variant 1, mKiNA 

Homo sapiens F-box only protein 21 (FBX021-). transcnpt vanant z, mki>lA 
Homo sapiens ribosomal protein L34 fRPL34\ transcnpt vanant J., miiNA 
Homo sapiens ribosomal protein L34 (RPL34\ transcnpt vanant i, mRNA 

Homo sapiens mitofusin 1 CMFNl), transcnpt vanant 1, mRNA . 

Homo sapiens REl-silencing transcnption factor (REST), mRNA 


NM 007085 
NM 000993 
NM 012180 

|nM 033182 
NM 033406 

1 NM 012175 
NM 017425 
NM 005633 
NM_003333 


Homo sapiens follistatin-like 1 (FSTLl). mRNA 

Homo sapiens ribosomal protein L3 1 (RPL3 1), mRNA 

Homo sapiens F-box only protein 8 CFBX08), mRNA ^ , 

Homo sapiens F-box protein FBX30(FBX30), mRNA . 

Ti^ « o»«;»r,c. F-KoY nnlv nrotein 3 (FBXOS), transcript vanant Z, mRNA 
jiomo sapiens j7-poa umy piwt.\.^xix ~> \x ^u*.^-' t, 

Homo sapiens F-box only protein 3 (FBX03). transcnpt vanant i, mKiMA 

Wotno sapiens sperm autoantigenic protein 1 7 (SPAl 7), mRNA 

Homo sapiens son of sevenless homoloe 1 (Drosophila) (i>OSl), mRNA 

Homo sapiens ubiquitin A-52 residue ribosomal protein fiision product 1 

(UBA52), mRNA ^ 


NM 019894 
NM_033313 


Homo sapiens transmemDrane proied.i>c, s>ci v 

Homo sapiens CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 3. mRNA — 


NM_033312 


Homo sapi^s CDC14 cell division cycle 14 homolog A (S. cerevisiae) 
(CDC14A), transcript variant 2, mRNA 


NM 003672 


Homo sapiens CDC14 cell division cycle 14 homolog A (t>. cerevisiae) 
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(CDC 14 A), transcript variant 1, mRNA 


NM__005786 


Homo sapiens serologically defined colon cancer antigen 33 (SDCCAG33), 
mRNA 


NM__003618 


Homo sapiens mitogen-activated protem kinase kinase kinase kinase 3 
(MAP4K3), mRNA 


NM_006577 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
1 (B3GNT1), transcript vanant 1, mRNA 


NM__020981 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
1 (B3GALT1), mRNA 


NM_033252 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaminyltransferase 
1 (B3GNT1), transcript variant 2, mRNA 


MM 002954 


Homo sapiens nbosomal protein S27a (RPS27A), mRNA 


NM 000971 


Homo sapiens ribosomal protein L7 (RPL7), mRNA 


NM 033344 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM 024023 


Homo sapiens unkempt-like (Drosophila) (UNKL), mRNA 


NM_033221 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 4, 
mRNA 


NM_033220 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 3, 
mRNA 


NM_033219 


Homo sapiens tripartite motif-containing 14 (TRIM14), transcript variant 2, 
mRNA 


NM_0 14788 


Homo sapiens tnpartite motif-contaimng 14 (TR1M14), transcnpt vanant 1, 
mRNA 


NM 006074 


Homo sapiens tripartite motif-contammg 22 (TRIM22), mRNA 


NM 012210 


Homo sapiens tripartite motif-containing 32 (TRIM32), mRNA 


"V TH t\.t\^^^f^ ^ 

NM_007276 


Homo sapiens chromobox homolog 3 (HPl gamma homolog, Drosophila) 
(CBX3), mRNA 


NM 025227 


Homo sapiens hypothetical protein dJ726C3.2 (DJ726C3.2), mRNA 


NM 015271 


Homo sapiens tripartite motif-containing 2 (TRIM2), mRNA 


NM_017838 


Homo sapiens nucleolar protein family A, member 2 (H/ACA small nucleolar 
RNPs) (NOLA2), mRNA 


NM__032993 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLAl), transcript variant 2, mRNA 


NM_0 18983 


Homo sapiens nucleolar protein family A, member 1 (H/ACA small nucleolar 
RNPs) (NOLAl), transcript variant 1, mRNA 


NM__004722 


Homo sapiens adaptor-related protein complex 4, mu 1 subunit (AP4M1), 
mRNA 


NM_033066 


Homo sapiens membrane protein, palmitoylated 4 (MAGUK p55 subfamily 
member 4) (MPP4), mRNA 


NM 033030 


Homo sapiens bol, boule-like (Drosophila) (BOLL), mRNA 


NM_004216 


Homo sapiens death effector domain-containing (DEDD), transcript variant 2, 
mRNA 


NM_032998 


Homo sapiens death effector domam-contammg (DEDD), transcnpt vanant 1, 
mKJNA 


JNM UJ3U1U 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 4, mRNA 


JNM 033009 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcnpt vanant 2, mRNA 


INJLVJL \JOJ\J\JO 


numo sapiens poiyi^rc j oinaing proiem h \^i^^^r>jr^^ transcnpi variant j, rntviN/v 


NM 020418 


Homo sapiens poly(rC) binding protein 4 (PCBP4), transcript variant 1, mRNA 


NM 032944 


Homo sapiens serine/threonine kinase 3 1 (STK31), transcript variant 2, mRNA 


NM 031414 


Homo sapiens serine/threonine kinase 31 (STK31), transcript variant 1, mRNA 


NM 014302 


Homo sapiens Sec61 gamma fSEC61G), mRNA 


NM 013336 


Homo sapiens protein transport protein SEC61 alpha subunit isoform 1 
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(SEC61A1), mRNA 


NM 031431 


Homo sapiens tethering factor SEC34 (SEC34), mRNA 


MM 015490 


Homo sapiens secretory pathway component Sec3 lB-1 (SEC3 lB-1), mRNA 


NM_004892 


Homo sapiens SEC22 vesicle trafficking protein-lifce 1 (S. cerevisiae) 
(SEC22L1), mRNA 


NM 032970 


Homo sapiens vesicle trafficking protein (SEC22C), transcript vanant 1, mRNA 


NM 000969 


Homo sapiens ribosomal protein L5 (RPL5), mRNA 


NM_005034 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide K (7.0kD) 
(POLR2K), mRNA 


NM 014459 


Homo sapiens protocadherin 17 (PCDH17), mRNA 


NM 032961 


Homo sapiens protocadherin 10 (PCDHIO), transcript variant 1, mRNA 


NM 020815 


Homo sapiens protocadherin 10 (PCDHIO), transcript vanant 2, mRNA 


NM_031988 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant 2, mRNA 


NM_002758 


Homo sapiens mitogen-activated protein kinase kinase 6 (MAP2K6), transcript 
variant 1, mRNA 


NM_032419 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript vanant 1, 
mRNA 


NM_032966 


Homo sapiens BurMtt lymphoma recq)tor 1, GTP binding protein (BLRl), 

transcript variant 2, mRNA 


NM_001716 


Homo sapiens Bvirkitt lymphoma receptor 1, GTP binding protein (BLRl), 
transcript variant 1, mRNA 


NM_004951 


Homo sapiens Epstein-Barr virus induced gene 2 (lymphocyte-specific G 
protein-coupled receptor) (EBI2), mRNA 


NM 004874 


Homo sapiens BCL2-associated athanogene 4 (BAG4), mRNA 


NM 001016 


Homo sapiens ribosomal protein S12 (RPS12), mRNA 


NM 031994 


Homo sapiens ring finger protein 17 (RNF17), transcript variant short, mRNA 


NM 031271 


Homo sapiens testis expressed sequence 15 (TEX 15), mRNA 


NM_018995 


Homo sapiens MovlOll, Moloney leukemia virus 10-like 1, homolog (mouse) 
(MOVIOLI), mRNA 


NM_032510 


Homo sapiens par-6 partitioning defective 6 homolog gamma (C. elegans) 
(PARD6G), mRNA 


NM_006704 


Homo sapiens suppressor of G2 allele of SKPl, S. cerevisiae, homolog of 
(SGTl), mRNA 


NM_031968 


Homo sapiens nuclear prelamin A recognition factor (NARF), transcript variant 
2, mRNA 


NM_012336 


Homo sapiens nuclear prelamin A recognition factor (NARP), transcript variant 
l,mRNA 


NM 003980 


Homo sapiens microtubule-associated protein 7 (MAP?), mRNA 


NM 032380 


Homo sapiens elongation factor G2 (EFG2), mRNA 


NM 032214 


Homo sapiens Src-like-adaptor 2 (SLA2), mRNA 


NM 020064 


Homo sapiens BarH-like 1 (Drosophila) (BARHLl), mRNA 


NM_005916 


Homo sapiens MCM7 minichromosome maintenance deficient 7 (S. cerevisiae) 
(MCM7), mRNA 


NM 004098 


Homo sapiens empty spiracles homolog 2 (Drosophila) (EMX2), mRNA 


NM 005826 


Homo sapiens heterogeneous nuclear ribonucleoprotein R (HNRPR), mRNA 


NM_006418 


Homo sapiens differentially expressed in hematopoietic Imeages (GWl 12), 
mRNA 


NM 005016 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcnpt vanant 1, mRNA 


NM 031989 


Homo sapiens poly(rC) binding protein 2 (PCBP2), transcnpt variant 2, mRNA 


NM 006196 


Homo sapiens polv(rC) binding protein 1 (PCBPl), mRNA 


NM 031844 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
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factor A) (KNRPU), transcript variant 1, mRNA 


JNM_U045ul 


Homo sapiens heterogeneous nuclear ribonucleoprotein U (scaffold attachment 
factor A) (HNRPU), transcript variant 2, mRNA 


xnv X f\f\ A c f\r\ 

NM_004500 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 2, mRNA 


JNjyi_031314 


Homo sapiens heterogeneous nuclear ribonucleoprotein C (C1/C2) (HNRPC), 
transcript variant 1, mRNA 


rsM_(J31370 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 1, mRNA 


JNM_U313oy 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
RNA binding protein 1, 37kD) (HNRPD), transcript variant 2, mRNA 


XT\>r AAO 1 1 o 

JNjV1__UUZ13o 


Homo sapiens heterogeneous nuclear ribonucleoprotein D (AU-rich element 
KIN A Dmamg protem i, 3 /kuj ^tUNKrU), transcript variant 3, mKlNA 


iNiyi__uu J yyjD 


Homo sapiens CDC 16 cell division cycle 16 homolog (S. cerevisiae) (CDC16), 
mRNA 


JNJV1_U3 14oJ 


Homo sapiens itchy homolog E3 ubiquitin protein ligase (mouse) (ITCH), 

mRNA 


XTA/f AQ 1 AA'7 


Homo sapiens ubiquitin specific protease 26 (USP26), mRNA 


NM 031866 


Homo sapiens frizzled homolog 8 (Drosophila) (FZD8), mRNA 


XT/~^ AAAAA/1 

NCt_00u004 


Homo sapiens genomic cytochrome P450, subfamily rHA (niphedipine oxidase) 
(CYP3A) on chromosome 7 


XTX4" AA 1^70 0 

NM_001785 


Homo sapiens CDC 10 cell division cycle 10 homolog (S. cei-evisiae) (CDC 10), 
mRNA 


NM_004276 


Homo sapiens calcium binding protein 1 (calbraiii) (CABPl), transcript variant 

2, mRNA 


NM_031205 


Homo sapiens calcium binding protein 1 (calbrain) (CABPl), transcript variant 
l,mRNA 


NM_000784 


Homo sapiens cytochrome P450, subfamily XXVUA (steroid 27-hydroxylase, 
cerebrotendinous xanthomatosis), polypeptide 1 (CYP27A1), nuclear gene 
encoding mitochondrial protein, mRNA 


TvIA/T A1 1 

INJVl U3l4yi 


Homo sapiens retinol binding protein 5, cellular (RBP5), mRNA 


NM_006929 


Homo sapiens superkiller viralicidic activity 2-like (S. cerevisiae) (SKIV2L), 
mKJNA 


NM 001447 


Homo sapiens FAT tumor suppressor homolog 2 (Drosophila) (FAT2), mRNA 


JNM_UU7242 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 19 (DBP5 
homolog, yeast) (DDX19), mRNA 


JnJV1_U0o773 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 8 (Myc- 
regulated) (DDX18), mRNA 


XTXif AOA^CC 

NM_030od5 


TT _ * X^T^ A T^ /T T / A — ^^1^ A 1 A tTT' \1 1 ^r~^TTT •* 1 "l 

Homo sapiens DEAD/H (Asp-Glu- Ala- Asp/His) box polypeptide 1 1 (CHLl-like 
helicase homolog, S. cerevisiae) (DDXll), transcript variant 3, mRNA 


JNM_U3Uo03 


TT * _ TNT? a /TJT / A f^m^ . A 1 ^ A ^_ /TT 'XT— 1 j. ' J i 1 /'/"nxxx t 1 *1 

Homo sapiens DEAD/H (Asp-Crlu- Ala- Asp/His) box polypeptide 11 (CHLl-like 
helicase homolog, S. cerevisiae) (DDXll), transcript variant 1, mRNA 


XTTV4" AAA'7^A 
JNJVl_UUU / /U 


Homo sapiens cytochrome P450, subiamily IIC (mephenytom 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hpl-1, mRNA 


XTX>r AOACTO 

NJyi_U30o7o 


TT " -1.1 ^ T\ A C f\ 'Li? *! TTy^ / 1 ^ ' A 1 1 i V 

Homo sapiens cytochrome P450, subfamily IIC (mephenytom 4-hydroxylase), 
polypeptide 8 (CYP2C8), transcript variant Hp 1-2, mRNA 


IN Ivi. \J 1 A^^D 17 


jnLomo sapiens siruim siieni maiing lype miormauon regulation z nomoiog d v.o. 
cerevisiae) (SIRT3), mRNA 


NM_030593 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (S1RT2), transcript variant 2, mRNA 


NM_012237 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 2 (S. 
cerevisiae) (SIRT2), tianscript variant 1, mRNA 



249 

BNSCXX;iD: <WO 03074654A2J_> 



wo 03/074654 



PCT/US03/05028 



NM_012238 I 
c 


lomo sapiens sirtuin silent mating type information regulation 2 homolog 1 Cb. 
erevisiae) (SlRTl). mRNA /gm?Tn 


NM_O31309 I 
r 


lomo sapiens scratch homolog 1, zinc finger protem (Drosophila) (SCRl 1), 
nRNA ^ — " 


MM 031278 I 
MM 031277 1 
MM 031276 ] 


saoiens tudor domain contaimne 1 (TDRDl), mRNA ^ 

^omo saoiens ring finder protein 17 (RNF17), transcript variant long, mKJ^ A 

Jomo sapiens testis expressed seauence i 1 ^rEXll),mKJNA . 

Somo sapiens testis expressed seauence (,TEX13B).mRNA 


NM 031273 ] 
NM 031272 ] 
NM_006636 : 


Homo sapiens testis expressed seauence i4 (TEX14),mRNA 

Homo sapiens methylene tetrahydrotblate dehydrogenase AlJ^- o^pend^^t), 

^ , , ^- 1 ^ 1 i.,.j«.^inr.a CKA'vw Wl Yy\ niicleaT TCne encoding 
methenyltetrahydrofolate cyclohydrolase CM 1 Hli'iJ^ J, nucieax gcuc & 

mitochondrial protein, mRNA 


NM_022818 

NM 018607 
NM 004856 


Homo sapiens microtubule-associated proteins 1 A/IB light cham 3 

fMAPlA/lBLC3\ mRNA _— 

Homosapienshvpo^eticalproteinP^^^^^ - 
Homo sapiens kinesin-hke 5 (mitotic kmesm-hke protem l^Kl^ioLW. i^^^^ 


NM 030979 

NM 030770 
NM_002545 

NM 014676 


Homo sapiens polyf A^ binding protein, cytoplasmic 3 (PABPC3\ mRNA 
Homo sapiens transmembrane protease, serme 5 (spmesm) (TMPRSS5), mRNA 
Homo sapiens opioid binding protein/cell adhesion molecule-iiKe ^ul-CML). 

^-jl^'Jyl'^ . 

Homo sapiens pumilio homolog 1 (Drosophila) <PUMi). mKiNA 


NM 030673 
NM_003342 

NM 022051 
NM 015577 


Homo sapiens SEC13-like 1 (S. cerevisiae) (SEC13L1), n^NA 

Homo sapiens ubiquitin-conjugating enzyme E2G 1 (UBC/ homoiog. C. 

eleeans^ (UBE2G1), mRNA urTUr^ OI^ 

Homo sapiens eel nine homolog 1 (C. elegans) (aGLNl), mRNA 

Homo sapiens retinoic aHH induced 14 (BA114), mKJNA 


NM 012170 
NM 022304 
NM_022333 


TT 4«.«„ tr_i,/^v «r.Kf nrntmn 22 rFBX022"), mRNA 

xlomo sapiens jt-uc/a. v/ij.ij v-^a^^vv^aaa v-^ — u. . — - 

Homo sapiens histamine receptor H2 (HRH2), mKXSiA — 

Homo sapiens TIAl cytotoxic granule-associated RNA bmamg proiem-hke 1 
(TT A T 1 > , transcript variant 2, mRNA _ — 


NM_003252 


Homo sapiens TIAl cytotoxic granule-associated RNA bmamg proiem-hkc 1 
nriALl"), transcript variant 1 , mRNA 


NM 017910 
NM_012384 

NM 006118 


Homo sapiens hypothetical protein FU20628 (FLJ2067.8), mKN A 

Homo sapiens glucocorticoid modulatory element bmdmg prorein I (OlVibB/), 

mRNA — 

Homo sapiens HSl bmdinp protem (HAXl). mKJNA 

H«mn sapiens homeodomain interactme protem kinase J. <.mrrwzj, nu^^^A 


NM 022740 
NM 002005 
NM 014757 
NM_025136 


Homo sapiens feline sarcoma oncogene K)^t^^ mrLiN/^ 

■ Homo saniens mastermind-like 1 fDrosophila) (MAMLi), 

TTnmn «;aniens ontic atronhv 3 (autosomal recessive, with cnorea and spastic 
paraplegia) (OP A3), mRNA ■ - njnrn 


NM_024505 


" Homo sapiens NADPH oxidase, EF hand calcium-bmdmg aomain 5 (NOX5), 


NM_022362 


Homo sapiens MMS19-like (METIS homolog, S. cerevisiae) (MMS19L), 


NM 000256 
NM_000276 


Homo sapiens myosin bindine protem C. cardiac (MYBPC3). mRNA . 

- Mr.T«o «.nien<? oculocerebrorenal syndrome of Lowe (OURL), transcnpi variant 
£^Qmo sapiens oLrU.iowcicL>iwiwA«*i ojrix%A*v* x ^ 

a mRNA 


NM_001587 


Homo sapiens oculocerebrorenal syndrome of Lowe (OCRL), transcnpt variant 
b, mRNA — - — : 


NM_001407 


Homo sapiens cadherin, EOF LAG seven-pass G-type receptor 3 (flammgo 
homolog, Drosophila) (CELSR3), mRNA 
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iNM_UU14Uo 


Homo sapiens cadherin, EGF LAG seven-pass G-lype receptor 2 (flamingo 
nomolog, i-ziosopniiay ^^v-^xijuoJxZJ, rnivLN/v 


iN1V1__UUj f dj 


xiomo sapiens /vKx i acnn-rciaiea proiem i nomoiog jd, cencraciin oeia ^ycasi^ 


NM_0 12254 


Homo sapiens very long-chain acyl-CoA synthetase homolog 2 (VLCS-H2), 


NM 012331 


Homo sapiens methionine sulfoxide reductase A (MSRA), mKNA 


INIVI uioDyo 


nomo sapiens nisione aeacecyiase //\. v^juj/vi^^/aj, uranscnpi vanani z, mKJNA 


INiVl UlJ*fUl 


xiomo sapiens nisione aeaceiyiase /a \^riiJA\^/Aj, rranscnpi variant i, mjKJNA 


1SIM_004082 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTNl), 
transcnpi variani i , rniviN 


NM_023019 


Homo sapiens dynactin 1 (pi 50, glued homolog, Drosophila) (DCTNl), 
transcript variant 2, mRNA 


NM 002893 


Homo sapiens retinoblastoma binding protein 7 (RBBP7), mRNA 


JNjyi_UZoOU 1 


Homo sapiens retinoblastoma binding protein 1 (RBBPl), transcript variant 3, 

-t-»-i'DXT A 
XTUvlN/V 


NM_023000 


Homo sapiens retinoblastoma binding protein 1 (RBBPl), transcript variant 2, 


NM_002892 


Homo sapiens retinoblastoma binding protein 1 (RBBPl), transcript variant 1, 

■rvil>XT A 


NM 024408 


Homo sapiens Notch homolog 2 (Drosophila) (NOTCH2), mRNA 


JNM_U1zj11 


Homo sapiens KIN, antigenic determinant of recA protein homolog (mouse) 


NM_021938 


Homo sapiens bruno-like 5, RNA binding protein (Drosophila) (BRUNOL5), 
mKNA 


NM_0201S0 


Homo sapiens bruno-like 4, RNA binding protein (Drosophila) (BRUNOL4), 

«mT>XT A 

mKJNA 


NM 005868 


Homo sapiens BETl homolog (S. cerevisiae) (BETl), mRNA 


XNM_UU24o7 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog (avian) (MY C), 

mKJNA 


iNiVl_UZ-iO 1 / 


Homo sapiens period homolog 2 (Drosophila) (PER2), transcript variant 1 , 


IN iVi.__UU D oyH 


Jtiomo sapiens penoa nomoiog z ^j^rosopnua^ ^jtjcijvz^, transcripi variant z, 

ml? XI A 

rnjtviN A 




rxoino bd.picno Vw^ip-A. ccii>cinLnyLiL/ proicasc nomoiog wOii^ yy^us. 2*^)^ miviNA 


NM 012394 


Homo sapiens prefoldin 2 (PFDN2), mRNA 


INIYI UVH-Zj^ 


xiomo sapiens zinc imger proiein z^d nomoiog v^mousej y/^rY^D iuIvlna 




Homo sapiens sin3 -associated polypeptide, 18kD (SAP 18), mRNA 


INiVl \J\JDDJ\J 


Homo sapiens ubiQui tin-conjugating enzyme E2 variant 2 (UBE2V2), mRNA 


NM 022476 


Homo sapiens i^ed toes homolog (mouse) (FTS), mRNA 




Homo sapiens solute earner family 1 3 (sodium/sulfate symporters), member 1 
(SLC13A1), mRNA 


"MTV/T m 010*7 


Homo sapiens elaC nomoiog z (Jb. coii) (liLACZ), mRNA 


XTAyT m /to 1 

JNiVl U14j 1 / 


Homo sapiens trans-prenyl transferase (TPT), mRNA 


NM_022173 


Homo sapiens TIAl cytotoxic granule-associated RNA binding protein (TIAl), 
transcript variant 2, mRNA 




jnnjiiiu odpiciib xi./tl1 c-yiOLOA-iC/ gr<uiuic-a2>oouid.Lcu ivLN^ uiiiuiiig proicm ^iiAi 
transcript variant 1, mRNA 


NM 004973 


Homo sapiens jumonji homolog (mouse) (JMJ), mRNA 


NM_021971 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 

2, mRNA 


NM 013334 


Homo sapiens GDP-mannose pyrophosphorylase B (GMPPB), transcript variant 
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l,niRNA 


NM 013335 


Homo sapiens GDP-mannose pyrophosphorylase A (GMPPA), mRN A 


NM:_021267 


Homo sapiens LAGl longevity assurance homolog 1 (S. cerevisiae) (LASSl), 
mRNA 


NM 005811 


Homo sapiens growth differentiation factor 1 1 (GDFll), mRNA 


NM_005971 


Homo sapiens FXYD domain-containing ion transport regulator 3 (FXYD3), 
transcript variant 1 , mRNA 


NM_021910 


Homo sapiens FXYD domain-containing ion transport regulator :i (FXY1J3 J, 

transcript variant 2, mRNA 


NM 022096 


Homo sapiens ankyrin repeat domain 5 (ANKRD5), mRNA 


NM_022073 


Homo sapiens egl nine homolog 3 (C. elegans) (EGLN3), mRNA 


NM_022047 


Homo sapiens differentially expressed in FDCP 6 homolog (mouse) (DEI* 6), 
mRNA 


NM_021778 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 2, mRNA 


NM_021777 


Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 3, mRNA 


NM_000152 


Homo sapiens glucosidase, alpha; acid (Pompe disease, glycogen storage disease 
type n) (GAA), mRNA 


NM 002910 


Homo sapiens renin binding protein (RENBP), mRNA 


NM_012072 


Homo sapiens complement component 1, q subcomponent, receptor 1 (ClQRl), 
mRNA 


NM_000534 


Homo sapiens PMSl postmeiotic segregation increased 1 (S. cerevisiae) (PMSl), 
mRNA 


NM 005451 


Homo sapiens enigma (LIM domain protein) (ENIGMA), mRNA 


NM_021975 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog A, nuclear 
factor of kappa light polypeptide gene enhancer m B-cells 3, p65 (avian) 
(RELA), mRNA 


NM_021958 


Homo sapiens H2.0-like homeo box 1 (Drosophila) (HLXl), mRNA 


NM 004139 


Homo sapiens lipopolysaccharide binding protein (LBP), mRNA 


NM .005442 


Homo sapiens eomesodermin homolog (Xenopus laevis) (EOMES), mRNA 


NM 004187 


Homo sapiens Smcx homolog, X chromosome (mouse) (iSMUA), mRJN A 


NM 003170 


Homo sapiens suppressor of Ty 6 homolog (S. cerevisiae) (5>UF10J1), mKJNA 


NM 003062 


Homo sapiens slit homolog 3 Q)rosophila) (SLIT3), mRNA 


NM 003068 


Homo sapiens slug homolog, zinc finger protein (chicken) (SLUG), mRNA 


NM_021824 


Homo sapiens NIF3 NGGl interacting factor 3-like 1 (S. pombe) (NIF3L1), 
mRNA 


NM 021783 


Homo sapiens ectodysplasin A2 isoform receptor (XEDAR), mRNA 


NM_004196 


Homo sapiens cyclin-dependent kinase-like 1 (CDC2-related kinase) (CDKLl), 
mRNA 


NM_000535 


Homo sapiens PMS2 postmeiotic segregation increased 2 (S. cerevisiae) (PMS2), 
mRNA 


NM_002356 


Homo sapiens myristoylated alanine-rich protein kinase C substrate (MARCKS), 
mRNA 


NM 021728 


Homo sapiens orthodenticle homolog 2 (Drosophila) (OTX2), mRNA 


NM_014588 


Homo sapiens visual system homeobox 1 homolog, CHXlO-like (zebrafish) 
(VSXl), mRNA 


NM_003503 


Homo sapiens CDC7 cell division cycle 7-like 1 (S. cerevisiae) (CDC7L1), 
mRNA 


NM_004059 


Homo sapiens cysteine conjugate-beta lyase; cytoplasmic (glutaraine. 
transaminase K, kyneurenine aminotransferase) (CCBLl), mRNA 


NM 020651 


Homo sapiens pellino homolog 1 (Drosophila) (PELIl), mRNA 
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MM 018411 


Homo sapiens hairless homolog (mouse) (HR), mRNA 


NM 014569 


Homo sapiens zinc finger protem 95 homolog (mouse) (ZFP95), mRNA 


NM_012458 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog B 
(yeast) (TEMMISB), mRNA 


NM 000672 


Homo sapiens alcohol dehydrogenase 6 (class V) (ADH6), mRNA 


NM_003603 


Homo sapiens Arg/Abl-interacting protem ArgBP2 (ARGBP2), transcript vanant 

1, mRNA 


NM[_021069 


Homo sapiens Arg/Abl-interacting protein ArgBrZ (AROBFZ), transcript vanant 
2, mRNA 


"v TA /T r\r\ A r\ c f\ 

NM 004950 


Homo sapiens dermatan suliate proteoglycan 3 (DbJr(j3), mKNA 


NM 004701 


Homo sapiens cyclin B2 (CCNB2), mRNA 


NM 021100 


Homo sapiens NFSl mtrogen fixation 1 (S. cerevisiae) (NFSl), mRNA 


NM 021255 


Homo sapiens pellino homolog 2 (Drosophila) (PELI2), mRNA 


NM 021115 


Homo sapiens seizure related 6 homolog (mouse)-like (SEZ6L), mRNA 


NM 004756 


Homo sapiens numb homolog (Drosophila)-like (NUMBL), mRNA 


NM__004690 


Homo sapiens LATS, large tumor suppressor, homolog 1 (Drosophila) (LATSl), 
mRNA 


NM_000461 


Homo sapiens thyroid hormone receptor, beta (erythroblastic leukemia viral (v- 
erb-a) oncogene homolog 2, avian) (THRB), mRNA 


NM_021078 


Homo sapiens GCN5 general control of amino-acid synthesis 5-like 2 (yeast) 
(GCN5L2), naRNA 


NM 002877 


Homo sapiens RAD51-like 1 (S. cerevisiae) (RAD51L1), mRNA 


NM 001552 


Homo sapiens insulin-like growth factor binding protein 4 (IGFBP4), mRNA 


NM 002487 


Homo sapiens necdm homolog (mouse) (NDN), mRNA 


NM 012425 


Homo sapiens Ras suppressor protein 1 (RSUl), mRNA 


NM 005618 


Homo sapiens delta-like 1 (Drosophila) (DLLl), mRNA 


NM 021038 


Homo sapiens muscleblind-like (Drosophila) (MBNL), mRNA 


NM_0 14268 


Homo sapiens microtubule-associated protein, RP/EB family, member 2 
(MAPRE2), mRNA 


NM_020662 


Homo sapiens MRS2-like, magnesium homeostasis factor (S. cerevisiae) 
(MRS2L), mRNA 


NM_020649 


Homo sapiens chromobox homolog 8 (Pc class homolog, Drosophila) (CBX8), 
mRNA 


NM 018436 


TT " 11 J. ' /' A X T /^\ T^KT A 

Homo sapiens allantoicase (AI.LC), mRNA 


NM 020528 


Homo sapiens poly(rC) binding protein 3 (PCBP3), mRNA 


NM_0 14276 


Homo sapiens recombmmg bmdmg protem suppressor of hairless (Drosophila)- 

1 •! /T^ l^T>OX TTTT \ T> "VT A 

like (RBPSUHL), mRNA 


NM 019557 


Homo sapiens h3T3othetical protein RP1-317E23 (JLOC5ol81), mRNA 


NM 020347 


Homo sapiens leucine zipper transcription factor-like 1 (LZTFLl), mRNA 


NM_005744 


Homo sapiens anadne homolog, ubiquitm-conjugatmg enzyme E2 bmdmg 
protem, 1 (Drosophila) (ARIHl), mRNA 


NM 007044 


Homo sapiens katanin p60 (ATPase-containing) subunit A 1 (KATNAl), mRNA 


NM 002688 


Homo sapiens peanut-like 1 (Drosophila) (PNuTLl), mRNA 


NM__013384 


Homo sapiens LAGl longevity assurance homolog 2 (S. cerevisiae) (LASS2), 
mRNA 


NM 020230 


Homo sapiens peter pan homolog (Drosophila) (PP AN), mRNA 


NM_0201S2 


Homo sapiens transmembrane, prostate androgen induced RNA (TMEPAI), 
mRNA 


NM 020248 


Homo sapiens catenin, beta interacting protein 1 (CTNNBIPl), mRNA 


NM_000399 


Homo sapiens early growth response 2 (Krox-20 homolog, Drosophila) (EGR2), 
mRNA 


NM 002965 


Homo sapiens SI 00 calcium binding protein A9 (calgranulin B) (S100A9), 
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1 r 


mRNA 1 


NM_002964 


Homo sapiens SlOO calcium binding protem A8 (calgranulm A) (S100A8), 

mRNA 


NM 002963 


Homo sapiens SlOO calcium binding protein A7 (psonasm 1) (S100A7), mKJNA 


NM 014624 


Homo sapiens S 1 00 calcium binding protein A6 (calcyclm ) (S 1 00 A6), mKJNA 


NM_0 19554 


Homo sapiens SlOO calcium binding protein A4 (calcium protem, calvasculm, 
metastasin, murine placental homolog) (S 100A4), transcript variant 2, mRNA 


NM_002961 


Homo sapiens SlOO calcium binding protem A4 (calcmm protein, calvascvdin, 
metastasin, murine placental homolog) (S100A4), transcript variant 1, mRNA 


NM 005978 


Homo sapiens S 100 calcium binding protein A2 (S 100A2), mRNA _j 


NM 002537 


Homo sapiens ornithine decarboxylase antizyme 2 (OAZ2), mRNA _j 


NM_019854 


Homo sapiens HMTl hnRNP methyltransferase-like 3 (S. cerevisiae) 1 
(HRMT1L3), mRNA 


NM_019619 


Homo sapiens par-3 partitioning defective 3 homolog (C. elegans) (PARD3), 
mRNA 


NM_017454 


Homo sapiens staufen, RNA bindmg protem (Drosophila) (STAU), transcript 
variant Tl , mRNA 


NM_017453 


Homo sapiens staufen, RNA binding protein (Drosophila) (STAU), transcript j 
variant T3 , mRNA 


NM_0 17452 


Homo sapiens staufen, RNA binding protem (Drosophila) (STAU), transcnpt 
variant T2, mRNA 


NM 003785 


Homo sapiens G antigen, family B, 1 (prostate associated) (GAGEB 1), mRNA 1 


NM_015044 


Homo sapiens golgi associated, gamma adaptin ear contammg, ARF bmding 
protein 2 (GGA2), mRNA 


NM 013365 


Homo sapiens golgi associated, gamma adaptm ear containing, ARF bmdmg j 
protein 1 (GGAl), mRNA 


NM_004781 


Homo sapiens vesicle-associated membrane protem 3 tcelluDrevin; Aivir j;, i 
mRNA - 


NM_018685 


Homo sapiens anilUn, actin binding protem (scraps homolog, Drosophila) 
(ANLN),niRNA 


NM 017927 


Homo sapiens mitoflisin 1 (MFNl), transcript variant 2, mRNA 


NM 018387 


Homo sapiens spermatid perinuclear RNA bindmg protem (STRBP), mKJNA 


NM 018378 


Homo sapiens F-box and leucine-rich repeat protem « (fUJil^H), mtUN a i 


NM_018158 


Homo sapiens solute carrier family 4 (anion exchanger), member 1, adaptor j 
protein (SLC4A1 AP), mRNA 


NM 018032 


Homo saoiens LUC7-like (S. cerevisiae) (LUC7L), mRNA 1 


NM 017575 


Homo sapiens chromosome 17 open reading frame 3 1 (C17ort3 1 ), mKJNA 


NM 018696 


Homo sapiens elaC homolog 1 (E. coli) (ELACl), mRNA . _j 


NM 005781 


Homo sapiens activated p21cdc42Hs kinase (ACKl), mRNA 1 


NM 016831 


Homo sapiens period homolog 3 (Drosophila) (Fh;R3), mKJNA 


NM_003387 


Homo sapiens Wiskott-Aldnch syndrome protem mteractmg protem ^ w Aorir 
mRNA — J 


NM 005993 


Homo sapiens tubulin-specific chaperone d ( iBCD), mRNA 1 


NM_003014 


Homo sapiens secreted frizzled-related protein 4 (SFRP4), mRNA 1 


NM_006744 


Homo sapiens retinol binding protein 4, plasma (RBP4), mRNA j 


NM 002899 


Homo sapiens retinol binding protein 1 , cellular (RBP 1 ), mRNA 


rNM_005524 


Homo sapiens hairy homolog (Drosophila; (HKY), mKiNA 


rNM_005206 


Homo sapiens v-crk sarcoma virus CTIO oncogene homolog (avian) (CRK), j 
transcript variant I, mRNA 


rNM_016823 


Homo sapiens v-crk sarcoma virus CTIO oncogene homolog (avian) (CRK), j 
transcript variant II, mRNA 


INM.0 16948 


Homo sapiens par-6 partitioning defective 6 homolog alpha (C.elegans) I 
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MM 017420 


Homo sapiens sine oculis homeobox homolog 4 (Drosophila) (SIX4), mRNA 


NM 016932 


Homo sapiens sine oculis homeobox homolog 2 (Drosophila) (SIX2), mRNA 


NM 017415 


Homo sapiens kelch-like 3 (Drosophila) (KLHL3), mRNA 


JNM 017412 


Homo sapiens inzzled homolog 3 (Drosopniia) (l*Z.L)3), mKJNA 


NM 003400 


Homo sapiens exportin 1 (CRMl homolog, yeast) (XPOl), mRNA 


NM_002889 


Homo sapiens retinoic acid receptor responder (tazarotene induced) 2 
(KAJKlUiSZ), mKJNA 


mi_006064 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBs, 

T* "KT A 

mRNA 


NM_016656 


Homo sapiens GTP-binding protein ragB (RAGB), transcript variant RAGBl, 
mRNA 


NM 003857 


Homo sapiens galanin receptor 2 (GALR2), mRNA 


NM_016655 


Homo sapiens GA binding protein transcription factor, beta subumt 2 (47kD) 
(GABPB2), transcript variant gamma, mRNA 


NM__002041 


Homo sapiens GA bmdmg protein transcnption factor, beta subumt 2 (47kD) 
(GABPB2), transcript variant gamma, mRNA 


NM_0 16654 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(CjABPBI), transcript variant beta, mKJNA 


jNM__005254 


Homo sapiens GA binding protein transcription factor, beta subunit 1 (53kD) 
(GABPBl), transcript variant beta, mRNA 


JNM U15o43 


Homo sapiens LIM domain only 7 (LM07), transcript variant 3, mRNA 


NM 015842 


Homo sapiens LIM domain only 7 (LM07), transcript variant 2, mRNA 


NM 002228 


Homo sapiens v-jun sarcoma virus 17 oncogene homolog (avian) (JUN), mRNA 


NM 016178 


Homo sapiens ornithine decarboxylase antizyme 3 (OAZ3), mRNA 


NM_016538 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 7 (S. 
cerevisiae) (SIRT7), mRNA 


NM_0 16539 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 6 (S. 

cerevisiae) (SIRT6), mRNA 


NM 016316 


XT X^ X^'X r 1 1 • "l / j_\ /'X^ X^T 7 1 X X X\ T A 

Homo sapiens REV 1 -like (yeast) (REVIL), mRNA 


NM_016138 


Homo sapiens COQ7 coenzyme Q, 7 homolog ubiquinone (yeast) (COQ7), 

TTfcXT A 

mRNA 


NM_0 16583 


Homo sapiens palate, lung and nasal epithelium carcinoma associated (PLUNC), 

TT* XT A 

mRNA 


NM 015886 


Homo sapiens protease inhibitor 15 (PI15), mRNA 


NM_0 16067 


Homo sapiens mitochondnal nbosomal protein S18C (MRPS18C), nuclear gene 
encoding mitochondrial protein, mRNA 


XTTV /f A 1 C A /I 

JNM Ul5y4o 


Homo sapiens pelota homolog (Drosophila) (PELO), mRNA 


XTTV/T A1 /CO A'? 

JNM 016397 


Homo sapiens IHl-nke (Drosophila) (IHIL), mRNA 


NM_016587 


Homo sapiens chromobox homolog 3 (HPl gamma homolog, Drosophila) 
(CJ3A3), mKNA 


NM 016347 


Homo sapiens putative N-acetyltransferase Camello 2 (CML2), mRNA 


NM 015727 


Homo sapiens tachykinin receptor 1 (TACRl), transcript variant short, mRNA 


NM 001058 


Homo sapiens tachykinin receptor 1 (TACRl), transcript variant long, mRNA 


NM_004052 


Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 3 (BNIP3), 
nuclear gene encoding mitochondrial protein, mRNA 


iNlVl_U l*foZU 


Homo sapiens translocase of outer mitochondnal membrane 70 homolog A 
(yeast) (TOMM70A), mRNA 


NM 014918 


Homo sapiens carbohydrate (chondroitin) synthase 1 (CHSYl), mRNA 


NM_0 14707 


Homo sapiens histone deacetylase 9 (HDAC9-PENDING), transcript variant 3, 
mRNA 


NM 014683 


Homo sapiens unc-5 1-like kinase 2 (C. elegans) (ULK2), mRNA 
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NM_014874 I Homo sapiens mitofiisin 2 (MFN2), mRNA 



NM 014071 I Homo sapie ns nuclear receptor coactivator 6 (NCOA6), mRNA 



NM 015700 1 Ho mo sapiens HIRA interacting protein 5 (HIR IP5), mRNA 



NM 015685 I Homo sapiens syndecan binding protein (syntenin) 2 (SDCBP2), mRMA 

I — -m . «-t7I TTI I _ • • ^ ^\ /~\7TV ^nc 1 T 1 "\ -t"*-!!? "NT A 



NM 014263 
NM 014297 



JLXVyiXlV> iJmVXV/XAU tjjr — — p J > ^ _-_ J 

Homo sapiens YMEl-like 1 (S. cerevisiae) CYMEILI). mRNA 
Hom o sapiens protein expressed in thyroid (YF13H12). mRNA 



NM^014393 1 Homo sapiens staufen, KNA binding protein, homolog 2 (Drosophila) (STAU2), 
mRNA 



NM_014403 I Homo sapiens sialyltransferase 7D ((alpha-N-acetylneuraminyl-2,3-beta- 

galactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) (SIAT7D), 
mRNA 



NM 014465 Homo sapiens sulfotransferase family, cytosolic, IB, member 1 (SULTIBI), 



mRNA 



NM 014485 I Homo sapiens prostaglandin D2 synthase, hematopoietic (PGDS), mRNA 
NM_014303 1 Homo sapiens pescadillo homolog 1, containing BRCT domain (zebrafish) 
a>ESl),mRNA 



NM 014253 I Homo sapiens odz, odd Oz/ten-m homolog 1 (Drosophila') (ODZl). mRNA 



NM 014429 
NM 006439 



Homo sapiens microrchidia homolog (mouse) (MORC). mRNA 
Homo sapiens mab-21-like 2 (C. elegans) (MAB21L2'), mRNA 



NM 015322 
NM 014591 
NM 004449 



Homo sapiens fem-1 homolog b (C. elegans) (FEMIB). mRNA 

Homo sapiens Kv channel interacting protein 2 (KCN1P2). mRNA 

Homo sapiens v-ets erythroblastosis virus E26 oncogene like (avian) (ERG), 
mRNA 



NM 014420 1 Hom o sapiens dickkopf homolog 4 (Xenopus laev is) (DKK4). mRNA 



NM 014421 I Homo sapiens dickkopf homolog 2 (Xenopus laevis) (DKK2), mKNA_ 



NM 014325 



NM 014246 



Homo sapiens coronin, actin binding protein, IC (CO ROIC), mRNA 
Homo sapiens cadherin, EOF LAG seven-pass G-type receptor 1 (flamingo 
homolog. Drosophila) (CELSRl). mRNA 



NM...014391 Homo sapiens cardiac ankyrin repeat protein (CARP). mRNA 

NMJ)14336 I Homo sapiens aryl hydrocarbon receptor interacting protein-like 1 (AIPLl), 

mRNA . - — 

NM_014265 I Homo sapiens a disintegrin and metalloproteinase domain 28 (ADAM28), 
transcript variant 1, mRNA 



NM_0 14237 I Homo sapiens a disintegrin and metalloproteinase domain 18 (ADAM18), 
mRNA 



NM_005032 Homo sapiens plastin 3 (T isoform) (PLS3), mRNA 



NM„013980 I Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 1 OBNIPI), 
transcript variant BNIPl-c. mRNA 



NM 013979 



NM 013978 



NM 004178 



NM 005915 



NM 002576 



NM 012091 



NM_ 
NM 



005358 



013451 



NM 006113 



NM 003869 



Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 1 (BNIPl), 
transcript variant BNlPl-b, mRNA 



Homo sapiens BCL2/adenovirus ElB 191dD interacting protein 1 (BNIPl), 
transcript variant BNIPl -a. mRNA 



Homo sapiens TAR (HIV) RNA binding protein 2 (TARBP2), mRNA 



Homo sapiens MCM6 minichromosome maintenance deficient 6 (MISS 
homolog, S. pombe) (S. cerevisiae) (MCM6). mRNA 



Homo sapiens p21/Cdc42/Racl -activated kinase 1 (STE20 homolog, yeast) 
(PAKl). mRNA 



Homo sapiens adenosine deaminase, tRNA-specific 1 (ADA Tl), mRNA 



Homo sapiens LIM domain only 7 (LM07). mRNA 



Homo sapiens fcr-l-like 3. mvoferiin (C. elegans) (FER1L3). mRNA 



Homo sapiens vav 3 oncogene (VAV3), mRNA 



Homo sapiens carboxylesterase 2 (intestine, liver) (CES2), mRNA 
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NM 005721 


Homo sapiens ARP3 actin-related protein 3 nomolog (yeast) (ACTR3), niKNA 


NM_003325 


Homo sapiens HIR histone cell cycle regulation defective homolog A (S. 
cerevisiae) (HIRA), mRNA 


NM 012242 


Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKKl), mRNA 


NM 012429 


Homo sapiens SEC14-like 2 (S. cerevisiae) (SEC14L2), mRNA 


NM 012190 


Homo sapiens formyltetrahydrofolate dehydrogenase (FTHFD), mRNA 


NM_005069 


Homo sapiens smgle-nunded homolog 2 (Drosopmla) (SJM2), transcript vanant 
SIM2, mRNA 


NM_009586 


Homo sapiens single-minded homolog 2 (Drosopmla) (SIM2), transcript vanant 
SlM2s, mRNA 


NM_002610 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 1 (PDKl), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 013374 


Homo sapiens programmed cell death 6 interacting protem (PDCD6IP), mRNA 


NM 013367 


Homo sapiens anaphase-promoting complex subunit 4 (APC4), mRNA 


NM 002968 


Homo sapiens sal-like 1 (Drosophila) (SALLl), mRNA 


NM 002449 


Homo sapiens msh homeo box homolog 2 (Drosophila) (MSX2), mRNA 


NM_006739 


Homo sapiens MCM5 minichromosome maintenance deficient 5, cell division 
cycle 46 (S. cerevisiae) (MCM5), mRNA 


NM_012460 


Homo sapiens translocase of inner mitochondrial membrane 9 homolog (yeast) 
(TIMM9), mRNA 


NM_0 12457 


Homo sapiens translocase of inner mitochondrial membrane 13 homolog A 
(yeast) (TIMM13A), mRNA 


NM_012456 


Homo sapiens translocase of inner mitochondrial membrane 10 homolog (yeast) 
(TIMM10),mRNA 


NM_012450 


Homo sapiens solute carrier family 13 (sodium/sulfate symporters), member 4 
(SLC13A4), mRNA 


NM_012444 


Homo sapiens SPOl 1 meiotic protein covalently bound to DSB-like (S. 
cerevisiae) (SPOll), mRNA 


NM_012240 


Homo sapiens sirtuin silent mating type information regulation 2 homolog 4 (S. 
cerevisiae) (SIRT4), mRNA 


NM 012387 


Homo sapiens peptidyl arginine deiminase, type V (PAD), mRNA 


NM_012381 


Homo sapiens origin recognition complex, subunit 3 -like (yeast) (ORC3L), 
mRNA 


NM_0 12225 


Homo sapiens nucleotide binding protein 2 (MinD homolog, E. coli) (NUBP2), 
mRNA 


NM 012222 


Homo sapiens mutY homolog (E. coh) (MUTYH), mRNA 


NM_0 12279 


Homo sapiens double-stranded RNA-bmdmg zmc finger protein JAZ (JAZ), 
mRNA 


NM 012206 


TT 1 A.' j^' A * 111 a. 1 /TX A T /y^n 1 \ — ^n'KT A 

Homo sapiens hepatitis A virus cellular receptor 1 (HAVCR-1), mRNA 


NM 012205 


Homo sapiens 3-hydroxyanthranilate 3,4-dioxygenase (HAAO), mRNA 


NM 012198 


Homo sapiens grancalcm, EF-hand calcium binding protein (GCA), mRNA 


NM 012193 


Homo sapiens frizzled homolog 4 (Drosophila) (FZD4), mRNA 


NM 012192 


Homo sapiens fracture callus 1 homolog (rat) (FXCl), mRNA 


NM 012076 


Homo sapiens crumbs homolog 1 (Drosophila) (CRBl), mRNA 


NM_012124 


Homo sapiens cysteine and histidine-rich domain (CHORD)-containing, zinc 
binding protein 1 (CHORDCl), mRNA 


NM_01211o 


Homo sapiens CCR4 carbon catabolite repression 4-like (S. cerevisiae) 
(CCRN4L), mRNA 


NM_012117 


Homo sapiens chromobox homolog 5 (HPl alpha homolog, Drosophila) (CBX5), 
mRNA 


NM 012108 


Homo sapiens BCR downstream signaling 1 (BRDGl), mRNA 


NM 012100 


Homo sapiens aspartyl aminopeptidase (DNPEP), mRNA 
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NM 012094 I 
NM 004506 i 
NM 004423 I 
NM 007374 I 
NM 007373 1 
NM 002388 1 
< 


lomo sapiens peroxiredoxin 5 (PRDX5'), iioRNA ^ 

Ynmn r-ii-ii<»T>'- hpflt "iVinrV transcriptinn factor 2 fHSF2), mKNA 

lomo sapiens dishevelled, dsh homoloe 3 (Drosoptola) (L»vl^ ), mKNA 

4nmo sapiens sine oculis homeobox homolog 6 (Drosoptola i^iAO>, mkl>IA 
lomo sapiens soc-2 suppressor of clear homolog elegans) (SHOOZ), hikina 
aomo sapiens MCM3 ininichromosome maintenance aeticiem j ^S. cercvisiae) 
MCM3), mRNA _ 


NM 004S73 ] 
NM_007316 ] 


H^r»» gapims BCL2-associated athanogene 5 (BAG5), mRNA . 

Homo sapiens agouti related protein homolog (mouse) (AUKf ), transcnpi 
variant 2, mRNA : ■ 


NM_003819 

NM 005737 
NM 002358 


Homo sapiens poly(A) binding protein, cytoplasmic 4 (mduciwe lorm) 

(PABPC4ymRNA _ _ 

Homo sapiens ADP-ribosylation fector-like 7 (ARL7), mRlMA 

Homo sapiens MAD2 mitotic arrest deficient-like 1 (veast^ (MAD2L1). mKNA 


NM 007264 
NM 006870 
NM_005476 


TT -.^^r. r-r,T-.4f-TiT- n Hff^Ti oTTipHnll iTi Tecpptor f AOMR). mRNA 

Homo sapiens destrin (actin depolymenzing tactor) (Ub iM), n^NA _ 

Homo sapiens UDP-N-acetylglucosamine-2-epmierase/N-acetylmannosamme 

Kina.se ioinju/I, jujsjths^ — . — — : - : 7 


>nyi_007309 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2). transcnpt variant 
1 2C niltNA ■ — 


NM 001878 
NM_000489 


Homo sapiens cellular retinoic acid binding protem 2 (CRABP2) mRNA 

"tj^ oo^^anc airiVia tVialassemia/mcntal retardation syndrome X-lmked (KAL):j4 

l-I^Qjj^Q sapiens aipna Lii«ii«ioociiiia/ nn^iiw** avi.***.^— ^ ^ j 

homolog, S. cerevisiae^ f ATRX). mRNA 


NM 002528 
NM_004085 

NM 002310 


Homo sapiens nth endonuclease Hl-like 1 (E. coli) (NTHi.1), mKNA 

Homo sapiens translocase of inner mitochondrial membrane 8 homolog A (yeast) 

rriMMSA") nuclear gene encoding mitochondrial protein, mRNA 

Homo sapiens leukemia inhibitory factor receptor (LIFR), mRNA 


NM 004733 
NM 002657 
NM_006724 


Homo sapiens acetyl-Coenzyme A transporter (ACAIN), mKJNA 

Homo sapiens pleiomorphic adenoma gene-like 2 (FLALri./.), mkl>IA 

Homo sapiens mitogen-activated protem kinase kinase kinase 4 ^MAP3K4), 
transcnpt vanant 2, mRNA _— — —r- 


NM_006882 


Homo sapiens Mdm2, transfonned 3T3 cell double mmute 2. p53 binding protem 
(mouse) (MDM2). transcript variant MDM2e.mRNA ^_ 


NM_006881 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 bmdmg protem 
Cmouse) (MDM2), transcript variant MDM2d, mRNA 


NM_006880 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 bmdmg protem 
(mouse) (MDM2). transcript variant MDM2c, mRNA ^_ 


NM_006879 


- — : -KM A o *^.^^,^^B.A w% rpll Hnnhle minute 2. d53 bmdmg protem 

Homo sapiens Mdm2, transtormea j i j ecu aouoic umiuic a, "»» e> v 

(mouse) (MDM2), transcript variant MDM2b, mRNA _ 


NM_006878 


Homo sapiens Mdm2, transformed 3T3 cell double minute J., pD:> bmdmg piubui 
f \ rKirvwx*Y\ 4vA-no/«i-inf wa-risiTit IvrDlVT^a. mRNA 

(mouse} \^ivujivizj, transcnpt voiiaiiu avj-l^j-vax***, **** . 


NM_003801 


Homo sapiens GPAAIP anchor attachment protem 1 homolog (yeast) (GPAAl), 
mRNA 


NM 003193 
NM_002370 


TTr»nnr» cnTiif»n«: -frnVMilin snpHfic chapeTf^Tie e (TBCE), mRNA 

Homo sapiens mago-nashi homolog, proliteration-associated (Drosophila) 

fMAGOH), mRNA 

, ^-^r^r ^fi\TY> m^trfctip nrrp^t dpficient-lil<^e 2 (yeast) (MAU2L2), mRNA 


NM 006341 
NM_006149 


Homo sapiens jvlcvL/z miionc oircai uciiv^^**^ ax«.w ^ ^^_v — , ^ 

Homo sapiens lectin, galactoside-binding, soluble, 4 (gaiecnn 4j ^LGALS4), 

mRNA 

Homo sapiens double C2-like domams. beta (ijOC2B), mRNA 


NM 003585 
NM_007129 


Homo sapiens Zic family member 2 (odd-paired homolog, L>rosophila; ^Zl»^i), 
mRNA^ 
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]SIM_007279 


Homo sapiens U2 small nuclear ribonucleoprotein auxiliary factor (65kD) 
aJ2AF65), mRNA 


NM 007194 


Homo sapiens CHK2 checkDomt homolog (S. pombe) (CHEK2), mRNA 


NM 007271 


Homo sapiens senne/tnreonine kinase 38 (STK38), mRNA 


NM 007232 


Homo sapiens histamine receptor H3 (HRHS), mRNA 


NM 007278 


Homo sapiens GAB A(A) receptor-associated protein (GABARAP), mRNA 


NM 007197 


Homo sapiens frizzled homolog 10 (Drosophila) (FZDIO), mRNA 


NM 007246 


Homo sapiens kelch-like 2, Mayven (Drosophila) (KLHL2), mRNA 


NM 001466 


Homo sapiens frizzled homolog 2 (Drosophila) (FZD2), mRNA 


NM_006482 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 2, mRNA 


NM_003583 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 2 
(DYRK2), transcript variant 1, mRNA 


NM_006484 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRKIB), transcript variant c, mRNA 


NM_006483 


Homo sapiens dual-specificity tyrosine-(Y)-phosphorylation regulated kinase IB 
(DYRKIB), transcript variant b, mRNA 


NM_001882 


Homo sapiens corticotropin releasing hormone binding protein (CRHBP), 
mRNA 


]SIM_005889 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBECl), transcript variant 2, mRNA 


NM_001644 


Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide 1 
(APOBECl), transcript variant 1, mRNA 


NM_006936 


Homo sapiens SMT3 suppressor of mif two 3 homolog 1 (yeast) (SMT3H1), 
mRNA 


NM 006912 


Homo sapiens Ric-like, expressed in many tissues (Drosophila) (RIT), mRNA 


NM 006910 


Homo sapiens retinoblastoma binding protein 6 (RBBP6), mRNA 


NM_007068 


Homo sapiens DMCl dosage suppressor of mckl homolog, meiosis-specific 
homologous recombination (yeast) (DMCl), mRNA 


NM 007021 


Homo sapiens decidual protein induced by progesterone (DEPP), mRNA 


NM_007007 


Homo sapiens cleavage and polyadenylation specific factor 6, 68kD subunit 
(CPSF6), mRNA 


NM_006822 


Homo sapiens GTP-binding protein homologous to Saccharomyces cerevisiae 
SEC4 (SEC4L), mRNA 


NM 006843 


Homo sapiens serine dehydratase (SDS), mRNA 


NM 006746 


Homo sapiens sex comb on midleg-like 1 (Drosophila) (SCMLl), mRNA 


NM 006824 


Homo sapiens EBNAl binding protein 2 (EBNA1BP2), mRNA 


NM_005922 


Homo sapiens mitogen-activated protein kinase kinase kinase 4 (MAP3K4), 
transcript variant 1, mRNA 


NM_006807 


Homo sapiens chromobox homolog 1 (HPl beta homolog Drosophila ) (CBXl), 
mRNA 


NM_006734 


Homo sapiens human immunodeficiency virus t^^e I enhancer binding protein 2 
(HIVEP2), mRNA 


NM_006732 


Homo sapiens FBJ murine osteosarcoma viral oncogene homolog B (FOSB), 
mRNA 


NM_006729 


Homo sapiens diaphanous homolog 2 (Drosophila) (DIAPH2), transcript variant 
156, mRNA 


NM 006829 


Homo sapiens adipose specific 2 (APM2), mRNA 


NM 006872 


Homo sapiens TFIIA-alpha/beta-like factor (ALF), mRNA 


NM_006796 


Homo sapiens AFG3 ATPase family gene 3 -like 2 (yeast) (AFG3L2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 006544 


Homo sapiens SEClO-like 1 (S. cerevisiae) (SECIOLI), mRNA 
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NM 006666 


Homo sapiens RuvB-like 2 (E. coli) (RUVBL2), mRNA 


NM_006509 


Homo sapiens v-rel reticuloendotheliosis viral oncogene homolog B, nuclear 
factor of kappa light polypeptide gene enhancer in B-cells 3 (avian) (RELB), 
mKNA 


NM 006606 


Homo sapiens retinoblastoma binding protein 9 (RBBP9), mRNA 


NM 006620 


Homo sapiens HBSl-like (S. cerevisiae) (HBSIL), mRNA 


NM 006561 


Homo sapiens CUG triplet repeat, RNA binding protein 2 (CXJGBP2), mRNA 


NM 006579 


Homo sapiens emopamil binding protein (sterol isomerase) (EBP), mRNA 


NM 006560 


Homo sapiens CUG triplet repeat, RNA binding protein 1 (CUGBPl), mRNA 


NM_001211 


Homo sapiens BUBl budding uninhibited by benzimidazoles 1 homolog beta 

(yeast) (BUBIB), mRNA 


NM_006374 


Homo sapiens serine/threonine kinase 25 (STE20 homolog, yeast) (STK25), 
mRNA 


NM 006377 


Homo sapiens unc-13-like (C. elegans) (UNC13), mRNA 


NM_O06357 


Homo sapiens ubiquitin-conjugating enzyme E2E 3 (UBC4/5 homolog, yeast) 
(UBE2E3). mRNA 


NM_006323 


Homo sapiens SEC24 related gene family, member B (S. cerevisiae) (SEC24B), 

mRNA 


NM 006364 


Homo sapiens Sec23 homolog A (S. cerevisiae) (SEC23A), mRNA 


NM 006272 


Homo sapiens SI 00 calcium binding protein, beta (neural) (SIOOB), niKNA 


NM 006271 


Homo sapiens SlOO calcium binding protein Al (SlOOAl), mRNA 


NM 006391 


Homo sapiens RAN binding protein 7 (RANBP7), mRNA 


NM 006265 


Homo sapiens RAD21 homolog (S. pombe) (RAD21), mRNA 


NM_006203 


Homo sapiens phosphodiesterase 4D, cAMP-specific (phosphodiesterase E3 
dunce homolog, Drosophila) (PDE4D), mRNA 


NM_006202 


Homo sapiens phosphodiesterase 4A, cAMP-specific (phosphodiesterase E2 
dunce homolog, Drosophila) (PDE4A), mRNA 


NM_006190 


Homo sapiens origin recognition complex, subimit 2-like (yeast) (ORC2L), 
mRNA 


NM 006181 


Homo sapiens netrin 2-like (chicken) CNTN2L), mRNA 


NM_006168 


Homo sapiens NK6 transCTiption factor homolog A (Drosophila) (IS1KX6A), 
mRNA 


NM_006167 


Homo sapiens NK3 transcription factor homolog A (Drosophila) (NKX3 A), 
mRNA 


NM 006159 


Homo sapiens NEL-like 2 (chicken) (NELL2), mRNA 


NM 006157 


Homo sapiens NEL-like 1 (chicken) (NELLl), mRNA 


NM_005360 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog 
(avian) (MAP), mRNA 


NM_006306 


Homo sapiens SMCl structural maintenance of chromosomes 1-like 1 (yeast) 
(SMCILI), mRNA 


NM 006461 


Homo sapiens mitotic spindle coiled-coil related protein (DEEPEST), mRNA 


NM_006314 


Homo sapiens connector enhancer of KSR-like (Drosophila kinase suppressor of 
ras) (CNKl), mRNA 


NM 006366 


Homo sapiens adenylyl cyclase-associated protein 2 (CAP2), mRNA 


NM_006444 


Homo sapiens SMC2 structural maintenance of chromosomes 2-like 1 (yeast) 
(SMC2L1), mRNA 


NM 006321 


Homo sapiens anadne homolog 2 (Drosophila) (ARJH2), mRNA 


NM 006406 


Homo sapiens peroxiredoxin 4 (PRDX4), mRNA 


NM 006334 


Homo sapiens olfactomedin 1 (OLFMl), transcript variant 2, mRNA 


NM 004032 


Homo sapiens D-aspartate oxidase (DDO), transcript variant 2, mRNA 


NM 005985 


Homo sapiens snail 1 homolog, zinc finger protein (Drosophila) (SNAIl), 
mRNA 
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NM 006109 


Homo sapiens SKBl homolog (S. pombe) (SKBl), mRNA 




iiomo sapiens sine ocuiis noineoDOX nomoiog i ^^JUTu&upniiaj v.^^-la.i^, iruviNrv 


NM 006089 


Homo sapiens sex comb on midleg-like 2 (Drosophila) (SCML2), mRNA 


JNM 0059S0 


rlomo sapiens oiuu calcium binaing protein Jr (^oiuujrj, mi\JN/\ 


NM 005979 


Homo sapiens SlOO calcium binding protein A13 (S100A13), mRNA 


NM_005938 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 7 (MLLT7), mRNA 


NM_005937 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 6 (MLLT6), niElNA 


NM_0u5936 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 4 (MLLT4), mRNA 


NM_005935 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 2 (MLLT2), mRNA 


NM_005934 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 1 (MLLTl), mRNA 


NM_005933 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila) (MLL), mRNA 


NM_005905 


Homo sapiens MAD, mothers against decapentaplegic homolog 9 (Drosophila) 
(MADH9), mRNA 


1SIM_005904 


Homo sapiens MAD, mothers against decapentaplegic homolog 7 (Drosophila) 
(MADH7), mRNA 


NM_005903 


Homo sapiens MAD, mothers against decapentaplegic homolog 5 (Drosophila) 
(MADH5), mRNA 


NM_005902 


Homo sapiens MAD, mothers against decapentaplegic homolog 3 (Drosophila) 
(MADH3), mRNA 


NM_005901 


Homo sapiens MAD, mothers against decapentaplegic homolog 2 (Drosophila) 
(MADH2), mRNA 


NM_005900 


Homo sapiens MAD, mothers against decapentaplegic homolog 1 (Drosophila) 

(MADHl), mRNA 


NM. 006033 


Homo sapiens lipase, endothelial (LjPG), mRNA 


NM_006048 


Homo sapiens ubiquitination factor E4B (UFD2 homolog, yeast) (UBE4B), 

mRNA 


NM_006111 


Homo sapiens acetyl-Coenzyme A acyltransf erase 2 (mitochondrial 3-oxoacyl- 
Coenzyme A thiolase) (ACAA2), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_006012 


Homo sapiens ClpP caseinolytic protease, ATP-dependent, proteolytic subunit 
homolog (E. coli) (CLPP), nuclear gene encoding mitochondrial protein, mRNA 


"KTTW K f\f\ 1 1 r\ 

NM._0061 10 


Homo sapiens CD2 antigen (cytoplasmic tail) bindmg protein 2 (CD213r2), 
mRNA 


mi 006017 


Homo sapiens prominin-like 1 (mouse) (PROMLl), mRNA 


NM_004010 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427p2, mRNA 


1SIM_004023 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant DpHObc, mRNA 


JNM_004022 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant D140ab, mRNA 


NM_004021 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40b, mRNA 
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NM_004020 1 
i 
] 


iomo sapiens dystrophin (muscular dystrophy, Ducheraie and Becker types), 
ncludes I)XS142, DXS164, DXS206, DXS230, DXS239, DXS268. DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpl40c, mKNA 


NM_004019 ] 

1 

] 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
deludes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269. 
DXS270, DXS272 (DMD), transcript variant Dp40, mRNA 


NM_004018 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270 DXS272 (DMD), transcript variant Dp7 lab, mRNA 


NM_004017 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164. DXS206, DXS230, DXS239, DXS268, DXS269. 
DXS270, DXS272 (DMD), transcript variant Dp7 1 a, mRNA 


NM_004016 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269. 
DXS270, DXS272 (DMD), transcript variant Dp7 lb, mRNA 


NM_004015 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268. DXS269, 
DXS270, DXS272 (DMD). transcript variant Dp71, mRNA 


1SIM_004014 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dpi 16, mRNA 


NM_004013 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp 140, mRNA 


NM_004012 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270 DXS272 (DMD), transcript variant Dp260-2, mRNA 


NM_0040n 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS?70 DXS272 (DMD), transcript variant Dp260-1, mRNA 


NM_004009 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp427pl, mRNA 


rNM_004007 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239. DXS268, DXS269, 
DXS270, DXS272 (DMD), transcript variant Dp4271, mRNA 


NM_004006 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 

1 j^^r>v<!i4') r»Y<iifiii nv^^Ofi nXS230 DXS239. DXS268, DXS269, 
includes Uyvol4Z, ujv&iom-, i^jVozuo, u^is^j^j, i^^u^-'-', *^j».i->— v--, 

DXS270, DXS272 (DMD), transcript variant Dp427m, mRNA 


NM_000109 

MM 005657 


Homo sapiens dystrophin (muscular dystrophy, Duchenne and Becker types), 
includes DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, 
DXS270 DXS272 (DMD), transcript variant Dp427c, mRNA 
Homo sapiens tumor protein p53 bindmg protem, 1 (TP53BP 1), mRNA 


NM 005632 
NM 005631 
NM_005621 


Homo sapiens small optic lobes homolog (Drosophila) (SOLH), mRNA 

Homo sapiens smoothened homolog (Drosophila) (SMOH). mRNA 

Homo sapiens SlOO calcium binding protein A12 (calgranuhn C) (S100A12), 

mRNA — 


NM_005620 
MM 005610 


Homo sapiens SlOO calcium bindmg protein Al 1 ^caigizzarmj i.i>iuuAi i), 

mRNA . 

Homo sapiens retinoblastoma binding protein 4 (RBBP4), mRNA 


FmM 005732 
p4M_005591 


Homo sapiens RAD50 homolog (S. cerevisiae) (RAD50), mRNA 

Homo sapiens MREl 1 meiotic recombination 1 1 homolog A (S. cerevisiae) 
(MREl 1 A). mRNA 
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]SIM_005590 


Homo sapiens MREl 1 meiotic recombmation 1 1 homolog A (S. cerevisiae) 

(MJcCbl lAJj mKJNA 


NM_005585 


Homo sapiens MAD, mothers against decapentaplegic homolog 6 (Drosophila) 

/A vf A TMJ/^\ -rvnT) XT A 

(MAJJrlo), mKJNA 


NM. 005564 


xlomo sapiens mab-zi-liKe l ^u. eiegans) (MAiizlLl), mKJNA 


lNjvl_0055S2 


Homo sapiens lymphocyte antigen 64 homolog, radioprotective 105kD (mouse) 
(LY64), mRNA 


JNiVL 00500/ 


Homo sapiens zinc finger protein 103 homolog (mouse) (ZFP103), mRNA 


NM 005886 


Homo sapiens katanin p80 (WD40-containing) subunit B 1 (KATNBl), mRNA 


JNM 005ooO 


Homo sapiens lollistatm-lilce 3 (secreted glycoprotem) (JhblL3), mRNA 


JNM 005/5o 


Homo sapiens heterogeneous nuclear ribonucleoprotein A3 (HNRPA3), mRNA 


"K TTV if A A C CI A 

NM_005510 


Homo sapiens dom-3 homolog Z (C. elegans) (DOM3Z), transcript variant 2, 

-t^X> XT A 

mKJNA 


jNM_005 /oo 


Homo sapiens r liKJVl, KnoLrJir (AKHvjriir j ana piecKStnn domain protein 1 
(cnonarocyie-aenvea^ ^^r/vivr i ^, mixjNA 


JNJYl UU5//Z 


Homo sapiens ARP2 actin-related protein 2 homolog (yeast) (ACTR2), mRNA 


NM 005750 


Homo sapiens chromosome 4 open reading frame 6 (C4orf6), mRNA 


iNM 005 i /O 


Homo sapiens acnaete-scute complex-like L (Urosopnila) (AbCL2), mRNA 


INJVl 00542O 


Homo sapiens tumor protein p53 binding protein, 2 (1F53BF2), mRNA 


NM 005486 


Homo sapiens target of mybl-like 1 (chicken) (TOMILI), mRNA 


JNM 0054b& 


Homo sapiens target oi mybl (chicken) (TUMI), mRNA 


NM_005417 


Homo sapiens v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog 
(avian) (SRC), mRNA 


NM 005413 


Homo sapiens sine oculis homeobox homolog 3 (Drosophila) (SIX3), mRNA 


NM_005444 


Homo sapiens RCDl required for cell differentiation! homolog (S. pombe) 
(RQCDl), mRNA 


NM_005378 


Homo sapiens v-myc myelocytomatosis viral related oncogene, neuroblastoma 
derived (avian) (MYCN), mRNA 


NM_005377 


Homo sapiens v-myc myelocytomatosis viral oncogene homolog 2 (avian) 
(MYCL2), mRNA 


NM_005375 


Homo sapiens v-myb myeloblastosis viral oncogene homolog (avian) (MYB), 

_-_T> XT A 

mRNA 


NM_005359 


Homo sapiens MAD, mothers against decapentaplegic homolog 4 (Drosophila) 
(MADH4), mRNA 


NM 005340 


Homo sapiens histidine triad nucleotide binding protein (HINT), mRNA 


NM_005307 


Homo sapiens G protem-coupled receptor kinase 2-like (Drosophila) (GPRK2L), 
mRNA 


]SIM_0052o2 


Homo sapiens growth factor, augmenter of liver regeneration (ERVl homolog, 
c>. cerevisiae) (Cji^iiKj, mRNA 


NM_005261 


Homo sapiens OTP binding protein overexpressed in skeletal muscle (GEM), 

mKJNA 


NM 005257 


Homo sapiens GATA binding protein 6 (GATA6), mRNA 


NM 005245 


Homo sapiens FAT tumor suppressor homolog 1 (Drosophila) (FAT), mRNA 


NM 005244 


Homo sapiens eyes absent homolog 2 (Drosophila) (EYA2), mRNA 


NM_005239 


Homo sapiens v-ets erythroblastosis Aarus E26 oncogene homolog 2 (avian) 
(ETS2), mRNA 


IN 1V1__U U J Z 3 D 


Homo sapiens v-erb-a erythroblastic leukeima viral oncogene homolog 4 (avian) 
(ERBB4), mRNA 


NM_005228 


Homo sapiens epidermal growth factor receptor (erythroblastic leukemia viral (v- 
erb-b) oncogene homolog, avian) (EGFR), mRNA 


NM 005224 


Homo sapiens dead ringer-like 1 (Drosophila) (DRILl), mRNA 


NM 005219 


Homo sapiens diaphanous homolog 1 (Drosophila) (DIAPHl), mRNA 
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NM 005207 I 
( 


lomo sapiens v-crk sarcoma virus CTIO oncogene homolog (avian).iiKe 

CRKL), mRNA _ 


NM 005197 I 
NM 005454 I 
( 


Totno saniens checkpoint suppressor 1 (CHESlXmRNA — 

z^^ 'r. co^4^nQ rf»rhpni<5 1 homoloc cvsteine knot superfamily (Xenopus laevis; 
-jomo sapiens cerocruo i iiviiiuivg^ wjow***** *•* ^ i 

CERl), mRNA — - — -r- 


NM_005496 


lomo sapiens SMC4 structural maintenance of chromosomes ^-nke 1 (yeast) 
SMC4L1), mKJNA ^ 1 


NM 005169 
NM_005078 


ffnmo sapiens aristaless homeobox (Drosonmia) ^akUv;, iiiKl^lA ^ J 

Eiomo sapiens transducin-like enhancer of split 3 (E(spl) homolog, Drosophila) j 
TLE3"), mRNA ^ — — — - n j rmhil-i'i 


NM_005077 
NM 005068 


Homo sapiens transducin-like enhancer of split 1 (E(spl) homolog, Drosophila) 

TT .Fn. mRNA — — \ 

Wnmo sapiens sinele-minded homoloe 1 (Drosophila) CSlMl), hikInIA 


NM 005067 
NM_005138 


wnrno sapiens seven in absentia homolog 2 (Drosophila) (blAtl/), mRNA 

Homo sapiens SCO cytochrome oxidase deficient homolog Z (yeast) ^S^O/>, 

nuclear gene encoding mitochondrial protein, mRNA ^^j , 

Hnn.n .aniens RODl regulator of differentiation 1 (S. pombe) (Kuul). mRNA J 


NM 005156 
NM_005133 

NM 005057 


u^^/v e!i™«n<i RrFl homoloe nrenvl protein protease (S. cerevisiae) (KUHi), 
xiomo sapiens iw^iji iiuniv-iiwg, pxwAxjr* j^^vw ^ v ■ 

mRNA. ~ — j 

Homo sapiens retinoblastoma binding protem 5 (RBBP5), niRNA J 

TT -,-»*^i-iriV»icictnTna hindinff nrotein 2 fRBBP2), mRNA — 


NM 005056 
NM 005053 
NM_005049 


l^QUiio sapiens iciixnjtji«^»'^iii** u/u-i^-xAAgj k-^ ^ ■ • — — 

Homo saniens RAD23 homolog A (S. cerevisiae) (RAD23 A), mKJN A 

Homo sapiens PWP2 periodic tryptophan protem homolog (yeast) (,Jr WP2H), 


NM_005008 
NM 004997 


— 'N.TTroo Vtic+i^-ritf:* r^VirrfcTTinQnTne nrotein 2-like 1 (S. cerevisiae^ 1 
Homo sapiens NHP2 non-nistone cnromosomc piutcm ^ xiivw v ^ i 

nsiHP2Ll), niRNA ~ 

"Homo sapiens mvosin binding protem H (M^TBPH), pRNA 


NM 004677 
NM_004788 


Homo sapiens Testis-specific XK-reiated protem on Y QCKRYXmRNA 

TT .««;*.«c iiKinint^nntinn factor E4A niFD2 homolog, yeast) (UBE4A;, 
Homo sapiens uDiquinnaiioii xdoiui ^-^^ v*^*^ ^ j ^ ^ i 

Homo sapiens transmembrane 4 superfamilv member 4 (TM4SF4), mRNA 1 


NM 004617 
NM 004607 
NM_004602 

NM 004653 


Homo sapiens tubulin-specific chaperone a(TBCA),mRNA 

Homo sapiens staufen, RNA binding protem (Drosophila) (b l AU), transcript 

variant T4. mRNA — - 

^f„m^^ r-in^r-TiT- Smpv homolor Y rhrnrnnsome (mouse) (SMCi ), mKJNA 


NM 004787 
NM_004593 


Homo sapiens slit homolog 2 (Drosophila) (SL112), mKNA _ J 

" u^rr^r^ cnr,if»r.<! <:nlicinE factor argininc/serine-rich 10 (transformer 2 homolog, 
j^lomo sapiens opu^uig la^-'iv^i, cng,-".*****-* ^ i 

Drosophila) (SFRS10\ mRNA — 


NM 004206 
NM 004657 


Homo sapiens vesicle trafficking protein (SEC22C). transcript vanant2,mRNA 
" Homo sapiens serum deprivation response (phosphatidylserme omdmg probm) 
(SDPR), mRNA _ — . , ^p.,. 


NM_004589 


Homo sapiens SCO cytochrome oxidase deficient homolog 1 (yeast) (SCOl), 
nuclear gene encoding mitochondrial protein, mRNA 


NM_004587 
NM 004164 


" Homo sapiens ribosome binding protein 1 homolog lUOkD (dog) (RRBPl), 

mRNA ^ ^ — 

Homo sapiens retinol binding protein 2. cellular (RBf 2), mRNA 


NM 004584 
NM 004794 
NM_004813 

NM 004564 
NM 004643 


Ho^o sapiens RAD9 homolog (S. pombe) (RAD9), mRNA 

" Homo sapiens RAB33A, member RAS oncogene tamiiy (kab^ja), mRNA 

Homo sapiens peroxisomal biogenesis factor 16 (FtXl6), transcript variant 1, 

mRNA ^ 

Homo sapiens PET112-like(veast)(PET112L), mRNA _ _ 

' Homo sapiens poly(A) binding protem. nuclear 1 (i-ABPNl), mRNA 1 
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XTA A A A /I C /CI 
MM 01)4301 


xiomo sapiens ovo-like l(jjrosopniiaj tDVvjJLij, itlkin/v 


NM__004153 


Homo sapiens origin recognition complex, subunit 1-like (yeast) (ORC IL), 

•m1>XT A 


XTN/T AA/ICC? 

JNiVl U04!)!>/ 


rionio sapiens Motcn nomoiog 4 (^urosopniiaj vJNvjil.J:14J, ihkma 


JNjyi UU4oUo 


Homo sapiens N-myristoyltransferase 2 (NMT2), niRNA 


NM 004210 


Homo sapiens neuralized-like (Drosophila) (NEURL), itiRNA 


XTK iT AA>1 1 yn 

JNM_004147 


Homo sapiens developmentally regulated Cilr bmdmg protem 1 (DRCjI), 

*-i-\l>XT A 


NM 004851 


Homo sapiens pronapsin A (NAPl), niRNA 


MM 004533 


Homo sapiens myosin binding protein C, fast type (MYBPC2), mRNA 


NM_004529 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 
Drosophila); translocated to, 3 (MLLT3), mRNA 


NM 004668 


Homo sapiens maltase-glucoamylase (alpha-glucosidase) (MGAM), mRNA 


NM_004526 


Homo sapiens MCM2 mimchromosome maintenance deficient 2, mitotin (S. 
cerevisiae) (MCM2), mRNA 


NM_004829 


Homo sapiens lymphocyte antigen 94 homolog, activating NK-receptor; NK- 
p46, (mouse) (LY94), mRNA 


NM_004744 


Homo sapiens lecithin retinol acyltransferase (phosphatidylcholine— retinol O- 
acyitransterase) (^jlkai), mKMA 


XTA if A A /I C O /I 


Homo sapiens lethal giant larvae nomoiog 2 (Drosophila) (LLCjLz), mKMA 


XTX A" A A /I 1 >1 A 

iSliVl 004140 


Homo sapiens lethal giant larvae homolog 1 (Drosophila) (LLGLl), mRNA 


NM._004922 


Homo sapiens SEC24 related gene family, member C (S. cerevisiae) (SEC24C), 

mKJNA 


XTN yT A A /I C AO 

JNIVL 004dOo 


Homo sapiens isopentenyl-diphosphate delta isomerase (DDIl), mRNA 


NM 004507 


Homo sapiens HTJSl checkpoint homolog (S. pombe) (HUSl), mRNA 


MM 004262 


Homo sapiens airway trypsin-like protease (HAT), mRNA 


MM 004752 


Homo sapiens glial cells missing homolog b (Drosophila) (GCMB), mRNA 


XTKiT C\t\A 

MM 0044/7 


Homo sapiens rSHD region gene 1 (rRol), mRNA 


MM 004463 


Homo sapiens faciogenital dysplasia (Aarskog-Scott syndrome) (FGDl), mRNA ' 


NM_004106 


Homo sapiens Fc fragment of IgE, high affinity I, receptor for; gamma 
polypeptide (FCERIG), mRNA 


MM 004456 


Homo sapiens enhancer oi zeste homolog 2 (Drosophila) (EZH2), mRNA 


XTK vT A A yl 1 A A 

JNM 004100 


Homo sapiens eyes absent homolog 4 (Drosophila) (EYA4), mRNA 


NM 004450 


Homo sapiens enhancer of rudimentary homolog (Drosophila) (ERH), mRNA 


XT* K A A AO 

NM_004448 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, 
neuro/glioblastoma derived oncogene homolog (avian) (ERBB2), mRNA 


"KTTi VT f\r\ A A A C 

MM 004445 


Homo sapiens EphBo (EPHB6), mRNA 


XTA 4" f\f\ A A"^ ^ 

NM 004436 


Homo sapiens endosumne alpha (ENSA), mRNA 


NM_004432 


Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila) -like 2 (Hu 

— ^i" "r>\ /"r?T A X TT 0\ "OXT A 

antigen B) (ELAVL2), mRNA 


XTAif AA/IOOA 

MM_004230 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 
receptor, 5 (EDCj5), mRNA 


MM UU44zl 


Homo sapiens aisneveiled, dsh homolog 1 (Drosophila) (DVLl), mRNA 


MM_004Jyy 


Homo sapiens DEAD/H (Asp-Crlu- Ala- Asp/His) box polypeptide 11 (CHLl-like 
helicase homolog, S. cerevisiae) (DDXl 1), transcript variant 2, mRNA 


MM U043 /o 


Homo sapiens cellular retinoic acid binding protein 1 (CRABPl), mRNA 


NM 004R9S 




NM 004669 


Homo sapiens chloride intracellular channel 3 (CLIC3), mRNA 


NM 004066 


Homo sapiens centrin, EF-hand protein, 1 (CETNl), mRNA 


NM 004354 


Homo sapiens cyclin G2 (CCNG2), mRNA 


NM 004352 


Homo sapiens cerebellin 1 precursor (CBLNl), mRNA 


NM 004057 


Homo sapiens calbindin 3, (vitamin D-dependent calcium binding protein) 
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NM 004338 
]SIM_004725 


CALB3), mRNA 

flomo sapiens chromosome 18 open reading frame 1 (.c i Sort 1 ). mRNA 

ttomo sapiens BUB3 budding uninhibited by benzimidazoles 3 homoiog [ysnsi) 
,BUBJJ, mxvJNA — . ; 1 X 1 


NM_004336 


Homo sapiens BUBl budding uninhibited by benzimidazoles 1 homoiog (yeast) 


NM_004331 
NM 004328 


Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 3-like (BNIP3L), 

mRNA 

Homo sapiens BCSl-like (yeast) (BCSIL), mRNA 


NM 004045 
NM 004849 
NM_004674 

NM 004316 


Homo sapiens ATXl antioxidant protein 1 homoiog (yeast) (ATOXl), mRNA 

Homo sapiens APG5 autophagy 5-like fS. cerevisiae) (APG5L), mRNA 1 

Homo sapiens ash2 (absent, small, or homeotic)-like (Drosophila) (ASH2L), 

mRNA 

Homo sapiens achaete-scute complex-like 1 (Drosophila) (ASCLl), mKMA 


>JTV/T 00^707 
iNiVl VJv/H- / U / 

NM_004641 
JNJVl UU43U1 


Hnmo saniens APG12 autophagy 12-like (S. cerevisiae) (APG12L), mRNA 1 
Homo sapiens myeloid/lymphoid or mixed-lmeage leukemia (tnttiorax homoiog, 

Drosophila); translocated to, 10 (MLLTIO), mRNA ^ 

TInmn «'finipTit! rRAF53A), mRNA 1 


NM 001129 
NM 003656 


Homo sapiens AE binding protein 1 (AEBPl), mRNA 

Homo sapiens calcium/calmodulin-dependent protem kinase I (CAMKl), mRNAJ 
Homo sapiens lysozyme (renal amyloidosis) (LYZ), mRNA 


NM 000239 
NM_000456 


Homo sapiens sulfite oxidase (SUOX), nuclear gene encoding mitochondrial 
protein, mRNA ^ —\ 


NM 000435 
NM_000251 


Homo sapiens Notch homoiog 3 (Drosophila) CNOTCH3), mRNA 

Homo sapiens mutS homoiog 2, colon cancer, nonpolyposis type 1 (E. coli) j 
(MSH2),mRNA 


NM_000249 

NM 000210 
NM 001537 


Homo sapiens mutL homoiog 1, colon cancer, nonpolyposis type 2 (E. coU) 
(MLHl), mRNA ^ 

TT^..uM Mn-n-iA-nn •Ii^'f <:» m-J Ti o1t\ViCI f\ iT 1 ItAoI- TTlrvNA 1 
rtOmO SopidlS lIlLCgl Ul, alyjixa. \J ^xavjx^v//, »■ ^ . ■ — 1 

Homo sapiens heat shock factor bmdmg protem 1 (HSBPl), mRNA 


NM 001499 
NM 001458 
NM_001444 


Womo saoiens GLEl RNA export mediator-hke (yeast) (GLEIL), mRNA 

Homo sapiens filamin C, gairnna (actin binding protein /»U) LNC), mRNA — 
Homo sapiens fatty acid binding protem 5 (psonasis-associated) (FABP5), 
mRNA 


NM 001432 
NM_001388 


Homo sapiens epiregulin (EREG), mRNA 

Homo sapiens developmenially regulated GTP bindmg protem 2 (DRG2), 

^^^^^ - — :; n -, 


NM_001340 


Homo sapiens cylicin, basic protem of sperm head cytoskeleton liS-Y 

mRNA ■ 


NM_001326 


Homo sapiens cleavage stimulation factor, 3' pre-RJN A, subunit 3, / /kD 
rCSTF3), mRNA , 


NM_001325 


xir^^rx ootmVtic QtiTmilation factor. 3' Dre-RNA, subunit 2, 64kJJ 
(CSTF2), mRNA 


NM_001324 


Homo sapiens cleavage stimulation fector, S'pre-KJNA, subunit l, aOWD 
(CSTFl), mRNA 


NM_001255 


Homo sapiens CDC20 cell division cycle 20 homoiog (S. cerevisiae) (CDC20), 
mRNA — 


NM 001122 
NM_003413 


Homo sapiens adipose differentiation-related protein {AUtk'), mKJNA 
Homo sapiens Zic family member 3 heterotaxy 1 (odd-paired homoiog, 
Drosophila) (ZIC3), mRNA 


NM_003412 


Homo sapiens Zic family member 1 (odd-paired homoiog, JJrosopmiaj (ZICl), 
mRNA 



266 



BNSOOCID- <WO 03074654A2_L> 



wo 03/074654 



PCT/US03/05028 



NM 003408 


Homo sapiens zinc finger protein 37 homolog (mouse) (ZFP37) iriRNA 


NM 003409 


Homo sapiens zinc finger protein 161 homolog (mouse) (ZFP161) mRNA 


NM 003680 


Homo sapiens tyrosyl-tRNA synthetase (YARS), mRNA 


NM 003390 


Homo sapiens WEE1+ homoloe (S. oombe~> rWF.F.1 V mPNA 


NM 003565 


Homo sapiens unc-51-like kinase 1 (C. elegans) (ULKl), mRNA 


NM_003345 


Homo sapiens ubiquitin-coniueatine enzvme E2I fTJBPQ homolna wnct^ 
(UBE2D, mRNA 


NM_003344 


Homo sapiens ubiauitin-coniueatinff enTvine F2H nrRPR Vmmrkinrr t/^^-ooA 
(UBE2H),mRNA 


NM_003343 


Homo sapiens ubiauitin-coniuffatinff enzvme V7Cw 9 /TTRP7 T^rMnrkirtrr if^ocA 
(UBE2G2), mRNA 


NM_003340 


Homo sapiens ubiauitin-coniuffatine' etiTvmp P?"!^ '\ CiTT^r^A/^ v%f\rv%f\'[^rr -tTa.r>r>4\ 
(UBE2D3), mRNA 


NM_003338 


Homo sapiens ubiquitin-coniueatine enzvme E2D 1 rTTPir'4/'; Vir»Tvif\iorr .lroQc<t^ 
(UBE2D1). mRNA ^ 


NM_003968 


Homo sapiens ubiquitin-activatinE enzvme EIC rUBA3 homo1o<r vf>»<:t^ 

(UBEIC), mRNA 


NM 003320 


Homo sapiens tubby homoloR (mouse) (TUB), mRNA 


NM 003278 


Homo sapiens tetranectin folasminoeen binding nrotein'^ /'TMA'^ mT^TsiA 


NM_003260 


Homo sapiens transducin-like enhancer of split 2 (E(spl) homolog, Drosophila) 
(TLE2),mRNA 


NM 003920 


Homo sapiens timeless homolog (Drosophila) (TIMELESS), mRNA 


NM_003251 


Homo sapiens thyroid hormone resoon^ive ('SPOTIJ. firimr\ir*cr i-oA /"FtrDcm 
mRNA 


NM:_003250 


Homo sapiens thvroid hormone reppntnr al-nliji ^f^rvfl-n-r^KlQe+i/* lAnL-A-m^A 

x^* wxAjr A v ixvfi iiivriiw 1. v^v./wj^Lv/i , di^iia. ^ci v uiioDi&siic leuiiceima virai iv— 

erb-a) oncogene homolog, avian) (THRA), mRNA 


NM_003223 


Homo sapiens transcriDtion factor AP-4 rartivfltino f»nViaTir»^»r i-»ii-iriinrr rs^^i^f^^^^ a\ 
(TFAP4), mRNA 


NM_003222 


Homo sapiens transcriotion factor AP-^ Mmma rartivatincr <ani-i«i'nr«*»r Kin/i-i-nrr 
protein 2 gamma) (TFAP2C), mRNA 


NM_003221 


Homo sapiens transcriotion factor AP-2 beta Tfirtivatmo- *»nVi!inr»*"-r Viii-i/^^-nrr <r%«-y%^Ai«^ 
■v.^ u^M-^^^^xAvj tAAAowA A|^nv^ii xcivyLVJi jTvx ^ L/v-io. y^cti.>Li vaiiiig dixiancer DinQuig protein 

2 beta) (TFAP2B), mRNA 


NM_003220 


Homo sapiens transcription factor AP-2 alpha (activating enhancer binding 
protein 2 alpha) (TFAP2A) mRNA 


NM_000458 


Homo sapiens transcriDtion factor 2 heDatic- T F-Pl'^' vnrinnt Vi^arfcatir* thi/^Imt- 

r VI 1 xt*wv\,/i ixw^au.wj Jox. ^x^^^ vcUloIlL llCL/dllw Tl LI CJ. Car 

factor (TCF2), transcript variant a, mRNA 


NM 003181 


Homo sapiens T, brachyury homolog (mouse) (T), niElNA 


NM_003173 


Homo sapiens suppressor of variegation 3-9 homoloe 1 rDro^snnhiln^ 
(SUV39H1), mRNA 


NM 003171 


Homo sapiens suppressor of varl, 3-like 1 (S. cerevisiae) (SUPV3L1), mRNA 


NM 003169 


Homo sapiens suppressor of Tv 5 homoloe: CS. cerevisiae'* rsirPT^im mT?>JA 


NM 003168 


Homo sapiens suppressor of Ty 4 homolog 1 (S. cerevisiae) (SUPT4H1) mRNA 


NM 003599 


Homo sapiens suppressor of Tv 3 homoloe cereviQiae^ ^'SITTPT'^TT^ mpxr a 


NM 003162 


Homo sapiens striatin, calmodulin binding nrotein /'SITPTvJ^ m'R'NrA 


NM_003134 


Homo sapiens sisnal recoenition r>article 14kT) /"homolocymic a in pxr a K^-n/^i'-nrr 
protein) (SRP14), mRNA 


NM_003088 


Homo sapiens smged-hke (fascin homolog, sea urchin) (Drosophila) (SNL) 
mRNA 


NM 003061 


Homo sapiens sht homolog 1 (Drosophila) (SLITl), mRNA 


NM 003036 


Homo sapiens v-sld sarcoma viral oncogene homolog (avian) (SKI) mRNA 


NM 003031 


Homo sapiens seven m absentia homolog 1 (Drosophila) (SIAHl) mRNA 


NM 000193 


Homo sapiens sonic hedgehog homolog (Drosophila) (SHH), mRNA 
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NM 003003 I 
NM 002983 I 
NM 002982 1 
( 

NM 00290 1 J 
NM 003864 1 


lomo sapiens SECM-like 1 fS. cerevisiae) fSEC14Ll), mRNA 1 

iomo sapiens small inducible cytokine A3 (SCYA3), mRNA 

Jomo sapiens small inducible cytokine A2 (monocyte chemotactic protein 1) 

'SCYA2\ mRNA 

^..rv>^ c^^r^ii-nQ Qmflll inducible cytokine Al, 1-309 (SU Y Ai), mKJvIA 

Homo sapiens sin3 -associated polypeptide, 30KD (SAP30), mRNA 


NM 002962 ] 
NM 002960 
NM_002966 


Hnmo sattiens SlOO calcium bmdmg protein A5 (S100A5), mRNA 

Homo sapiens SlOO calcium bindmg protem Ai t£>iuuA3), mRNA — 

Homo sapiens SlOO calcium binding protein AlO (annexm li iigana, calpacnn 1, 

light polypeptide (pi 1)) (S100A10\ mRNA ^ ^ _ 

xj« « o»«;or,c 1 /^F. coli^ fRUVBLl"), mRNA 


NM 003707 
NM_002944 


riomo sapiens ivuvp-iif^^ ^ v-*-^* w/aa^ v-^^^ ^ *^ — ^ ^ ^ \ i 

Homo sapiens v-ros UR2 sarcoma virus oncogene homoiog 1 (avian) (ROb 1 ), 

mRNA r-r- 


NM_002941 
NM 000326 


Homo sapiens roundabout, axon guidance receptor, homoiog 1 (L>rusuHl"»'^> 

(ROBOn,mRNA _^ 

Homo sapiens retinaldehvde binding protein 1 (RLBPl ). mRNA _ 


NM 002930 

NM 003961 
NM_002912 

NM 002900 


Homo sapiens Ric-like, expressed in neurons (Drosophila) (RJN), mRNA 

Homo sapiens rhomboid, veinlet-like 1 (Drosophila) (RHBDL), mKNA 

Homo sapiens REV3-like, catalytic subunit of DNA polymerase zeta (yeast) 

(REV3L), mRNA ^ 

Homo sapiens retinol binding protein 3, mterstitial (RBJr'3), mRNA 


NM 002894 
NM_002888 

NM 002879 


Homo sapiens retinoblastoma bmding protein S (RBBP8), mRNA 

Homo sapiens retinoic acid receptor responder (tazarotene mduced) l 

(RARRESl), mRNA 

Hnmo sapiens RAD52 homolog (S. cerevisiae) (RAD52), mRNA I 


NM 002878 
NM_002875 

NM 002874 
NM 002853 
IsIM 


Homo sapiens RAD5 1-like 3 (S. cerevisiae) (KAJjS 1L3), mRNA 

Homo sapiens RAD5 1 homoiog (RecA homoiog, E. coli) (S. cerevisiae) 

(RAD5 1), mRNA 

Homo sapiens RAD23 homoiog B (S. cerevisiae) (RAD23B), mRNA 

Homo sapiens RADl homoiog (S. pombe) (RADl), mRNA 

TJr.mr. camVnc R AHI 7 homolos (S. oombe) (RAD17), mRNA 


NM 000264 
NM 003738 
NM 0U2olo 
NM_002600 


Homo sapiens patched homoloR (Drosophila) (PTCH), mRNA 

Homo sapiens patched homoiog 2 (Drosophila) (PTCH2), mRNA 

TTnmn '^iniPTi'^ npriod homolop 1 (Drosophila) (PERI), mRNA 

Homo sapiens phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 

dunce homoiog, Drosophila) (PDE4B). mRNA 


NM 002568 
NM_003932 


Homo sapiens poly(A) binding protem, cytoplasmic i tPABPCl), mKNA 

Homo sapiens suppression of tumorigenicity 13 (colon carcmoma) (Usp /u 

interacting protein) (ST13), mRNA 

Wnmn cTHTiip-nt; vptiirle docVinp protein pi 15 (PI 15), mRNA 


NM OOi/lJ 
NM_002553 


Homo sapiens origin recognition complex, subunit 5-like (yeast) (ORUSL), 


NM_002552 


Homo sapiens origin recognition complex, subunit 4-like (yeast) (ORC4L,), 
mRNA 


NM 003634 


Homo sapiens nipsnap homoiog 1 (C. elegans) (NlPSNAPl), mRNA . 

Homo sapiens neogenin homoiog 1 (chicken) (NEOl), mRNA 


NM 002499 
NM_002484 


xj«,^r^ o<«^;<>v«o ViinHina nrotein 1 HvImD homolofi, E. COli) (NUBPl), 

jtiomo sapiens nucieoiiuc omQing pruLcm x ^ivxxxxx-r xxvaaxv^v^, / \ 

mRNA — 


NM_003827 


Homo sapiens N-ethylmaleimide-sensitive factor attachment protem, alpha 
(NAPA). mRNA ^ ttt-^^ 


NM_002466 


Homo sapiens v-myb myeloblastosis viral oncogene homoiog ^avian;-like i 
_ (MYBL2),jnR]SIA 
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XTTV K AO A AO 

JNJVl 002448 


Homo sapiens msh homeo box homolog 1 (Drosopmla) (MSXl), mRNA 


iNM_003576 


Homo sapiens serine/threonine kinase 24 (STE20 homolog, yeast) (STK24), 


INJVl WZhhZ 


Homo sapiens musashi homolog 1 (Drosophila) (MSH), mRNA 


iNlVi UUZHH 1 


Homo sapiens mutc> noniolog ^ (t,. con) (JVlorlt)), mKJNA 


NM 002440 


Homo sapiens mutS homolog 4 (E. coli) (MSH4), mRNA 


xnv>r f\f\o A1Q 
iNivi ou-iH-^y 


Homo sapiens mutS Jiomolog 3 (E. coli) (MSH3), niRNA 


NM 002405 


Homo sapiens manic fringe homolog (Drosophila) (MFNG), mRNA 


JNM UU2402 


Homo sapiens mesoderm specific transcript homolog (mouse) (MEST), mRNA 


NM_002398 


Homo sapiens Meisl, myeloid ecotropic viral integration site 1 homolog (mouse) 
(MEISl), mRNA 


NM_002393 


Homo sapiens Mdm4, transformed 3T3 cell double minute 4, p53 binding protein 
(mouse) (MDM4), mRNA 


1SIM_002392 


Homo sapiens Mdm2, transformed 3T3 cell double minute 2, p53 binding protein 
(mouse) (MDM2), transcnpt variant MDM2, mRNA 


NM_003906 


Homo sapiens MCM3 minichromosome maintenance deficient 3 (S. cerevisiae) 
associated protein (MCM3 AP), mRNA 


NM__0023oO 


Homo sapiens v-mai musculoaponeurotic fibrosarcoma oncogene homolog K 
(avian) (MAFK), mRNA 


JNM_002359 


Homo sapiens v-maf musculoaponeurotic fibrosarcoma oncogene homolog G 
(avian) (JVlArCj), mRNA 


NM 003550 


Homo sapiens MADl mitotic arrest deficient-like 1 (yeast) (MADILI), mRNA 


JNM UU3yi7 


Homo sapiens kynureninase (L-kynurenine hydrolase) (KYNU), mRNA 


JNJVl UU2zoy 


Homo sapiens karyopherin alpha 5 (importin alpha 6) (KPNA5), mRNA 


JNJVl 003772 


Homo sapiens jerky homolog-like (mouse) (JRKL), mRNA 


NM_002202 


Homo sapiens ISLl transcription factor, LIM/homeodomain, (islet-1) (ISLl), 

mKJNA 


NM 003604 


Homo sapiens insulin receptor substrate 4 (IRS4), mRNA 


MM 001570 


Homo sapiens interleukin-1 receptor-associated kinase 2 (IRAK2), niRNA 


NM_003866 


Homo sapiens inositol polyphosphate-4-phosphatase, type n, 105kD (INPP4B), 
mRNA 


NM_001536 


Homo sapiens HMTl hnRNP methyltransferase-like 2 (S. cerevisiae) 

/"f XT* A jf > I ^ 1 T" ^ N TT* "VTA 

(HRMT1L2), mRNA 


JNM_001535 


Homo sapiens HMTl hnRNP methyltransferase-like 1 (S. cerevisiae) 
(HRMTlLlXmRNA 


JNJVl_003o06 


Homo sapiens harakiri, BCL2 interacting protein (contains only BH3 domain) 

(HRK), mRNA 


XTA/T A AO ICO 

JNJVl 002152 


Homo sapiens histidme rich calcium binding protein (HRC), mRNA 


TVTN^ AAO 1 1 >1 

JNJVL_0021 14 


Homo sapiens human immunodeficiency virus type I enhancer binding protein 1 

(HlVbFl), mRNA 


NM_ 003710 


Homo sapiens serine protease inhibitor, Kunitz type 1 (SPINTl), mRNA 


"NTN/f AAA 1*70 

jNivi 0001 /y 


Homo sapiens mutS homolog 6 (E. coli) (MSH6), mRNA 


NM 000839 


Homo sapiens glutamate receptor, metabotropic 2 (GRM2), mRNA 


TvTA yf AAO A'7'7 

JNJVL 002077 


Homo sapiens golgi autoantigen, fiolgin subfamilv a, 1 (GOLGAl), mRNA 


NM_003878 


Homo sapiens garmna-glutamyl hydrolase (conjugase, folylpolygammaglutamyl 
hydrolase) (GGH), mRNA 


XTN>r AA1 /too 

XNJVI_00 1 4oo 


Homo sapiens transcriptional adaptor 2 (ADA2 homolog, yeast)-like (TADA2L), 
mRNA 


NM_001487 


Homo sapiens GCN5 general control of amino-acid synthesis 5 -like 1 (yeast) 
(GCN5L1), mRNA 


NM 003643 


Homo sapiens glial cells missing homolog a (Drosophila) (GCMA), mRNA 


NM 002052 


Homo sapiens GATA binding protein 4 (GATA4), mRNA 
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NM 002051 1 I 
NM 002050 I 
NM_002049 I 
I 


lomo sapiens GATA bindine protein 3 (GATA3), mRNA _ 

lomo sapiens GATA binding protein 2 (GATAjKtnKTsi A rr-.TAir 

lomo sapiens GATA binding protein 1 (globin transcnption lactor ij (OrAlAl>, 

jyPJ^^ ^ . 


NM 002040 1 
( 

NM 002039 ] 


iomo sapiens GA binding protein transcnption factor, alpha subunit (60kD) 

GABPA), mRNA — — 

Homo sapiens GRB2-associated bmdmg protein 1 CGAmj.mKJN/v 


NM 003508 ] 
NM 003507 ] 
NM 003506 : 
NM 003468 
NM 003505 
NM 001465 
NM 002031 
NM 003717 


Homo sapiens frizzled homoloe 9 (Drosophila) (FZD9), n«NA__ 

Homo sapiens frizzled homolog 7 (Drosoohila) (FZD7), mKJNA ^ 

Homo sapiens frizzled homolog 6 (Drosophila) CFZD6), mRNA 

rTn.™^ ^tAp'A Vinmrvlofr S rntOROpViila) (FZL)5\ IIlRNA 

[;j[oino sopicns inzzico. nuiiiuiu^ ^ \i^v\jz>\JYn.^i.v-j ^ — r> 

Homo saoiens frizzled homolog 1 (Drosophila) (FZDl ), mKNA 

Homo sapiens FYN binding protein (FYB-120/130) (FYB), mKNA 

Homo sapiens fyn-related kinase (FRK), mRNA 

Homo sapiens neuropeptide FF-amide peptide precursor (Nf i-i*), 

Homo sapiens filamin B, beta (actin binding protein 27b) (fLJNtSj, mRNA 


NM 001457 
NM 001456 
NM 002018 
NM 001991 
■NTM 001990 1 
NM 000503 
xnv>r noiQRQ 

1 iNiVx uuiyoy 1 


Homo sapiens filamin A. alpha (actin binding protem 280) (I-lNA), mRNA 

Homo sapiens flightless I homolog (Drosophila) (FLII), mRNA 

Homo sapiens enhancer of zeste homolos 1 (Drosophila) (EZHl), mRNA 

Homo sapiens eyes absent homolog 3 (Drosophila) (EYA3), mRNA 

Homo sapiens eyes absent homolog 1 (Drosophila) (EYAl), mRMA 

Homo sapiens eve, even-skipped homeo box homolog 1 (Drosoptnla) (EVXl), 
mRNA ^ — i 7 


NM_001982 


Homo sapiens v-erb-b2 erythroblastic leukemia viral oncogene homolog 3 

(avian) (ERBB3), mRNA , — . 


NM_003584 


Homo sapiens dual specificity phosphatase 11 (RNA/KNi- complex 1- 
interacting) (DUSPll), mRNA _ 


NM 003859 
NM 001928 


Homo sapiens dolichyl-phosphate mannosyltransterase polypeptide i, caialytic 

subunit (DPMI), mRNA 

1 Homo sapiens D component of complement (adipsm) mkNA 


NM 003649 
NM_001343 


Homo sapiens D-aspartate oxidase (DDO). transcript vanant 1, mRNA 
Homo sapiens disabled homolog 2, mitogen-responsive phosphoprotein 
(Drosophila) (DAB2). mRNA rr-rrrT n 


NM_001913 

NM 001316 
NM 003652 
NM 003909 
NM 003915 


Homo sapiens cut-like 1, CCAAT displacement protem (Drosophiiaj f LI), 

Homo sapiens CSEl chromosome segregation 1-like (yeast) (CSEIL), mRNA 
1 Homo sapiens carboxypeptidase Z (CPZ), mRNA 

Homo sapiens copine m ( CPNE3), mRNA _ 

i Homo sapiens copine I (CPNEl), mRNA 


NM 001308 
NM 001841 
NM 001280 
NM 001274 
NM_001806 


Homo sapiens carboxypeptidase N, polypeptide 1, 50kU (Ci-M l), mKiNA 

1 Homo sapiens cannabinoid receptor 2 (macrophage) (CNR2), mRNA 

1 Homo sapiens cold inducible RNA binding protem (CIKBI:'), mKNA 

1 Homo sapiens CHKl checkpoint homolog (S. pombe) (CHEKl), mKNA 

Homo sapiens CCAAT/enhancer binding protein (C/EBP), gamma (UHaru), 
1 mRNA ^ . ^ ^ //-rDV/<\ 


NM_003655 
[NM 001749 


Homo sapiens chromobox homolog 4 (Pc class homolog, urosophila; ^CBX4), 

mRNA 

Homo sapiens calpain, small suburat i (.i^atiniji j, rrmjN/\ 


1 NM 000716 
rNM_000715 

[NM 001726 


Homo sapiens complement component 4 bmdmg protem, beta (C4BPB), mRNA 
Homo sapiens complement component 4 binding protein, alpha (C4BPA), 

mRNA 

Homo sapiens bromodomain, testis-speciiic (BKU l ), mKJNA 
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NM_001205 


Homo sapiens BCL2/adenovirus ElB 19kD interacting protein 1 (BNIPl), 

transcript variant BNTPl, mRNA 


NM 001714 


Homo sapiens Bicaudal D homolog 1 (Drosopnila) (BlCDl), mRNA 


NM_003766 


Homo sapiens beclin 1 (coiled-coil, myosin-like BCL2 interacting protein) 
(BECNl), mRNA 


NM 003567 


Homo sapiens breast cancer anti-estrogen resistance 3 (BCAR3), mRNA 


NM 001189 


Homo sapiens bagpipe homeobox homolog 1 (Drosophila) (BAPXl), mRNA 


NM_001698 


Homo sapiens AU RNA bmdmg protein/enoyl-Coenzjone A hydratase (AUH), 
nuclear gene encoding mitochondnal protein, mRNA 


NM_001672 


Homo sapiens agouti signaling protein, nonagouti homolog (mouse) (ASIP), 
mRNA 


NM 001638 


Homo sapiens apolipoprotein F (APOF), mRNA 


NM 003977 


Homo sapiens aryl hydrocarbon receptor mteracting protem (AIP), mRNA 


NM_001138 


Homo sapiens agouti related protem homolog (mouse) (AGRP), transcript 
variant 1, mRNA 


NM_058246 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAJB6), 
mRNA 


NM 025225 


Homo sapiens hypothetical protein dJ796I17.1 (DJ796I17.1), mRNA 


NM 058165 


Homo sapiens diacylglycerol acyltransferase 2-like (DGAT2-like), mRNA 


NM_001861 


Homo sapiens cytochrome c oxidase subunit IV isoform 1 (COX4n), nuclear 

gene encoding mitochondrial protein, mRNA 


NM 014491 


Homo sapiens forkhead box P2 (FOXP2), mRNA 


NM_054110 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamme:polypeptide N- 
acetylgalactosammyltransferase 7 (GALNT7), mRNA 


NM 006726 


Homo sapiens vesicle trafficking, beach and anchor containing (LRBA), mRNA 


NM 020663 


Homo sapiens TClO-like Rho GTPase (TCL), mRNA 


NM 020919 


Homo sapiens amyotrophic lateral sclerosis 2 Ouvenile) (ALS2), mRNA 


NM 052852 


Homo sapiens hypothetical zinc finger protein MGC2396 (MGC2396), mRNA 


NM 053043 


Homo sapiens hypothetical protein MGC20460 (MGC20460), mRNA 


NM 053017 


Homo sapiens ADP-nbosyltransferase 5 (ART5), mRNA 


NM 052999 


Homo sapiens chemokine-like factor-like protem CKLFHl (CKLFHl), mRNA 


NM_052881 


Homo sapiens hypothetical protein dJ734P14.5 (novel C2H2 type zmc finger 
protein) (MGC20504), mRNA 


NM 052968 


Homo sapiens apolipoprotein A-V (ArOA5), mRJNA 


NM 052960 


Homo sapiens retinoid binding protem 7 (RBP7), mRNA 


NM 052959 


Homo sapiens pannexin 3 (PAlSiX3), mRNA 


NM 052948 


Homo sapiens sorting nexm 26 (SNX26), mRNA 


NM 052947 


TT • 1 ^11 t * /"TT A TT"\ "P» XT A 

Homo sapiens heart alpha-kmase (HAK), mRNA 


NM 052946 


Homo sapiens hypothetical protein MGC20702 (MGC20702), mRNA 


NM 052943 


Homo sapiens hypothetical protein MGC 16491 (MGC 16491), mRNA 


NM 052941 


Homo sapiens guanylate bmding protein 4 (GBP4), mRNA 


NM 052935 


Homo sapiens hypothetical protein MGC20781 (MGC20781), roRNA 


NM 052890 


TX • j*11 'a.' J. ' T /T^/^T ■\7T*T^'\ T1 "K.T A 

Homo sapiens peptidoglycan recognition protein L precursor (PGLYRP), mRNA 


NM_052885 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 13 
(SLC2A13), mRNA 


NM 052884 


Homo sapiens sialic acid binding Ig-like lectin 1 1 (SIGLECl 1), mRNA 


NM 052877 


Homo sapiens similar to hypothetical protein MNCb-2386 (MGC 17544), mRNA 


NM 052876 


Homo sapiens transcriptional repressor NACl (NACl), mRNA 


NM_052873 


Homo sapiens MGC16028 similar to RIKEN cDNA 1700019E19 gene 
(MGC 16028), mRNA 


NM 052871 


Homo sapiens hypothetical protein MGC4677 (MGC4677), mRNA 


NM 052870 


Homo sapiens sorting nexin 18 (SNX18), mRNA 
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NM_052859 


Homo sapiens putative endoplasmic reticulum multispan transmembrane protem 
(RFn),mRNA 


NM 052858 


Homo sapiens similar to RIKEN cDNA 1810006A16 gene aOC91862), mRNA 


NM 052855 


Homo sapiens hypothetical protein MGC15396 (MGC15396), mRNA 


NM 052854 


Homo sapiens old astrocyte specifically induced substance (OASIS), mRNA 


NM 052844 


Homo sapiens hypothetical protein MGC20486 (MGC20486), mRNA 


1 NM 052839 


Homo sapiens pannexin 2 (PANX2), mRNA 


NM 033551 


Homo sapiens hypothetical protein MGC19556 (MGC19556), mRNA 


NM 033549 


Homo sapiens hypothetical gene MGCl 127 (MGCl 127), mRNA 


1 NM 033546 


Homo sapiens myosin regulatory hght chain (MLC-B), mRNA 


NM 033544 


Homo sapiens similar to cyclin-E binding protem 1 (H. sapiens) (MGC14386), 
mRNA 


NM 033515 


Homo sapiens MacGAP protein (MacGAP), mRNA 


NM 033519 


Homo sapiens olfactory receptor sdolf (sdolf), mRNA 


NM 033516 


Homo sapiens protein kinase NYD-SP25 (NYD-SP25), mRNA 


NM 032231 


Homo sapiens hypothetical protein FLJ22875 (FLJ22875), mRNA 


NM 018437 


Homo sapiens hypothetical protein EDAG-1 (EDAG-1), mRNA 


NM 033378 


Homo sapiens chorionic gonadotropin, beta polypeptide 2 (CGB2), mRNA 


nm 033377 


Homo sapiens chorionic gonadotropin, beta polypeptide 1 (CGBl), mRNA 


"NTN/f 035448 


Homo sapiens keratin 6 irs (KRT6IRS), mRNA 


NM 033424 


Homo sapiens similar to MYOSIN HEAVY CHAIN, CARDIAC MUSCLE 
ALPHA ISOFORM (MYHC-ALPHA) (M. musculus) (LOC92771), mRNA 


NM_033445 


Homo sapiens similar to H2A histone family, member A (H. sapiens) 
(MGC3165), mRNA 


NM 033439 


Homo sapiens DVS27-related protein (DVS27), mRNA 


NM 033440 


Homo sapiens elastase 2A (ELA2 A), mRNA 


NM 033438 


Homo sapiens CD84-H1 precursor (CD84-H1), mRNA 


NM 033423 


Homo sapiens similar to gran2yme B (granzyme 2, cytotoxic T-lymphocyte- 
associated serine esterase 1) (H. sapiens) (CTLAl), mRNA 


NM 033411 


Homo sapiens hypothetical protein MGC13523 (MGC13523), mRNA 


NM_033416 


Homo sapiens similar to HYPOTHETICAL 34.0 KDA PROTEIN ZK795.3 IN 
CHROMOSOME IV (MGC19606), mRNA 


NM_033413 


Homo sapiens hypothetical gene MGCl 6309 (MGC16309), mRNA 


NM 033410 


Homo sapiens hypothetical protein MGCl 3 138 (MGC13138), mRNA 


NM_033419 


Homo sapiens hypothetical gene MGC9753 (MGC9753), mRNA 


t^iM 014083 


Homo sapiens PRO0767 protein (PRO0767), mRNA 


]SIM_033043 


Homo sapiens chorionic gonadotropin, beta polypeptide 5 (CGB5), mRNA 


NM_031451 


Homo sapiens hypothetical protein MGC4766 similar to testis specific protein 
TESIOIRP (MGC4766), mRNA 


NM_033183 


Homo sapiens chorionic gonadotropin, beta polypeptide 8 (CGB8), mRNA 


NM^020443 


Homo sapiens hypothetical protein MGC14961 (MGC14961), mRNA 


NM 033343 


Homo sapiens LIM homeobox protein 4 (LHX4), mRNA 


NM_033318 


Homo sapiens hypothetical gene supported by AL449243 (LOC91689), mRNA 


NM 033328 


Homo sapiens capping protein alpha 3 (CAPPA3), mRNA 


rNM_033315 


Homo sapiens ras-like protein VTS58635 (VTS58635), mRNA 


fNM 033309 


Homo sapiens hypothetical protem MGC4655 (MGC4655), mRNA 


1 NM_033296 


Homo sapiens T-cell activation protein (PGRl), mRNA 


[NM 033297 


Homo sapiens leucine-rich-repeat protein (RN02), mRNA 


f NM_033280 


Homo sapiens similar to signal peptidase complex (18kD) (LOC90701), mRNA 


NM_033196 


Homo sapiens similar to ZINC FINGER PROTEIN 85 (ZINC FINGER 
PROTEIN HPF4) (HTFl) (H. sapiens) (LOC91 120), mRNA 


[NM_033272 


Homo sapiens potassium channel subunit HERG-3 (HERG-3), mRNA 
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NM 033261 


Homo sapiens diphosphate dimethylallyl diphosphate isomerase 2 (IDE), nriRNA 


NM 033254 


Homo sapiens brother of CDO (BOC), mRNA 


NM 033204 


Homo sapiens hypothetical gene DKFZp570I0164 (DKFZp570I0164), mRNA 


NM 033259 


Homo sapiens CaM-KII inhibitory protein (CAM-KIEN), mRNA 


NM 032597 


Homo sapiens testes development-related NYD-SP21 (NYD-SP21), mRNA 


NM_033212 


Homo sapiens hypothetical gene supported by BC004307; BC008285 
(MGC10992), mRNA 


NM 033208 


Homo sapiens similar to jerky (mouse) homolog-like (LOC91 151), mRNA 


NM 033195 


Homo sapiens lactate dehydrogenase A -like (LDHL), mRNA 


NM 015643 


Homo sapiens DKFZP434F122 protein (DKFZP434F122), mRNA 


NM 032604 


Homo sapiens lung alpha/beta hydrolase 1 (LABHl), mRNA 


NM_032133 


Homo sapiens hypothetical protein DKFZp434N1415 (DKFZP434N1415), 
mRNA 


NM 030803 


Homo sapiens hypothetical protein FLJ10035 (FLJ10035), mRNA 


NM 024062 


Homo sapiens hypothetical protein MGC5338 (MGC5338), mRNA 


NM 024059 


Homo sapiens hypothetical protein MGC5356 (MGC5356), mRNA 


NM 016542 


Homo sapiens serine/threonine protein kinase MASK (MST4), nnRNA 


NM 033127 


Homo sapiens regucalcin gene promotor region related protein (RGPR), niRNA 


NM 033128 


Homo sapiens scinderin (SCIN), mRNA 


NM 033058 


Homo sapiens ring finger protein 29 (RNF29), mRNA 


NM 033116 


Homo sapiens hypothetical protein MGC16714 (MGC16714), mRNA 


NM 033123 


Homo sapiens testis-development related NYD-SP27 (NYD-SP27), mRNA 


NM 033126 


Homo sapiens serine/threonine kinase PSKH2 (PSKH2), mRNA 


NM 033124 


Homo sapiens NYD-SP28 protein (NYD-SP28), mRNA 


NM 033122 


Homo sapiens testis development protein NYD-SP26 (NYD-SP26), mRNA 


NM 033114 


Homo sapiens MADP-1 protein (MADP-1), mRNA 


NM 033083 


Homo sapiens EAFl protein (EAFl), mRNA 


NM 033087 


Homo sapiens hypothetical protein FLJ1451 1 (FLJ1451 1), mRNA 


NM 024512 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM 006029 


Homo sapiens paraneoplastic antigen MAI (PNMAl), mRNA 


NM 033025 


Homo sapiens hypothetical protein FLJ1351 1 (7h3), mRNA 


NM_015169 


Homo sapiens homolog of yeast ribosome biogenesis regulatory protein RRSl 
(RRSl),mRNA 


NM 015129 


Homo sapiens septin 6 (SEP2), mRNA 


NM 032838 


Homo sapiens hypothetical protein FLJ14779 (FLJ14779), mRNA 


NM 032206 


Homo sapiens hypothetical protein FLJ21709 (FLJ21709), mRNA 


NM 032797 


Homo sapiens hypothetical protein FLJ14497 (FLJ14497), mRNA 


NM 032472 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 3 (PPIL3), mRNA 


NM 032936 


Homo sapiens DC32 (DC32), mRNA 


NM_032577 


Homo sapiens melanoma-associated chondroitin sulfate proteoglycan-like 
(LOC84664), mRNA 


NM 032933 


Homo sapiens hypothetical protein MGCl 1386 (MGCl 1386), mRNA 


NM 032929 


Homo sapiens hypothetical protein MGC14793 (MGC14793), mRNA 


NM 032928 


Homo sapiens hypothetical protein MGC14141 (MGC14141), mRNA 


NM 032927 


Homo sapiens hypothetical protein MGC13159 (MGC13159), mRNA 


NM 032926 


Homo sapiens hypothetical protein MGCl 5737 (MGCl 5737), mRNA 


NM 032921 


Homo sapiens hypothetical protein MGCl 5 875 (MGCl 5875), mRNA 


NM 032909 


Homo sapiens hypothetical protein MGC14139 (MGC14139), mRNA 


NM 032908 


Homo sapiens hypothetical protein MGC14407 (MGC14407), mRNA 


NM 032906 


Homo sapiens hypothetical protein MGC14156 (MGC14156), mRNA 


NM 032905 


Homo sapiens hypothetical protein MGC14439 (MGC14439), mRNA 


NM 032903 


Homo sapiens hypothetical protein MGC14425 (MGC14425), mRNA 
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NM_032902 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subumt 16A 
(PPP1R16A), mRNA 


NM 032901 


Homo sapiens hypothetical protein MGC14288 (MGC14288), mRNA 


NM 032899 


Homo sapiens hypothetical protein MGC14128 (MGC14128), mRNA 


NM 032898 


Homo sapiens hypothetical protein MGC14126 (MGC14126), mRNA 


NM 032897 


Homo sapiens hypothetical protein MGC14436 (MGC14436). mRNA 


NM 032896 


Homo sapiens hypothetical protein MGC14388 (MGC14388), mRNA 


NM 032892 


Homo sapiens hypothetical protein MGC14161 (MGC14161), mRNA 


NM 032891 


Homo sapiens hypothetical protein MGC12928 (MGC12928), mRNA 


NM 032890 


Homo sapiens hypothetical protein MGCl 3 130 (MGC13130), mRNA 


NM 032887 


Homo sapiens hypothetical protein MGC16037 (MGC16037). mRNA 


NM 032885 


Homo sapiens hypothetical protein MGC15906 (MGC15906), mRNA 


NM 032882 


Homo sapiens hypothetical protein MGCl 5 827 (MGC15827), mRNA 


NM 032881 


Homo sapiens U7 snRNP-specific Sm-like protein LSMIO (LSMIO), mRNA 


NM 032880 


Homo sapiens hypothetical protein MGC15730 (MGC15730), mRNA 


NM 032878 


Homo sapiens hypothetical protein MGC15677 (MGC15677), mRNA 


NM 032873 


Homo sapiens hypothetical protein MGC15437 (MGC15437'). mRNA 


NM 032867 


Homo sapiens hypothetical protein FU14966 (FU14966), mRNA 


NM 032865 


Homo sapiens hypothetical protein FIJ14950 (FLJ 14950), mRNA 


NM 032861 


Homo sapiens hypothetical protein FU14917 (FLJ14917), mRNA 


NM 032859 


Homo sapiens hypothetical protein FLJ14906 (FLJ14906), mRNA 


NM 032856 


Homo sapiens hypothetical protein FLJ14888 (FLJ14888), mRNA 


NM 032855 


Homo sapiens hematopoietic SH2 protein (HSH2), mRNA 


NM 032854 


Homo sapiens hypothetical protein FU14871 (FLJ14871), mRNA 


NM 032850 


Homo sapiens hypothetical protein FLJ14840 (FLJ14840), mRNA 


NM 032849 


Homo sapiens hypothetical protein FLJ14834 (FLJ14834), mRNA 


NM 032847 


Homo sapiens hypothetical protein FLJ14825 (FLJ14825), mRNA 


NM 032846 


Homo sapiens hypothetical protein FU14824 (FLJ14824), mRNA 


NM 032844 


Homo sapiens hypothetical protein FU14813 (FLJ14813), mRNA 


NM 032843 


Homo sapiens hypothetical protein FIJ14810 (FLJ14810), mRNA 


NM 032842 


Homo sapiens hypothetical protein FLJ14803 (FLJ14803), mRNA 


NM 032840 


Homo sapiens hypotiietical protein FU14800 (FLJ 14800), mRNA 


NM 032839 


Homo sapiens hypothetical protein FLJ14784 (FLJ14784), mRNA 


NM 032837 


Homo sapiens hypothetical protein FU14775 (FLJ14775), mRNA 


NM 032836 


Homo sapiens hypothetical protein FLJ14768 (FLJ14768), mRNA 


NM 032834 


Homo sapiens hypothetical protein FLJ14751 (FLJ14751), mRNA 


NM_032833 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 15B 
(PPP1R15B), mRNA 


NM 032832 


Homo sapiens hypothetical protein FLJ14735 CFLJ14735), mRNA 


NM_032831 


Homo sapiens CAP-binding protein complex interacting protein 2 (CBCIP2), 
mRNA 


NM 032830 


Homo sapiens hypothetical protein FLJ14728 (FLJ14728), mRNA 


NM 032829 


Homo sapiens hypothetical protein FU14721 (FLJ14721), mRNA 


NM 032828 


Homo sapiens ubiquitin UBF-fl (UBF-fl), mRNA 


NM 032827 


Homo sapiens hypothetical protein F1J14708 (FLJ14708), mRNA 


NM 032826 


Homo sapiens hypothetical protein FU14697 CFLJ14697), mRNA 


NM 032825 


Homo sapiens hypothetical protein FLJ14686 (rLJ 145SD), mKJNA 


NM 032821 


Homo sapiens hypothetical protein FU14665 (FLJ14665), mRNA 


NM 032817 


Homo sapiens hypothetical protein FU14641 (FLJ14641), mRNA 


NM 032816 


Homo sapiens hypothetical protein FLJ14640 (FLJ14640), mRNA 


NM 032814 


Homo sapiens hypothetical protein FLJ14627 (FLJ14627), mRNA 


NM 032811 


Homo sapiens hypothetical protein FU14621 (FLJ14621), mRNA 



274 



BNSDOCID- <WO 03074654A2_L> 



wo 03/074654 



PCT/US03/05028 



MM 032810 


Homo sapiens hypothetical protein FLJ 14600 (FLJ 14600), mRNA 


NM 032809 


Homo sapiens hypothetical protein FLJ14596 (FLJ14596), mRNA 


NM 032808 


Homo sapiens hypothetical protein FLJ14594 (FLJ14594), mRNA 


NM 032807 


Homo sapiens hypothetical protein FLJ14590 (FLJ14590), mRNA 


NM 032806 


Homo sapiens hypothetical protein FLJ14566 (FLJ14566), mRNA 


NM 032805 


Homo sapiens hypothetical protein FLJ14549 (FLJ14549), mRNA 


NM 032802 


Homo sapiens hypothetical protein FLJ14540 (FLJ14540), mRNA 


NM 032799 


Homo sapiens hypothetical protein FLJ14524 (FLJ14524), mRNA 


NM 032796 


Homo sapiens reserved (SYAPl), mRNA 


NM 032792 


Homo sapiens hypothetical protein FLJ14486 (FLJI4486), mRNA 


NM 032790 


Homo sapiens hypothetical protein FLJ14466 (FIJ14466), mRNA 


NM 032788 


Homo sapiens hypothetical protein FLJ14457 (FLJ14457), mRNA 


NM 032787 


Homo sapiens hypothetical protein FLJ14454 (FLJ14454), mRNA 


NM 032786 


Homo sapiens hypothetical protein FLJ14451 (FLJ14451), mRNA 


NM 032785 


Homo sapiens hypothetical protein FLJ14442 (FLJ14442), mRNA 


NM 032781 


Homo sapiens hypothetical protein FLJ14427 (FLJ14427), mRNA 


NM 032780 


Homo sapiens hypothetical protein FLJ14399 (FLJ 14399), niRNA 


NM 032779 


Homo sapiens hypothetical protein FLJ14397 (FLJ14397), mRNA 


NM 032778 


Homo sapiens hypothetical protein FLJ14393 (FLJ14393), mRNA 


NM 032775 


Homo sapiens hypothetical protein FLJ14360 (FLJ14360), mRNA 


NM 032773 


Homo sapiens hypothetical protein MGC4126 (MGC4126), mRNA 


NM 032772 


Homo sapiens hypothetical protein MGC2555 (MGC2555), mRNA 


NM 032771 


Homo sapiens hypothetical protein MGC12217 (MGC12217), mRNA 


NM 032770 


Homo sapiens hypothetical protein MGC16291 (MGC16291), mRNA 


NM 032765 


Homo sapiens hypothetical protein MGC16175 (MGC16175), mRNA 


NM_032764 


Homo sapiens hypothetical protein MGC16153 (MGC16153), raORNA 


NM 032762 


Homo sapiens hypothetical protein MGC16121 (MGC16121), mRNA 


NM 032761 


Homo sapiens hypothetical protein MGC16075 (MGC16075), mRNA 


NM 032759 


Homo sapiens hypothetical protein FLJl 1328 (FLIl 1328), mRNA 


NM 032758 


Homo sapiens hypothetical protein MGC1346 (MGC1346), mRNA 


NM 032757 


Homo sapiens hypothetical protein MGC15705 (MGC15705), mRNA 


NM 032755 


Homo sapiens hypothetical protein MGC 15634 (MGC 15634), mRNA 


NM 032751 


Homo sapiens hypothetical protein MGC15504 (MGC15504), mRNA 


NM 032750 


Homo sapiens hypothetical protein MGC15429 (MGC15429), mRNA 


NM 032747 


Homo sapiens hypothetical protein MGC14697 (MGC14697), mRNA 


NM 032746 


Homo sapiens hypothetical protein MGC12538 (MGC12538), mRNA 


NM 032740 


Homo sapiens hypothetical protein MGC5391 (MGC5391), mRNA 


NM 032739 


Homo sapiens hypothetical protein MGC5370 (MGC5370), mRNA 


NM 032735 


Homo sapiens hypothetical protein MGC13168 (MGC13168), mRNA 


NM 032733 


Homo sapiens hypothetical protein MGC 12679 (MGC 12679), mRNA 


NM 032732 


Homo sapiens hypothetical protein MGC 10763 (MGC 10763), mRNA 


NM 032731 


Homo sapiens hypothetical protein MGC14353 (MGC14353), mRNA 


NM 032730 


Homo sapiens NOGO-interacting mitochondrial protein (NIMP), mRNA 


NM_032727 


Homo sapiens intemexin neuronal intermediate filament protein, alpha (INA), 
mRNA 


NM 032726 


Homo sapiens hypothetical protein MGC12837 (MGC12837), mRNA 


NM 032725 


Homo sapiens hypothetical protein MGC13125 (MGC13125), mRNA 


NM 032724 


Homo sapiens hypothetical protein MGC13269 (MGC13269), mRNA 


NM 032722 


Homo sapiens hypothetical protein MGC13275 (MGC13275), mRNA 


NM 032721 


Homo sapiens hypothetical protein MGC11314 (MGCl 1314), mRNA 


NM 032718 


Homo sapiens hypothetical protein MGCl 1332 (MGCl 1332), mRNA 
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NM 032717 I 
NM 032714 I 
NM 032710 I 
NM 032709 I 
NM 032701 I 
NM 032691 I 
NM 032690 1 
NM 032687 1 
NM 032683 1 
NM 032680 ] 
NM 032679 
NM 032676 
NM 032673 
NM 032671 
NM 032664 
NM 032663 
NM 032658 
NM 032654 
NM 032653 
NM 032648 
NM 032647 
NM 032644 
NM 032641 
NM 032638 
NM 032633 
NM 032632 
NM_032630 

NM 032627 

NM 032626 


rn^o samens hypothetical proteinMCiC11324 (MGC 324 , xnRN^ Z3 

Ton,o sapiens hvpothetical proteinMGC1325 1 (MGC 325 . xnRN^ 1 

lomo saoiens hypothetical protein MGC13053 (MGC1305J),n^NA 

Tomo sapiens hypotheH..! ^rnte™ MGC13047 (MGC13047) mRNA 

lomo saSiens hypothetical nrotein MGC27(b (MGC2705), n^A 

4nn,o sapiens hyoothetical protein MGCl 1082 (MGCl 082 , niRNA 

A^^^icns hypothetical protein MGC13 198 (MGC 3^i|Vrr^^,^^ 

aomo sapiens hypotv^^tic.1 protein MGC13010 (MGCIiUlU), mKiN/v 

Homo saniens hypothetical protein MGC12972 (MGCl 2972) njRNA 

Homo saPiens hypothetical protem MGC4266 (MGC4266), mKNA 

Homo sapiens hypothetical nrotein MGC4400 (MGC4400), rnKT^lA 

Homo sapiens hypothetical protem MGC10955 (MGUIOV^^K mKiN^ 

4-ns hvpothetical protein MGC10882 (MGC 0882 , mKNA 

Homo saPiens hypothetical protein MGC10814 (MGC10814), 

.„p.»„c i,,T,.t1..tio.nl nrotein MGCl 1 141 (MGC1114 ), mRNA . 

Homo sapiens hypothetical protein MGC10702 (MGC10702), mRNA 

Homo saPiens hypothetical protein MGC10701 (MGCIU /Ul), mmN^ 

Homo saPiens hypothetical motein MGC10981 (MGCnoVM ), mKiN^ 

Homo sapiens hypothetical protein MGC10960 (MGCiUybUAtmyNA 

Homo sapiens hypothetical protein MGC10820 (MGClU8ZU),rn^^!^v 

Homo saPiens hyPothetical protein MGC10561 (MGC10561), mRNA 

Homo sapiens hypothetical protem MGC7.452 fMGC2452) mK^A 

Homo sapiens hypothetical protein MGC2519 (MGC2519), mKT^iA 

« c«pi.ns hvpothetical protein MGC2306 (MGC2306), mKT^A 1 

[-^JZZ-r, r-,r.irn- h^-nnthpriral pr"tf>i" MfiC5457 fMGC5457), mKNA 

XxOmO Sapiens nyp<JUi<^tiC>ai ^yiv/vw-LAA > T^-vT A 1 

Homo sapiens hypothetical protein MGC5378 (MGC5378), mK^^A 

Homo sapiens HeLa cyclin-dependent kinase 2 mteractmg protem (CINP), 

Homo sapiens hypothetical protein MGC3181 (MGC3181), mRN^L_ 

Homo sapiens nypotneticai orain proxem iiiy\jjo yx^x x v^^j^, ^ . 


NM 032624 
NM 032623 
NM 032622 
NM 032620 
NM 018622 


Homo sapiens hvpothetical brain protem my050 (MYUbO), mRNA 

Homo sapiens ovary-specific acidic protein COSAi'),mRNA 

" Homo sapiens multi-PDZ-domain-contammg protem C^MA), "^'^^ 

Homo sapiens mitochondrial GTP bmdmg protem (GTPBG3), mRMA 

Homo sapiens presenilins associated rhomboid-hke protem lPARL).mRNA 


NM 032498 
NM 032600 
NM 032599 


Homo sapiens ho™W protein from AL590526 (LQC84^^«) mKiNA 

- TTnrvnn --,»^f-n" tf-tp" rlpvelf>pm'-"t-rplflted NYD-SP 1 7 (NYU-Sfl/K mkNA 
Homo sapiens testes aevciopincm. i^iaw^y* j.-' * v — — 

THomo saPiens testes development-related NYD-SP 18 (NYD-SP18),_ri*NA 

Homo sapiens insulinoma-associated protein lA-6 (iMbJVizj, mRNA 


NM 032594 
NM 032585 
NM 032575 
NM 032573 


xj-^,^^ co™or.c tPQtic-cnecific transcript, Y-linked 6(11 rY6), mRNA 

Homo sapiens Kruppel-like zinc finger protem GLlbZ ^ULX&z;, mRlSA 

Homo sapiens testis-specific protem TSP-N \ ( l J>f -iN i j,misjNA _j 


NM 032572 
NM_032568 


' Homo sapiens ribonuclease 7 (RNASE7), mRN A , ,, ,^ 

Homo sapiens GABA(A) receptors associated protein liKe J ^^ACAis^i.^;, , 
jjj^2^A 1 


NM 032567 
NM 032566 


Homo sapiens testis-specific protein NYD-TSPl (NYD-TSPl), m^^lA 

TT^ ^ r^^^i^^c oc-^t^Viomic rnnnpT-Telated eene-2 fECG2), niKJ>IA 


NM 032562 
NM 032547 
NM 032546 
NM 032519 
NM 032513 


Homo sapiens group XIH secreted phospholipase A2 (PLA2G13), mKNA 

■ Homo sapiens short coiled-coil protein (HRIHFB2U /Z), mtdxIA 

Homo sapiens ring finger protem 30 (RNF30), mRNA 

~ Homo sapiens hypothetical protein HT023 (HT02J ), mKNA ] 

■ 1 Homo sapiens hypothetical protein MGCl 1303 similar to z-mk transporter 2 1 
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rMGPI 1 '^0'^'^ tnP"MA 
|^^ivi\j\^ 1 i D\jj )^ ITlX\J.N/\ 


iNivj. yjoz.H'yKJ 


nomo sapiens rJNAo-lZ/ protein mKJN/v 


J.N1VJL vJ^*tOO 


riomo sapiens protein related witn psoriasis \iJ<jk^o^dlo)^ niKJNA 




iriomo sapiens protein Kinase (c AMJr-aepenaent, catalytic) inhibitor beta (PKIB), 
mRNA 


NM 032292 


Homo sapiens hypothetical protein FLJ20203 (FLJ20203), mRNA 


NM 032263 


rxuirio bctpicub nypoLaeiicai proiem JJisJ^Z,p4J4i3i6Z/ (UJsJ::*Zp4i4Jo227), mRNA 


NM 015178 


xauiiiu bdpiciib x^Lt\I\\J I I 1 proiein KJSAtxF^ 1 1.7^, mKJN/v 


NM 032410 


xiuiiiu &>apicnb nooKo protein ^xiULiJv^ ^, mKJN A 


NM 032108 


nomo sapiens sema aomam, transmemDrane domain (IMj, and cytoplasmic 
domain, (semaphorin) 6B (SEMA6B), mRNA 


NM OlSfi'^6 


riomo sapiens JJisjt*z.rDooJUl ly protein (DKrZr586J01 19), mRNA 


JLNIVX V/ 1 J / 1 


xiomo sapiens nypotnetical protem (CL25U84), mRNA 


NM 01S994 


xiomo sapiens JviAAi luo protein ^-KAJr 140), mKNA 


NM 0'^'>'^00 


nomo sapiens nucleolar protein interactmg with the FHA domam of pKi-67 


NM 032388 


xxuiiiu oa|jiciid iiadupii<iryiigc<ix carcinoma-reiaieu protein (iNJrV-^Jv), mlvN A 


NM 03^^383 


xxuiiiu sxipiciib rrciiiiaiibKy-i^uaiaK synarome o i^lxro^J, mJKJNA 


NM 032378 


numu i>d.picnt> xiypomeiicai protein j^i^JZUoy / (^Pl^JZUoy Z), TnKJNA 


NM 032376 


nuiiiu ^dpicns nypotncncai proiem IYHj^^h-ZDI ^lVlijv^4z j 1 ), mKNA 


NM 03237S 


numo sapiens nypomeiicai protein iViOv_.Zoo!) (JMCjCzooj), mRNA 


NM 032'^7^ 


nomo sapiens n3^omeiicai protein MCjUIozUz (iVlCjClo202), mRNA 


NM 032370 


nomo sapiens nypometicai protein JVlLjd j / lo (JVICjL.15716), mRNA 


NM 032369 


nomo sapiens nypometicai protein JVlLrUi!)oly (MvjrClSoly), mRNA 


NM 032368 


nuiiiu bapicns nypomeiicai proiein iVlvjC'l j43o ^JVlijUi j4Jo), mRNA 


NM 032374 


numu bdpiens nypoineiicai proiein iVlLrL^ZjoZ (IVLOL-Z^ozj, mRNA 


NM 03'>364 


nuiiio bapicns nypomeiicai proiem iviijrv^i4/Zo ^jyiCjv_^147zo), mRNA 


NM 032367 

X ^ X VX \J J Zj^\3 ^ 


numo bdpiens nrvii^x protem ^nJtiiL»i mrClMA 


NM 039^61 

X^XYX V/^^JvJl 


nomo sapiens nypotnetical protem ivlvjC!)4oy (MCjC54o9), mRNA 


NM 032360 


nomo bd-pienb nypomeiicai protein lVlo\^Z4U4 (Iv1\jL.^4U4), mKNA 


NM 0^2'^*5Q 


nomo sapiens nypotnetical protein lVlVj\-/43Uo (MCjC4308), mRNA 


NM 0323^8 


nomo sapiens nypotnetical protem 1v1vjLx131oj (JVlCjC131o3), mRNA 




nomo sapiens nypotneticai protein M(jrC12981 (MGC12981), mRNA 


NM 032^S6 


nomo sapiens nypotnetical protein JVlLrUi4lDl (MCjd4151), mRNA 


NM 03*2'^ 

X^XVX \J ^ -J J 


nomo sapiens nypotnetical protem JVlijrCiiZ/z (MCjd3z72), mRNA 


NM 0323S9 


nomo sapiens nypomeiicai protein JVivjt^l izyo (^IMLCjL^I IZyo), mRNA 


NM 0323SO 


nomo sapiens nypotnetical protein ivtOL^l VZj I \^A\j\^ \ IzD /), mKNA 


NM 032349 


nomo sapiens nypotnetical protein iMoUi iZ /!> (iViCjCl Iz / ->), mRNA 


NM 032348 


nomo sapiens nypotneiicai protein xMOt^jUH / \rn\3\^D\j^ /), mJcCNA 


NM 032346 


nomo bapicns nypomeiicai protem iviOL^l^uyo (JVlvjUl jUyo), mKJNA 


NM 032345 


numo &»<ipiciib iiypoinciicai protem iviov_/i jUo4 (^lVlljdoUo^)j mKJNA 


NM 032343 


numo bapicus nypomeiicai protein iviOi^l:?ulD ^IMCjL. 13U ioj, mKNA 


NM 032341 


nomo sapiens nypomeiicai protein JViod4o44 (JVlCjd4o44), mRNA 


NM 032339 


nomo bapieiib nypomeiicai proiem iViv_FL^i4ojZ (JVLvjri^l4ojZ), mRNA 


NM 03^336 


nomo bapicnb nypomencai protein iVlljrL^14/yy \^n\3\^\^ l^y)^ niKNA 


NM 032334 


nomo biipiciib iiypomcLicai proiem iVtvjL^ iH^yo (^iVmrv^ l^Di7j ), mKJNA 


NM 032332 


nuiiiu ddpicii£> nypoLiicLiuai proiem iVivj^^Zjo \iviOL^^Zjo^, iriKJNA 


NM 032331 


Homo sapiens hypothetical protein MGC2408 (MGC2408), mRNA 


NM 032328 


Homo sapiens hypothetical protein MGC12458 (MGC12458), mRNA 


NM 032322 


Homo sapiens hypothetical protein MGC 13061 (MGC 13061), mRNA 


NM 032321 


Homo sapiens hypothetical protein MGC13057 (MGC13057), mRNA 


NM 032319 


Homo sapiens chromosome 2 open reading frame 7 (C2orf7), mRNA 
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NM 032315 I 
NM 032314 I 
NM 032313 
NM 032312 
NM 032310 ] 
NM 032307 ] 
NM 032303 1 
NM 032302 ] 
NM 032301 
NM 032300 
NM 032298 
NM 032297 
NM 032296 
NM_032295 


sapiens hvpothetical protein MGC4399 (MGC4399), mRNA 

lomo sapiens hypothetical protein MGC4767 (MGC4767), 

iomo sapiens hypothetical protein MGC3232 (MGC3232), mRNA . 

««pie.n., hvpothetical protein MGC11061 (MGC11061).mKiNA 

A^mn ««piens hvDothetical protein MGCl 1115 (MGCl 1115), mKM A 

Homo sapiens hypothetical protein MGC10999 (MGC10999), mKJNA 

H.mn sliens hvpothetical protcin MGC10940 (MGC10940), mKNA . 
.«pi«ns hvpothetical protein MGC1091 1 (MGC1091 1 ), mKWA 

««pie.n. hvpothetical protein MGC10870 (MGC10870), mKf^lA 

Homo sapiens hypothetical protein MGC10854 (MGC10854). mKJNA 

Homo sapiens hypothetical orotein DKFZp761Dl 12 (DKFZp761Dl iZ), mRNA . 
Knn,o ™ hypothetical protein nKF7p761 A 1 32 ^^^fP^^^^- 
Homo sapiens hypothetical protein DKFZp761N0624 (DK±Z,p/t>lJNUOZ^;, 


NM_032294 


Homo sapiens hypothetical protein DKFZp761M0423 (DKFZp761M0423). 


NM_032289 


Homo sapiens hypothetical protein DKFZp761B05 14 (DKFZp76^ 


NM_032287 

NM 032280 
NM 032278 
NM 032274 
NM 032271 


Tj cpor^ip^c. v^vrintTiptical nrotein DKFZp761017121 fl)KFZp761017121), 

Homo sapiens nypoineucai piuicui i^r^ / vi^* / * ^ ^ 

-[jipf^/^ ^ ■ 

Homo sapiens hypothetical protein DKFZp761 J139 (DKFZp761J139), mRNA 

Homo sapiens hypothetical protein DKFZp547P082 (DKFZp547P082), mRNA 

Homo sapiens hypothetical protein DKFZp547F072 (DKFZpS47F072), mRNA^ 

Homo sapiens hypothetical orotein DKFZp586I021 (DKFZp5 861021) mRNA 


NM 032270 
NM 032269 
NM 032266 
NM 032265 
NM 032262 
NM_032257 


Homo sapiens hypothetical protean OKl^ZpS^^^^^^ 

Homo sapiens hypothetical protem DKFZp434I099 (DKi-Z.p4:S4iuvy;, nxKaN^ 

Homo sapiens hypothetical protein DKFZp434G1 1 8 (DKFZp434G118), mRNA 
Homo saSiens hypothetical protein DKFZp434K127 rDKFZp434m27 ) rnKT^A 
Homo sapiens hvpothetical protein DKFZp434N035 (Dia-Z,p4J4iNU:>?;, mRl>lA 
Homo sapiens hypothetical protein DKFZp434N2435 (DKFZp434N2435), 
mRNA 


NM_032256 
NM 032255 


Homo sapiens hypothetical protein DKFZp434K2435 (DKFZp434K2435), 
Homo sapiens hypothetical protein DKFZp434I1930 (DKFZp434I1930). mRNA 


NM 032254 
NM_032247 

NM 032242 
NM 032238 
NM 032235 
NM 032234 


Homo sapiens hypothetical protein DKFZp434F142 (DKFZp434F142)^^^ 
Homo sapiens hypotiietical protein DKFZp434E05 19 (DKJ'Zpai^iiUD i9;. 

Homo sapiens hvpothetical protein DKFZp564A176 (DKFZp564A176). mRNA 
Homo sapiens hypothetical protein FU23416 fFLJ23416), mRNA 
Homo sapiens hvpotiietical protein FLJ23138 (tUZi 138), mRNA 
Homo sapiens hvpothetical protein FLJ23059 (FLJ23Uiy), hikinA 


NM 032233 
NM 032229 
NM 032221 
NM 032213 
NM_032212 

NM 032207 
NM 032205 
NM 032196 
NM 032192 


Homo sapiens hypothetical protein FU23027 fFLJ23027), mKNA 
Homo sapiens hvpothetical protein FLJ22774 rFLJ22774), mKNA 
Homo sapiens hypothetical protein FLJ22369 fFU22369), mRNA 
Homo sapiens hvpothetical protein FU21977 (FU21977), mKNA 

xjr^^r. ear%4f»Tic cmiljiT tfi DNA-dirccted RNA polymerase I (135 JcDa} (Kpoi-z;, 
xiomo sapiens simiidr lu v*iiwv/i.ww a^^x>> ^^w-.^** v ^ v * 

mRNA — 

Homo sapiens hvpothetical protein FLJ21742 (FLJ21742), mRNA 
Homo sapiens hypothetical protein FLJ21615 (FIJ21615), mRNA 
Homo sapiens hypotiietical protein KIAA1259 (KIAA1259), mRNA 
Homo sapiens hvpothetical protein FU20940 (FLJ20940), mRNA 
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Homo sat)iens hvnothetical nrotein FLJ14326 (PLJ14326), inRNA 


X ^ X VX V/ <J ^ X <J / 


Homo sapiens hypothetical protein FLJ14026 (FLJ14026), mRNA 


NM 032186 


Homo sapiens hypothetical protein FLJ13964 (FLJ13964), mRNA 


NM 032181 


Homo sapiens hypothetical protein FLJ13391 (FLJ13391), mRNA 


NM 032179 


Homo sapiens hypothetical protein FLJ20542 (FLJ20542), mRNA 


NM 032178 

X ^ XVX V ^ X / u 


Homo sapiens hypothetical protein FLJ13291 (FLJ13291), mRNA 


NM 032175 


Homo sapiens hypothetical protein FLJ12787 (FLJ12787), mRNA 


NM 0'^2174 

X > X vx vy J ^ X / " 


Homo saniens hvoothetical nrotein FLJ12770 fFLJ12770), mRNA 


NM 0^2169 


Homo ^aniens hvnothetical nrotein FLJ12592 rFLJ12592y mRNA 


NM 032164 


Homo sapiens hypothetical protein FLJ12298 (FLJ12298), mRNA 


NM 0'^2167 


Hnmn <5ar)iens hvnothetical nrotein FLJ11952 CFLJl 1952^ mRNA 


NM 032155 


Homo sapiens hypothetical protein DKFZp547I094 (DKFZp547I094), mRNA 




PTn-mn canipriQ Pl^ nrofpin H^T^ AM-1 ^ mRNA 
XivJIllU odJJldio xxv^AJ.vx**i |JiVJLC«iii ^ JT xvi»-i vx i y 5 XlXXVX^i^ 


MM 032149 


Homo sapiens hypothetical protein DKFZp434G072 (DKFZP434G072), mRNA 




riomo sapiens nypoLncLiud.i prtiLcm jL'r^z-»p'+j*tJu/\/iz»/ ^jL/xsjrz-ri *tj*TjL/vx^ / jy 


NM_032146 


Homo sapiens hypothetical protein DKFZp434Ll 123 similar to mouse Arl6 


NM_032143 


Homo sapiens hypothetical protein DKFZp434B1727 (DKFZP434B1727), 

TYlTJlSlA 
ITLtNJ.N/\ 


NM 032142 


Homo sapiens hypothetical protein FLJ10352 (FLJ10352), mRNA 


IN jyi__u J Z 1 4 1 


xiomo sapiens nypoincticai protein j-^j\jrzi#p'rj**jx.i't^i \^j-/jsj^^ir*tj'+j?^iH'Z.iy, 
mKNA 


XN iVl__U ^ Z i hU 


TJi-krvii-\ oQi-kifinc ln\mr*tV»rf*ti/^'al r»rr*+f»in T^l<rF7-n4.'^4 A 1 1 Q /'Dl<r*P7P4'^4 A 1 1 0^ 

xiomo sapiens nypoLneiicai proiciii ljx\j:z^phc>hj-\id ly ^i^rvx^z^jT't-j't-rvij x:7^j 
mRNA 


rsi ivi_u J z i J 0 


xiomo sapiens nypoincncai proicm ussjrzjpHOHr lxj i / ^a-/isj7 z^L*-fD*-tr lui / 

TYlP>JA 

TnJNJ-N/A. 


NM_032134 


Homo sapiens hypothetical protein DKFZp434P0316 (DKFZP434P0316), 


"MA/f 0*^9 in 
iNiVl^v-5Z 13 1 


TTrfcTnri c-ariip'Tic l^\mr»fl-i<»tir nl nrnfpin Dl<rF7r>4'^4Pn7 1 4 rnTCF7P4'^4P071 4"^ 

mRNA 


iNiVl U jZ 1 3 U 


WrkTMo c5>r»iVTic >i\rr»nfl-»<*tir'Ql r»rr»tpin Dl<rF7n4'^4Tni 1 n^KF7P4'^4T0 1 1 '^^ mRNA 


IN 1V1_U 3 Z 1 Z7 


Wnmrk cnni<>r»c Ti\mntVi<afinnl nrrfctein Dl<rF7-n4'^4FT90 1 0 rni<CF7P434H901 O'i 

mRNA 


iNiVl UjZxZo 


W/^TYin C5»m>nc h\mr^fhf>f^nc^^ nrnfpin r>l<rF7r»Sf>6Ml 14 rnKF7P^66M1 14"^ mRNA 
XaOmU dd.pidlo XiypOLIlCLlL/cll piULClll x^xVx^Z-»p-? t/UlVX X X't ^X-/JVX Z-fX JvVyivxX x*Ty, xixtviN.rv 


NM_032127 


Homo sapiens hypothetical protein DKFZp566M1046 (DKFZP566M1046), 


NM 032126 


Homo sapiens hypothetical protein DKFZp564J047 (DKFZP564J047), mRNA 


JNJVl_U3zlz4 


riomo sapiens nypomeiicai proiem ujsjl'zsP'^ohljij / o \jLjjsjrjL,rD\jHiJiD / ojy 

■m"R>JA 

mrvlN/Y 


NM_032121 


Homo sapiens hypothetical protein DKFZp564K142 similar to implantation- 

5iocr»r»i'ai-#arl r»-m+<ain /T^T^ F 7t» ^ fizltf 1 49 ^ mPNA 
abSUulaLCLl prULClIl ^JL'JSJT^pJOH-JViH-Z.^, llUVx>l^ 


>JK>f 0*^91 1 R 

xNlVA__U-5Z 1 1 0 


Tlrtmn csinii^-nc Vivr*r*fVi#»fif»al nmtpin FT T19QS'^ Similar tfl M^llS miisnillis T^'^M^m^C 
XTUlilU oapiClla liyyfSJtLKZLlK^Cil pxuidlX X x_/J » oxixxxxox wj xvxixo ixxuoVi^ixiuo x/.yxvxxii^w< 

CFl T12QS3^ mRNA 


NM 0*^21 17 


T-Tr^mn Qanipn*? OAT nrotpin rrrAT^ mRNA 
xrxv^ixxvF oapiwiio vjxv«i pxwLwxxx y^vjxw xixxvx^x*- 


NM 032116 


FTomo Qariien«5 hvnotVietical nrotein 1S4G02599 similar to katanin o60 suhunit A 1 
2599 (MGC2599i mRNA 


NM 032112 


Homo sapiens mitochondrial ribosomal protein L43 (MRPL43), mRNA 


NM 020898 


Homo sapiens KIAA1536 protein CKIAA1536), mRNA 


NM 020726 


Homo sapiens neurolysin (metallopeptidase M3 family) (NLN), mRNA 


NM 020707 


Homo sapiens KIAAl 173 protein (KIAAl 173), mRNA 


NM 018670 


Homo sapiens hypothetical protein (IRl 899308), mRNA 
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NM 018385 


Homo sapiens hypothetical protein FLJl 1301 (FLJl 1301), mRNA 


NM 018064 


Homo sapiens hypothetical protein FLJ10342 (FLJ10342), mRNA 


NM_0 17607 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 12C 
(PPP1R12C), mRNA 


NM 015645 


Homo sapiens DKFZP586B0621 protein (CTRP5), mRNA 


NM 015528 


Homo sapiens DKFZP566H073 protein (DKFZP566H073), mRNA 


NM 015512 


Homo sapiens DKFZP434A236 protein (DKFZP434A236), mRNA 


NM 015426 


Homo sapiens DKFZP434C245 protein (DKFZP434C245), mRNA 


NM 015292 


Homo sapiens KIAA0747 protein (KIAA0747), mRNA 


NM 015236 


Homo sapiens JaAA0768 protein (LEC3), mRNA 


NM 015196 


Homo sapiens KIAA0922 protein (KIAA0922), mRNA 


NM 015112 


Homo sapiens KIAA0807 protein (MAST205), mRNA 


NM 015070 


Homo sapiens KIAA0853 protein (KIAA0853), mRNA 


NM 032308 


Homo sapiens hypothetical protein MGC4189 (MGC4189), mRNA 


NM 004801 


Homo sapiens nexirexin 1 (NRXNl), mRNA 


NM_001221 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) n 
delta (CAMK2D), mRNA 


NM 015208 


Homo sapiens KIAA0874 protein (KIAA0874), mRNA 


NM 032043 


Homo sapiens BRCAl -interacting protein 1 (BRIPl), mRNA 


NM_032040 


Homo sapiens hypothetical protein DKFZp564K0322 (DKFZP564K0322), 
mRNA 


NM 032037 


Homo sapiens serine/threonine protein kinase SSTK (SSTK), mRNA 


NM 032033 


Homo sapiens FKSG43 (FKSG43), mRNA 


NM 032032 


Homo sapiens FKSG42 (FKSG42), mRNA 


NM 032031 


Homo sapiens FKSG17 (FKSG17), mRNA 


NM 032029 


Homo sapiens FKSGS7 protein (FKSG87), mRNA 


NM 032026 


Homo sapiens CDAl 1 protein (CDAl 1), mRNA 


NM 032024 


Homo sapiens CDA017 protein (CDA017), mRNA 


NM 032023 


Homo sapiens AD037 protein (AD037), mRNA 


NM 032022 


Homo sapiens AD036 protein (AD036), mRNA 


NM 031956 


Homo sapiens NYD-SP14 protein (NYD-SP14), mRNA 


NM 031954 


Homo sapiens MSTP028 protein (MSTP028), mRNA 


NM 031953 


Homo sapiens MSTP043 protein (MSTP043), mRNA 


NM 031936 


Homo sapiens G protein-coupled receptor 61 (GPR61), mRNA 


NM 031934 


Homo sapiens RAB34, member RAS oncogene family (RAB34), mRNA 


NM_031933 


Homo sapiens wingless-type MMTV integration site family, member 8A 
(WNT8A), transcript variant 1, mRNA 


NM 031932 


Homo sapiens testis transcript Y 14 (TTY14), mRNA 


NM 031931 


Homo sapiens testis transcript Y 13 (TTY13), mRNA 


NM 031930 


Homo sapiens testis transcript Y 12 (TTY12), mRNA 


NM 031929 


Homo sapiens testis transcript Y 11 (TTYl 1), mRNA 


NM 031927 


Homo sapiens testis transcript Y 9 (TTY9), mRNA 


MM 031926 


Homo sapiens testis transcript Y 7 (TTY7), mRNA 


NM_031925 


Homo sapiens transmembrane protein induced by tumor necrosis factor alpha 
(TMPrr), mRNA 


NM 031924 


Homo sapiens radial spoke protein 3 (RSP3), mRNA 


NM 031917 


Homo sapiens angiopoietin-related protein 5 (ARP5), mRNA 


NM 031948 


Homo sapiens marapsin (MPN), mRNA 


NM_031908 


Homo sapiens complement-clq tumor necrosis factor-related protein 2 (CTRP2), 
mRNA 


NM 031905 


Homo sapiens hypothetical protein MGC3195 (MGC3195), mRNA 


NM 031889 


Homo sapiens enamelin (ENAM), mRNA 
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NM 022447 


Homo sapiens topoisomerase-related function protein 4-2 (TRF4-2), mRNA 


NM 031485 


Homo sapiens glutamate rich WD repeat protein GRWD (GRWD), mRNA 


NM 031484 


Homo sapiens hypothetical protein MGC4415 (MGC4415), mRNA 


NM 031479 


Homo sapiens hypothetical protein MGC4638 (MGC4638), mRNA 


NM_031474 


Homo sapiens hypothetical protein DKFZp761G1913 (DKFZP761G1913), 

mRNA 


NM 031466 


Homo sapiens KIAA1882 protein (MGC4737), mRNA 


NM 031465 


Homo sapiens hypothetical protein MGC13204 (MGC13204), mRNA 


NM_031464 


Homo sapiens hypothetical protein MGCl 1287 similar to ribosomal protein S6 
kinase , (MGCl 1287), mRNA 


NM 031459 


Homo sapiens sestrin 2 (SES2), mRNA 


NM 031455 


Homo sapiens hypothetical protein DKFZp761F241 (DKFZP761F241), mRNA 


NM 031453 


Homo sapiens hypothetical protein MGCl 1034 (MGCl 1034), mRNA 


NM 031452 


Homo sapiens hypothetical protein MGC2560 (MGC2560), mRNA 


NM 031449 


Homo sapiens KIAA1886 protein (DKFZP761I2123), mRNA 


NM 031447 


Homo sapiens hypothetical protein MGC13033 (MGC13033), mRNA 


NM 031446 


Homo sapiens hypothetical protein PNAS-131 (PNAS-131), mRNA 


NM 031437 


Homo sapiens hypothetical protein MGCl 0823 (MGC10823), mRNA 


NM 031436 


Homo sapiens hypothetical protein MGC10612 (MGC10612), mRNA 


NM 031435 


Homo sapiens hypothetical protein DKFZp564I0422 (DKFZP564I0422), mRNA 


NM 031430 


Homo sapiens rab interacting lysosomal protein (RILP), mRNA 


NM 031425 


Homo sapiens hypothetical protein MGC10812 (MGC10S12), mRNA 


NM 031423 


Homo sapiens hypothetical protein NUF2R (NUF2R), mRNA 


NM_031421 


Homo sapiens hypothetical protein DKFZp434H01 15 ODKFZP434H01 15), 
mRNA 


NM_031412 


Homo sapiens GABA(A) receptor-associated protein like 1 (GABARAPLl), 
mRNA 


NM 004637 


Homo sapiens RAB7, member RAS oncogene family (RAB7), mRNA 


NM 031283 


Homo sapiens HMG-box transcription factor TCF-3 (TCF-3), niiySfA 


NM 031307 


Homo sapiens hypothetical protein FKSG32 (FKSG32), mRNA 


NM_031305 


Homo sapiens hypothetical protein DKFZp564B1162 (DKFZP564B1162), 
mRNA 


NM_031301 


Homo sapiens hypothetical protein DKFZp564D0372 (DKFZP564D0372), 

mRNA 


NM 031298 


Homo sapiens hypothetical protein MGC2963 (MGC2963), mRNA 


NM 031293 


Homo sapiens hypothetical protein DKFZp434G131 (DKFZP434G131), raHNA 


NM_031292 


Homo sapiens hypothetical protein DKFZp434G1415 (DKFZP434G1415), 
mRNA 


NM 031288 


Homo sapiens PAP-1 binding protein (PAPA-1), mRNA 


NM 031284 


Homo sapiens hypothetical protein DKFZp434B195 (DKFZP434B195), mRNA 


NM 030972 


Homo sapiens hypothetical protein MGC5384 (MGC5384), mRNA 


NM_030901 


Homo sapiens olfactory receptor, family 7, subfamily A, member 17 (OR7A17), 

mRNA 


NM 017990 


Homo sapiens hypothetical protein FLJ10079 (FLJ10079), mRNA 


NM 031219 


Homo sapiens hypothetical protein MGC12904 (MGC12904), mRNA 


NM 031218 


Homo sapiens hypothetical protein FLJ12488 (FLJ12488), mRNA 


NM 031214 


Homo sapiens hypothetical protein AF31 1304 (AF31 1304), mRNA 


NM 031210 


Homo sapiens hypothetical protein DC50 (DC50), mRNA 


NM 031207 


Homo sapiens hypothetical protein HT036 (HT036), mRNA 


NM 007013 


Homo sapiens WW domain-containing protein 1 (WWPl), mRNA 


NM 030897 


Homo sapiens hypothetical protein FLJ21617 (FLJ21617), mRNA 


NM 030978 


Homo sapiens hypothetical protein similar to actin related protein 2/3 complex. 
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subunit 5 (MGC3038), mRNA 


NM_030971 


Homo sapiens similar to rat tricarboxylate carrier-like protein (BA108L7.2), 
mRNA 


>3M_030965 


Homo sapiens similar to sialyltransferase 7 ((alpha-N-acetylneuraminyl 2,3- 
betagalactosyl-l,3)-N-acetyl galactosaminide alpha-2,6-sialyltransferase) E 
(MGC3 184), mRNA 


NM 030960 


Homo sapiens sperm acrosome associated 1 (SPACAl), mRNA 


NM_030958 


Homo sapiens organic anion transporter polypeptide-related protein 4 
(OATPRP4), mRNA 


NM 030952 


Homo sapiens hypothetical protein DKJFZp434J037 (DKPZP434J037), mRNA 


NM_030940 


Homo sapiens hypothetical protein MGC4276 similar to CG8198 (MGC4276), 
mRNA 


NM 030937 


Homo sapiens hypothetical protein hCLA-iso (HCLA-ISO), mRNA 


NM 030929 


Homo sapiens hypothetical protein FKSG28 (FKSG28), mRNA 


NM 030921 


Homo sapiens hypothetical protein DC42 (DC42), mRNA 


NM_030917 


Homo sapiens hypothetical protein DKFZp586K0717 (DKFZP586K0717), 
mRNA 


NM 030915 


Homo sapiens hypothetical protein DKFZp566J091 (DKFZP566J091), mRNA 


NM 030914 


Homo sapiens hypothetical protein MGC2668 (MGC2668), mRNA 


NM 030907 


Homo sapiens hypothetical protein MGC10731 (MGC10731), mRNA 


NM 030895 


Homo sapiens hypothetical protein FLJ14129 (FLJ14129), mRNA 


NM 030891 


Homo sapiens leucine-rich repeat-containing 3 (LRRC3), mRNA 


NM 030755 


Homo sapiens thioredoxin domain-containing (TXNDC), mRNA 


NM 030819 


Homo sapiens hypothetical protein MGCl 1335 (MGC11335), mRNA 


NM 030814 


Homo sapiens hypothetical protein GL012 (GL012), mRNA 


NM 030810 


Homo sapiens hypothetical protein MGC3178 (MGC3178), mRNA 


NM_030804 


Homo sapiens hypothetical protein DKFZp434E2135 (DKFZP434E2135), 

mRNA 


NM 030794 


Homo sapiens hypothetical protein FLJ21007 (FLJ21007), mRNA 


NM 030759 


Homo sapiens nuclear receptor binding factor-2 (NRBF-2), mRNA 


NM 030795 


Homo sapiens stathmin-like 4 (STMN4), mRNA 


NM 020909 


Homo sapiens KIAA1548 protein (KIAA1548), mRNA 


NM 018023 


Homo sapiens hypothetical protein FLJ10201 (FLJ10201), mRNA 


NM_023009 


Homo sapiens macrophage myristoylated alanine-rich C kinase substrate 
(MACMARCKS), mRNA 


NM 025230 


Homo sapiens hypthetical protein PR02389 (PR02389), mRNA 


NM 025222 


Homo sapiens hypothetical protein PRO2730 (PRO2730), mRNA 


NM 025170 


Homo sapiens hypothetical protein FLJ12987 (FLJ12987), mRNA 


NM 024681 


Homo sapiens hypothetical protein FLJ12242 (FLJ12242), mRNA 


NM 024928 


Homo sapiens hypothetical protein FLJ22559 (FLJ22559), mRNA 


NM_0 17578 


Homo sapiens AKAP-binding sperm protein ropporin (DKFZp434B1222), 
mRNA 


NM 030642 


Homo sapiens apolipoprotein L, 5 (APOL5), mRNA 


NM 024513 


Homo sapiens FYVE and coiled-coil domain containing 1 (FYCOl), mRNA 


NM 030621 


Homo sapiens helicase-moi (KIAA0928), mRNA 


NM 030641 


Homo sapiens apolipoprotein L, 6 (APOL6), mRNA 


NM 025190 


Homo sapiens KIAA1641 protem (ICIAA1641), mRNA 


NM 025040 


Homo sapiens hypothetical protein FLJ21941 (FLJ21941), mRNA 


NM 030613 


Homo sapiens hypothetical protein FLJ21628 (FLJ21628), mRNA 


NM 024820 


Homo sapiens KIAA1608 protein (KIAA1608), mRNA 


NM 018015 


Homo sapiens hypothetical protein FLJ10178 (FLJ10178), mRNA 


NM 024762 


Homo sapiens hypothetical protein FLJ21603 (FLJ21603), mRNA 



282 

BNSOOCID: <WO 03074654A2_L> 



wo 03/074654 



PCT/US03/05028 



NM 024329 


Homo sapiens hypothetical protein MOC434Z (1VLuL434z;5 rnKN A 


NM 024087 


Homo sapiens DJfLbZr564LUooz protein (JJlv-rZ/r Do4j^Uoozj, mKJNA 


X.TK jT £\^/\Cf\A 

NM_030594 


Homo sapiens cytoplasmic poiyaaenyiaiion element oinamg proiem {K^rnDij^ 
mKJNA 


iNM UzdUo4 


riomo sapiens Jiypotneticai protein r /yj yjtjUjzz/yD)^ nuviNA 


XTTV/f AOCAOn 

JNJVl K)ZD\jy\) 


riomo sapiens isJAAi4jo proiem (^rvJLAAiHDJj, niKJNA 


JNJVl U24y3y 


iriomo sapiens nypoineiicai proiem i^i^jz lyio yrj^jziy lo)^ xniviN/v 


JNjyi 024903 


Homo sapiens nypotneticai protein JtJLJ I4zy7. (rLJ I4zy / ), mtsJN a 


JNjVl Uz4/y3 


xiomo sapiens jnjlaauo4 j proiem v,JnJaaud4j ^, misJNA 


TvTTVvf no /I '71 C 

JNJVl UZ4/lo 


xiomo sapiens nypotnencai proiem r l.j i u i u i i^Jr jlj i u i u i ^, iiikjn/v 


JNJML UIDOJZ 


xiomo sapiens JLJJsJrZ;Jrj04ri!7io proiem \L/]sJrZjrDOHr ly lO), ttuvina 


JNJVl UZDloy 


jriomo sapiens nypoinencai proiem x*l>j uod^ ^jtl^j ijoDy), iiirsj.N/\ 


NM 025021 


Homo sapiens KIAA0616 protein (KIAA0616), mRNA 


NM 025010 


Homo sapiens is^iAAU /yj protem (Jsjlaau / y^j, itikjna 


NM 024894 


Homo sapiens hypotnetical protem ri^J 140 / j (JtJLJ 14U / jJ, ixikna 


NM 024840 


Homo sapiens nypotneticai protein rJLJ 13590 (rLJ 13590), niKJNA 


NM 022782 


Homo sapiens M-pnase pnospnoprotem y (MrHUL>rHy), mKJNA 


NM_017558 


Homo sapiens hypothetical protein DJsJ:*Zp434L0o50 (JDJKJbZp434L0o50), 
mRNA 


NM 030580 


Homo sapiens nypothetical protein M<ad05zU (MCjC^IOdzUJ, mKJNA 


"KTK Jf A C 1 A C 

NM 025 ly5 


Homo sapiens phosphoprotein regulated by mitogenic pathways (C8FW), mRNA 


NM 030581 


Homo sapiens hypothetical protein FLJ12270 (FLJ12270), mRNA 


NM 030577 


Homo sapiens hypothetical protem MGC10993 (MuC10993), mRNA 


NM 030576 


Homo sapiens hypothetical protem MGC109S6 (MGC109S6), mRNA 


NM 030575 


Homo sapiens hypothetical protem MGC 10334 (MGC10334), mRNA 


NM 030572 


Homo sapiens hypothetical protem MGC 10946 (MGC 10946), mRNA 


NM_030571 


Homo sapiens hypothetical protein MGC 10924 similar to Neaa4 W W-binamg 
protem 5 (MGC 10924), mKJNA 


NJVl UiOjoy 


Homo sapiens nypotneticai protein JVLGdUo4o (JV1vjU1Uo4o), mKJNA 


NM 030DOO 


Homo sapiens nypotjietical protem MGC iUoio (JViGUiUbio), mKJNA 


NM 030567 


Homo sapiens nypotJieticai protem JVHjrL.lu / /z ^MLrUlu / /z), mKNA 


NJVl Uz51o4 


riomo sapiens JsJLAAuyyy protein ^jn.jaau999), itikjna 


NM 025132 


Homo sapiens KIAA1638 protein (KIAA1638), mRNA 


XTK >r A'^ A /T /T O 

NM 024668 


Homo sapiens hypothetical protein JpLJ20288 (JhLJ20288), mRNA 


NM 024547 


TT^ — ' ^ _ T<^T A K r\ A /l'^ ^^^4.^1.^ /TV^T A K f\ A T^ XT A 

Homo sapiens KIAA0467 protem (K1AA0467), mRNA 


NM 018418 


Homo sapiens hypothetical protein (HSD-3.1), mRNA 


NM 025182 


TT ' 1 jT_ ^ J ' 1 X ' ^ TT'T T 1 1 ^ ^ i\ / I 'T TI 1 £r /T/W Ti XT A 

Homo sapiens hypothetical protein FLJ 11560 (rLJ11560), mRNA 


NM_025168 


Homo sapiens LAP (leucme-nch repeats ana rDZ) ana no rDZ» protem (LAND), 

mKJNA 


NJVl OZDOoi 


Homo sapiens JpviAA1305 protein (K1AA1305), mRNA 


NJVl UZ4/-)U 


Homo sapiens leucine-rich repeat-containing 2 (LRRC2), mRNA 


NM 0Z526O 


Homo sapiens hypothetical protem MGCz/oO (MGC2780), mRNA 


NJVl {jZdZoo 


Homo sapiens nypotneucal protem MGCz/ /o (MGCz/ /6), mKJNA 


NM 0ZDZo4 


Homo sapiens nypotneticai protein MGCz454 (MGC2454), mRNA 


NJVl UZjz4/ 


Homo sapiens hypothetical protem MGC5o01 (MGC5601), mRNA 


XTTVyf AO CO /I 

NM Uzoz4o 


Homo sapiens hypothetical protem MGC3295 (MGC3295), mRNA 




riumu u>d.pienb rcouiiiDind.Liuii pruiciii avu^i^ih ^^xsjli-'^ ih^, iiir\j.>Jrx 


NM 025221 


Homo sapiens calsenilin-like protein (CALP), mRNA 


NM 025207 


Homo sapiens hypothetical protein PP591 (PP591), mRNA 


NM 025204 


Homo sapiens hypothetical protein PP2447 (PP2447), mRNA 


NM 025203 


Homo sapiens hypothetical protein FLJ21945 (FLJ21945), mRNA 


NM 025199 


Homo sapiens hypothetical protein FLJ20886 (FLJ20886), mRNA 
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NM_025197 ] 

] 

NM 025187 ] 
NM 025184 
NM 025181 
NM 025163 
NM 025159 
NM 025157 


Homo sapiens hypothetical protein FU13660 similar to CDK5 activator-bmdmg 1 
orotein C53 (FU13660), mRNA 

rx u,«^^+v.^+;^«i FT Tl 9076 rFT Jl 2076"^. mRNA 

[lomo sa^picns nypoxneiicai proLciu jti^j i-^v i\j \x. M.^yj » mi**^^* _ • 

Homo sapiens hypothetical protein FLJ22843 (FLJ22843\ mRNA 

Homo sapiens hypothetical protein FLJ22004 (FLJ22004\ mRNA 

Homo sapiens hypothetical protein FLJ12768 (FLJ12768). mRNA 1 

Homo sapiens hypothetical protein FUl 1577 (FLJl 1 577), mRNA 

Homo sapiens hypothetical protein FU23042 (FLJ23042V mRNA 1 


NM 025155 
NM 025152 
NM 025150 
NM 025147 
NM 025146 
NM 025145 
NM 025143 
NM 025140 
NM 025139 
NM 025134 


Homo sapiens hypothetical protein FUl 1848 (FIJI 1848), mRNA 

Homo sapiens hypothetical protein FU12660 (FU12660), mRNA J 

Homo sapiens hypothetical protein FLJ12528 (FLJ12528), mRNA 1 

Homo sapiens hypothetical protein FLJl 3448 (FUl 3448), mRNA 1 

Homo sapiens hypothetical protein FLJ13194 (FU13194), mRNA 

Homo sapiens hypothetical protein FU22944 (FLJ22944), mRNA 

Homo sapiens hypothetical protein FLJ20856 (FLJ20856), mRNA J 

Homo sapiens hypothetical protein FU22471 (FLJ2247 1), mRNA J 

Homo sapiens hypothetical protein FLJ12584 (FLJ12584), mRNA | 

Homo sapiens hypothetical protein FLJ 121 /6 iz i ini:UN/\ _j 

-rr ^ Vi^rr^/^+Vi^^+ir^ai T»rot<»in FT Tl ?67'^ rFLJ1267'^^ mRNA 1 


NM 025133 
NM 025130 
NM 025129 
NM 025118 
NM 025115 


jlomo sapiens nypoxneLicai proicm rx^j / j x^o a— / ^'j, ^lMJ^^ ^-^ ^ — i 

Homo sapiens nypotneticai proiein ri^jz^ / oi yri^jjc.^ mrva^^ — i 

Homo sapiens hypothetical protein FU22688 (FU22688), mRNA 

Homo sapiens hypothetical protein FU13310 (FLJ13310), mRNA J 

Homo sapiens hypothetical protein FLJ2326J (tLjZizoi), mKiNA _i 


NM 025113 


Homo sapiens hypothetical protein FLJ21562 (FLJ21562), mRNA J 


NM 025112 


Homo sapiens hypothetical protein MGCl 1 349 (MGCl 1349), mRNA 


NM 025108 
NM 025107 
NM 025105 


Homo sapiens hypothetical protein 1^LJ13909 (l^LJ 1390^), mKJNA 

Homo sapiens hypothetical protein FLJzlzoy (Fl^Jzizoy), mtaNiv 

Homo sapiens hypothetical protein FLJ lz4Uy (FLJ izwv mtON/v 


NM 025104 
NM 025103 
NM 025100 


Homo sapiens hypothetical protein rLj 13U6 / (r i :>U6 / irusaN^ 

H^omo sapiens capiuary morpnogciicai& yiuv^ux i \^v^j.vxvj x 7, aaix%_i.^x>. 

Homo sapiens hypothetical protein FLJ izzy^ (ri^J izzy^;, iiii^na 


NM 025093 


Homo sapiens hypothetical protein FLJ 1 1 52 / (FLJ 1 1 bz / ), mKiNi\ j 


NM 025092 


Homo sapiens hypothetical protem PLJzZoi!) (FLJZZojd;, mKJN/\ i 


NM 025088 


Homo sapiens hypothetical protem FLJ13241 (FLJ 13Z41), iukjna 




Homo sapiens hypothetical protein FLJ2 1511 (FLJ2 1511), mRNA 


NM 025082 


Homo sapiens hypothetical protein FLJl 3 1 1 1 (FLJl 3111), mRNA 


NM 025075 


Homo sapiens hypothetical protein FLJ2344^ (FLJZJ44:)), im^Ni^ 


NM 025074 


Homo sapiens hypothetical protein FLJ2203 1 (FLJ2203 1), mRNA 1 


NM 025073 


Homo sapiens hypothetical protein FLJ21 168 (FLJ21168), mRNA 


NM 025071 


Homo sapiens hypothetical protein FU12190 (FLJ12190), niRNA 
tjr^*^^ oor%4^nc VixmrvtVif»Hnn1 nrntpiTi FT T14299 rFLJ14299), mRNA 


NM 025069 
NM 025067 


flomo sapiens nypomeiit/ai piuiciii jtj-^ji**^^-? v^a i.—v^^^j^ t^i^t^^^^ m^ • 

Homo sapiens hypothetical protein FLJ14106 (FLJ14106), mRNA 


NM 025064 


Homo sapiens hypothetical protein FLJz3oU4 (FLJZ3ou4;, mKJN/\ 


NM 025063 
NM 025059 

JNM UZjUD / 


Homo sapiens hypothetical protein rLJZ3!)!)U (r j^jz^jjuj, iiiraN/^ 

Homo sapiens hypothetical protein FLJ23305 (FLJzi3U^), mKJNA 

xj^rv^r. cQn4<-nc iiAmr%fV»f>t^ral nrotfiin FT Jl"^ 1 89 fFLJ23189), mRNA 


NM 025056 
NM 025052 


Homo sapiens hypothetical protein FLJ23 1 85 (FLJ23 1 85), mRNA 

Homo sapiens hypothetical protein FLJ23074 (FLJ23074), mRNA 1 


NM 025049 


Homo sapiens hypothetical protein FLJ22692 (FLJ22692), mRNA 1 


NM 025048 


Homo sapiens hypothetical protein FU22684 (FLJ22684), mRNA 1 


NM 025047 


Homo sapiens hypothetical protein FU22595 (FU22595), mRNA 1 
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TTomo sartiens hvDothetical orotein FLJ22582 rFLJ22582), mRNA 




Knmn <;aniens hvnothetical orotein FLJ21075 fFLJ21075), mRNA 




Homo saniens hvDOthetical orotein FLJ20972 0FLJ2O972), mRNA 




TTomo qanien*? hvnothetical nrotein FLJ14107 fFLJ14107), mRNA 




Homo saniens hvnothetical nrotein FLJ14100 (FLJ14100), mRNA 




Homo saniens hvnothetical nrotein FLJ14082 fFlJ140S2'), mRNA 




Homo saniens hvnothetical nrotein FLJ14069 (FLJ14069), mRNA 


IMM 09S01Q 


Homo '::anien<; lilcelv ortholoe of mouse tubuliii alnha 4 (FLJ13940y mRNA 


NM 025012 


Homo sapiens hypothetical protein FLJ13769 (FLJ13769), mRNA 


MM 025009 


Homo saniens hvnothetical nrotein FLJ13621 (FLJ13621V mRNA 


TsTM 095008 


Homo «;aniens hvnothetical nrotein FLJ13544 (FLJ13544y mRNA 


>JM 095006 


Homo sanien<5 hvnothetical nrotein FLJ13373 fFLJl 3373V mRNA 


TsTM 095004 


Homo <!aniens hvnothetical nrotein FLJ 13215 CFLJ 13215) mRNA 


"MM 02500"^ 


Homo <;aniens hvnothetical nrotein FLJ13166 (FLJ13166V mRNA 


>JM 095009 


Homo <;aniens hvnothetical nrotein FLJ13162 CFLJ13162V mRNA 


MM 095001 


Homo ^aniens hvnothetical nrotein FLJ13 105 fFLJ13 IDS') mRNA 


NM 025000 


Homo saniens hvnothetical nrotein FLJ13096 fFLJ13096) mRNA 

X. W^VxWJ OU'l^XVi'XXO XX y \J\^ X-X XW' l»Xw tXX |m/X W^XXX JL, X •-^ v V X— /•/ X -m^ V ^ v,^ ^ «| xxxx.^a- a a ^ 


MM 094007 


Homo <5anien<5 hvnothetical nrotein FLJ17668 (FLJ12668') mRNA 


MM 09400'^ 


Homo ^aniens hvnothetical nrotein FLJ12568 fFLJ 12568") mRNA 

XXv/mV/ On|i^lwXXO XXjr ^V^LXX^LXVCEX ^XvrLWXXX X X^^\J\J \X. x. j ^ xxxx.>^"^x X. 


"NTM 094009 


Homo <?aT)ipn<; hvnothetical nrotein FT Jl 2^47 rFLJ12547'i mRNA 


MM 0940S0 


Homo «;anieri<i hvnothetical nrotein FLJ 12377 ('FLJ12377'> mRNA 

XXvliiU OCXl^XtXiO XXjf j^WUXXwlXVClX |JXV/l>^XXX X X^«r X^*/ / / J^kF X-^mf 1 1 xxxxxj. ^x X 


MM 0940 


Homo <5flnipTi<5 hvnothetical nrotein FU12355 rFIJ12355'i mRNA 

XXvlXlvr OA|JlwAxO Xljr |m/VJ vXl& LlwAX JJXVJLwXXX X X^«r a, ■tJ >J \Jl XmM x ^ tj XXXXVX^X^ 




HoTTiA canipnQ hwinthf»tiral -nrofpin FT T1 2'^'^! TFT T1 2'^'^!^ mRNA 

JTHJIIIU octpiCilo xxjr jJ^JlllCllV'a.l ^lvil.^llx X JL^J x^^^ X \X JLj*r x^j^ x xxxxvj-^.£t. 


MM 09405^0 


Homrk Qaniencj hvnnthptiffll nrotein FT T121^2 (FT T121^'^'^ mRNA 

XXLHilvy OdJJiC'llO XA y J-/^ UllC'l.iOCI.i l^lvJl^XXX X X^*l Xx^X^^^ ^X X^*l XX^X^j^Jy XXXXVX^X^ 


MM 094.070 


Hnmn Qanienc: h\motViptira1 nrotein FT T17122 CFJ Tl'?122'^ mRNA 

XXlJlllU odpidlO liy JJVJ Lli&LlvCll ^i^lV'XXX X X^*M XAm^ \X X^O X^ fy XXXlXJ-^xT. 


TvTM n9407R 


Homo cnnipnQ hvnothpfiral nrotein FT T12171 fFT Tl'^121'^ mRNA 
xxOlllU txlJJlC^llo \xy \j\jV\^/\.\\jCl\. i^iviL^xxx X i^o Xi^x^x \^x x^*y xwx^x ixxx>j.^-tx. 


MM 094071 


Homo cnnienQ hwinthetiral nrotpin FT Til 726 TFT Til 726^ mRNA 

XXvUllv Ou>[JidiO lljf JJV/LlldlC'ClJl JJUJXC'XXX X X_>J XX/ \X X^J X X 1 ^\Jj.y XxxXN^^xTl 


MM 094070 


Homo «ianien<; hvnothptical nrotein FT 11 1722 (FLJl 1722") niRNA 

XX^JXllvl OCl|^X^Xld IXjr |JV7lXlVxLll«'ClX |^XVlXVyXXX X X-iJ X X 11^^ X-iO XX/ ^^Jy X X XXN-J. ^ ». 


TsJM 0940f»0 


Homo Qanien«: hvnothptical nrotein FT Jl 1703 fFLJ11703') mRNA 

XXUillVJ oajJXdXo lljr |J\Jl.llWliVCXi ^X WLV.'XxX X X-jJ XXI X^O XX/ V/ J ^5 XXXXVJ-^X X 


MM 0940/i^^ 


Homo «5anipn«; hvnothetical nrotein FT Jl 1598 CFLJl 1598^ mRNA 

xxwxliU ocL|Jiwlxo xljr }JV/Ul&Llwax |JX1^lv.«xxx x x^«i x x«^j'vj y^x x^^j x x^ ^ \j xxxxvx^xa. 


MM 094061 

INlVX vfx**T^vl X 


Homo «!anipn<5 hvnothetical nrotein FLJl 1370 fFLJl 1370 mRNA 

XXvlXlv Ott|^XV^XiO XXjr |^\,/ UX^IrlwCXl ^XV/lwXXX X JL^«F X X %J t \J \X. Jl^O X X t XX*-l.^J."^x^ 


MM 094050 


Homo QanipnQ hvnothptieal nrotein FT 12^^233 fFT. 122233^ mRNA 

XXvlxxlJ SCL|Jrl&llO XX y {-'^ ^■xl^XiL'Cli |^XvibwXXX X X^«I^mxv<^^ yx X-jJ ^^^■J ^ jy XXXXN_l^xx. 


MM 094057 


Homo <;anien<; hvnothetical nrotein FLJ22686 CFLJ22686') mRNA 

jnvJlxlVJ oCl|-fX&XxO XXj' XXXt/ LXOCli |^XvLw11X X X^*y £^ f f\J\J yJ yx. X^«> t\wt t\J\J \J fy xxxx^x.^xx. 


MM 0940^^ 


Homo QnnienQ hvnothpfiral nrotein FT Yl'^Vll fFLT23322'^ TTlRNA 


MM 094054 


Homo <:anipn<5 hvnothptical nrotein FT Tl 1 807 TFLJl 1807^ mRNA 

XXvlXxlVF OOjiJX&XXO lX_y Llx^ LiwdX |^X\JX^XXX X X^J X X\J\j I \X. X—>*M X XUv / Jy XXXJ.XA.^X ^ 


MM 094059 


Homo «;anien<; hvnothetical nrotein FLJ20950 CFLJ209501 mRNA 


MM 024050 

X>1VX \/^*T^*/\/ 


Homo «5aniens hvnothetical nrotein FLJ12891 rFLJ1289n mRNA 

XXVJXXIU OCLjJX&XXd XX^^v^XXXWCXV^CXX ^XwLwXXX X X^tS X^\j^ x yx Xj»3 i-^KJ^ A xxxA.'^x ■^x ^ 


MM 094040 


Homo <5anienq hvnothetical nrotein FLJ22029 (FLJ2'^029\ mRNA 

XXxJlXlV OAJ^X&Xlo Xljr (J^^LXXWLlwCiX ^Xv^L^lXl X X^«> r ■ ( t\j £^ ^ \X. J^*J^mV/m^ xxxx.'x.a. -v^ ^ 


MM 02404fs 


Homo <;anien«; hvnothetical nrotein FLJl 3397 (FLJ13397\ mRNA 

XXv71XJL\J Od^XV'XXO XX y I^V/liXwfcXVCXX |_/X\^L^XXX X X-J*f X-^»/^ / y^A. JL^^T A.,^^^ / Jy xxxx.-*-!. X. 


MM 094046 


Homo ^ianienq hvnothetical nrotein FLJ21799 fFLJ'^1799^ mRNA 

J^X\jkxi\J Odf^XV'XxD XXjr J./WtXXt'l.Xv'ClX ^XWv^XXX X X^«l ^ X / \X. X^O ^ X 1 Jy xxax.*j. ^x 


MM 024045 


Homo <3anien«5 hvnothetical nrotein FLJ12888 rFLJ12888V mRNA 

XXUlULf dA|./lV^lXo XXjr l-'V.' XXXwUVAX yjX\Jl\^XXX X X^kf X^\J\J\J \JL X^tf X^\~f\J\^ jy xx**.^^ ■^x ^ 


MM 09404'^ 


Homo <;anipn<; hvnothetical nrotein FLJ23235 (FLJ23235^ mRNA 

XXIJIIHJ Dd|^l^Xl0 XX_y J-^i-P mt^Ll\»»dl |,yX\^tWXXX X X^Ja^^^-J^ \X X^^J^^^^^^^ Jy xxxx>»xt^ X 


MM 094040 


Homo cnnipnQ hvnothetiral nrotpin FT T21034 rFT^T21034^ mRNA 

XXv/lllV/ odLyldlo XI y L/v tilt LiOdi L/lwLt»XlX X X-jJ -^^ X\J \X x^j Am X\J mJ~ fy xxxAx^^i^x. 


MM 0940'^7 


Homo cnr»ipTiQ hvnothetirfll nrotein FT Tl 2Q'^9 TFT Tl 2929^ mRNA 
xx^JillU od|Jldlo xxy \jyjVx\s^\,\.\^<x\. ^lULtxii x x^j x z^y \x x^j x^-^^-'/j xxxx-\_i,Ti^». 


MM 0940^^6 


Homo ^anien<: hvnothetical nrotein FLJ23024 rFLJ23024') mRNA 

XXUllxU od|JxWiiO ll_y ^Vj»vXl^llV»'dl _|J1\JL^X11 X X->»I^-^V/^"T \^X X->«f V/^-T/, xxxj.x^ -sx X 


NM 024929 


Homo sapiens hypothetical protein FLJ231 12 (FLJ231 12), mRNA 


NM 024927 


Homo sapiens hypothetical protein FLJ21019 (FLJ21019), mRNA 


NM 024926 


Homo sapiens hypothetical protein FLJ12571 (FLJ12571), mRNA 


NM 024923 


Homo sapiens hypothetical protein FU22389 (FU22389), mRNA 


NM 024922 


Homo sapiens hypothetical protein FLJ21736 (FU21736), mRNA 


NM 024921 


Homo sapiens hypothetical protein FLJ22792 (FU22792), mRNA 
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NM 024916 


Homo sapiens hypothetical protein FLJ22814 (FLJ22S14), mRNA 


NM 024915 


Homo sapiens hypothetical protein FLJ13782 (FLJ13782), mRNA 


MM 024913 


Homo sapiens hypothetical protein FLJ21986 (FLJ21986), mRNA 


NM 024912 


Homo sapiens hypothetical protein FLJ14327 (FLJ14327), mRNA 


NM 024910 


Homo sapiens hypothetical protein FLJ12700 (FLJ12700), mRNA 


NM 024902 


Homo sapiens hypothetical protein FLJ13236 (FLJ13236), mRNA 


NM 024901 


Homo sapiens hypothetical protein FLJ22457 (FLJ22457), mRNA 


NM 024899 


Homo sapiens hypothetical protein FLJ12542 (FLJ12542), mRNA 


NM 024895 


Homo sapiens hypothetical protein FLJ23209 (FU23209), mRNA 


NM 024892 


Homo sapiens hypothetical protein FIJI 1700 (FUl 1700), mRNA 


NM 024891 


Homo sapiens hypothetical protein FLJl 1783 (FLJl 1783), mRNA 


NM 024888 


Homo sapiens hypothetical protein FLJl 1535 (FLJl 1535), mRNA 


NM 024887 


Homo sapiens hypothetical protein FLJl 3 102 (FLJl 3 102), mRNA 


NM 024884 


Homo sapiens hypothetical protein FLJ12618 (FLJ12618), mRNA 


NM 024883 


Homo sapiens hypothetical protein FLJ22202 (FLJ22202), mRNA 


NM 024881 


Homo sapiens hypothetical protein FLJ14251 (FLJ14251), mRNA 


NM 024876 


Homo sapiens hypothetical protein FLJ12229 (FLJ12229), mRNA 


NM 024875 


Homo sapiens hypothetical protein FLJ12921 (FLJ12921), mRNA 


NM 024872 


Homo sapiens hypothetical protein FLJ22570 (FLJ22570), mRNA 


NM 024871 


Homo sapiens hypothetical protein FLJ12748 (FLJ12748), mRNA 


NM 024869 


Homo sapiens hypothetical protein FLJ14050 (FLJ14050), mRNA 


NM 024868 


Homo sapiens hypothetical protein FLJ14124 (FLJ14124), mRNA 


NM 024866 


Homo sapiens hypothetical protein FLJ21 135 (FLJ21 135), mRNA 


NM 024865 


Homo sapiens hypothetical protein FLJ12581 (FLJ12581), mRNA 


NM 024863 


Homo sapiens hypothetical protein FLJ21 174 (FLJ21 174), mRNA 


NM 024862 


Homo sapiens hypothetical protein FLJ13962 (FLJ13962), mRNA 


NM 024860 


Homo sapiens hypothetical protein FLJ21 148 (FLJ21 148), mRNA 


NM 024857 


Homo sapiens hypothetical protein FLJ12735 (FLJ12735), mRNA 


NM 024855 


Homo sapiens hypothetical protein FLJ12785 (FLJ12785), mRNA 


NM 024854 


Homo sapiens hypothetical protein FLJ22028 (FLJ22028), mRNA 


NM 024852 


Homo sapiens hypottietical protein FLJ12765 (FLJl 2765), mRNA 


NM 024850 


Homo sapiens hypothetical protein FLJ21458 (FLJ21458), mRNA 


NM 024849 


Homo sapiens hypothetical protein FLJ14126 (FLJ14126), nnRNA 


NM 024846 


Homo sapiens hypothetical protein FLJl 1710 (FLJl 17 10), mRNA 


NM 024845 


Homo sapiens hypothetical protein FLJ14154 (FLJ14154), mRNA 


NM 024844 


Homo sapiens hypothetical protein FLJ12549 (FLJ12549), mRNA 


NM 024843 


Homo sapiens duodenal cytochrome b (FLJ23462), mRNA 


NM 024838 


Homo sapiens hypothetical protein FLJ22002 (FLJ22002), mRNA 


NM 024834 


Homo sapiens hypothetical protein FLJ13081 (FLJ13081), mRNA 


NM 024833 


Homo sapiens hypothetical protein FLJ23506 (FLJ23506), mRNA 


NM 024830 


Homo sapiens hypothetical protein FLJ12443 (FLJ12443), mRNA 


NM 024829 


Homo sapiens hypothetical protein FLJ22662 (FLJ22662), mRNA 


NM 024828 


Homo sapiens hypothetical protein FLJl 3657 (FLJl 3657), mRNA 


NM 024827 


Homo sapiens hypothetical protein FLJ22237 (FLJ22237), mRNA 


NM 024826 


Homo sapiens hypothetical protein FLJ21159 (FLJ21 159), mRNA 


NM 024825 


Homo sapiens hypothetical protein FLJ23447 (FLJ23447), mRNA 


NM 024824 


Homo sapiens hypothetical protein FLJl 1806 (FUl 1806), mRNA 


NM 024823 


Homo sapiens hypothetical protein FLJ21596 (FLJ21596), mRNA 


NM 024821 


Homo sapiens hypothetical protein FLJ22349 (FLJ22349), mRNA 


NM 024818 


Homo sapiens hypothetical protein FLJ23251 (FLJ23251), mRNA 


NM 024817 


Homo sapiens hypothetical protein FLJ13710 (FLJ13710), mRNA 
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XTA4^ 1 A 
INlVi UZh-o 1^ 


xxOixio bapiciib iiypuLncLiuai proiein iri-fjzjiu-^ ^^x^x-^jz,-? xv/:/^, iiii\jL>ir^. 


rNivi uz^fouz 


'H/\Tnr\ ccir»ipTlQ V»\mritTif»f~ir'cil r*rritf»in FT 17 1 "^fSi rPT T9 1 ^^60^ mPMA 

xxOiiit; bcipicxio iiypoiiicLiodi pruiciii i/i-fJZi-)o-' ^rj_»jxx-ju^^, iixixxn/t^ 


"MK/T MA9X\\ 
XNIVI UZ*TOU 1 


XxOXIli/ oapiCild Jliypw>LllCLlU<li pXUlClIl r^X^JZUiJX ^X^X_«JZtX^>/ l iiXCSJ.>i/nL 


INiVX UZHOUU 


XlOXriU cxipiCIlo H_ypOLllCLlUd.l pXUlClTl T i^J Z^j'^y O yjrX^J^J'-rz/JJf LliSSJiMrX 


iM iVl uz*+ / o 




IN ivi uzh- / y^f 




"NTN/f n9zl7Q9 
INiYl \jz.H/y^ 


TTr»mn Ciri-nif^nQ K\rr»r\fl-ii*tir'C»l T-irr4tf=»in FT T999R9 /'FT T999S9^ m'RMA 


IsH^A 074701 


TJ/\rv-kn coi^t^^MC l-|-\rr\rfcfl-4Pk+ir»ol riTTk+iaiYi FT T777^y\ YT7T T777^^^ ml? MA 

rxomo Sapiens nypotncncai proiciii r'jujzz/op ^x*jL/JZZ/^o^, iiijkjln/v 


xTTv/f n7A7Qn 
iNivi uz^/yu 


TT/^-m/^ c?o-rx-ionc Vixrrk/\-fVi«i>-fi/->ol 'rvt-rvf^-i-n FT T77400 /FT T774QO'\ -n^1?XTA 

xioiixo sapiens nypoinciicai protein x:*i-jzz4!7u ^i7i-»jzz*f!7uj, nusjNA 


iNiVl UZ^/oO 


xxomo sapiens nypoineiicai proiem iri-^JZiuoz ^x^x^jziuoz;, niiviN/v 


INlYl UZ^ / O / 


xiomo Sapiens nypoinencai proiein ri^j izdzo ^ItI^j izdzo^, mxsJNrV 


INlVl UZ*+ / oO 


xioino Sapiens nypoinencai proiem ri^j idldj ^^x^i-^j ij idd ), itixvJLN/\ 


iNlVl UZ*+ / oO 


xxomo sapiens nypoineiicai proiem ri^Jzz/Ho ^r^i-rjzz/^oj, mixiN/v 


INiVl V/ZH- / 


TTotvir^ cor^iorio >ivrnntTif=»tir»i^l r^mt^^in FT T9'^S0R TFT T9'^^0R^ mPMA 


INiVl v/ZH / oZ 


TT/^Tnr\ ccj-Tki/anc 'h\/T-*r»+Vi p^ti r» c» 1 -r\rf\f<*i-rk FT T19/^10 /'FT T19^10'\ mPXTA 

xiomo sapicno nypoLncuuai pxoicm ir^x^j xzoio ^rx^j izoioj, mrviN/\ 


MM 0747R1 

INlVl /Ox 


Xiomo So-picns iiypuLiicLiL/di pioicm CL^j^D^yH [^r jL^jz,DjyH)f mxviN/^ 


MM 07477Q 


TTomrv cQ-nif»TiQ VjvnrkfTif^tinal -nrrttf^in FT T990^S fPJ T990S^^ mPMA 
XHJIIIU bapiCilS IiypwLliCLlL'a.l piULClIl r jLiJ^Z^XJJ-^ yr±^JZ,^\JJ.J J, niXviN/A. 


MM 09J.77R 

INIVI UZH" /to 


TTr^mn cci-r*-iP»nc lTV/r*r»tVi<=»fir»'al r»rrktf*i-n FT T99^\l 9 /FT T97/a1 9\ t«PMA 

Xiomo Sapiens nypomencai proiem x^i^jzzoiz ^x^j^jzzoiz^, miSJ.N/\. 


MM CilAHfx 


TTr\r%i/\ co-ni^tic VtimrkfViA-fii^ol t^-r/^iAi-n FT T7 1 1 40 tViT T7 1 140^ tvi'DM' A 

xiomo sapiens nypoinencai protein iri^zi 14U v^jtjujzi i4Uj, miviNA 


XTA/T 07i477il 
iNiVl UZH / /h 


xiomo sapiens nypoineiicai proiem rL^JziyZH i^ri-»JZii7Z4j, mxviNA 


XTN/T 07i!l770 


xiomo sapiens nypoinencai proiein r j-j io!7o4 ^^Jri_/J uyo4j, mKJNA 


IN lYl Uz*f / O o 


Xiomo sapiens nypoinencai protein x*j-j izud / v"-L'J i^oj / )y mrsJN/v 


M\/r 07/l7^/^ 
iNivi UZh- / DO 


xiomo sapiens nypoinencai proiem ri^JZ^HDi yri^jZD^Di itikjna 


iNiVl UZ'^-ZOZ) 


xiomo sapiens nypoinencai proiem x'i^j i zhkj i v^r j^j i Z4U i ), rnisJN/v 


iNlVi WZ^ / 


xionio sapiens nypoinencai proiem ri_^ji4zyc> {^r l^j mz.yo)^ iTiKiN/\ 


MA/T 0747^1 
iNiVi UZ** / O i 


xiomo sapiens nypoLneiicai proiem iri^-j i jZU4 i^ri-,j iozu4j, miviNA 


iN ivi uz^ / D y 


xiomo sapiens nypotneticai protein ri^j iDy^j (rLtJ i^yjD )y mKJNA 


XTAA 0747<*7 


Xiomo sapiens nypoineiicai proiem x*j-rj izo /y ^i^j-rj izo /yj, itikjn/v 


M\A 07>17^A 
iNiVl UZ^/2>0 


xiomo sapiens nypoineiicai pioiem rLJ i J4oj ^rJLJ i34ojj, niKJNA 


XTTV/T OO/IT*;'^ 
JNJM UZ4/DD 


xiomo sapiens nypotneticai protein ri-rjuzi^ (rJLJ uzi j), mKJNA 


INIVI UZ'f / D J 


xiomo sapiens nypoinencai proiem x*i-j 1 143 / (^x*i-«j 1 140 / ), itlkjn a 


iNiVl UZ^/Dl 


xiomo sapiens nypoinencai proiem ri^j uz / j (^x*i^j loz /o), rnKiNA 


MA/T 072l7ilQ 
iNlVl wZ4 /4o 


xiomo sapiens nypoinencai proiem rJuJ i iD^y i^j i iD^y^, mKJNA 


MM 07/1747 
INiVl UZH" / 4 / 


TTrx-rv^/-* €!Ckr\if»r\c VlTn-krk+Vio-f-i -r^fd^i-M-ry FT T77^01 /FT T97^01"\ ■ry-iT>"MA 

Xiomo sapiens nypoineiicai proiem ri-»JzzDUi ^x^i^jzzdui TruviNA 


MA/T 07474^ 
iNiVl \jL^/^j 


TJ/^*vi/\ co-n-i^-nc> V»Tr»-»r**-Vi/a+-ir»ol t-k-»-rk'fia-if» FT T7700Q /FT T7900Q\ -»^T?lvTA 

xiomo sapiens nypoinencai proiem x'i_/jzzuuy {^rjL,jz.z.\)K}y), misJNA 


MM 07474'^ 


Xiomo sapiens nypoinencai proiein i'l^jziyj^f ^pi^jzij/j^;, niiNj.N/\ 


MM 0747^R 


T4"r\TYir» Cfanifirjc "h\mr»tT»p»+-ir»Ql -rw-rkf/a-in FT T9141 ^ /FT T9141 ^^ -mPMA 

Xiomo Sapiens nypoinencai proiem x^i-^JziHij) [^r jujj. ih id jy iTLtsj-N/\ 


MM 0747^^/^ 
iN iVJ. UZH / J O 


TJrvmrk ccir^iA-nc 'h\rrkrhfl-i^-H/«cil -ni-rkf^in FT Tl 91 ^O CRT Tl 91 ^0^ tviPMA 

Xiomo Sapiens nypoinencai proiem fx^jizi^o ^^x^j-»JiZijuj, nu\jN/\ 


TsJM 0747'^^ 
iN iVi v/Z^ / 3 


TTrk-mrx oOYM*i=»Tic T-4A/T%r\+T^**f-i r»ol ■n-rz-kt'^aii-i FT T99477 /FT T77477^ •t-rtPM'A 

xiomo sapiens nypoinencai proiem p1jJZZ4/ / xtl^jaz,^/ i uikj-NA 


MM 0747*^4 
iNlvi UZH / J>4 


Xiomo sapiens caiponm iiKe iransmemorane oomam proiem ^caimm^, iiiiviNA 


MM 0747*5 1 
iNiVl UZ4/^0 


Xiomo sapiens nypoinencai proiem rLjj ihdhd ^J71-j i4J4j j, mivJN a 


NM 024730 


Homo sapiens hypothetical protein FLJ22655 (FLJ22655), mRNA 


XTA/f 07/1770 
iNivi UZ4 / ZV 


xiomo sapiens nypotneticai protein ri^j i:Jo6i v^-LJi jooi niKJNA 


INJVl UZ4/Z0 


Homo sapiens nypotneticai protem rJ^J i ioUo (rL,J l loUoj, mKJNA 


NM 024725 


Homo sapiens hypothetical protein FLJ23518 (FLJ23518), mRNA 


iNJVl UZ4 / z4 


Homo sapiens nypotneticai protem r l^J z z j 3 z \r J z z J 3 z ; , mKJN A 


MM 074771 
iNiVl__V/ZH" / Z 1 


Xiomo Sapiens iiiveiy onnoiog ox mouse zmc xmgcr nomeouomam h ^x^i^jzoj/ou^, 
mRNA 


NM 024713 


Homo sapiens hypothetical protein FLJ22557 (FLJ22557), mRNA 


NM_024712 


Homo sapiens engulfment and cell motility 3 (ced-12 homolog, C. elegans) 
(ELM03), mRNA 


NM 024711 


Homo sapiens hypothetical protein FLJ22690 (FIJ22690), mRNA 
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NM 024710 


Homo sapiens hypothetical protein FLJ23469 (FLJ23469), mKNA 


NM 02470S 


Homo sapiens hypothetical protein FLJ22551 (FLJ22551), mRNA 


NM 024707 


Homo sapiens hypothetical protein FLJ13956 (FLJ13956), mRNA 


NM 024706 


Homo sapiens hypothetical protein FU13479 (FLJ13479), mRNA 


NM 024704 


Homo sapiens hypothetical protein FU23045 (FLJ23045), mRNA 


NM 024702 


Homo sapiens hypothetical protein FLJ13841 (FLJ13841), mRNA 


NM 024699 


Homo sapiens hypothetical protein FUi4007 (FLJ14007), mRNA 


NM 024697 


Homo sapiens hypothetical protein FLJ22419 (FLJ22419), mRNA 


NM 024696 


Homo sapiens hypothetical protein FLJ23058 (FU23058), mRNA 


NM 024694 


Homo sapiens hypothetical protein FLJ23121 (FU23121), mRNA 


NM 024691 


Homo sapiens hypothetical protein FLJ23233 (FLJ23233), mRNA 


NM 024685 


Homo sapiens hypothetical protein FLJ23560 (FLJ23560), mRNA 


NM 024682 


Homo sapiens hypothetical protein FLJ12168 (FLJ12168), mRNA 


NM 024680 


Homo sapiens hypothetical protein FU233 1 1 (FLJ233 1 1), mRNA 


NM 024679 


Homo sapiens hypothetical protein FIJI 1939 (FUl 1939), mRNA 


NM 024677 


Homo sapiens hypothetical protein FU14001 (FLJ14001), mRNA 


NM 024676 


Homo sapiens hypothetical protein FLJ22938 (FLJ22938), mRNA 


NM 024674 


Homo sapiens hypothetical protein FU12457 (FLJ12457), mRNA 


NM 024671 


Homo sapiens hypothetical protein FLJ23436 (FLJ23436), mRNA 


NM 024669 


Homo sapiens hypothetical protein FLJl 1795 (FUl 1795), mRNA 


NM 024667 


Homo sapiens hypothetical protein FLJ12750 (FLJ12750), mRNA 


NM_024665 


Homo sapiens nuclear receptor co-repressor/HDAC3 complex subunit 
(FIJ12894), mRNA 


NM 024664 


Homo sapiens hypothetical protein FLJl 1838 (FLJl 1838), mRNA 


NM 024661 


Homo sapiens hypothetical protein FLJ12436 (FLJ12436), mRNA 


NM 024660 


Homo sapiens hypothetical protein FLJ22573 (FLJ22573), mRNA 


NM 024659 


Homo sapiens hypothetical protein FLJl 1753 (FLJl 1753), mRNA 


NM 024658 


Homo sapiens hypothetical protein FLJ23338 (FU23338), mRNA 


NM 024657 


Homo sapiens hypothetical protein FLJl 1565 (FLJl 1565), mRNA 


NM 024656 


Homo sapiens hypothetical protein FLJ22329 (FLJ22329), mRNA 


NM 024653 


Homo sapiens hypothetical protein FLJl 3902 (FLJl 3902), mRNA 


NM 024652 


Homo sapiens hypothetical protein FLJ231 19 (FLJ23119), mRNA 


NM 024645 


Homo sapiens hypothetical protein FLJ13842 (FLJ13842), mRNA 


NM 024644 


Homo sapiens hypothetical protein FLJ21802 (FLJ21802), mRNA 


NM 024643 


Homo sapiens hypothetical protein FLJ23093 (FLJ23093), mRNA 


NM 024642 


Homo sapiens hypothetical protein FLJ21212 (FLJ21212), mRNA 


NM 024639 


Homo sapiens hypothetical protein FLJ23393 (FLJ23393), mRNA 


NM 024638 


Homo sapiens hypothetical protein FLJ12960 (FLJ12960), mRNA 


NM 024635 


Homo sapiens hypothetical protein FLJ22643 CFLJ22643), mRNA 


NM 024633 


Homo sapiens hypothetical protein FLJ21276 (FLJ21276), mRNA 


NM 024632 


Homo sapiens hypothetical protein FLJl 1526 (FLJl 1526), mRNA 


NM 024631 


Homo sapiens hypothetical protein FLJ23342 (FLJ23342), mRNA 


NM 024630 


Homo sapiens hypothetical protein FLJ209S4 (FLJ20984), mRNA 


NM 024629 


Homo sapiens hypothetical protein FLJ23468 (FU23468), mRNA 


NM 024623 


Homo sapiens hypothetical protein FLJ13491 (FLJ13491), mRNA 


NM 024620 


Homo sapiens hypothetical protein FLJ12586 (FLJ12586), mRNA 


NM 024619 


Homo sapiens hypothetical protein FIJ12171 (FLJI2171), mRNA 


NM 024618 


Homo sapiens hypothetical protein FLJ21478 (FLJ21478), mKNA 


NM 024614 


Homo sapiens hypothetical protein FU13197 (FLJ13197), mKNA 


NM 024612 


Homo sapiens hypothetical protein FLJ22060 (FLJ22060), mKNA 


NM 024608 


Homo sapiens hypothetical protein FLJ22402 (FLJ22402), mRNA 
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lSXYi_\)ZHO\J / 


xioirio sa.pidi5 proLciii pnospxi<iid.ac i^ rcguKiiuiji' ^iiiiiiLiiLUi^ ouuiuiii jj-> 

rPPPl'R'^R'i mRTsJA 
yI:±jrLJ\.DJL}j, liUVlNjrv 


KIM OOAf^Cid 


FTnTno <ianiPTi<? Vivnnthpfiral nrotein FT J21908 CF'LJ2190^^ mRNA 




Mnmn Q?*r»ipTi<: hvnntlif='tif fil nrntein FT Tl 1 SRR CFl Tl 1 SRR^ ml^NA 




TTomo Qfinipn*; hvnothetical rirotein FT T22'^41 fFT.T22541^ mRNA 


i.N iVl \/Z.*T J o 


TTrnnrk cnnimc VivnAtTiptipnl nrntpin FT Till S4 HPT Tl "^1 S4^ m'R'MA 


"MM 094S07 


TTnmn cariiPtiQ Vivnntliptipal -nrntein FT T19fi4Q fFT Tl 964Q^ mRTsTA 


iNiVi yjz^HDyo 


T4r»mrk cQr\iF»nc Vi \mr\ tVipfirQl T»rrktf»in FT T19S47 rpT Tl 9R47^ mPMA 
xlUIIlO bapiCnb liypUUlCUt/ai prUlClll PJUJ iZOt/ ^J^ijJ iZO'+/ )^ IlllViN/^ 


TsJM 0921^0/1 
iNiVi yjjCH^yH 


T^nmn c^^r^ipnc Vi \n-»n tin pfi ml nrntpin FT T19R0Q TFT Tl 9R00^ mT?"MA 


TsTIVyf nOA^Q'^ 
INlVl UZ^Z)!7j 


xxoiiio Sapiciis nypotriciicai proicin ri^j i i / o / ^x^i-zj i i / o z^, iiiiSJ.N/T. 




XxUIUU adpiCIlo iiypC/LxlCllwd.i piUtClll J7 JU«I i J> J7«}Z ^irX^J U J>^Z^, lIiCviN/\ 


>JM n9J.SQn 


TTrtrnft Qanipnc fi-vmr^tTiptirfll nrntpin FT T9'^S4R rPT T9'^^4R^ mRMA 


IsJM" OJA^SIQ 

INlVi \JZ.HDoy 


TTnmrk c^jnipnc H\mr\tliptipiil nrntpin FT T99'^Rfi rFT T99'^R^^ mT^TvJA 


IN iVi. J O O 


TTnmn canipnQ hvnntTiptiral nrntpin FT T9'^SR4 ^'FT T9'^SR4^ mRlMA 


TsJA/T 094.^ 

INiVl UZp*t*?0 / 


TTomn canipnc Vivnntliptirjjl nrntpin FT T99'^*5'^ fFT T99'^S'^^ mRMA 




FTnmn Qflnipns: TivnntVjptiral nrntpin FT T9'^149 fFT T9'^149^ mT^TsTA 


MM" 094^89 


XJ/-\rn cc»T\if»nc Vi'\rr^ntVi^tir»cjl nmtp»iTi T7T T9'^0^^^ i^T T9'^0^/^ i nnT?^rA 
xlvJIIlD ^dpiCIlo Iiy pOLllCllL'd.l piUlCili r JuJ ji^D\JJ\J yiT jLjJ Z^D\J^\JJy IILIVLN/^ 


TsTNA 094^81 
iNiVl. XJAH^DoL 


TTnmn co-niRnc Vi\mr»tVif»tir»5»l nrntpin FT Tl '^Q49 ^FT Tl '^049^ ml? MA 

xxoiiiu od.picno nypoLiiCLiLai pruLcin r^i^Ji^-^^z ^Pi^j l jyHrz^jy iruxiN-rt. 


iNivi yj^HD 1 y 


TTr»TYirk cc»T>i^-nc Vi\n-irkfTiP»fii^Ql nrnff^irt T7T T9'^991 rPTT T9'^991^ mPMA 

xxOiiiu sapiciib nypoLiicut/ai proicin irx^jz^zzi v^jrx^jz^zzi iiiiviN/\ 


KXM n94*;7R 

iNiVl \jJ.HD / o 


TTr*mr» OQ-r*ip»ric; 'h-\mnfT»<atir»cil r\rr^tf»i-n T7T T997nO /'FT T997nQ^ mT?MA 


TsJM A94^77 


TTnmn canipnc V»\mntViptipcil nrntpin FT Tl "^/^H^ rFT Tl'^^nO^^ mPMA 


■KTM n94<i7^^ 


TTnmn canipnc Twrintliptinnl nrntpin FT T9in70 TFT T9 1 070"^ m"RMA 


"NTM" n94S7S 


FTnmn ci»nif*nc ln\mntViPtir»Ql nrntpin FT T9'^4^7 /'FT T9'^4/^7^ ml?MA 


"KTM" 094^74 


TTnmn cnnipnc Vi\/nntViPtip5»l nrntpin FT T9'^1Q1 fPl T9'^1Q1^ mT?MA 


■MAif 094*17'^ 


TTnmn cciniianc li^mntViptipnl nrntpin FT Tl 9010 ^FT T1 9Q1 0^ ml? MA 


"MIVT 094^79 


MrM-r»ri CQ-rtiiaTic l-i-\rT-kr»tVip»'hr''il -rn-rkt^^in "PT Tl 9^Q1 /HPT T19^01'\ -rr»T?MA 

xxOTiiL) odpicnc) iiypoincLiL/ai proicin rs^j izui'i ^Pi^j iz,Kjyi iiiivLN/iL 


"MTV/f n9A^/^Q 
iNlVi yJ^^DOy 


TTi-\n'»i^ oo-r\ip«Tic> ViTrT~krfctl>^»tir*al T«-rkt/=>ir> PT T9 1 047 /HPT T9 1 Oid7^ mTJXTA 

xxorno Sapiens nypoinciicai proiein pljziuh-/ yrL^Jz LyjH / ), niiNj.N/\ 


iNiVi UZ-^^O / 


xiomo c>d.picnb nypoLneucdi protein Pi^jzioio ^Fi^jzioioy, ini\jLN/\ 


iN iVi UZ^ D 0*+ 


xioTno sapiens nypotnencai proLein ri^j 1 1 / 13 ^ri^j 1 1 / i j^, irijtsj.N/\ 


IN ivi UZ*+ J O J 


rxomo sapiens nypotneiicai proxein vjuj lhuoh^ ^fjuj i*+u%5^^, iiiivln/\ 


IN iVi \JZ*rD D 


TTrtTno ca-r»i<a«-ic; V^^/T^r^+Vl/»tir'ol nmfi^i-n T7T T91Q#^'^ /"PT T910^'^^ mT?MA 

xioiiio Sapiens nypoinciit/ai protein x^i^jzij^oj \r juiJ ^ lyxjj iTLtviN/\ 


IN iVi UZ*+ DDo 


TTr\mr* c cjf»i P»n e ViA7T^rA+-Vi^»tir«ol i-\mt^»ir» TTT Tl "^070 /ThT Tl '^Q70^ mT?MA 

riomo sapiens nypotneLicai proiem Jri^j i jyzo ^^r'l-rj i ji/zu^, nix\j.N/\ 


Xnv/T 094^^7 


TTnmn cnnipnc Vt\/nntViptip5»l nrntpin FT Tl 1 f\C\Sl TFT Tl 1 f\OR"\ mlJMA 
xxoiiio oapicns nypoLncLit'ai proLciii ri^j i looo y^n-^j i iooo^j iiiRj.Ny-\. 


TsJlVyf 094^^4 

IN XVi vZH «3 J H" 


TTnmn cnnipnc li\/nntTiptip5il nrntpin FT Tl 141*^ TFT Tl 1 41 '^^ mPMA 
Xxoixiu bdpiciio iiypoiiiciicai proicin jtjuj i i^io ^px^j i lh-ld jiimsjl\x\ 


"MM n94S4R 


TTnmn cnnipnc "hvnntViptirfil nrntpin FT T9'^047 fFT T9'^047^ mRMA 


XTM" 094^4^; 

iNiVi UZ*T->H-' 


PTnmn coni*»nc Vi-v/nntln^^tinal nrnt^ain T?T Tl 97^1 rPT T197^1^ mUMA 

xiomo odpicnb nypoLnciiL>d.i proicm x7i-«j iz /oi \^Pi-«j iz / oij, iiuvin/y 


TOTVif 094 S44 

iNiVi v/ZH^*T*T 


TTnmn ccinipnc ViAmntViptipal nrntpin FT T19R7^ ^FT Tl 9557^^ mT?MA 
xxOXliO SapiCIio liypOLXlClll^al prOlClil Irl^J iZO / J ^JTi^J iZO / IIlJXiNjrV 


>JM 094S41 


T-Tnmn cnnipnc Irvn^ntViptipnl nrntpin FT Tl '^l 14 rFT Tl '^l 14^ mT^MA 

XxOlXlO odpiCllo liypOLIlCLlL'al piOlClIi J/i^J L D 1. LH JL/J i -> i i"/> IxilViNy^ 


iN iVi UZH-^ J5 !7 


TT^nmn cii-ni^a-no Vt^7nntl^#>tir^ol n-rr»t^»in T^T T9'^^l/^ rPT T9'^^l f\\ mT?MA 

noiiio Sapiens nypoLncucdi protein r lO \r i^j^j d 10)^ iiiivln/\ 


"MA/f 094^*^7 

iNiVi VZ*+^J> / 


TTnmn cnnipnc Vi\/nntTif»tif*nl nrntpin FT Tl 91 IS /^FT Tl 91 1 mT?MA 

XXOIIIO bdpiciis nypoinciiudi proiciii ri^j lz.x. lo ^px^j xjll loj^ iiixsj.N/\ 


IN iVi l/Z*+ J) ^ O 


TTnmn conionc Viimnt1-iiatir»al nrntpin PT T99/^7R /"ThT T99#^755^ ml? MA 

xxoiiio sdpicns nypoLncLicdi protein Pi^jzzo/o v^irijjzzo /o^, iiunj.n/\ 


IN iVi V/^H- J J ^ 


TTnmn cnnipnc TiAmntViptiml nrntpin FT T99091 /'FT T99091^ mRMA 

±x\Jl.l.l\J od|JiCiIo IXy pOLIICllL/di piOlCill xTx^J^^yj^x \± JUiJ X Jy IlixVLNxA. 


IN iVi VZH- .J -> 


TTnmn cnni^>nc Vii/r^ntl-iptir^nl -nrnt/^in PT T991/^7 IT*! T991/^7^ mPMA 

xioixio sdpiciis nypoLiiciiC'di protein pi^jzz io/ ^irj_«j^^io/ iiixviN/\ 


INiVl VZ*+«? J i 


TTnmn cnnipnc TiT/nnfViptirnl nrntpin FT Tl 1 R^f\ CPJ Tl 1 RS^^ mRMA 
xxoiiio odpiciio xiypoLiiciit/di proLCiii rjLiJ i lo^o i xo^o^, ixiXviNx^ 


IN IVi \JZ,'-r JJKJ 


TTnmn cnnipnc TrvmntViptipnl nrntpin FT T9'^'^0f> TFT T9'^'^0/^^ mRMA 


NM 024528 


Homo saniens hvnothetical nrotein FLJ22626 fFLJ22626^ niRNA 


NM 024527 


Homo sapiens hypothetical protein FLJ11743 (FLJl 1743), mRNA 


NM 024525 


Homo sapiens hypothetical protein FLJ22584 (FLJ22584), mRNA 


NM 024524 


Homo sapiens hypothetical protein FLJ20986 (FLJ20986), mRNA 


NM 024521 


Homo sapiens hypothetical protein FLJ21459 (FLJ21459), mRNA 


NM 024520 


Homo sapiens hypothetical protein FIJ22555 (FLJ22555)5 mRNA 
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NM 024519 


Homo sapiens hypothetical protein FLJ1372D (i^LJ 13 /zDj, mKJN/\ 


NM 024509 


Homo sapiens hypothetical protein MGCZodo (MUUZoDOj, m^JN/v 


NM 024506 


Homo sapiens hypothetical protein MGC10771 (MGC10771), mRNA 


NM_022893 


Homo sapiens B-cell CLL/lymphoma 1 1 A (zinc imger protemj ^ts^i-i i a;, 
mRNA 


NM 015113 


Homo sapiens KIAA0399 protein (KIAA0399), mlCJNA 


NM_0 15545 


Homo sapiens KIAA0632 protein (KIAA0o32), mKJNA 


NM_020299 


Homo sapiens aldo-keto reductase family 1, member B lU (aioose reauciase; 
(AKRIB 10), niRNA 


NM 003308 


Homo sapiens testis specific protein, Y-linKed (IbrY), mKJNA 


NM 024339 


Homo sapiens hypothetical protein MCjC2o5!) tMuCzoD^}, niKJNA 


NM 024334 


Homo sapiens hypothetical protein MuC322/ tMCjrC3zzz;, mKJNA 


NM 024328 


Homo sapiens hypothetical protem MCjCzodz (MCjCzodz), rmsJN a 


NM 024327 


Homo sapiens hypothetical protein MCjL.z^Uo (^MoCZduo mKJNA 


NM 024323 


Homo sapiens hypothetical protein MCjCI IZ / 1 (^MoCl iz / i>, rtiKiSA 


NM 024322 


Homo sapiens h3q3othetical protem MOUl IZoo ^JvlLrt^i izooj, mKJNA 


NM 024320 


Homo sapiens hypothetical protem MGCl 1242 (MCrCl lz4Z), mKJNA 


NM 024319 


Homo sapiens hypothetical protem MuC4174 (M<jrL.41 /4), mKJNA 


NM 024314 


Homo sapiens hypothetical protem MGC4294 (MCjC4zy4), mKJNA 


NM 024313 


Homo sapiens hypothetical protein MGC373 1 (MCjC373 1 ), mKJNA 


NM 024310 


Homo sapiens hypothetical protein MCjC409U (]vLuC4uyu ), mKJNA 


NM 024303 


Homo sapiens hypothetical protein MCjC41ol (MUi^4lol;, mKJNA 


NM 024297 


Homo sapiens hypothetical protein MCjCzy41 tMoCzy4i;, hikina 


NM 024293 


Homo sapiens hypothetical protem MCjC303!> tMOU3U33j, mKJNA 


NM 023003 


Homo sapiens transmembrane 6 superiamily member i (^i JVio2>r ij, misJNA 


NM 015254 


Homo sapiens kmesm family member 1313 (KJr 1315), mKJNA 


NM 015127 


Homo sapiens Mid- 1 -related chlonde channel i (isJAAU/oi j, mKJNA 


NM 024033 


Homo sapiens hypothetical protein MCjCoZ4Z (JYloL.:) z^Zj, mKJNA 


NM 024122 


Homo sapiens hypothetical protem MCjC452d (MoC45Zd mKJNA 


NM 024121 


Homo sapiens hypothetical protein rLJZOy /y (rUZUy/y), hikjna 


NM 024119 


Homo sapiens hypothetical protem FLJl 1354 (FLJ 1 1354), mKJNA 


NM 024117 


Homo sapiens hypothetical protem MCjCz/4d IJVHjCZ/4:>), mKJNA 


NM 024115 


Homo sapiens hypothetical protein MCjC43Uy (MvjLx43Uy), mKJNA 


NM 024111 


Homo sapiens hypothetical protein MOC4504 (MoC4:)U4), mKJNA 


NM 024109 


Homo sapiens hypothetical protein MCjCzod4 (JVICjCZod^), itlkin a 


NM 024108 


TT 1 xj _i _x_j A >r/^i^'^^CA /TV >r/^ /~^0 /C ^ A'X Tv^'D'MA 

Homo sapiens hypothetical protein MCjC265U (MCjCZo:)U), mKJNA 


NM 024107 


TT • T xl x_! 1 X • "K JT/^'/^T 1 /TV >l"/~^/^'2 1 OIX •^v^'DlVTA 

Homo sapiens hypothetical protem MGC3123 (MCjC3 iZ3), mKJNA 


NM 024106 


Homo sapiens hypothetical protem MGC2663 (MOCzooi), mKJNA 


NM 024104 


TT 1 x1__xl-^^1 >^x^-^ TV vT/^/^TT/n /A A/^/^0'7/l'7\ ttiTJ'MA 

Homo sapiens hypothetical protem MCjCz/4/ (Mucz /^/), itlkjna 


NM 024102 


Homo sapiens hypothetical protein MGC2722 (MCjCZ /zz), mKJNA 


NM 024097 


Homo sapiens hypothetical protein MCjCy55 (MCjCyD j), mKJN a 


NM 024094 


Homo sapiens hypothetical protein MCjC55Z6 (JVLui-^Di^zoj, mKJNA 


NM 024093 


Homo sapiens hypothetical protem MCjC55Uy (JVluL^Djuy), mKJNA 


NM 024090 


Homo sapiens hypothetical protein M(jC54b / (i^Uii), iukjna 


NM 024086 


TT * - 'u.^^xi ^x:^^i — ^^x«^^ Ayr/~*/~''2lOA /'A/f/^^^'^'^'7Q^ m'PXTA 

Homo sapiens hypothetical protein MuC33Zy {^mLs^Jo^y), hikjna 


NM 024085 


TT • "L xt_ xJ 1 ^x^*— . T7T T00 1/CA /TjT TOO 1 tv»1?1vTA 

Homo sapiens hypothetical protein FLJ221o9 (rJUZZioy), mKJNA 


"KTA/l f\^Af\Qf\ 
JNJVl UZhUoU 


xjfXTY\n caniP'Tic VivnAtViptirfll nrAtein MGC2849 rMGC2849\ mRNA 


NM 024076 


Homo sapiens hypothetical protein MGC2628 (MGC2628), mRNA 


NM 024074 


Homo sapiens hypothetical protein MGC3169 GV1GC3169), mRNA 


NM 024071 


Homo sapiens hypothetical protein MGC2550 (MGC2550), mRNA 


NM 024070 


Homo sapiens hypothetical protein MGC2463 (MGC2463), mRNA 


NM 024069 


Homo sapiens hypothetical protein MGC2749 (MGC2749), mRNA 
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NM 024068 


Homo sapiens nypotnetical protein Mijruz /d i ^^ivlo^^z / j ij, mjt\i\/v 


iSIM 024065 


xiomo sapiens nypotnetical protein JViiaL^juoz ^ivjlol-^ouoz^, niKjLN/\ 


JNJVI 024061 


rlonio sapiens nypotnetical protein ivivj^^j^zi sjyiKJK^jj^ij^ nij\jN/\ 


TVTTVyT AO /I A CO 
JNM 024030 


rlonio sapiens nypotnetical protein Mvjl^j ^vnjri^DJi^u^, itlkin/v 


JNM 024057 


jlomo sapiens iiypotneticai protein jvivjv^jDoD ^ivivjrL^DDoj ), nu\j.\/\ 


NM 024053 


Homo sapiens nypotnetical protein MLrCboi (^iviov^ooi nituNA 


NM 024050 


Homo sapiens nypotnetical protein MvjC25y4 {Ni\j\^ZDy^), itikjna 


NM 024049 


Homo sapiens nypotnetical protein MCjU55o6 (MCjC5566)5 mKNA 


NM 024048 


Homo sapiens nypotnetical protein mvj03U20 (MLtL^juzO;, niKJNA 


XTX>1 AO /I A /I 

NM 024046 


Homo sapiens nypotnetical protein iylvjv^o^u / (^iviov^oH-u / j, nuxXNA 


XTTV vf AO /I A /I C 

NM 024045 


Homo sapiens nucleolar protein kjUZ {KjUZ}^ nuciNA 


XTTV VT AO/lA/11 

NM 024041 


Homo sapiens nypotnetical protein mijv^j loU ^mol^j louj, mKJNA 


XTTVyf AO /I AO A 

NM 024039 


Homo sapiens nypotnetical protein js/ikjk^z^oo ^^ivivji^z^oo^, rnivrN/v 


NM 024038 


Homo sapiens hypothetical protein MGC2803 (MGC2803), mRNA 


NM 024037 


TT ' — t - - -^t- TV yf/^ /^O ^ AO /TV /~^0 ^ AO \ — «jkT5XT A 

Homo sapiens hypothetical protein MOC2603 (M(jrC2603), niKNA 


NM 024032 


Homo sapiens hypothetical protein MGC3130 (MGC3130), mKNA 


NM 024031 


Homo sapiens hypothetical protein MGC3121 (MGC3121), mRNA 


NM 024028 


Homo sapiens hypothetical protein MGC3265 (MGC3265)5 mRNA 


NM_024027 


Homo sapiens hypothetical protem MGC3279 similar to collectins (MGC3279), 

T»XT A 

mRNA 


XTTV if rVO A AO C 

NM 024025 


Homo sapiens hypothetical protein MGUl 136 (MLrUl 136), mKJNA 


XTTV /T no /I /\rv/r 

NM 024006 


Homo sapiens hypothetical protein lMAvjJb34DjzUU tJJVlAoii34j5/UUj, mKJNA 


XTTV if A 1 C ^ CO 

NM 015653 


TLT^.^^ r^^-^Xr^^r^ T^XTTT'DCiC/ITjAC/l/C /'T^V"C"7'DC/^/CT7AC/l/C\ -mOXTA 

Homo sapiens L)lsJr'Zr56or0546 protein tJJrLrZl:'3o6r054OJ, mKJNA 


NM 015147 


Homo sapiens KIAA0582 protein (KIAA0582), mRNA 


NM 016481 


Homo sapiens hypothetical protein (HSPC219), mRNA 


NM 023940 


Homo sapiens hypothetical protein MGC2827 (MGC2827), mRNA 


NM 023938 


Homo sapiens hypothetical protem MGC2742 (MGC2742), mRNA 


NM 023931 


Homo sapiens hypothetical protein MGC2474 (MGC2474), mRNA 


NM_015517 


Homo sapiens MBD2 (methyl-CpG-binding protein)-interacting zinc finger 
protein (MIZF), mRNA 


NM 015540 


Homo sapiens DKFZP727M1 1 1 protem (DKFZP727M1 1 1), mRNA 


NM 015043 


TT * T>rT A A f\/'^y J. ' rXP'y A A /^Z'^TZTX — T^XT A 

Homo sapiens KIAA0676 protem (KIAA0676), mRNA 


NM 023934 


Homo sapiens hypothetical protem MOC2495 (MGC2495), mRNA 


NM_023928 


Homo sapiens hypothetical protein FLJ12389 similar to acetoacetyl-CoA 
synthetase (FLJ12389), mRNA 


NM 023926 


XT 1 A* T^T T "t rt /\ ^ /T^T T O /\ ^ X T* "VTA 

Homo sapiens hypothetical protein FLJ12895 (FLJ12895), mRNA 


NM 023924 


TT 1 J.* T^T T 1 **» >l il 1 fX^T T •! ^ >l jl 1 \ X^ X T A 

Homo sapiens hypothetical protein FLJ13441 (FLJ13441), mRNA 


NM 020239 


TT • 11 j_ * 1 ^ J >1 ^OT>X^y^1\ T^XTA 

Homo sapiens small protem effector 1 of Cdc42 (SPECl), mRNA 


NM_0 12069 


Homo sapiens ATPase, (Na+)/K+ transporting, beta 4 polypeptide (ATP1B4), 

— ^T> XT A 

mRNA 


XTAvf AOQI 10 

NM 023 112 


TT 1 - 1 -—^.-v+j!* "CT TO 1 A 1 /TDT TO 1 AT /C\ . . . T> XT A 

Homo sapiens hypothetical protein J:'LJ2iyi6 (rL^J2iy 16), mKNA 


XTTV yf A 1 C O O /I 

NM 015324 


TT^«— ^ - « T/^T A A A /I A A -M-^^ 4- A •^■•^ /T>^TA AA/1AA\ . u tT> XT A 

Homo sapiens K1AA0409 protein (K1AA0409), mKNA 


XTTVVr AO'5A'7Q 

NM 023U/y 


Homo sapiens nypotnetical protein rLJijo55 tri^Ji3o55j, mKiNA 


XTTV Jf A0 1 fVTl 

NM 0230/ / 


Homo sapiens hypothetical protein rLJ 12439 (rJLJ 12439), mKNA 


NM 023075 


Homo sapiens hypothetical protein FLJ11585 (FLJl 1585), mRNA 


XIX AOOAOyl 

NM 023074 


TT_ T j-i _ — .-»^4-^i«-» T7T T 1 O^ yl A /T?T T 1 O y1 A\' —^TIXT A 

Homo sapiens h3^othetical protein 1*LJ 12644 (FLJ 12644), mRNA 


JNIVI VZjV/j 


Jtiomo sapiens nypotnetical protein ri-Jioz^ i ^^jtlj vd£d i ), nuxiNA 


NM 023071 


Homo sapiens hypothetical protein FLJ131 17 (FLJ13117), mRNA 


NM 012319 


Homo sapiens LIV-l protein, estrogen regulated (LIV-l), mRNA 


NM_023012 


Homo sapiens hypothetical protein FUl 1021 similar to splicing factor, 
arginine/serine-rich 4 (FLJ11021), mRNA 


NM 023008 


Homo sapiens hypothetical protein FLJ12949 (FLJ12949), mRNA 
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NM 023007 


Homo sapiens hypothetical protein ri^J i^-> a / lzd i mraNA 


NM 022918 


Homo sapiens hypothetical protem FLJ2ziU4 (tL.Jzziw), im<JNiV 


NM 022914 


Homo sapiens hypothetical protein 24432 (24432), mRNA 


NM 022912 


Homo sapiens hypothetical protein FLMM lU JLJ 13 1 lU), mKJNA 


NM 022907 


Homo sapiens hypothetical protein FlJ2iU53 (ti^jZ5VD5)^ mJfcCJNA 


NM 022905 


Homo sapiens hypothetical protein FLJ12572 (Jt^JLJ 12572), mKJNA 


NM 022901 


Homo sapiens hypothetical protem FLJ21302 (FLJ21302), mKNA 


NM_022898 


Homo sapiens B-cell CLL/lymphoma 1 IB (zinc finger protem) (BCLl IB), 
mRNA 


NM 022841 


Homo sapiens hypothetical protem FLJ 12994 {vLj I2yy4j, mKJNA 


NM 022840 


Homo sapiens hypothetical protein FLJ23017 (FLJ23017), mKJNA 


NM 022834 


Homo sapiens hypothetical protem FLJ22215 (rI.J2zzl5), mKJNA 


NM 022832 


Homo sapiens hypothetical protem FLJ 12552 (rl^J 12552), mKJNA 


NM 022827 


Homo sapiens hypothetical protein FLJ21347 (FLJ21347), mRNA 


NM 022826 


Homo sapiens axotrophin (AXOT), mRNA 


NM 022823 


Homo sapiens hypothetical protem FLJ22362 (FLJ22362), mRNA 


NM 022781 


Homo sapiens hypothetical protein FLJ21343 (FLJ21343), mRNA 


NM 022780 


Homo sapiens hypothetical protein FLJ13910 (FLJ13910), mRNA 


NM_022778 


Homo sapiens hypothetical protem DKFZp434L01 17 (DKFZP434L01 17), 
mRNA 


NM 022777 


TT 1 j^i A* 1 A ' T^T T1 At 1 ^ /T7T T1 /I 1 1 '7\ ■•^^^D'X.T A 

Homo sapiens hypothetical protein FLj141 17 (FLJ 141 17), mRNA 


NM 022771 


Homo sap^iens hypothetical protem FLJ 12055 (FLJ12U65), mKJNA 


NM 022770 


Homo sapiens hypothetical protein FLJ 139 12 (FLJ 13912), mKJNA 


NM 022769 


Homo sapiens hypothetical protem FLJ218o8 (FLJ21565), mKJNA 


NM 022767 


Homo sapiens hypothetical protein FLJ 12484 (FLJ 12454), mKJNA 


NM 022766 


Homo sapiens hypothetical protem PLJ23239 (FLJ23239), mKJNA 


NM 022763 


TT • 1_ a1- a*>^^1 ^^a^^^ "CT TT5 1AA /"CT TO'2'2QQ"\ ■t-v-iT> "KT A 

Homo sapiens hypothetical protem rLJ23399 (FLJ233yy), mKJNA 


NM 022762 


Homo sapiens hypothetical protein FLJ2231o (r LJ 223 lo), mKJNA 


NM 022759 


TT • 1 a1 A* 1 T7T TO! O/ZC /T7T TO 1 O^C^ tmT^'VTA 

Homo sapiens hypothetical protein FLJ21oo5 (FLJ21bo5), mKJNA 


NM 022754 


TT • 1- ^a1 A- 1 — ^A^i— T7T TIOOT/C /T?T T1 OCViCN tmT>'N.T A 

Homo sapiens hypothetical protein FLJ 12875 (FLJ 128 /o), mKJNA 


NM 022752 


Homo sapiens hypothetical protein JhLJ22U59 (J:*LJ22U5y), mKJNA 


NM 022751 


Homo sapiens hypothetical protem rLJ21olU (rLJ2lolU), mKJNA 


NM 022750 


Homo sapiens hypothetical protem FLJ22o93 (FLJ2z6y3), mKJNA 


NM 022747 


TT • 1_ A'U aJ ^1 ^A^^^ T7T TOO ceo /"XTT TOOeCC\ ■mT^'MA 

Homo sapiens hypothetical protein FLJ22558 (rLJ2z558), mKJNA 


NM 022744 


Homo sapiens hypothetical protein FLJ13868 (FLJ13868), mRNA 


NM 022743 


■WW t J ' T^T T<^ -1 /\ / 1 'T TO 1 /\ O /XX _ T> "K T A 

Homo sapiens hypothetical protein FLJ21080 (FLJ21080), mRNA 


NM 022741 


Homo sapiens hypothetical protein FLJ11850 (FLJ 11850), mRNA 


NM 022736 


Homo sapiens hypothetical protein FLJ14153 (FLJ14153), mRNA 


NM 022734 


Homo sapiens hypothetical protein FLJ20859 (FLJ20859), mRNA 


NM__022731 


Homo sapiens similar to rat nuclear ubiqmtous casem kinase 2 (NuCKb), 
mRNA 


NM 022727 


Homo sapiens Hpall tiny fragments locus 9C (HTF9C), mRNA 


NM_012197 


Homo sapiens rab6 GTPase activating protein (GAP and centrosome-associated) 
(GAPCENA), mRNA 


NM 015136 


Homo sapiens KIAA0246 protein (stabl), mRNA 


NM 022659 


Homo sapiens likely ortholog of mouse early B-cell factor 2 (FLJl 1500), mRNA 


NM_0Z2571 


rlomo sapiens putative leuKocyie piateiet-acnvd-img xdcior rcccpior 
(HUMNPnY20), mRNA 


NM_021024 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17-like 1 
(HMG17Ll),mRNA 


NM 019884 


Homo sapiens glycogen synthase kinase 3 alpha (GSK3A), mRNA 


NM 021034 


Homo sapiens interferon induced transmembrane protein 3 (1-8U) (IFITM3), 
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TTiRNA 




TTAmA QsnipnQ tViipuniTi 'nvTA'nliAQriliAliri'nncia 1 ^T'T^T^l'^ ml? "MA 

XXUillV^ OO-l^lwllo LlllClllillX |JjrlU|JIKJo|Jii\J|VillctoC 1 \ J.X.^.1 y, I1JJNJ.>I/^ 


NM 022495 


Homo sapiens hypothetical protein FLJ12799 (FLJ12799), mRNA 


TsTN/T 097404 


nomo bapicnb nypoLnencai protein Jri^jzii/OZ ^.rJLJziyDZjj nUvN/v 




xxomu bapicnb nypoLnencai protein r'l-rJiz/oo (^x^JliJ Iz/ocS^, mr\JN/\ 


"NA/T 0994RR 


xToino bapiens ry^D-z^o protein yrK^D'yo)^ itikjn/v 


NM 022480 


Homo sapiens hypothetical protein FLJ12587 (FLJ12587), mRNA 


TMlVr 099474 


Homo sapiens hypothetical protein FLJ126L5 similar to membrane protein, 
pd-iiiiiLuyidLeu D \i\Lt\\jKj]s. P^«^ suDiamiiy memoer j j ^^fLrJ izoi jj, mKJNA 


NM 022455 


Homo sapiens androgen receptor-associated coregulator 267 (ARA267), mRNA 


MK/T 0994S9 


nomo sapiens nypoineucai proiem x^i^j i loio (^rJ-fJ 1 Xoio), mxCJNA 


TsJTV/T 09944R 


xiomo sapiens nypomencai proiem rJLJziol / similar to Knoipz (rLJzloly), 


NM 099'^?'^ 


nuiiiu bcipiciib iiypomeiicai protein jtLJZZj id yr x^jzZj id)^ mJKJNA 


TSjVf 099^^70 


nomo sapiens nypomencai proiem ri^jziU44 similar to Kbigl ^rL»J 21044), 
mRNA 

li.JX\X^./0. 


IMM 099'^6R 


numo Sapiens pro] a i v.^ j/\i ), rntvLN/v 




nuiiiu bdpiciib nypotneiicai proiem ri-^JZ^ioZ ^^ri-Jzo lozj, mKJNA 


NM 099^^61 


nuintF bdpicnb popeye protein j \xKjrD)y miviNA 


NM_022360 


Homo sapiens human epididymis-specific 3 beta (HE3-BETA), mRNA 


TsTM 099'^49 


nomo sapiens Kinesm lamiiy memoer y (^JsJLryj, mKJNA. 


"MAjf 099*^79 


nomo sapiens o- proiem beta suDunit-liKe ((jrJbsLr), mKJN A 


M\/f 0991^52 


nomo sapiens rructosamme- J -Kinase (rJNiK), mKJN A 


XTN/T 099^^7 

XMIYJL \JZZ 1 J / 


Homo sapiens secreted modular calcium-binding protein 1 (SMOCl), mRNA 


"NTIVyT 0991 1 S 


xiomo sapiens cutaneous i -ceil lymptionia tumor antigen se7U-2 (St70-2), 
mRNA 


TsIK/r 0991 1 ^ 


nomo sapiens iiageiin-UKe i (^rioJNi^i^, mtUNA 


NM 09910"^ 


nomo sapiens nypoineucai zinc linger protein JrLJ l4Ui 1 (rL,j 1401 1), mKNA 


NM 099070 


numo sapiens nypoineiicai protein jtljzzUo/ (ri_,JzZUo /), mKJNA 


NM 022065 


Homo sapiens hypothetical protein FLJ21877 (FLJ21877), mRNA 


TVjA/f AO 1 Q7A 
xNlVl__UZ 1 / U 


Homo sapiens mitogen-activated protein kinase kinase 1 interacting protein 1 

^A/f AP9T<r ITPI^ mPtvTA 
\^iVl.^Vr ZIS- 1 Ix 1 ), niKlN/V 




l-T/x-rv*i-v c<«a-r%-i /a-n o Ti^T A A Q a m**^ ^ i i ^-t- /Ti^T A A /\ /I 1 /\\ Tt XT A 

nomo sapiens iviaau4JU gene product (rLlAAU4JU), mKNA 


iNlVX UZl-70i 


Homo sapiens pre-T/NK cell associated protein (1D12A), mRNA 


TnJA/T 090191 


Homo sapiens UDP-glucose ceramide glucosyltransferase-like 2 (UGCGL2), 

mPXTA 


NM 0066S3 


Homo sapiens human epididymis-specific 3 alpha (HE3 -ALPHA), mRNA 


NM 006077 

J-^XtX \J\/\J\J f 1 


nomo sapiens caicium Dinaing aiopy-reiatea autoantigen l ^i^oAKAl}, mRNA 


NM 091 0*^4 


nomo sapiens nypoineucai proiem rJLJ 1 1 / /j {^rL>j i 1 / mKJNA 


NM 0919'^'^ 


nomo sapiens nypoineucai proiem rjLJiZ43o (rJ-»J lz4Joj, niKJNA 


NM 021930 


Homo sapiens RadSO-interacting protein 1 (FLJl 1785), mRNA 


TsTM 09 1090 


Homo sapiens hypothetical protein FLJ21613 similar to rat corneal wound 
neaiing reiaiea protein (^ri-.JZioiJ j, mKJNA 


TSTK/T 007979 


nomo sapiens cnymo trypsin (^calaecnnj (CIKC), niKiNA 


TsJM 0049*^7 


Homo sapiens thyroid hormone receptor interactor 13 (TRIP 13), mRNA 


NM 00*^X40 


nomo sapiens succmate-coA ligase, CrUr-iormmg, alpha suoimit (SUCLGl), 
mRNA 


NM 021648 


Homo sapiens KIAA0721 protein (KIAA0721), mRNA 


NM 021831 


Homo sapiens hypothetical protein FLJ21839 (FLJ21839), mRNA 


NM 021827 


Homo sapiens hypothetical protein FLJ23514 (FLJ23514), mRNA 


NM 021195 


Homo sapiens claudin 6 (CLDN6), mRNA 


NM 018947 


Homo sapiens cytochrome c (HCS), mRNA 
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MM 021732 


Homo sapiens hypothetical protein PP5395 (PP5395), mRNA 


NM 021730 


Homo sapiens hypothetical protein PP1044 (PP1044), mRNA 


NM 021643 


Homo sapiens GS3955 protein (GS3955), mRNA 


NM 015180 


Homo sapiens synaptic nuclei expressed gene 2 (SYNE-2), mRNA 


NM 021633 


Homo sapiens kelch-like protein C3IP1 (C3IP1), mRNA 


NM_021629 


Homo sapiens guanine nucleotide binding protein beta subunit 4 (GNB4), 
mRNA 


NM 021627 


Homo sapiens sentrin-specific protease (SENP2), mRNA 


NM_021626 


Homo sapiens likely homolog of rat and mouse retinoid-inducible serine 
carboxypeptidase (RISC), mRNA 


NM_021622 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 1 (PLEKHAl), mRNA 


NM 012408 


Homo sapiens protein kinase C binding protein 1 (PRKCBPl), mRNA 


NM 021252 


Homo sapiens RAB18, member RAS oncogene family (RAB18), mRNA 


NM 020806 


Homo sapiens gephyrin (GPHN), mRNA 


NM 021258 


Homo sapiens interleukin 22 receptor (IL22R), mRNA 


NM_021235 


Homo sapiens epidermal growth factor receptor substrate EPS15R (EPS15R), 
mRNA 


NM 021204 


Homo sapiens E-1 enzyme (MAS A), mRNA 


NM 021191 


Homo sapiens neurogenic differentiation 4 (NEUROD4), mRNA 


NM 021178 


Homo sapiens enhancer of invasion 10 (HEIIO), mRNA 


NM_021127 


Homo sapiens phorbol-12-myristate-13-acetate-induced protein 1 (PMAIPl), 
mRNA 


NM_021114 


Homo sapiens serine protease inhibitor, Kazal type, 2 (acrosin-trypsin inhibitor) 

(SPINK2), mRNA 


NM 021103 


Homo sapiens thymosin, beta 10 (TMSBIO), mRNA 


NM_006435 


Homo sapiens interferon induced transmembrane protein 2 (1-8D) (IFITM2), 

mRNA 


NM 021073 


Homo sapiens bone morphogenetic protein 5 (BMP5), mRNA 


NM 003142 


Homo sapiens Sjogren syndrome antigen B (autoantigen La) (SSB), nnJRNA 


NM_003888 


Homo sapiens aldehyde dehydrogenase 1 family, member A2 (ALDHl A2), 

mRNA 


NM 013234 


Homo sapiens muscle specific gene (M9), mRNA 


NM 021067 


Homo sapiens KIAA0186 gene product (KIAA0186), mRNA 


NM 021020 


Homo sapiens leucine zipper, putative tumor suppressor 1 (LZTSl), mRNA 


NM 021025 


Homo sapiens homeo box 1 1-like 2 (HOXl 1L2), mRNA 


NM_021003 


Homo sapiens protein phosphatase 1 A (formerly 2C), magnesium-dependent, 
alpha isoform (PPMl A), mRNA 


NM 020674 


Homo sapiens cytochrome P450 monooxygenase (CYP-M), mRNA 


NM 019612 


Homo sapiens hypothetical protein R30953 1 (R30953 1), mRNA 


NM_020904 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 4 (PLEKHA4), mRNA 


NM 020686 


Homo sapiens NPD009 protein (NPD009), mRNA 


NM 020684 


Homo sapiens NPD007 protein (NPD007), mRNA 


NM 020683 


Homo sapiens AD026 protein (AJD026), mRNA 


NM 020679 


Homo sapiens AD023 protein (AD023), mRNA 


NM 020677 


Homo sapiens HSCARG protein (HSCARG), mRNA 


NM 020675 


Homo sapiens AD024 protein (AD024), mRNA 


NM 020673 


Homo sapiens RAB22A, member RAS oncogene family (RAB22A), mRNA 


NM 020660 


Homo sapiens connexin-36 (CX36), mRNA 


NM 019108 


Homo sapiens hypothetical protein FLJ12886 (FLJ12886), mRNA 


NM 018838 


Homo sapiens 13kDa differentiation-associated protein (DAP 13), mRNA 
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Wnmo ^cjiT^ipTiQ O'rklintli T^mtpin mRTNlA 

XXtJlllV' o£l|^i&iio gCXXCtLiX I^XI^l&XlX ^VJX )^ XILxVi^xX. 




T4nmn <5anieTi<; similar tn a^nartate Hpta hvdroxvlase ^ASPH^ C\ Or^S71 68^ 
ml^NA 




Wnmn ^aniens Hematonoietic PBX-interactinp t)rotein (TlPlP^ mRNA 




T-Tnrnn ^aniens etViannl amine Icina^e rKTCll"^ mRNA 

M.A.\Ji.M.l\J iDC<t|^XWA.IiJ WI.XAUHW1CX1XXXXAV/ XVXllMO\i/ ^JL>/X^>A X XAJJL^-L^x ^ 


NM 016326 


Homo sartiens chemolciiie-lilce factor 1 ^CKLFl^ niRNA 

XXvAXXv OM|^XWXXi^ v4.J.V>>XXXXyXVXXXW XXXVw XCX\/bVA X ^^^JLl^A^X X XM.MJ.^\^ i. 


NM 016951 


TTomo s aniens diemokitie-like factor 1 fCKLFl^ mRNA 


NM 020143 


Homo saniens Dutatative 28 kDa Drotein CLOC56902\ mRNA 


NM 020141 


Homo saniens orotein x 013 fAD-020'^ mRNA 


NM 020122 


Homo sapiens potassium channel modulatory factor (PCMF), mRNA 




Hnmn QanipnQ mitfipVinnrlnal pampr familv ■nrntpin TlK^r^FP^ mT^N^A 

XXLfiXlU OClL^X^iiO IIIX l-WW/llvyii\XX ICll ^dlXlwl XCUXXllV L/lV7LwXil \XVXV_'X X 1^ XXXXVX^.xm. 


NM 018R40 


T-Ir\mr\ caTiipnc TMifafiVR 1^ 5iT^*i— intpi"fif*fi'ncT "nTrvfpin rT?TP^ i tyiTJ'N^A 

XXVJXXlxJ oaJJXwXlO ]JU.UXLlVt^ XV<a.U«f llXt^luOLlllg |JH-^Lt'lXX y^XVXX XXXXNJ.N.rTi. 


NM 016303 


Homo sapiens pp21 homolog (LOC51 186), mRNA 


INiVX Vf i U JvU 


T-T/^Tvirk CQ'niP'nc ^*"\//^li/* A TV/TIP— TPonil5il"pri Tirw^cT^rirvT^Toi'PiTi 91 l^T^ f AUPP_91 i tyiTJMA 
xiumu oapicno t/yoilv/ -r\lVJLx -ICgUlcttCU. pilV^dpillJprUlClIl, Z»L KX-/ y^-fToSJ: x )^ IxirvL^JjrV 




xxomo Sapiens invciy urinuivig ui nujuoc ncai 0000 Jv pruicmy /vi isxjcl h 
^'T OPS 1 1 89^ mRNA 




T-foTTirfc CQT^II^'nC TIPlTmTISll TiTTfcfPlT* P9 tviT?"WA 
XXUiXXU ddJJXdia liCLilUXiClX ^JilM^tC^XXi ^XNX illiXl^XA. 


NM 005064 


H^OTinn cmriptiQ Qmall inHiifil>lp ovtnVitiP QnHfamilv A TPvq-Pvq'^ nnpml^PT 93 

XX\JXXX\^ OaL^ldid OXXICXXX X1XUU^1L/1& V/jr Iv^JvXXl^ OUL/XuiXXIJI J' ^Vw>J'o V^jro^j XXi&XlXUwX 

rSCYA93^ mRNA 


NM 013260 


Hnmn ^anipn^ tran^printional Tpcrnlatfir "nrofpin fHPNOP^ mRNA 

XX\JXX1\^ OdL^X^XiO LX OIXA^I X L/LX\_IX1C1X l.S^c^\Xl.CL\\JL LJXv/LwXXX ^XXV^X^VJX Jy XXXXVX^.Zx 


NM 090433 


Hnmn Qanien*; Vivnothptipal nrntpin T DPS?! S8 OPS 71 S8"^ mRNA 

XXUiXiVJ o£lJ|JXWXiO XXjr tXIWlriwdX ^XL/L^ill JLj\J\^J 1 L.Jij \^JLjK^\^>J / LJiJjy XXXXvX^Xk. 


NM 090410 


Hnmn QarvipriQ PrirT-l S9 nrf\tpin ^PrrT-l S9^ mRTCA 


TSFM 090401 


T-Tr^m/^ ccjT^iPnc Tmr*lf*5»T T>r\i"p PrtTYmlpY TiTotpin fMTTPI 07^ TnT^^TA 
XxLHIHJ odpiCllb IlUC'ICdl pUlC I^UlXipiCA pKJLClIX \^iNUX l\J / Jy XIJxViN/-\. 


NM 090400 


T-TrkTn*A oc»T^iP»Tic T%T'rfAtPi"r»^r»i^iir%l P/^ T*PPPT\iTH" Q9 /^^T-T^T?Q9^ mTJ^IA 

xxuixiu oapicn2» vj prvncin-vou-picu. icucpiux \\jsri\s/z*)y rLUXisix 


NM 0903Q7 

XNi.VX 1 


xxl^ixxU oapiciia v^ctllllVX'XlJvc px\/lCiXl JUllaov ^JL»\-/V-»J / 1 i-Ojf ixxxVl^/^ 


NM 0903RR 


Horn A QanipriQ PATV-1 S nrntpin ^'P ATV-1 mRNA 


NM 090386 


Hnmn '^anien'? HR AS-lilce mmnre«;<;nr f'HR AST mRNA 

XX^JXIIV^ C>dJ,^X&XiO XXXVxjk.O XXiV& oU|J^X&OOV^X yXXJ\,X*~iJX^\J XXXx\X^x^ 


NM 020361 


Homo ^jflTiien^ carhn'JcvnP'ntiHa^e nreciir*5or ^PRAHT^ mRN^A 

XX\JXM.i\I OdfJXwtXLO wdX L^V^jr ^w|JUUCOW U ^Xv/V/UXOK^X ^V^X .T^JLXJ^ XXXXXJL^X^ 


NM 020357 


Hrvmn ^sanipti^ PT^-SnT-nnntairiiTicir riiifilpaT "nrntpiri rnonn^ mRNA 

XXwillW OCl|^X^Xlo X X_^0 X wv^iltdilXlXlg XtUV'iwdX I^XV^LWXXX y^^J^HYJJy XXXXVX^Xk. 


NM 020345 


Homn <5ampn^ T-lcaT^T^a-T^-mtpractiriD' Ra^-liWp ■nrntpm 1 /TCRRASl^ mRNfA 

XX\JXXx\J OdJL/l^liO X rk-CLLJlJCL XXXIrWX dV LXIX^ XVdO XXiVw L^XV^L^XIX X I X^VX-/XVx^O X IXXXVX^.^^ 


NM 020360 


Homo QflniPTiQ nlio^nlioliniH QpramH1a<5p 3 ^RT SPR3^ mPN^A 

XXV^XJIX^^ Od^X^iiO |^XXl^d|^iXVdfXX^XU OwXdXXXUXddW' J \X. X^OX^Xv.^ IXXXVX^x^ 


NM 090348 


Homo Qanipn^: pvplin 1VT1 rPNNA/fl^ mRNA 

XXvlXiXI^ dd^l&ilO V/jr^XXXX XVX X \^V^X^X>(XVX X IXXXvXNXv 


NM 000888 


H^OTTio caTkiPTiQ mtpcmn VkPta f\ (\~VCWK(\\ TnTJ^TA 

XXUXXXV^ OdLfX&XXO IXXL^gX XXX^ i^&Ld U ^X X \^XJ\J XlXLVXNx^ 


NM 020181 

X^XVX \J^\J X.\J X 


Homo QamPTiQ mvplin nrotpolioiH ■nrotPin-HVp ■nrotpin ^PT RT ^ mRNA 

XXvPXXXVJ Odji^X&XXO XXXjr^lXlX J^X VV tV/V/XX|Jl VX |JX ULWlXX~XXAk.V ^XUlWXXX \^XX_rXX^y9 XIXIXX^X^ 


NM 090144 


Homo ^anipn^ nolv^ A^ nolvmpra^p Hpta ^^tpQtiQ ^npfifip^ rPAROT R^ mRNfA 

xxwxxxv^ odj^xvixo ^\jxy\jr\,j jjwx^yxxxW'Xdo^ ur^id \^i^olxo d^/wV>AXiw^ ^x xaxr xxxivx^xjk. 


NM 020209 


Homo <;anien«? Nit nrofpin 9 rNTT9'^ mRNA 

XXvlXXV,/ OdJI^lV^llO X^XX ^XVJl&iXX ^ ^X^XX^^y XiXX\J.>i^ 


NM 020250 


Homo sapiens MOST2 protein (MOST2), mRNA 


NM 0202"? 7 


Homo qanien«; MOS5T-1 nrotpin flVfOST-l^ mRNA 

jrxvjxxx^j adiJXbxio xvx\_/o x-x |Jxvjlwxxx ^xvxvyo x ~ x ixunjl^xTl 


NM 020234 


Homo sapiens x 009 protein (MDS009), mRNA 


NM 090198 

IN xVx yj^yj 1 ^ o 


xiomo ddpiciib xiui^icax pruLcm CiOUDie minuic i ^iviJL'xvii ^, mi\j.Nrv 


NM 090160 


JIUIIWJ ocipiCXlo IdLCAlIl pxOtCin ^l-#-AJ.N^j HxISJ.N/\ 


TJA/T 0901 '^'^ 
iNxYl__U^U to J 


xiomo sapiens lysopnospnaiiaic aciu acyiiransierase--acxia \^i^x^/\/\.x-oeiia^j 

mRlsJA 


TJM 090941 


xioniu odpiciiij ^cxixd uomdinj LrdnorncinDrdiic uuixidin ^iivx^, anu cyLopxasmiC/ 
domain r^emanhorin^ 6H ASPMAfiR"^ mRNA 

ui^xxxdxxxj y^o^iiia.|^iiwx iix^ \jx^ ^ox^xvxjx\JX-?yj ixxxvx^xi. 


NM 020163 


Homo ^aniens semanViorin Qpm9 (\ OPS6Q90^ mRNA 

XXvfliXVJ Odj-rXVXlO t^VrXlXdl^XlVX XXX Ot^XXX^ \JL^\^\^.J\J^ IXXXXX^xTw 


NM 020199 


Homo sapiens HTGN29 protein (HTGN29), liiRNA 


NM 020197 


Homo sapiens HSKM-B protein (HSKM-B), mRNA 


NM 020200 


Homo sapiens HHGP protein (HHGP), mRNA 


NM 020195 


Homo sapiens HCDI protein (HCDI), mRNA 


NM 020198 


Homo sapiens GKOOl protein (GKOOl), mRNA 


NM 020117 


Homo sapiens hypothetical protein FLJ10595 (FLJ10595), mRNA 
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MM 020119 


Homo sapiens hypothetical protein FLB6421 (FLB6421), mKNA 


1SIM_020162 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 33 (DDX33), 
mRNA 


NM_020215 


Homo sapiens hypothetical protein DKFZp761F2014 (DKFZp761F2014), 
mRNA 


NM 020221 


Homo sapiens hypothetical protein DKFZp547I224 (DKFZp547I224), mRNA 


NM 020217 


Homo sapiens hypothetical protein DKFZp547I014 (DKFZp547I014), mRNA 


NM 020161 


Homo sapiens hypothetical protein DKFZp547H025 (DKFZp547H025), mRNA 


NM 020186 


Homo sapiens DCl 1 protein (DCl 1), mRNA 


NM_020205 


Homo sapiens cellular zinc finger anti-NF-kappaB Cezanne (CEZANNE), 
mRNA 


NM_0 19887 


Homo sapiens second mitochondria-derived activator of caspase (SMAC), 
mRNA 


NM_019892 


Homo sapiens phosphatidylinositol (4,5) bisphosphate 5 -phosphatase homolog; 
phosphatidylinositol polyphosphate 5-phosphatase type IV (PPI5PIV), mRNA 


NM_0 19885 


Homo sapiens cytochrome P450 retinoid metabolizing protein (P450RAI-2), 
mRNA 


NM_0 19845 


Homo sapiens candidate mediator of the p5 3 -dependent G2 arrest (REPRIMO), 
mRNA 


NM 019853 


Homo sapiens protein phosphatase 4 regulatory subunit 2 (PPP4R2), mRNA 


NM 013301 


Homo sapiens protein predicted by clone 23882 (HSU79303), mRNA 


NM 013300 


Homo sapiens protein predicted by clone 23733 (HSU79274), mRNA 


NM 013296 


Homo sapiens LGN protein (HSU54999), mRNA 


NM 013293 


Homo sapiens transformer-2 alpha (htra-2 alpha) (HSU53209), mRNA 


NM 013310 


Homo sapiens hypothetical protein (AF038169), mRNA 


NM 018975 


Homo sapiens TRF2 -interacting telomeric RAPl protein (RAPl), mRNA 


NM 019082 


Homo sapiens putative nucleolar RNA helicase (NOH61), mRNA 


NM 019020 


Homo sapiens hypothetical protein (FLJ20748), mRNA 


NM 019058 


Homo sapiens HIF-1 responsive RTP801 (FLJ20500), mRNA 


NM 019056 


Homo sapiens neuronal protein 17.3 (P173), mRNA 


NM 019042 


Homo sapiens hypothetical protein (FLJ20485), mRNA 


NM_0 19061 


Homo sapiens phosphatidylinositol-3 phosphate 3 -phosphatase adaptor subunit 
(3-PAP), mRNA 


NM 018986 


Homo sapiens hypothetical protein (FLJ20356), mRNA 


NM_019034 


Homo sapiens ras homolog gene family, member F (in filopodia) (ARHF), 
mRNA 


NM 019062 


Homo sapiens hypothetical protein (FLJ20225), mRNA 


NM 019038 


Homo sapiens hypotfietical protein (FLJl 1045), mRNA 


NM 019044 


Homo sapiens hypothetical protein (FLJ10996), mRNA 


NM_018180 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 32 (DDX32), 
mRNA 


NM_0 19028 


Homo sapiens hypothetical protein sinmlar to ankyrin repeat-containing priotein 
AKRl (FLJ10852), mRNA 


NM_019014 


Homo sapiens similar to DNA-directed RNA polymerase I (135 kOa) (Rpol-2), 
mRNA 


NM 019023 


Homo sapiens hypothetical protein (FLJl 0640), mRNA 


NM 018162 


Homo sapiens hypothetical protein FLJ10633 (FLJl 0633), mRNA 


NM 019067 


Homo sapiens hypothetical protein (FLJ10613), mRNA 


NM 019057 


Homo sapiens hypothetical protein (FLJl 0404), mRNA 


NM 018846 


Homo sapiens SBBI26 protein (SBBI26), mRNA 


NM 016483 


Homo sapiens hypothetical protein (HSPC226), mRNA 


NM 018400 


Homo sapiens voltage-gated sodium channel beta-3 subunit (scn3b gene) 
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(HSA243396), mRNA 


NM 018700 


Homo sapiens tripartite motif-containing 36 (TRIMS 6), mRNA 


NM 018547 


Homo sapiens hypothetical protein PR02964 (PR02964), niRNA 


NM 018546 


Homo sapiens hypothetical protein PR02958 (PR02958), mRNA 


NM 018544 


Homo sapiens hypothetical protein PR02949 (PR02949), mRNA 


NM 018634 


Homo sapiens hypothetical protein PR02893 (PR02893), mRNA 


NM 018543 


Homo sapiens hypothetical protein PR02859 (PR02859), mRNA 


NM 018542 


Homo sapiens hypothetical protein PR02834 (PR02834), mRNA 


NM 018538 


Homo sapiens erythroblast membrane-associated protein (ERMAP), mRNA 


NM 018534 


Homo sapiens hypothetical protein PR02714 (PR02714), mRNA 


NM 018530 


Homo sapiens hypothetical protein PR02521 (PR02521), mRNA 


NM 018627 


Homo sapiens hypothetical protein PRO2405 (PRO2405), mRNA 


NM 018523 


Homo sapiens hypothetical protein PR02325 (PR02325), mRNA 


NM 018519 


Homo sapiens hypothetical protein PR02266 (PR02266), mRNA 


NM 018517 


Homo sapiens hypothetical protein PR02214 (PR02214), mRNA 


NM 018621 


Homo sapiens hypothetical protein PR02198 (PR02198), mRNA 


NM 018619 


Homo sapiens hypothetical protein PR02133 (PR02133), mRNA 


NM 018618 


Homo sapiens hypothetical protein PR02121 (PR02121), mRNA 


NM 018616 


Homo sapiens hypothetical protein PRO2037 (PRO2037), mRNA 


NM 018512 


Homo sapiens hypothetical protein PRO2015 (PRO2015) mRNA 


NM 018610 


Homo sapiens hypothetical protein PRO 1942 (PRO 1942) mRNA 


NM 018510 


Homo sapiens hypothetical protein PRO 1866 (PRO 1866), mRNA 


NM 018507 


Homo sapiens hypothetical protein PR01843 rPROI 843^ mRNA 


NM 018606 


Homo sapiens hypothetical protein PRO 1787 (PRO 1787), mRNA 


NM 018589 ' 


Homo sapiens hypothetical protein PR01635 CPR01635) mRNA 


NM 018587 


Homo sapiens hypothetical protein PR01617 (PRO 16 17), mRNA 


NM 018503 


Homo sapiens hypothetical protein PR01598 (PR01598), mRNA 


NM 018586 


Homo sapiens hypothetical protein PR01584 (PRO 15 84), mRNA 


NM 018502 


Homo sapiens hypothetical protein PRO 15 80 fPROlSRO'i mRNA 


NM 018603 


Homo sapiens hypothetical protein PRO 1496 (PRO 1496) mRNA 


NM 018584 


Homo sapiens hypothetical protein PRO 1489 (PRO 1489) mRNA 


NM 018582 


Homo sapiens hypothetical protein PR01483 rPR01483^ mPNA 


NM_018602 


Homo sapiens DnaJ (Hsp40) homolos subfamilv A member 4 /'r)NATA4'k 
mRNA 


NM 018578 


Homo sapiens hypothetical protein PR01257 (PR01257), mRNA 


NM 018576 


Homo sapiens hypothetical protein PROl 163 (PROl 163), mRNA 


NM 018497 


Homo sapiens hypothetical protein PRO 1048 (PRO 1048) mRNA 


NM 018565 


Homo sapiens hypothetical protein PRO0899 (PRO0899), mRNA 


NM 018562 


Homo sapiens hypothetical protein PRO0386 (PRO0386), mRNA 


NM 018590 


Homo sapiens hypothetical protein PRO0082 (PROOOS'^'k mRNA 


NM_0 18667 


Homo sapiens sphingomyelin phosphodiesterase 3, neutral membrane (neutral 
sphingomyelinase IT) (SMPD3), mRNA 


NM 017544 


Homo sapiens transcription factor NRF (NRF), mRNA 


NM_018468 


Homo sapiens uncharacterized hematnnoietip Qfpm/nrrfccr^-nitn-r r»i»nc r»rr\+*»t*i 
^ i^vi/vi ii^iiicLLv/^v/A^ti^ ^^cA»i/i'i.vKciiiLiji wciis protein 

MDS033 (MDS033), mRNA 


NM_018467 


Homo sapiens uncharacterized hematoDoietic stem/nrop^enitnr nf»llQ nrntf^in 
MDS032 (MDS032), mRNA 


NM_018464 


Homo sapiens uncharacterized hematopoietic stem/progenitor cells protein 
MDS029 (MDS029), mRNA 


NM 018688 


Homo sapiens bndging integrator 3 (BIN3), mRNA 


NM 018686 


Homo sapiens CMP-N-acetylneuraminic acid synthase (CMAS), mRNA 


NM 018446 


Homo sapiens glycosvltransferase AD-017 (AD-017), mRNA 
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NM 018416 ] 
NM 018407 1 
NM 018472 
NM 018471 


Homo saoiens FOXJ2 forkhead factor (FHX), mRNA 

Homo sapiens putative integral membrane transporter (i.v_.z mKJNA 

Homo sapiens uncharactenzed hypothalamus protein HTOl 1 (HTOl 1), mKNA — 

Homo sapiens uncharactenzed hypothalamus protem HTOlU (HI OIU), mKJNA — 


NM 018470 
NM 018469 
NM 017523 


Homo sapiens uncharactenzed hypothalamus protein HT009 (HT009), mKN A _ 
Homo sapiens uncharactenzed hypothalamus protem HTOOs (HTOO»), mKJNA 
Homo sapiens XIAP associated factor-1 (HSXIAPAl*! ), mKJNA 1 


NM 017514 


Homo sapiens SEX gene (HSSEXGENE), mRNA 1 


NM 017512 


Homo sapiens rTS beta protein (HSRTSBETA). mRNA 


NM 016536 


Homo sapiens HSPC059 protein (HSPC059), mRNA 1 


NM 018553 


Homo sapiens ELG protein (HSA277841"), mRNA — 1 


NM 018403 


Homo sapiens transcription factor (SMIF gene) (HSA27!>y80). mKJNA 


NM 018404 


Homo sapiens centaurin, alpha 2 (CENTA2), mRNA 1 


NM 018401 


Homo sapiens gene for serine/threonine protem lanase (HSA25063y), mKJNA 


NM 017582 


Homo saoiens NICE-5 protein (HSA243666), mRNA 1 


NM_0 18684 


Homo sapiens hepatocellular carcinoma-associated antigen 12/ QHCA iz/), 
mRNA 


NM_018477 


Homo sapiens uncharactenzed hypothalamus protein HARP 1 1 (HAKl:' 11), 
mRNA J 


NM 018652 


Homo sapiens golgin-like protein (GLP), mRNA J 


NM 017962 


Homo sapiens hypothetical protein FLJ20S25 (FLJ20825), mRNA 


NM 017961 


Homo sapiens hypothetical protein FLJ20813 (JbU2U8 13), mKNA 


NM 017960 


Homo sapiens hypothetical protein FLJ20808 (FLJ20808), mRNA 


NM 017959 


Homo sapiens hypothetical protein FLJ20802 (FIJ20802), mRNA 


NM 017958 


Homo sapiens hypothetical protein FLJ20783 (FLJ20783), mRNA 


NM 017957 


Homo sapiens epsin 3 (FLJ20778), mRNA 


NM 017956 


Homo sapiens hypothetical protein FLJ20772 (FLJ20772), mKJNA 


NM 017950 


Homo sapiens hypothetical protein FLJ20753 (FLJ20753), mRNA 


NM 017949 


Homo sapiens hypothetical protein FLJ20739 (FLJ20739), mRNA 


NM 017946 


Homo sapiens hypothetical protein FLJ2073 1 (FLJ2U73 1 ), mKJNA 


NM 017953 


Homo sapiens hypothetical protein FLJ20729 (FLJ20729), mRNA j 


NM 017943 


Homo sapiens hypothetical protein FLJ20725 (FLJ20725), mRNA 


NM 017941 


Homo sapiens hypothetical protein FLJ20721 (Fi.J20V2 i ), mKJNA 1 


NM 017938 


Homo sapiens hypothetical protein FL J207 1 6 (FLJ207 1 6), mRNA 


NM 017937 


Homo sapiens hypothetical protein FLJ20712 (FLJ20712), mRNA 


NM 017932 


Homo sapiens hypothetical protein FLJ20700 (FLJ20700), mRNA 


NM 017929 


Homo sapiens hypothetical protein FLJ20695 (bLi20W:>), mRNA 


NM 017928 


Homo sapiens hypotiietical protein FIJ20694 (FLJ20694), mRNA 1 


NM 017925 


Homo sapiens hypothetical protein FLJ20686 (FLJ2U686), mRNA 


NM 017920 


Homo sapiens hypothetical protein FLJ20654 (FLJ20654), mRNA 


NM 017919 


Homo sapiens hypothetical protem FLJ2065 1 (r LJ2Uo^ i j, mKJNA 


NM 017918 


Homo sapiens hypothetical protein FLJ20647 (FLJ20647), mRNA 1 


NM 017917 


Homo sapiens hypothetical protein FLJ20644 (FLJ20644), mRNA 


NM 017916 


Homo sapiens hypothetical protein FLJ20643 (FU20tA3), mKJNA 


NM 017915 


Homo sapiens hypothetical protein FLJ20641 (FLJ20641), mRNA ] 


NM 017912 


Homo sapiens hypothetical protein FLJ20637 (FLJ20637), mRNA 


NM 017909 


Homo sapiens Jiypotneticai proiem ri^jzuoz/ \^ri^j^\j\j^ f nuxi^-n. 


NM 017907 


Homo sapiens hypothetical protein FLJ20625 (TU20625), mRNA 


NM 017903 


Homo sapiens hypothetical protein FLJ20618 (FLJ20618), mRNA 


NM 017901 


Homo sapiens two-pore channel 1, homolog (KIAAl 169), mRNA 


NM 017900 


Homo sapiens hypothetical protein FLJ20608 (FLJ20608), mRNA 


NM 017899 


Homo sapiens hypothetical protein FIJ20607 (TSC), mRNA 
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NM m7RQ7 


JnUinU oapiCIio IljrpUlllCLiC/di jJiCILCill J^1-»J^I/D\/*t \^J^i-iJ^\/Q\/*+yj lIULViN /\ 




Womn Qnni<=»nc Vivnntliptipnl r*rnt<*in T7T T^OSOS CPJ T^O^OS^ tnP'MA 

XlVIIIliJ o«piClio iXy pUlllCLIv/Cll piCllClIl X^i^J^V/.^7*J ^X^JL-»J^\/»32^J )^ ITlXvlNjrV 




XiUIIlU o<l|JlClio oCllia LlfJIllaUi, lllllllUliU^iVJUUilll UlJXllalll y^lgj, ITanoIIlcrilDrariC 

UvrllldllX y^l. ±\Xj CllXU Ollx/1 W wjr LU^iadliULw UvIxaAIUj ^OwlllCl.pXl(Jl 111^ ^Vj ^OJCkIVIAV'tvJ 

ixiRNA 


NM 017891 


Homo <?anienc; hvnntViprirfll nrntein FT ^FT '\^(\^^A\ mTJMA 


NM 017885 


TTomo <;am*en<5 hvnothptiral nrntein FT T^OSfiS rPT T90Sf^S^ mPNA 


NM 017881 


Homo «ianien<s hvnothetiral nrotem FT T70SSQ rFT T9nSSQ^ mPTsIA 


NM 017876 


Homo ^anien<i TivnotTietiral nrofpin FT T90SS9 /'FT T9nSS7^ mPTsJA 


NM 017873 

X^XTX \/ X / VJ / 


Homo «;anien<? TivnotVipfiral nrntein FT T70S48 ^FT T9n^/lS> mPMA 


NM 017868 


Homo «?anien«; hvnothetical nrotein FT T2053S {VI T9nS'^^^ mPTsJA 


NM 017866 

X ^X»^ \Z JL / ^/Vr^^ 


Homo ^anien<! hvnothetical nrotein FT T^OS^'^ rFT T90^'^'^^ mRTsTA 


NM 017863 


Homo sanienc; hvnothetical nrotein FT T90S97 TFT T90S97^ mPMA 


NM 017860 


Homo saDiens hvnothetical Drotein FLJ20519 rFLJ20519'i mRNA 


NM 017858 


Homo «;anien«; hvnothetical nrntein FT 120516 fFT ^OC\^\fC\ mT^TvJA 


NM 017856 


Homo saniens hvnothetical nrotein FLT90514 TFT T90514.'^ mPNA 

XX^JXIAV^ Ocxj^lVi/lXO XXjr ^ V7 LXXwLXwCXX ^X V/LwXXX X »—i<3^\J^ X*^ ^X X^J^K/^ L^J^ lllXvJ.^ zTi. 


NM 017854 


Homo «5anien«; hvnothetical nrotein FT T90S19 /'FT T90S19^ mT?NA 

Xl.\JXll\J ocX|./XV^XXo XXy Y^\Jf.lX^\,X\^ax ^XV^IWXXX X X^J^V/«J X^ ^X l^J ^\JJ LjLj^ xxis\Xyx\. 


NM 017853 


Homo ^anien<; hvnothetical nrotein FT T90S1 1 fFT T9nS1 ^'\ mPMA 

X.X\JXX1\J OCl|^lbXXo Xljr JJV^UlC^vXL/dX I^XVi^l^XlX X 1^J^\J<J L X \^17±^J^\JtJ x L ilXXXX^x^ 


NM 017851 


Homo ^anien<5 hvnnthetiral nrntein FT T9nsnQ TFT T9n^nQ^ mPMA 


NM 017848 


Homo ^anienc! hvnothetical nrntein FT T90Sn6 rFT T9nsnM mPlsJA 


NM 017843 

X^XTX \f X 1 \J~^ 


Homo QanienQ hrenct carcinoma amnlifiRH ct>rtMf^r\np^ A. ^R^^AQ4^ mP^MA 

x.x.\jxxi\j ocl^xi^ilo LrlCddl V/dl wXxXV^XXlCl- CUXX^JlXxXC^U oCLJUdlL'C *+ \XJ^^/\\j*-r ) ^ xllxSkJ7Hx\. 


NM 0178^6 


Homo ^anienc: hvnothetical nrntein FT T90id7'^ ^FT T9nzl7'^^ mPMA 


NM 0178*^4 


Homo <%anien<? hvnothetical nrotein FT T20464 /'FT J^()df\/i\ mPMA 

x.±\jxn\j OClj^XV^XXO iXjr I^V^LXXt^li^AX JJXV^lV'XXX X X-/J Z<\/*Tvl*-r ^X X-»J ^V/'tVJ't^j 1 1 Iix IN r\ 


NM 017831 


Homo «;anienQ hvnnthetiral nrntein FT T904S6 CP! JOC\A^f\\ mPTJA 


NM 017828 


Hnmn Qanienc h\mnth*atif»al nrrkt#»in FT T9n4^9 /T7T T9^4^9^ rrtPXTA 


NM 017825 


Hnmn QanienQ hvnnthetiral nroff^in FT J^CiAAf^ ^FT T9^zl4/^^ mPXTA 


NM 0178*^4 


XJUJlxlU oapiCIlo liypOLilCllOal prOldll x^J_»J^vfrJ L^JZ,\}H^D J, HLKJN/V. 


NM 017819 


Hnmr* car»i#»nc lnvr*r*t1i*»tif»«il r»r/\+#»in T7T lOCiA'X'y 'XOf\A'XO\ ■rvi'D'MA 


NM 017817 


Hnmr\ caniF»nc lnA/r\r»fl-if^tif*'j1 T-*rr\t^a-in T7T 190490 ^T7T T9^/100^ t-rt'DXTA 

xrnjiinj bctpiciio iiypuuicuccii proicin rx-fjj^\}Hz,y yVx^jjiyjHjLy)^ itii\j.Nj*\ 


NM 017816 


-tx*Jlli*J oapiCXlo XiyptJlxlCLlUdx prOLClxl J? JutJ Z.\JHrZ,D \xr JuJ Z^KJH^D ), Tnj\jrs/\ 


NM 017814 


Homrfc cnni*»nc Ti\/r\r\tViAtioal rim+iairi T7T T9ft499 /"PT T9^/199^ ml? XT A t 

xx^Jxinj bdpicriD nypuixicucai protein jrx^jz.\jH4^s yr LjJz.\jhaA), nixvlN/V { 


NM 017813 


Homo <?anien<? hvnothetical nrntein FT T904.91 rFT T9n491^ mPlSlA 

-Xxv-FXXXk/ ocxpxi^XXo XXjr pciUXwUVp/dl pxULC'lXX X^J ^Kf-fj^f X yir x^J Z^XJ^^ L J ^ IllJ\J.Nxi. 


NM 017812 

X ^XTX V/ X / U X^ 


Hnmn <;anien<; hvnnthetical r\rrvtf»in FT T9nid9n CT*X T9^Zl9^^ mPXTA 


NM 017808 


Hnmn <?anienc: hvnnthetical rvrntein FT T904.1'^ rRT T9n4.1 rrtPlsJA 
xx»jxxx\j acipxt/Xxa ixy pvjLiiwiii^cii piOLdll IT l^J ^XJ'-r x J yr L^J^\j*tLj jy iJUSA^x\ 


NM 017805 


Homo sanien«N hvnnthetical nrotein FT 190401 TFT T90401^ mPTsIA 

xxv^ixxw OClj^XV^XXO XXy pULXX^LXwdX piUL^XXX X JL-»J^v^L/ i yX/ JL^ J ^\J*^\J X XXJL^J.Nxv 


NM 017803 

X ~x»x \y X / 


Homo <5anien<j hvpinthetir-al nmtf^in FT T9n'^0Q fPT T9O'^Q0^ mPTSlA 


NM 017801 

X ^ XTX V/ ± i \J \J X 


Homn 9anien«5 hvnnthetical nrotein FT T9ft'^0/\ rFT T9n'^0^'\ mPTsJA 


NM 017799 


Homn <;anien<i hvnnthetical nrntein FT T90'^09 /'FT T9n'^09^ mPKTA 
X-X.VXXXW odpx^xxo xxy p\jixx^LiL»dx pi\ji.wxix ir L^jjLiKJjyz, yj^ jLjjji.\joyz.)y xiixnJlN/Tl 


NM 017793 


Homn <?anien^ hvnnthetical nrotein FT T9n^74 /'FT T9n'^74'\ mPTsTA 
'■x.\jxix\j odpxv/XXo xxy p^uxwUL'ax piviLdii I7 x^J ^\JJ /*+ yiri^j^K/D /^)) IxlxVlNzA. 


NM 017791 


Homo saniens hvnothetical nrotein FT T9n'^71 /'FT T9n'^71^ mPXTA 

''■x.\JXXX\j OtL^JX^XXO XXy pi^liXC/LXV/dl pXULC^iXl MTL^J^KJJ 1 X ^X^X^J^V/J ' -A- /j ixlxviN/Y 


NM 017787 


Homo ^anient; hvnnthetical r\rc\\^\r\ FT T901 S4 /T^T T901 mPTvJA 

x.x.\JXXl\j oci.|JlWXXd XXjr p^LlXWlXl./dl pX^LCXXX X^X_>JZ,\/ 1 *^H- yXT X^j A\j xO*^ )^ IllIViN/^ 


NM 017782 


Homo sanien<i hvnnthetical nrntein FT T20'^/^0 fFT '\OCV\(\Oi\ mPTsJA 

xxKJXix\J Odj^XWXXo XXjr pwiXX^lX^dX pXV/tV^XXX X a^J/u\JD\J\J yx. ±^J^\JJ\J\Jf^ XXlXvi.NxTk. 


NM 017781 


Homo sanienc; hvnothetical nrntein FT T90'^SQ fPX T9n'^S0^ mP>JA 

■xx.\jxxx\j oci-^xwxxo xxjr j^vjixx^Lx^dx px\ji.&xxx X x^j^yjj^^ yx, 1 ^.1 ^1 J , 1 -, 1 ~ J J 1 1 n\ 1 >t /-> 


NM 017779 


Homo <5anien<? hvnnthetical nrntein FT T90'^^4 ^FT T9n'^S4^ tmPTSTA 
x-x.\jxxx\j oapx^xxo xxypvjLxxi^tiWdX px\jL.^xxx X-jj^\fjj*T yjT l^J^yJJJ'rjf iIxxxl^xA. 


NM 017777 


Homo «;anien«; hvnnthetical nrntein FT T90'^4^ /HPT T9^'^4^^ mPTsJA 

■''■x\^xix\j odpxv/XXo xxjr pv^iix&uiU'di pxuLv^xxx X JL-»j-^\j j*-r J X^J ^\JJ*-tJ )^ XXxXSSyJrX. 


NM onus 


Homo saniens hvnothetical nrotein FT T90'^44 ^FT T90*^4.4^ mPTsIA 

■XA.\JXXX\J odJ^X^XXo XXy yjUtxXS^LLyuCH pXt^L&XXX X X_/J^V/ ^X^ X-fJ^V/ J*T*T^j XxXXVlNx^ 


NM 017773 


Homo sapiens hypothetical protein FLJ20340 (FLJ20340), mRNA 


NM 017769 


Homo sapiens hypothetical protein FLJ20333 (FLJ20333), mRNA 


NM 017767 


Homo sapiens hypothetical protein FLJ20327 (FLJ20327), mRNA 


NM 017766 


Homo sapiens hypothetical protein FLJ20321 (FLJ20321), mRNA 


NM 017765 


Homo sapiens hypothetical protein FLJ20320 (FLJ20320), mRNA 


NM 017763 


Homo sapiens hypothetical protein FLJ20315 (FLJ20315), mRNA 



299 

BNSDCXJID: <WO 030746S4Aa_L> 



wo 03/074654 



PCTAJS03/05028 



NM 017761 


Homo sapiens hypothetical protein FLJ203 12 {ri^JJ-V^ iz j, niKJN/\ 


NM 017760 


Homo sapiens hypothetical protein FLJZOi 1 1 (r i^jzu^ 1 1 j, mKJN/\ 


MM 017755 


Homo sapiens hypothetical protein FLJ203U3 Cj^ljzu:)u:>;, niKJ^N/\ 


NM 017752 


Homo sapiens hypothetical protein FLJ2U2yo i^jzuzyo j, mKjN/^ 


NM 017750 


Homo sapiens hypothetical protein FLJ20296 (FLJ20296), mRNA 


NM 017746 


Homo sapiens hypothetical protein FLJ20287 (FLJ202«7), mKJNA 


NM 017745 


Homo sapiens hypothetical protein FLJ20285 (FLJ20285), mRNA 


NM 017742 


Homo sapiens hypothetical protein FLJ20281 (FLJ20281 ), mKNA 


017741 


^ "Want's ctr\ /~T7T ^^^\^o^\\ vm'D'^TA 

Homo sapiens hypothetical protein FLJ202bO (i*LJ20280), mKJNA 


NM_0 17739 


Homo sapiens O-linked mannose betal,2-N-acetylglucosaminyltransferase 
(TLJ20277), mRNA 


NM 017737 


Homo sapiens hypothetical protem FLJ20275 {FJLJ2U2/!)), mKJNA 


NM 017729 


Homo sapiens hypothetical protem FLJ20258 {FLJ20258), mKJNA 


NM 017728 


Homo sapiens hypothetical protem FLJ20255 (FJLJ2U2^^), mKJNA 


NM 017727 


Homo sapiens hypothetical protein FLJ20254 (FLJ20254), mKJNA 


NM_017724 


Homo sapiens leucine nch repeat (m FLU) mteractmg protem 2 {L.KKrurz), 

mRNA 


NM 017721 


Homo sapiens hypothetical protein FLJ20241 (FLJ20241), mKJNA 


NM 017713 


Homo sapiens hypothetical protem FLJ20211 (FLJ20211), mKJNA 


NM 017712 


Homo sapiens hypothetical protein FLJ20208 (FLJ20208), mKJNA 


NM 017710 


Homo sapiens hypothetical protem FLJ20203 (tI.J2u2U3), mKJNA 


NM 017708 


Homo sapiens hypothetical protein FLJ20200 (FLJ20200), mKJNA 


NM 017707 


Homo sapiens hypothetical protein FLj20iy9 {tLJZViyy), mKJN/v 


NM 017706 


Homo sapiens hypothetical protem FLJ20195 (FLJ20195), mKJNA 


NM 017705 


Homo sapiens hypothetical protem FLJ20 190 (FLJ2UiyU), mKJNA 


NM 017703 


Homo sapiens hypothetical protein FLJ20188 (FLJ20185), mKJNA 


NM 017702 


Homo sapiens hypothetical protem FLJ20186 (FLJ20186), mKJNA 


NM 017700 


Homo sapiens hypothetical protem FLJ201S4 (FLJ2Ulo4), mKJNA 


NM 017696 


Homo sapiens hypothetical protem FLJ20170 (FLJ2017U), mKNA 


NM 017694 


Homo sapiens hypothetical protein FLJ201oU (FJLJ2uloU), mKJNA 


NM 017693 


' '-^J. -I ,1 A • 1 J. ' T^T T'^AI CA /T7T TOA1 <rA\ «%>k'D'KT A 

Homo sapiens hypothetical protein FLJ20159 (FLJ20159), mKJNA 


NM 017691 


Homo sapiens hypothetical protein FLJ20156 (FLJ20155), mKJNA 


NM 017689 


• 1 a1 A • t A* X-'T T*^ A 1 C 1 /T7T TO A 1 C 1 \ -n^lD "NT A 

Homo sapiens hypothetical protein FLJ2015 1 (FLj2015 1 ), mKJNA 


NM 017688 


Homo sapiens hypothetical protein FLJ20150 (FLJ2U1DU), mKJNA 


NM 017685 


Homo sapiens hypothetical protein FLJ20139 {FL,J2Ui3y), hikina 


NM 017684 


Homo sapiens hypothetical protein rLJZUl Jo (rL.JZUi:)oj, mrLiN/v 


NM 017682 


Homo sapiens hypothetical protem FLJ20132 (FLJ2U132), mKJNA 


NM 017681 


-^-r -1 a* t?t to a 1 OA /ITT TOA11A\ t^l^lvTA 

Homo sapiens hypothetical protem FLJ20130 (FJLJ2U13U), mKJNA 


NM 017679 


~ 1 ^1 J • -I J. ' T-«T TO /\ too /T7T TOAIOtfA •tm'D'NTA 

Homo sapiens hypothetical protein FLJ20128 (FLJ2U126), mKJNA 


NM 017674 


•r-r 1^ J.1 X* 1 -^^-.4-.^:—. T?T T0A10'3 /TCT T9A1 9"^^ ■r»-il?"MA 

Homo sapiens hypothetical protein FLJ20123 (Fi^J2UlZ3j, mKJNA 


NM 017664 


Homo sapiens hypothetical protem FLJ20093 (FLJ2UU93), mKJNA 


NM 017661 


•r-r 1^ j_* ^1 T7T TOAAO/C /T7T T9nn52^"\ -ml? "MA 

Homo sapiens hypothetical protein FLJ2U06O (FJLJzuu6o;, mtuNA 


NM 017660 


Homo sapiens hypothetical protein rUzUUoD (ri^JzuuoD mruN/v 


NM 017658 


Homo sapiens hypothetical protem FLJ20081 (FLJZOOsl), mKNA 


NM 017656 


Homo sapiens hypothetical protein FLJ20079 (FLJ20079), mRNA 


NM 017655 


Homo sapiens hypothetical protein FLJ20075 (FLJ20075), mRNA 


NM 017654 


xjrtrMr* cQnimc Vivr%AfK*»tir»5il nrAteiTi FT T^0073 rFLJ20073\ mRNA 


NM 017653 


Homo sapiens hypothetical protein FLJ20071 (FLJ20071), mRNA 


NM 017651 


Homo sapiens hypothetical protein FLJ20069 (FLJ20069), mRNA 


NM_0 17650 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 9 A 
(PPP1R9A), mRNA 


NM 017649 


Homo sapiens cyclin M2 (CNNM2), mRNA 
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NM 0 1 7644 


Hmnn saniens hvnothetical nrotein FT J20059 CFLJ20059'> mRNA 




Homo «;aniens hvnothetical nrotein FT T20055 rFLJ20055'^ m"RNA 


NM 017639 


Homo saniens hvnothetical nrotein FLJ20047 (7^20047"^ mRNA 


NM 017638 


Homo sapiens hypothetical protein FLJ20045 (FLJ20045), mRNA 






NM m 76*^1 




NM 0176^0 


TTnmo cnnipriQ hvnnthf^tiral nrr^fp-iTi FT T9n0'^4 rPT T900'^4.'\ mT?>JA 


NM 017677 


TTrkTnr\ cnr%i<anc Vi\mrifh<*tir'5»l rkrrkt<*in FT 1900*^0 ^FT T900'^0^ ml?lSJA 


T^JM 017696 


XXIJIIIU CMipiCllb JL/IlcU ^Xxbp'rUJ llUxIlUilJg, DUDlaHllxy IllCUlUCr x^ yiJVit^jG x£t)^ 

mRNA 


NM 017621 


Homo «jn-nien<5 hvnnthetirfll nrotf»ir» FT T9001'^ fRT T9001 '^^ mRNA 


NM 01 761 R 


Homo ^janipnQ hvnnthetirnl nrotein FT T90006 (V\ T90006^ mRNA 


NM 017617 


Romo <5ar»ipn«? hvnnthetiral nrotein FT T9000S fFT T9000S^ mRNA 


NM 01 761 S 


TTomo QftnienQ hvnothetiral nrotein FT T90nO'^ T9000'^^ mRNA 

XXV/XXIV,! OapiWild liy pcrUX&LXL^dX pXULwlii X JutJ £AJ\J\f J \1. X^^\j\J\JJ )^ 1XXXNJ.NX\. 


NM 018*^04 

X>iXVX V/ X 0-?^*T 


TTomo Qanienc hvnofhefiml nrotein FT Tl 1 '^49 TFT Til '^49^ ml^lSJA 


NM OIR'^Q'^ 


Homo Qflnien«: hvnothetiral nrotein FT Tl 1 '^'^6 fFT Tl 1 '^'^6^ mTJlSTA 

xxvJXiiv/ oapxvxto liy pUllXt/LlC/dl piV^lC/lll l/X^JX X J J\J yx: l-iJ X XJDyjj^ llXXVXNxT. 


NM 018391 


Homo sapiens hypothetical protein FLJl 1328 (FLJl 1328), mRNA 


XNxVX 1/ 1 O J O y 


xxijinij oapiciib vjJL/x "iut/Obc Lrd.nsporLer i ^^^x^j^j i xDjcaJ), \xuSa\i\ 


NM OIR^SR 


xxomo Sapiens nypomeiicai protein rx-ij i i j lo v.-ri-»J 1 1 j lo^, irLKj>i/\ 


NM 01R'^R6 


TTrkmr> canienc V»\mr\fVi^tir>'a1 T\rr\f**in T7T Tl 1 '^O** /TTT Tl 1 '10'^^ •mTJXTA 
xxOilKJ oapiCIlb nypOLilCllt/al prOLClIl x7JL<J 1 xD\jD ^x71_<J 1 xD\)D J, ITlxVlN/\ 


NM OIR'^S'^ 

XNXVl U i OOO J 


TTnmrt CEmirf»nc Vitmr»fl-i<atir»5»l r»T-rkfp»in PT Tl 1904 rPT Tl 1 9Q4^ tviT?"MA 

xxuiiiu bapicna nypu mc LiL/d.i proLcm vl^jx xz,y*^ ^xri^jx iz^h^, irLrsj.N/\ 


INxvJL U i OU 


xiomo sapiens uxs/vL/zxi \^/vsp-oiu-/\ia-Asp/xiis ) Dox poiypepuae zo \\j\jj\^o ), 
mT?NA 

IIIXSJLNjTV 


NM 01R^7Q 


xxumo Sapiens nypuineiicai proiein fjuj i izou v.-L^i^J i xzouj, iiix\j.n/\ 


NM 018*^76 


TTomo Qsmienc Ti\mntVietiml nrritein FT Tl 197^ /VT Tl 1 97^\ mT^KTA 
xxuiiiu sapiciio rxypuindiL>ai piuiciii ri^j i x^ i d ^x^Jl^j i ix> f o mtxiN^ 


NM 01R'^7S 


TTr^mr* cianif^nc V»\rr»rkfl^*»tir»'al r>mt^»in T7T Tl 1 974 rPT Tl 1 974^ tyiT?TsJA 


NM 01R^74 


PTrimn ccini^nc Vi\/r*rktl^<atir»'al rM-r\t<a-in T7T Tl 199'^ rPT Tl 1 9'7'^^ rv-tT^XTA 

xxomo sdpiens nypoineucai protein vi^j i / j yrjuj x iz / j ixixviN-rv 


NM OIR'^79 


TTomo Gi:inienQ hvnotTietienl nrotein FT Tl 1960 ^FT Tl 1960^ mPTsJA 
xxoiiiu oapiciio iiypoixidivai protein x xz,oy ^x^i^ i L^xjyjy iiLi\j.NjrTL 


NM OIR'^70 


xxijxiiu oapicilo iiypumctik/cti protein x^j_^j i x^oy ysri^j i xsjy), iiixsj.n /a. 


NM 01 R'^66 


xxUlllO c>a.piCIlo IiypOtllCLlV'd.l piOLClIl r A^J x LZ.D\J ^J71->J i l^JV/J, iIlXv-L > r\ 


NM OlS'^^S 

X>XVX V/ X O JO J 


XrxUillU odpiCllb Iiy pUlllCLlval pXOLClil J71-»Ji x^A.L, ^Pl^Jl lz.Z.^^, IILCViN jtV 


NM OIR'^60 


TTnmn Q?inienc h\motViefienl nrotein FT Tl 1 900 Tl 1 900^ mT?>JA 
xnjiiio bd.pieiio iiypotiieiiL/cii pioLeixi vx^dx xz.\jz/ ^x^i^^jx x^yj:/)^ iiixviN /\ 


NM OIR'^SO 


Homo cnnienQ h\mr»thetir5»l nrntein FT Tl 1900 H^T Tl 1 900\ mPlsJA 
xxijxiio odpieiio iiypotiieiiv'd.i pioteiii x^ x^j i xZaJ\} yjrx^^ i xzajKj iiixviNxx 


NM OIR'^S? 


TTrtmrk co-ni^nc Vk-i/nrht1i^tir>al •n-rrkt^i-n 17T Till OA /"PT Tl 1 1 QA\ -m'P'NrA 

xxomo Sapiens nypoinencai proiem fx^j 1 1 lyo \^i7i-»j 1 1 li^o^, iruxiNA 


NM 01R'^S6 


xiomo sapiens nypoLneticai protein ri_.j 1 1 1 ^rLj 1 1 lyj^, itli\j.n/\ 


NM OIR'^SS 


TTrtmrh ccinienc Vi-imrktVi^t-i/^al rt-r/^t^kirt T7T Tl 1 1Q1 (Xi\ Tl 1 1Q1^ ml? XT A 

xxumo Sapiens nypometieai protein vi^j 1 1 1 j^i ^fjl*j 1 1 1 i )^ xtucvin/v 


NM OlR'^Sl 


TTomn C5:inienc TrvnrktVietieskl nrr\tein FT Tl 1 1 R'^ ^FT Tl 1 1 ^'X\ mT^NA 
xxoixio oapiciio iiypoineiiwai proiem J7J_fj 1 1 xqd yrx^j 1 1 loj ^, iiiiviN^ 


NM OIR'^SO 

X ^ XVX V X O J V/ 


TTnmrfc ccini^nc "hAn-^rktVi^^tir^ol nrot^^in T7T Tl 1 1 521 /'17T Tl 1 1 Rl\ ml?lSJA 

xxumo Sapiens nypotnetivdi protein x^i-«j 1 1 1 o x ^j/J-^j 1 1 lo i^, itiisj.n/y 


NM 018*^49 


TTomo canienc hvnotVietienl nrotein FT Tl 1 1 7S HPT Tl 1 17S^ mT?NA 
xxuiinj sapieiio iiypotiiciiwai piciteiii iri^j x x i / ^ v.-'^i-'*' x x x i o )y iixxvIN/a. 


NM 018348 


T^omo QanienQ hvnothetienl nrotein FT Tl 1 171 ^^FT Tl 1 171"^ mT?N^A 
xx\jxxiSJ oapx&iio xiy pv^iiii^Li^ai piwL&ixx x x^j x x x / x ^x x x x / xy^ iiixvi^xA. 


NM 018346 


T-Tomo QflnienQ hvnotTietie?^! nrotein FT Till f\A rPT Tl 1 1 (\A\ mTJ^NTA 


NM 018344 


TTomo <:nnien<? hvnotVietiral nrotein FT Tl 1 1 60 ^FT Tl 1 160^ mRNA 

XXViXil^J dapX^Xlo liy pCftil^ LiL/ui px^t^lll X X^J X X l \j\J \X X^J X X X\J\JJf XILxVXNYA. 


NM 018343 


TTomo <ianien<; hvnothetiral nrotein FT Tl 1 1 SO ^'FT Tl 1 1 SO"^ mRNA 
xxv^xiivj oapiwixo iiy putxi&Lx^ai px\Jt&iix x x^j x x x^y \x: x^j x x xJi7)^ iixevl^ixA. 


NM 018342 


TTomo GflnienQ TivnotVietiml nrotein FT Tl 1 1 rFT Tl 1 mRNA 
xxviiiio sapiens iiypotiicti^ai pxvjteixi x^j^ x x xOJ \^xj<j 1 1 xjO)^ iijjvx^i/x 


NM 018338 


TTnmrv canienc hvnrvtVietiral nrntein FT Tl 1 149 rFT Tl 1 149^ mP>JA 
XxOlllO Sapiens IiypOtllCllL'al piOLeill X^J^J X l XH-Z. ^PI-jJ l X x'-rZ,)^ IIlx\J.N/\ 


NM 01833S 


TTomn c?^nienc ViAmotTietipnl nrr^tein FT Tl 1 1 "^9 TFT Tl 1 1 "^9^ mT?TsJ A 


NM 018329 


Homo sapiens hypothetical protein FLJl 1 1 17 (FLJl 1 1 17), mRNA 


NM 018328 


Homo sapiens hypothetical protein FLJl 1113 (FLJl 1113), mRNA 


NM 018326 


Homo sapiens hypothetical protein FLJl 1110 (FLJl 1110), mRNA 


NM 018324 


Homo sapiens hypothetical protein FIJI 1 106 (FLJl 1 106), mRNA 


NM 018323 


Homo sapiens hypothetical protein FLJl 1 105 (FLJl 1 105), mRNA 


NM 018321 


Homo sapiens hypothetical protein FLJl 1 100 (FLJl 1 100), mRNA 
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NM 018316 


Homo sapiens hypothetical protein FLJl 1078 (FLJ11078), mRNA 


MM 018314 


Homo sapiens hypothetical protein FUl 1068 (FLJl 1068), mRNA 


NM 018309 


Homo sapiens hypothetical protein FLJl 1046 (FUl 1046), mRNA 


NM 018308 


Homo sapiais hypothetical protein FLJl 1042 (FLJl 1042), mRNA 


NM 018307 


Homo sapiens hypothetical protein FUl 1040 (FLJl 1040), mRNA 


NM 018306 


Homo sapiens hypothetical protein FLJl 1036 (FLJl 1036), mRNA 


NM 018304 


Homo sapiens hypothetical protein FLJl 1029 (FLJl 1029), mRNA 


NM 018302 


Homo sapiens hypothetical protein FUl 1017 (FUl 1017), mRNA 


NM 018299 


Homo sapiens hypothetical protein FUl 101 1 (FLJl 101 1), mRNA 


NM 018297 


Homo sapiens peptide:N-glycanase similar to yeast PNGl (FLJl 1005), mRNA 


NM 018296 


Homo sapiens hypothetical protein FUl 1004 (FLJl 1004), mRNA 


NM 018294 


Homo sapiens hypothetical protein FU10998 (FU10998), mRNA 


NM 018292 


Homo sapiens hypothetical protein FU10989 (FU10989), mRNA 


NM 018289 


Homo sapiens hypothetical protein FLJ10979 (FLJ10979), mRNA 


NM 018288 


Homo sapiens hypothetical protein FLJ10975 (FLJ10975), mRNA 


NM 018279 


Homo sapiens hypothetical protein FLJl 0936 (FLJ10936), mRNA 


NM 018275 


Homo sapiens hypothetical protein FLJ10925 (FU10925), mRNA 


NM 018271 


Homo sapiens hypothetical protein FU10916 (FU10916), mRNA 


NM 018264 


Homo sapiens hypothetical protein FLJ10900 (FU10900), niRNA 


NM 018261 


Homo sapiens Sec3-like (SEC3), mRNA 


NM 018260 


Homo sapiens hypothetical protein FU10891 (FU10891), mRNA 


NM 018259 


Homo sapiens hypothetical protein FU10890 (FU10890), mRNA 


NM 018250 


Homo sapiens hypothetical protein FLJ10871 (FU10871), mRNA 


NM 018248 


Homo sapiens hypothetical protein FLJ10858 (FLJ10858), mRNA 


NM 018247 


Homo sapiens hypothetical protein FU10856 (FLJ10856), mRNA 


NM 018246 


Homo sapiens hypothetical protein FLJ10853 (FLJ10853), mRNA 


NM 018243 


Homo sapiens hypothetical protein FLJl 0849 (FLJl 0849), mRNA 


NM 018238 


Homo sapiens hypothetical protein FU10842 (FLJ10842), mRNA 


NM 018235 


Homo sapiens hypothetical protein FLJ10830 (FU10830), mRNA 


NM 018234 


Homo sapiens hypothetical protein FU10829 (FLJ10829), mRNA 


NM 018231 


Homo sapiens hypothetical protein FU10815 (FLJ10815), mRNA 


NM 018229 


Homo sapiens hypothetical protein FU10813 (FU10813), mRNA 


NM 018228 


Homo sapiens hypothetical protein FUl 08 11 (FLJ10811), mRNA 


NM 018227 


Homo sapiens hypothetical protein FU10808 (FLJ10808), mRNA 


NM 018224 


Homo sapiens hypothetical protein FU10803 (FU10803), mRNA 


NM 018222 


Homo sapiens parvin, alpha (PARVA), niRNA 


NM 018221 


Homo sapiens chromosome 2 open reading frame 6 (C2orf6), mRNA 


NM 018216 


Homo sapiens hypothetical protein FU10782 (FU10782), mRNA 


NM 018215 


Homo sapiens hypothetical protein FLJl 0781 (FU10781), mRNA 


NM_0 18214 


Homo sapiens LAP (leucine-rich repeats and PDZ) and no PDZ protein (LANO), 
mRNA 


NM 018210 


Homo sapiens hypothetical protein FUl 0769 (FLJ10769), mRNA 


NM 018208 


Homo sapiens hypothetical protein FLJ10761 (FU10761), mRNA 


NM 018203 


Homo sapiens hypothetical protein FUl 0748 (FUl 0748), mRNA 


NM 018201 


Homo sapiens hypothetical protein FU10743 (FU10743), mRNA 


NM 018199 


Homo sapiens hypothetical protein FU10738 (FLJ10738), mRNA 


NM 018198 


Homo sapiens hypothetical protein FLJ10737 (FU10737), mRNA 


NM 018196 


Homo sapiens epsilon-trimethyllysine hydroxylase (FU10727), mRNA 


NM 018195 


Homo sapiens hypothetical protein FUl 0726 (FU10726), mRNA 


NM 018190 


Homo sapiens hypothetical protein FLJ10715 (FU10715), mRNA 


NM 018189 


Homo sapiens hypothetical protein FU10713 (FU10713), mRNA 
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TsJTV/T ni 5J 1 
INiVl UloloJ 


W/imn ca-nif»nc Vivrvr^tVipfiniil r4rf%t«*in T7T T10701 fFT 110701^ mPMA 


INiVi. Viol OZr 


Wrv-mn cnr^ieTic hvnotVipfiral nrnfpin FT T10700 TFT Tl 0700"^ m*RMA 
xiomu odpiciio iiypuinciioai pruLciii r'x-^j iv / w ^x^j-/j iv/ wy, iiu\j.>ijnL 


"MM ni $21 R1 
iNlVl Uioiol 


"Rnmrh CQ-rti^nc TiimrktViP^tir^al nrnt^in FT T1 0/^07 110^97") TTl'RMA 

nomo sd-picxip nypuinciiv/ai pruiciii x^j^j i ^x^x^j iw^ / )y i.iii\x\t\. 


INlVl. Viol / O 


TTnmrt canii^Tic \\\rr>r\f\\(^^r*ci\ r^rf\f(^\r\ FT T1 0/>7S rFT TlOfi7S^ mT^MA 


INIVX V/ 1 O 1 / *T 


rXVlliU odpiCllo W/111 vlIIlv/oOXllC i.y VpCll ICaUlllg llcUliC *J Ly\JLx^ )^ lIlXvlNjrY 


"MM' 01^17*^ 


xiomo Sapiens iiypoinciicai proiein rx-»jiviooj ^r'x^j ii/uuj^, iiximn/y 


"MM 01^179 


TJoTTin ciiT^i^^nc Vi\/r%ri+Vi*»'f"ir'o1 T^rrv+^iTi FT TIOA^l / WT TlOfiftl'^ ml^'MA 
nviiiv octpiciio iiypvLXiCLiL'Cii piviciii x^XvJivwi \^x^i->j 1 wv 1 nixNJ.>ijrv 


TsTM 01 SI 70 

INIVI V 1 O 1 I\J 


XXUIIIU oapiCIlo iiypiJinCLlOal piULClIl FLaJ IVOJ-U y^n-»J 1VV«/U^5 111J\J.>IX\. 


1> IVX V 1 O 1 \JO 


TTnTnr\ Q5iT^iVnc: 'h\7nrvt1^f»-Hr'Ql -nrrttf^in FT T1 O^^O ^FT TIO^^O^ -m'PMA 
rXUlllV kXipiCXlo liypVUlCLlV/ai prUlClIl FX-tJIWUJV \^X^X-<J 1W*JVJj IIUVIN/T 


"MM 01R1^^7 

INlVX V 1 O i O / 


TTr^mrt CEir»i<»Tic Vi\/r%rktVi/*tir»al nrr\tf»i'n FT T10^^4R ^FT Tl O^^AR^ Tn"RMA 

nviiio Dcipidio iiypijLiiCLiw/d.1 pruicin px-»j iuoho ^x^j_/J ivoh-o^j iiiivin/\ 


"MM MR\f\f% 

INlVA Viol OO 


xioino Sapiciib iiypotncLical proicm Jri^j ivoh-/ ^x^x^j iuoh / j, itiixina 


"MM niRi#=;'^ 

INAVl U 1 o 1 OJ> 


xiomo Sapiens nypoxnencai proiem ri^j iuojjh ^rx-zj iudjhj, tiixvin/\ 


MM 01 SI ^7 


TTriTVir* co-n-iianc lTin-*rifl^iai-ir»ol T\^r\+<ai-n FT T1 0/^90 ^FT T1 0/^9A\ rvi*DMA 

rioino Sapiens nypounciica-i proiem pi^Jiuozu ivozvj, nixviN/v 


"MM Ol Rl 

INiVl V 1 O 1 ^ U 


"tTn-mrv ccirkt^nc Vi\rr»/AfT-K:»fir»c»l r^r/^fi^in FT TIO/^IO rFT T1 0/^1 0^ n-»T?XTA 

xxomo sapiens nypoineucai proxein jri-yj ivoi!7 ^jri-«j luoiy^, niiviN/\ 


INiVl U1o13j 


riomo sapiens nypoxnencai proxem ri^j luoio ^^ri-.j luoioj, tiiivjn/v 


"MM 01 Rl 


Xiomo sapiens nypoxnexicai proiem ri^j luou^ ^^ri-j luov^j, nii\jN/v 


MM Ol Rl ^0 

IMIVI V 1 O 1 1/ 


riomo sapiens nypoxnencai proxem ri^j lujy / ^jtx^j i.\jOy i ), xnxsJNA 


MM 0 1 R 1 AQ 
In iVJL viol Hy 


xiomo sapiens nypoxnencai proxem ri^j iudo / v-t^j-^j ikjoo i ), nixsJN/\ 


MM OlRldR 

JLNiVJ. V 1 O 1 HO 


Xiomo sapiens nypoxnexicai proxem vl^j ixjooj \ri->j lvdo^), injKJNA 


"MM C\^9.^Af, 


TTrkmr* oor^i^-nc V^\rr^r\i^V^f^f^r^c^^ -r\T-r\f<air\ FT TIA^RI ^FT T1 A^R1^ tviT?XTA 

nomo sapiens nypoxnexicai proxem jtljiu^oi ^^x^lJJ ivjoi mjtviN/v 


"MM OIRIA^ 


Xiomo sapiens nypoxnexicai proxem rjuj lvd /y lvd /y), miviNA 


MM OIRIA'^ 


Xiomo sapiens nypoxnencai proxem j71-.j iud /z \rju,j iud /z^, itixun/v 


MA/f 0 1 R 1 zlO 


xiomo sapiens nypoineiicai proxem ri^j iudod iudoj ), mrciN/V 


TvjAyf ni R 1 7Q 
iNiVL KJlolDy 


xiomo sapiens nypoxnencai proxem rJuJ ivdod {^rL>j ivjoj )y mKJN/\ 


XTA/f n 1 R 1 7 R 


Xiomo sapiens n3/poxnexicai proxem Jri-»JivDov v-ri_»j lujouj, mKJNA 


MM Ol R 1 ^^9 


Xiomo sapiens nypoxnexicai proxem ri^j iudh-j ^^fl^j iud^d j, iiiiviN/\ 


MM OIRI'^O 
INiVX VlolJV 


Xiomo sapiens nypoxnencai proxem ri^Jiuj^i^ \^x*i-»j lUD^y^, rnxviN/v 


"MM 01R19Q 


TTr\-mrk eor%-iA-rko V^im/^fVi A-Ftr>o1 -rwrk'(-j»'i-n FT T1 A^'X /"FT T1A^'3^^ •ni'DXTA 

Xiomo sapiens nypoxnexicai proxem x*i^j ^x*i-,j l\jddz> ), nirviN/v 


MM 01R19R 


Xiomo sapiens nypoxnexicai proxem ri^j y^rj^j ikjodhj^ niKiN/v 


"MM 01R19^^ 


Xiomo sapiens n^^joinencai proxem rL,j lxjozd v^x*x-rj iudzdj, rruviN/v 


MM m Rl 0^ 


xiomo sapiens nypoxnexicai proxem jri-^jiUDZi \^jrijj lUDZi rniviNA 


XTAyf (\^ R 1 O 1 
INiVJL UloiZl 


xiomo sapiens nypotnetical protein JrLJ IUj iz (^r l^J lUD iZj, rnKJNA 


MM ni R 1 1 R 


xiomo sapiens nypotnetical protem rJ_.JiUDUo ^rJ_^JiUjUo), inKJNA 


TsJA/T m R 1 1 ^ 
iNiVl U i 0 1 1 J 


riomo sapiens nypotnetical protem ri^J lU4yo ^rl^J iU4yo), mKJNA 


MM m Rl 1 


Homo sapiens lipocalin-interacting membrane receptor (LIMR), mRNA 


"MM ni Rl 11 
iNiVl vloi i 1 


riomo sapiens nypoxneticai protem rL.J lu^yu (^r'i^J iVHyv), rnKJNA 


NM 018110 


Homo sapiens hypothetical protein FLJ10488 (FLJ10488), mRNA 


MM 0 1 R 1 HQ 
INIVL UlolUl^ 


Xiomo sapiens nypotnetical protem ru iU4oo (^ri^ iu*i-ooj, itikjna 


vnv/f ni R 1 AR 


xiomo sapiens nypotnetical protem ri^j ivhod {^ri^j ivhoj j, niKiNA 


"NTK/T OIRIO^ 
INlVl Viol \JJ 


riomo sapiens nypoxnexicai proxein rL,j lkjh/ / ^ri^j iuh / / iiiKiNA 


MM n 1 R 1 (\A 
INlVl viol yjH 


Xiomo sapiens nypotnetical protem rLJ iU4/4 ^ri-J ivh/h)^ mKJNA 


MM niROO#; 

lMvl_U 1 oUj^O 


Homo sapiens hypothetical protein similar to beta-transducin family (FLJ10458), 

mPM A 


MM Ol ROQ«s 
IMIYJL U 1 oUy J 


rionio sapiens nypoineticai proiem rL^j iuhdu (^ri^j i vh-du;, niKJNA 


MM 01R0RQ 

INiVl VloVo!7 


xiomo sapiens nypoxnexicai proxem itLjj iu41-> ^ri-j iuh-i j> xnKiNA 


NM 018088 


Homo saniens hvnothetical nrotein PL T 10408 fFLJ10408'> ml^NA 


NM 018084 


Homo sapiens hypothetical protein FLJ10392 (FLJ10392), mRNA 


NM 018083 


Homo sapiens zinc finger protein 358 (ZNF358), mRNA 


NM 018082 


Homo sapiens hypothetical protein FLJ10388 (FLJ10388), mRNA 


NM 018081 


Homo sapiens hypothetical protein FLJ10385 (FLJ10385), mRNA 


NM 018080 


Homo sapiens hypothetical protein FLJ10381 (FLJ10381), mRNA 
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mi 018077 


Homo sapiens hypothetical protein FU10377 (FU10377), mRNA 


NM 018071 


Homo sapiens hypothetical protein FU10357 (FU10357), mRNA 


NM_0 18068 


Homo sapiens likely ortholog of mouse piwi like homolog 1 (Drosophila)-like 
(FUIGSSI), mRNA 


NM 018067 


Homo sapiens hypothetical protein FU10350 (FIJ10350), mRNA 


NM 018066 


Homo sapiens hypothetical protein FLJ10349 (FLJ10349), mRNA 


NM 018065 


Homo sapiens hypothetical protein FLJ10346 (FLJ10346), mRNA 


NM 018061 


Homo sapiens hypothetical protein FLJ10330 (FLJ10330), mRNA 


NM 018056 


Homo sapiens hypothetical protein FLJ10315 (FLJ10315), mRNA 


NM 018055 


Homo sapiens hypothetical protein FLJ10314 (FLJ10314), mRNA 


NM 018048 


Homo sapiens hypothetical protein FLJ10292 (FLJ10292), mRNA 


NM 018045 


Homo sapiens hypothetical protein FLJl 0276 (FLJ10276). mRNA 


NM 018042 


Homo sapiens hypothetical protein FIJ10260 (FLJ10260), mRNA 


NM 018037 


Homo sapiens hvpotheticaljDrotein FLJl 0244 (TLJ10244"), mRNA 


NM 018036 


Homo sapiens hypothetical protein FLJ10242 (FLJ10242), mRNA 


NM 018029 


Homo sapiens hypothetical protein FLJ10213 (FLJ10213'), mRNA 


NM 018027 


Homo sapiens hypothetical protein FLJ10210 (FLJ10210), mRNA 


NM 018024 


Homo sapiens hypothetical protein FLJ10204 (FLJ10204), mRNA 


NM 018022 


Homo sapiens hypothetical protein FLJ10199 (FLJ10199), mRNA 


NM 018017 


Homo sapiens hypothetical protein FLJ1018S (FLJ10188), mRNA 


NM_018014 


Homo sapiens B-cell CLLAymphoma 1 1 A (zinc finger protein) (BCLl 1 A), 
mRNA 


NM 018013 


Homo sapiens hypothetical protein FU10159 (FU10159), mRNA 


NM 018012 


Homo sapiens hypothetical protein FLJ10157 (FLJ10157), mRNA 


NM 018005 


Homo sapiens hypothetical protein FLJ10139 (FLJ10139), mRNA 


NM 017998 


Homo sapiens hypothetical protein FLJIOI 10 (FLJIOI 10), mRNA 


NM 017996 


Homo sapiens hypothetical protein FLJ10103 (FLJ10103), mRNA 


NM 017986 


Homo sapiens hypothetical protein FLJ10060 CFIJ10060), mRNA 


NM 017985 


Homo sapiens hypothetical protein FU10058 (FLJ10058), mRNA 


NM 017984 


Homo sapiens hypothetical protein FLJ10057 (FLJ10057), mRNA 


NM 017983 


Homo sapiens hypothetical protein FLJ10055 (FLJ10055), mRNA 


NM 017982 


Homo sapiens hypothetical protein FLJl 0052 (FLJ10052), mRNA 


NM 017980 


Homo sapiens hypothetical protein FLJl 0044 (FLJ10044), mRNA 


NM 017977 


Homo sajjiens hypothetical protein FLJl 0040 (FLJ10040), mRNA 


NM 017974 


Homo sapiens hypothetical protein FLJl 0035 (FLJ10035), mRNA 


NM_018410 


Homo sapiens hypothetical protein DKFZp762E1312 (DKFZp762E1312), 
mRNA 


NM_0 18423 


Homo sapiens hypothetical protein DKFZp761P1010 (DKFZp761P1010), 

mRNA 


NM_017597 


Homo sapiens hypothetical protein DKFZp761K1824 (DKFZp761K1824), 
mRNA 


NM_0 18422 


Homo sapiens hypothetical protein DKFZp761K1423 (DKFZp761K1423), 
mRNA 


NM_0 18421 


Homo sapiens hypothetical protein DKFZp761D1823 (DKFZp761D1823). 
mRNA 


NM 017599 


Homo sapiens transmembrane protein vezatin (VEZATIN), mRNA 


NM_0 17594 


Homo sapiens hypothetical protein DKFZp761C07121 (DKFZp761C07121), 
mRNA 


NM_017535 


Homo sapiens hypothetical protein DKFZp566H0824 (DKJFZp566H0824), 
mRNA 


NM 018705 


Homo sapiens hypothetical protein DKFZp547G183 (DKFZp547G183), mRNA 


NM 017604 


Homo sapiens KIAA1023 protein (KIAA1023), mRNA 
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XTN X A 1 T ^ < O 

JNJyl_U17559 


Homo sapiens nypotnetical protein i^JsJ:*z,p4o4Jtizzij v.JL-^-»^'^p4j4Jtlzzl->J, 

TTliviN/V 


lNiVl_Ul /D!/0 


jtionio sapiens nypotnencai procein ijisj^zjp^jhkaj^j*^ ^^j.^jsjrz-p'tj'f^uyzj j. 




niRNA 


NM 014612 


TTnmo ^anipTid ("^QorflO rirntein rPQnrfl 0"^ mRNA 


NM 018460 


Homo sapiens uncharacterized bone marrow protein BM046 (BM046), mRNA 




riomo Sapiens uncnaxaCienzcci uone maiTO w proxein x5iYiu*f^ \^J5iviuH j ^, mtviN/v 


"NA/T niR4S1 


nomo Sapiens centrosomai x H.i-associaiea proiem Jt\s. )^ riiiviN/\ 


NM 01R4Sn 


t-l^\TYi/\ coiAi^Tic 1 inr* riot*Ci r»f'#*n'7^ri r>rkTi<* motT^^^T/ t^f/^'f'^i'T^ tilVAliOQ /T^TV^AOQi ■m'lJ'^TA 
XlOJIlO oapiCIla UIlUIlclIclt#LCriZ.CU. DUIIC IllairiJW piOiem iJiYlvZr^ ^XjiViUZ!/^, IILtvIN/TL 


i>iiVi u 1 ou / f 


jtiomo sapiens puiauve aciu-sensmg lon cnaimei v.-r^.^i^^j5 iTLrviN/v 


NM_017435 


Homo sapiens solute carrier family 21 (organic anion transporter), member 14 

/'^Tr'91A1A^ mPMA 


INIVI VJIUOS^O 


nuiiio bapicnb iicu.rond.1 0110 ^^oJriv_^j ^, TTL£viN/\ 


NM 017432 


Homo sapiens prostate tumor over expressed gene 1 (PTOVl), mRNA 


iN iVl U i Oi/ J J 


jnomo sapiens pnospnouiesierase 1 i/v \i:iJc*\. 1 /vj, nusJN/v 


IN ivl__U i D JL^L 


Homo sapiens similar to mouse Glt3 or D, malanogaster transcription factor HB 

V^/\JrU!700oU;, mivlN/v 


INiVi K) 1 OZO / 


xiomo sapiens njiNLyu ^iuinjjuj, mKjNA 


XTK/f ni^fi^Q 
iNlVl_U 1 D 


Homo sapiens general transcription factor IIA, 1 (3 7kD and 1 9kE) subunits) 


>JA/r 01^^971 


nomo sapiens oixsjjlm proiem ^oijvlin mutviN^ 




nomo sapiens inierieuKm Zj, aipna suDixnii pi-^ \ \\ .^zjaj, ixiixiNA 




Mrkt-nrfc car*i*»r»c PTT1 /'PTT1^ T-nPTSJA 

numo sapiciib ivLJ 1 ^^jvu i )^ riiiviN/\ 


NM Olfi'^'^7 


Mnmn Qi^nie-nQ PlsJRf^ n?'?srR/^\ mPTsIA 


NM 016146 


Hnmn Qnr»ipnQ PTDOOO rkrofp-in rPTFlOOO^ ml? MA 


NM 01614S 


Wnmn Qn-ni>»nc PTTOOOR TM-nfpin rPTFiOOS^ ml? XT A 

X1.IJ11UJ odpiClio i l.\J\J\JQ piUlCJLlI \JL 1 J-Jv/UO ^5 lllIvIN/A. 


NM 016144 


Wnmn QanipriQ PXT^nn9 r^rntpin /'PTFinn9^ mPlNJA 

XJ.LI11HJ odpiCllb Jr AJ-/Vv^ piOlClIi \SI 1 LJUKJ^jf IIUS-IN/A. 


NM 016147 


n<jiiiu odpiciis proiem pnoopnd.id.se mcinyicsicidsc-i ^jrivin-i )^ iiitviN/Y 


NM fl1644S 


nomo Sapiens piecKsirin z v^mouse^ nomoiog ^x^i^j^ivz^, nuKJ.M/\ 


NM 016170 


Homo sapiens NCX protein (NCX), mRNA 


INiVi UlOl^Z 


nomo sapiens myeim gene expression lacior z {jyisi^r-z)^ xniviNA 


INlVl UIOjoO 


nomo sapiens ivjxjjjt proiein {^v/iDir), itlkina 




nomo sapiens caicium Dinuing proxein \^3.dhz> precursor (^v^/ao^f j j, mKJNA 


NM 016530 


Homo sapiens RAB-8b protein (LOC51762), mRNA 


lNivl_U 1 OHHZ 


Homo sapiens type 1 tumor necrosis factor receptor shedding aminopeptidase 

rcguidior x o- 1 itii\jln/\ 


i>l iVl U 1 U*T J O 


noiiiu Sapiens v^i_<o x i iz*tu proiem \^l^j_/o 1 1 iz*+u nuxiN/v 


MM 016340 


Homo sapiens rap guanine nucleotide exchange factor (RA-GEF-2), mRNA 


1N1V1__U lOJUO 


nomo sapiens unaj ^nsp4Uj nomoiog, suDiamiiy n, memoer 1 1 ^ujNAJJol ij, 

■mPTsIA 
mXvTN/^. 


"KTIV/r m^707 
IN IVi U 1 OZ 


nomo sapiens near snocK proiem /3 ^ i ivAir i mjtvJN a 


TSTM ni^9/lR 

IN iVl \j i 0^*+ O 


nomo sapiens J\ Kinase v^jrrsjs^^ ancnor protein 1 1 v^Ajs^A-r 1 1 j, nusJNA 


"MK/f 01/^907 

INlVl W 1 OZVI / 


nomo sdpicns Cleavage anu poiyaoenyiauon speciiic lacior ^5, i dyhj suounii 
rCPSFS'i mRNA 


NM 016163 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016106 


Homo sapiens vesicle transport-related protein (RA410), mRNA 


NM 016081 


Homo sapiens palladin (KIAA0992), mRNA 


NM 015934 


Homo sapiens nucleolar protein NOP5/NOP58 (NOP5/NOP58), mRNA 


NM 015925 


Homo sapiens hver-specific bHLH-Zip transcription factor (LISCH7), mRNA 


NM 015878 


Homo sapiens ornithine decarboxylase antizyme inhibitor (OAZIN), mRNA 
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NM 016284 


Homo sapiens KJAA1007 protein (KIAA1007), mRNA 


NM 016645 


Homo sapiens mesenchymal stem cell protein DSC92 (NEUGRIN), mRNA 


NM 016631 


Homo sapiens chromosome 21 open reading frame 66 (C21orf66), mRNA 


]SIM_016576 


Homo sapiens GMPR2 for guanosine monophosphate reductase isolog 
(LOC5 1292), mRNA 


NM 016501 


Homo sapiens hypothetical protein FLJ10597 (FLJ10597), mRNA 


NM 016500 


Homo sapiens hypothetical protein (LOC51260), mRNA 


NM 016487 


Homo sapiens HSPC230 gene (HSPC230), mRNA 


NM 016480 


Homo sapiens PABP-interacting protein 2 CPAIP2), mRNA 


NM 016433 


Homo sapiens glycolipid transfer protein (GLTP), mRNA 


NM 016369 


Homo sapiens claudin 18 (CLDN18), mRNA 


NM 016359 


Homo sapiens nucleolar protein ANKT (ANKT), mRNA 


NM_016246 


Homo sapiens retinal short-chain dehydrogenase/reductase retSDR3 
(LOC5 1171), mRNA 


NM_016186 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 10 (SERPINAIO), mRNA 


NM 016180 


Homo sapiens ADVI-1 protein (MATP), mRNA 


NM 016176 


Homo sapiens calcium binding protein Cab45 precursor (Cab45), mRNA 


NM 016174 


Homo sapiens cerebral cell adhesion molecule (LOC51 148), mRNA 


NM 016131 


Homo sapiens RABIO, member RAS oncogene family (RABIO), mRNA 


NM_0 16031 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 

yeast)-like 1 (ELOVLl), mRNA 


NM 015955 


Homo sapiens C21orfl9-like protein (LOC51072), mRNA 


NM 015931 


Homo sapiens fls485 (LOC51066), mRNA 


NM_015879 


Homo sapiens sialyltransferase 8C (alpha2,3Galbetal,4GlcNAcalpha 2,8- 
sialyltransferase) (SIAT8C), mRNA 


NM 016368 


Homo sapiens myo-inositol 1-phosphate synthase Al (ISYNAl), mRNA 


NM 016488 


Homo sapiens hypothetical protein (HSPC232), mRNA 


NM 016478 


Homo sapiens hypothetical protein (HSPC216), mRNA 


NM 016463 


Homo sapiens hypothetical protein (HSPC195), mRNA 


NM 016410 


Homo sapiens hypothetical protein HSPC177 (HSPC177), mRNA 


NM 016406 


Homo sapiens hypothetical protein (HSPC155), mRNA 


NM 016401 


Homo sapiens hypothetical protein (HSPC138), mRNA 


NM 016400 


Homo sapiens Huntingtin interacting protein K (HYPK), mRNA 


NM 016396 


Homo sapiens hypothetical protein (HSPC129), mRNA 


NM 016391 


Homo sapiens hypothetical protein (HSPCl 1 1), mRNA 


NM 015933 


Homo sapiens hypothetical protein (HSPC016), mRNA 


NM 015932 


Homo sapiens hypotiietical protein (HSPC014), mRNA 


NM_016172 


Homo sapiens putative glialblastoma cell differentiation-related (GDBRl), 
mRNA 


NM_016194 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 

mRNA 


NM 016196 


Homo sapiens KIAA0682 gene product (KIAA0682), mRNA 


NM 016553 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


NM 016195 


Homo sapiens M-phase phosphoprotein 1 (MPHOSPHl), mRNA 


NM_016550 


Homo sapiens HeLa cyclin-dependent kinase 2 interacting protein (CINP), 
mRNA 


NM 016623 


Homo sapiens hypothetical protein (BM-009), mRNA 


NM 016237 


Homo sapiens anaphase promoting complex subunit 5 (ANAPC5), mRNA 


NM 016108 


Homo sapiens androgen induced protein (AIG-1), mRNA 


NM 014886 


Homo sapiens hypothetical protein (YR-29), mRNA 


NM 014035 


Homo sapiens SBBI31 protein (SBBBl), mRNA 
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iTLUiiiu oapiciib ring linger proiein lu ^iviNr luj, irLxviN/v 


NM 014092 


Homo sanien<; PROl S7*? rirntpin {VUC\^ ^7^^ tuPTSJA 


NM 014138 


Homo sanienci P'R OOfiS Q nrntf»in ^PPO^/^^0^ mPKIA 


NM 014135 


Homo sanien*? PRO0641 nrntf»in (WtC^(\f^d^\ TnR"NrA 


NM 014134 


Homo saniens PRO0628 nrotpin rPPOOf^OR^ rn'Rl^JA 


NM 014133 


Homo saDiens PRO061 8 nrntein rPROOfil 8^ mT^TsTA 


NM 014076 


Homo saniens PROOfil 1 nrntpin rf'PPOn^l ^\ mPMA 


NM 014074 


Homo saDiens PRnOS?Q nrntpm ^^PPO^S9Q^ mPTsJA 


NM 014129 


Homo *;ar>ien«? PR 00478 r^mtf^in ^PRO^zl7S2^ tyiPMA 


NM 014126 


Homo saoiens PROO'^^S nrotpin /'PPOO'^f^*;^ mRTsJA 


NM 014124 


Homo «3anienR PROO^SS r»rntf»in ^P'R0^9^^^ ml? "MA 


NM 014121 


Homo sar>ien<5 PR 009'^'^ nrotPin ^PP^^9'^'^^ mPMA 


NM 014120 


Homo saniens PR 009 1 A nrnt^in rPROn9 1 4^ mP>J A 


NM 014118 


Homo sar>iens PROO 159 nrotein TPR OO 1 S Q'i mR TvT A 


NM 014117 


Homo saniens PRO0 1 49 nrntein ('PP OO 1 dQ^ mP >J A 


NM 014116 


Homo ^aniens PROOI ^^9 nrnff»in /'PPOm '^9^ mPlSJA 


NM 015364 


Homo saniens lVrr)-9 rimtf»in ^^>'m-9^ TYiPlsJA 


NM 0140'^0 


Homo sanipns T P8 T^rr^ff^i-n mPlMA 


NM 01 49^^! 


Homn sanipnc TSTT A A 1 1 1 ^ -r*T*/\+ia-i'i-k /T^T A A 1 1 1 ^^ -m'DXT A 
jauiiiu £>cipicub JS.i/\jr\i l ID proxcin \^J\JA/\1 1 1 jj, HCIKJNA 


NM 014901 


T-Tomr* c?ir>i/anc TiTTA All AH -r»r*/^ /Ti^T A All A^^ •»-»-» T> XT A 

xxuiiiu :>apicnb luu proicm ^Js.l/v/\l iW)^ mKJNA 


NM 014908 


T-Tnmrfc c$*ni<*r»c TTTA A 1 OQA T\7-rv+/ai'-»-i /TiTTA A 1 AO/1\ -r-»-iT>XTA 

XiUiiiu bapicnb JSJL^VAJLUi^H- proicm ^^Jvl/\Aluy4^, mKJNA 


NM 014906 

X ^ XTX \J X ^ V V7 


fiuiiiu bdpicii:^ jSJjnJ\L\J I L protein v,J>kJx\AlU /Zy, mivJN A 


NM 01493"> 


xxv^lllU :^cipidlb llCUIUllglll 1 ^INJ-^^J^iN 1 )y ITLKJ.N/\ 


NM 014894 


Homo saniens l<rT A A 1 nmtp*in niTT A A 1 A^/=i^ mTJXTA 


NM 014956 


Homo saniens TTTA Ain^9 nmtF»in A 1 0^9^ TmT?XT A 


NM 0149*^8 


Homo saniens TCTA A 1 V\df\ r\rr\\f>'\r\ rK'TA A 1 (\AfC\ wPXT A 
Axvjiinj a<a|jidl£> ivx-tV/Tl i V/*tL) prOLCin V^lNJLrV/\ iU*tOJ, mJxJN/V 


NM 014909 


Hnmr^ cia-nipnc T<rT A A 1 Ci'Xf^ i-i-rr^fo-it-i /T^T A A 1 A'3/^^ w^lJXT A 
X1.U111U ba.picri5> rvij'Ajrviu jO protoin (^JvJLfVrVlUjOJj IIUKXNA 


NM 014939 


Homo sanipnQ l^TTA A 1 0 1 9 -r^rrkf^i-n /ITT A A 1 A1 9\ wT?XT A 


NM 014895 


Hrnnr* sa-nipnc TTTA A 1 AAO r\-rc\\e^k'r\ /T^T A A 1 AAO^ ■«-k'DTvT A 


NM 014960 


Homo CJiniPnc UTTA AlAAl r*frkf<at-r* /T^TA A 1AA^^ ■»-r*'DXTA 


NM 014950 


Homo Qn-nif^nc "RTTA AAQQ7 T^-rritiaii-i /T^TA AAOO'7^ -ml? XT A 


NM 014934 


H^omo Cftr^ipnc '7iTir»_"finrr/*-r ■rivr^'f^in W / 1 1-* 1 ('V\ / \ \>W t-v^OXTA 
oapiCllo Z^HlLz-llIlgCr prULClTl xJZ^lS. V \ \ 3/ .\ r ' J, iTlxvlNA 


NM 014023 


Homo saniens TCTAAA0R9 nrotpin ^KTA AA0R9^ mPXTA 


NM 014900 


Homo saniens TCTA A 0077 nrotpin H^TA A A077^ tyiPXT A 


NM 014929 


Homo saniens ICT A A 0071 nrotpin HTT A A 0071 ^ mPMA 


NM 014935 


Homo sapiens phosphoinositol 3 -phosphate-binding protein-2 (PEPP3), mRNA 


NM 014937 


xiuino sapiens oac aomam-coniaimng inositol pnospnatase z (oAC2), niKJNlA 


NM 014902 


1-Tomo C5»r»i<=»nc T^TA A OO/^zl n-ri-vfo-ii-* /nETTA AAO/C>f'\ ■wm'DXT A 

xauxxxu bd.pienb js.i-rt-rt.Lfyo't protein ^isJAAuyo*tj, mKJNA 


NM 014898 


Homo c?a-r*-i*i-no li^TA AAQ/^1 t-*f/%+/>-i-M /Ti^T A AAQ/C1\ •*-.T>XTA 

xTuxiiu bapiens isa/v/vui/oi proiem (^Js^iAAuyoi^, mKJNA 


NM 014942 

X^XVX \/XT^^^T^ 


n.uxxiu bdpienb anKynn repeal aomam o (^AlNJsJKx/oj, mJxJNA 


NM 014959 


numu sapiens tumor up-reguiatea vyAKJj-containing antagonist ot caspase nine 
CTUCATSn mPNA 


NM 014952 


Homo sanipnc tTTA AOOJ.S nrotP>in /T^TA AAQA^^ rY-»T>XTA 
xx\jxi.v<i oo-pxcxxd s^^xt\±wjy-xD proicm \r%AJ\fW}y^j)^ rniviNA 


NM 014904 


Homo snnipns TTTA AOQ^1 m-ot«>i-n rUsiV*! 1 T7TP9'\ ■»-*-» T>XT A 
i-x\ji.ykK3 oapxcxxd xvjLrvrvv^*T X proiem \^jvdui i-x* JUT -4.^5 ttlK in r\ 


NM 014903 


Homo sanipns TTTA AOO'^R Txmt/^in /TiTTA A AQ7S3\ -i-v-kT?XT A 


NM 014897 


Homo sapiens KIAA0924 protein (KIAA0924), mRNA 


NM 014883 


Homo sapiens KIAA0914 gene product (KIAA0914), mRNA 


NM 014949 


Homo sapiens KIAA0907 protein (KIAA0907), mRNA 


NM 014896 


Homo sapiens KIAA0894 protein (KIAA0894), mRNA 


NM 014969 


Homo sapiens KIAA0893 protein (KIAA0893), mRNA 


NM 014966 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 30 (DDX30), 
mRNA 
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NM 015377 


Homo sapiens KIAA0889 protein (KIAA0889), mRNA 


NM_0 14936 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 4 (putative 
function) (ENPP4), mRNA 


NM 014940 


Homo sapiens KIAA0872 protein (KIAA0872), mRNA 


NN4 014943 


Homo sapiens KIAA0854 protein (KIAA0S54), mRNA 


NM 014926 


Homo sapiens KIAA0848 protein (KIAA0848), mRNA 


NM 014945 


Homo sapiens KIAA0843 protein (KIAA0843), mRNA 


NM 014924 


Homo sapiens KIAA0831 protein (KIAA0S31), mRNA 


NM 014703 


Homo sapiens KIAA0800 gene product (KIAAOSOO), mRNA 


NM 014650 


Homo sapiens KIAA0798 gene product (KIAA0798), mRNA 


NM 014660 


Homo sapiens KIAA0783 gene product (KIAA0783), mRNA 


NM 014726 


Homo sapiens KIAA0775 gene product (KIAA0775), mRNA 


NM 014690 


Homo sapiens KIAA0773 gene product (KIAA0773), mRNA 


NM 014805 


Homo sapiens KIAA0766 gene product (KIAA0766), mRNA 


NM 014869 


Homo sapiens KIAA0763 gene product (iaAA0763), mRNA 


NM 014804 


Homo sapiens KIAA0753 gene product (KIAA0753), mRNA 


NM 014632 


Homo sapiens KIAA0750 gene product (KIAA0750), mRNA 


NM 014796 


Homo sapiens KIAA0748 gene product (KIAA0748), mRNA 


NM 014719 


Homo sapiens KIAA0738 gene product (KIAA0738), mRNA 


NM 014828 


Homo sapiens KIAA0737 gene product (KIAA0737), mRNA 


NM_0 14849 


Homo sapiens likely ortholog of mouse synaptic vesicle glycoprotein 2a (SV2), 
mRNA 


NM_0 14848 


Homo sapiens synaptic vesicle protein 2B homolog (SV2B), mRNA 


NM 014718 


Homo sapiens KIAA0726 gene product (KIAA0726), mRNA 


NM_0 14652 


Homo sapiens importin 13 (IMP 13), mRNA 


NM 014867 


Homo sapiens KIAA071 1 gene product (KIAA071 1), mRNA 


NM 014852 


Homo sapiens KIAA0682 gene product (KIAA0682), mRNA 


NM 014663 


Homo sapiens KIAA0677 gene product (KIAA0677), mRNA 


NM 014648 


Homo sapiens KIAA0675 gene product (KIAA0675), mRNA 


NM 014779 


Homo sapiens KIAA0669 gene product (KIAA0669), mRNA 


NM 014811 


Homo sapiens KIAA0649 gene product (KIAA0649), mRNA 


NM 014817 


Homo sapiens KIAA0644 gene product (KIAA0644), mRNA 


NM 015046 


Homo sapiens KIAA0625 protein (KIAA0625), mRNA 


NM 014694 


Homo sapiens KIAA0605 gene product (KIAA0605), mRNA 


NM 014832 


Homo sapiens KIAA0603 gene product (KIAA0603), mRNA 


NM 014749 


Homo sapiens KIAA0586 gene product (KIAA0586), mRNA 


NM 014668 


Homo sapiens KIAA0575 gene product (KIAA0575), mRNA 


NM 014709 


Homo sapiens KIAA0570 gene product (KIAA0570), mRNA 


NM 014704 


Homo sapiens KIAA0562 gene product (KIAA0562), mRNA 


NM 014790 


Homo sapiens KIAA0555 gene product (KIAA0555), mRNA 


NM 014731 


Homo sapiens KIAA0552 gene product (KIAA0552), mRNA 


NM 014793 


Homo sapiens KIAA0547 gene product (KIAA0547), mRNA 


NM 014825 


Homo sapiens chromosome 21 open reading frame 108 (C21orfl08), mRNA 


NM 014840 


Homo sapiens KIAA0537 gene product (KIAA0537), mRNA 


NM 014682 


Homo sapiens KIAA0535 gene product (KIAA0535), mRNA 


NM 014851 


Homo sapiens KIAA0469 gene product fKIAA0469), mRNA 


IN jvi y) 1 *+o^ 0 


Homo sapiens IsJAAU4^U gene product (K1AAU450), mRNA 


NM 015556 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA 


NM 014801 


Homo sapiens KIAA0435 gene product (KIAA0435), mRNA 


NM 014772 


Homo sapiens KIAA0427 gene product (KIAA0427), mRNA 


NM 014631 


Homo sapiens KIAA0418 gene product (KIAA0418), mRNA 


ISnVI 014702 


Homo sapiens KIAA0408 gene product (KIAA0408), mRNA 
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NM 014672 


Homo sapiens KIAA0391 gene product (KIAA0391), mRNA 


iNlVX U IH / I 1 


jiomo sapiens £sAj\i\sjoz^\) gene prouuct sjsAJ\i\\jDy\j)^ nix\j.N/v 


INiVl Ul^OoO 


xionio sapiens jsjj\j\\jddd gene prouuci ^jviaaujjdd ), miviN/v 


TMN/T m/lR79 
INiVl U i *+o / Z. 


rionxo sapiens jsa/\/\{jddh gene prouuci (^Js^iAAUJDn^, nix\JN/\. 


INiVl Ul'fOjU 


jiomo sapiens jsjj\jwjjDA gene proQuct {jsjj\j\\jjjZ)y miviNA 




Jtiomo sapiens ivai guanine nucieoace excnange tactor Kaivjr^oiA 

rRATOP91A^ mPNA 




nuuio bdpiena jvi/\/\.uj>>?o gene proauci (^Jev.i-fv/\ujj0^, nil\JN/\ 




XXDIIIU aapiCllb IVxjrVjTVW J«D w> gcnC prOQUCt yjSJJ\J\\J D JO ini\J.N/\ 




Aluiiio bapiciib r%jur\jt\\j J z.y gene prouuci \js^iJ\r\\)DZ,y)y niixiN/V- 


NM 014S21 


Wnmn QnnipriQ tCTA A03 1 7 crf*nf» nrr*rlnr»t /"firT A A 0*^1 7^ ml? XT A 


NM 014699 


T-fomn Q?inien«! TCTA A0906 aene r^rnHiirt rSTTA A^70^^ mT^TsTA 

XA.VIX1XVJ oa|Jiwllo JSJLn^r^XJ^Z^Kj ^CXIC pilJUU.L'l \Jc\JL/\s\.\J^y\jJy ntiViN/TL 


NM 014742 


T-Tomn <sanipn«; TCTA A07SS apne rimHiir't /'PTTA A09^^^ mPTsJA 


NM 014734 


T-Tnrnn QnnienQ T^CTA A07J.7 crf»Tip r»rr4/liif»t n^TTA A0747^ mPTsTA 


NM 014760 


Wrfcmr* C5»'ni*»'nc "STTA AO*^! R rr^tt^* -r^rrk/lnr^t /TiTTA AAOl S\ -mTJXTA 
iX-VJllllJ octpiCIlo r^J-rV/W-^ 1 0 gCnC prouuct ^^JSJ-rV^VvZ, I O^, niJ\jLN/\ 


NM 014735 


Homo sapiens KIAA0215 gene product (KIAA0215), mRNA 


INiVX UI^OjU 


xiomo sapiens jsjlaauz 1 1 gene product (JsJLAJVuz i 1 j, itlKJNA 


"MlVf n 1 AlAA 
iNlVA UiH-/^^ 


rtomo sapiens jsjlaauziu gene product (Jsjlaau^iu), mrUNA 


IN iVl \J i*+ / 


Jiomo sapiens JsJAAUioy gene procuct (jviAAUioyj, mKJNA 


NM 014753 


Homo sapiens KIAA0187 gene product (KIAA0187), mRNA 


ISJAyf A1il7Q1 

iNivi_u i *+ / y 1 


Homo sapiens likely ortholog of maternal embryonic leucine zipper kinase 

/'T^TAAni7<\ wt'DXTA 
VJsJA/\Ul /D)y niKJNA 


iNlVl 1/ 1 ^ / H-O 


riomo sapiens jviaAU i o i gene product (isJAAU i o 1 mKJN A 


iNiVl U i J J 


riomo sapiens JvJLAAU12)j gene product (xsJAAUIjd), mKJN A 


IN iVl_^U 1 UZ 


Homo sapiens HCK-related kinase epsilon; inducible Ikappa6 kinase (IKKE), 

IXllviN/v 




riomo sapiens Js.LAAUi^4 gene product (KiAAUi44), mKJN A 


INiVl U l*f / / J 


riomo sapiens jsjaau 14 i gene product (isaAAU 14 i), mKJN A 




nomo sapiens isjj'\AUi-5o gene prouuct ^^jsjaauuo^, itikjna 


NM 014797 


xj-omu bapicns jsjLr\j\\j l^d gene prouuct v^jsjaaui^d ), nxtviN/Y 


NM 014999 

A^xvA \j L^-ryyy 


xiomo sapiens is.jjr\Aui lo proiem (^jsja/vui lo^, nixvLNA 


NM 014740 

X^XVJL \J I 


ddpiciiss j\jLr\_^vu 1 i 1 gciic prouuoL \^r«v 1 A\ Ml^ 1 X i^, lTlr\JLN/\. 


NM 014673 


nomo sapiens jsjj\j\x} lud gene prouuct ^jsj/\/\.u i u j ), rntsJNA 


NM 014736 

X >l XV A Vjf A *T / J \J 


numo sapienb jsj/\/\u i u i gene prouuct i u jl ^5 itlkjn A 


NM 014669 


Homo sapiens KIAA0095 gene product (KIAA0095), mRNA 


TSJIV4" 0 1 4^7Q 


riomo sapiens JsJLAAUUyz gene product (KlAAUUyz), mKJN A 


NA>f 01il7^=;o 


XJr^-*-»-»*-», oo-r'k'i^a-r**! X''T A AAAC^ a-a»-* a »-»*-a t ^+ /X^ T A AAAO'7\ •^-.."DTvTA 

nomo sapiens jsjaauuo / gene product (ivlAAUUo / ), mKJN A 


XNiVl U l*+0 / / 


XJrAi-*-*^ on-M^ t«Al«AnnA X^'T A A AAC /I fVX A K f\f\C A\ «-k-.T>'XT A 

riomo sapiens neiicase Jv1AAUU!)4 (jsjaauud^), mKJNA 


TvJM 0 1 47 1 ^ 


nomo sapiens centaunn, Deta i (^i^iiJNiriij, mKJNA 


NM 01S361 


Homo sapiens R3H domain (binds single-stranded nucleic acids) containing 
\^ivj>njL'xvi )^ mxsj.N/\ 


NM 0145s5^0 

XNXVA V/A*tOOv/ 


nomo sapiens isjL/\/v.uuzz gene prouuct ^^isJAAUUZZj, niKJNA 


NM 01487S 

X ^ ATX V X ^ O / O 


numo bapiens r^j-ft_rt.uuz-u gene prouuci \jSJU\i\sj\j Z\j ), mxvJN A 


NM 01466S 


nomo sapiens jsja/vuuiH' gene proauci v,j\jaauui4J, niKJNA 


NM 014671 

X>IXVA vX*^V^/ X 


nomo sapiens udicjui tin -pro tern isopepxioe iigase \x1>d) (^jsjaauuiuj, mKJNA 


NM 014637 


nomo sapiens jsjl/v/vuuuj/ gene prouuci (^jvl/\/\.uuuv tiijkjna 


NM 015384 


Homo sapiens ID]Sf3 protein (IDNS), mRNA 


NM 0141S8 


Homo sapiens HSPC182 protein (HSPC182), mRNA 


NM 014187 


Homo sapiens HSPC171 protein (HSPC171), mRNA 


NM 014182 


Homo sapiens HSPC160 protein (HSPC160), mRNA 


NM 014178 


Homo sapiens HSPC156 protein (HSPC156), mRNA 


NM 014177 


Homo sapiens HSPC154 protein (HSPC154), mRNA 



309 

BNSDOCID: <WO____03074e5M2J.> 



wo 03/074654 



PCT/US03/05028 



NM_014176 


Homo sapiens HSPC150 protein similar to ubiquitin-conjugating enzyme 
(HSPC150), mRNA 


MM 014173 


Homo sapiens HSPC142 protein (HSPC142), mRNA 


NM 014172 


Homo sapiens HSPC141 protein (HSPC141), mKNA 


NM 014171 


Homo sapiens postsynaptic protem CRIPT (CRIPT), mRNA 


NM 014169 


Homo sapiens HSPC134 protein (HSPC134), mRNA 


NM 014168 


Homo sapiens HSPC133 protein (HSPC133), mRNA 


NM 014167 


Homo sapiens HSPC128 protem (HSPC128), mRNA 


NM 014165 


Homo sapiens HSPC125 protein (HSPC125), mRJNA 


NM 014163 


Homo sapiens HSPC073 protem (HSPC073), mRNA 


NM 014162 


Homo sapiens HSPC072 protein (HSPC072), mRNA 


NM 014159 


Homo sapiens Huntmgtm mteractmg protem B (HYPB), mKJNA 


NM 014158 


Homo sapiens HSPC067 protein (HSPC067), mRNA 


NM 014157 


Homo sapiens HSPC065 protem (HSPC065), mRNA 


NM 014152 


Homo sapiens HSPC054 protein (HSPC054), mRNA 


NM 014151 


Homo sapiens HSPC053 protem (HSPC053), mRNA 


NM 014148 


Homo sgjiens HSPC048 protem (HSPC048), inRNA 


NM 014147 


Homo sapiens HSPC047 protein (HSPC047), mRNA 


NM 014041 


Homo sapiens signal peptidase 12kDa (SPC12), mRNA 


NM 014047 


Homo sapiens HSPC023 protein (HSPC023), mRNA 


NM 014028 


Homo sapiens HSPC019 protein (HSPC019), mRNA 


NM 014026 


Homo sapiens HSPC015 protein (HSPC015), mRNA 


NM 015362 


Homo sapiens HSPC002 protein (HSPC002), mRNA 


NM 015603 


Homo sapiens DKFZP586M1019 protem (DKFZP586M1019), mRNA 


NM 015537 


Homo sapiens DKFZP586J1624 protem (DKFZP586J1624), mRNA 


NM 015584 


Homo sapiens DKFZP586F1524 protein (DKFZP586F1524), mRNA 


NM 015677 


Homo sapiens hypothetical protein (DKFZP586F1318), mRNA 


NM 015416 


Homo sapiens DKFZP586A011 protein (DKFZF55oAUl 1), mKJNA 


NM 015513 


Homo sapiens DKFZP566D213 protem (DKFZF5ooD213), mRNA 


NM 015509 


Homo sapiens DKFZP566B183 protem (DKFZF56oBlb3), mKJNA 


NM 014042 


Homo sapiens DKFZP564M082 protein (DKrZrDo4MUoz), rnKJNA 


NM 015455 


Homo sapiens KIAAl 194 protem (KIAAl 194), mRNA 


NM 015601 


Homo sapiens DKFZP564G092 protein (DKFZP5 640092), mKJNA 


NM 014044 


Homo sapiens DKFZP564G0222 protein (DKFZP564G0222), mKJNA 


NM 015658 


Homo sapiens DKFZP564C186 protein (DKFZP564C1 86), mKJNA 


NM 015654 


Homo sapiens DKFZP564C103 protein (DKFZP564C1U3), mKJNA 


NM 015535 


TT • T--».T^T^rTTfc ^✓"j«A<^jt^v ± / 1"^T^T^' 9 %\ C A K ^ A ^ ^\ T>'VT A 

Homo sapiens DKFZP564A2416 protem (DICF2T564A2416), mRNA 


NM 014034 


Homo sapiens DKFZP547E2110 protein (DKFZF5471i21 10), mKJNA 


NM 015607 


Homo sapiens DKFZP547E1010 protein (DKFZP547E1010), mRNA 


NM 015594 


Homo sapiens DKFZP434O047 protein (DKFZP434O047), mRNA 


NM 015492 


Homo sapiens DKFZP434H132 protein (DKFZP434H132), mKJNA 


NM 015515 


Homo sapiens type I intermediate filament cytokeratm (HAIKl), mRNA 


NM 014064 


Homo sapiens AD-003 protein CAD-003), mKNA 


NM 014517 


Homo sapiens upstream binding protem 1 (LBP-la) (UBPl), mRNA 


NM_014294 


Homo sapiens translocating chain-associating membrane protein (TRAM), 
mRNA 


NM 014305 


Homo sapiens alL>jr-U-giucose 4,o-uenyaraiase \vvjr\j\j)y iniviN/v 


NM 014300 


Homo sapiens signal peptidase complex (18kD) (SPC18), mRNA 


NM 014419 


Homo sapiens soggy-1 gene (DKKLl -pending), mRNA 


NM_0 14445 


Homo sapiens stress-associated endoplasmic reticulum protein 1; ribosome 
associated membrane protein 4 (SERPl), mRNA 


NM 014329 


Homo sapiens autoantigen (RCD-8), mRNA 
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NM_0 14504 


Homo sapiens putative Rab5 GDP/GTP exchange factor homologue (RABEX5), 

IRJCviN-rv 


XTTVA niA^QO 

iNjvi ui^joy 


xiomo sapiens pnospnoiipase group iin ^JrJ-»/\zvj^i2»^5 nii>j.N/\ 


iNivi \j / 1 


jnLOino sapiens serine proiease inniDiior, Js^azaj Type ^ i^oi uNJVf nii\iN/\ 


JNiVl Ui4oyi 


xiomo sapiens JrjL?or/\ associaiea protein i \jrui\x i miviN/v 


XTK4" ni A1f\Q 


Homo sapiens phosphoinositide-3 -kinase, regulatory subunit, polypeptide plOl 
(P101-PI3K),TnKNA 


XTA/f A1 ytl^Q 
iNiVl Ui^JDy 


Homo sapiens opticin (OPTC), mRNA 


iMiVi UiHJlD 


xxOmo Sapiens i-^i^jvH-iNvj 1 tra.nscripnon complex, suDunii z \^\_^inw1z )^ nixviN /v 


MM 014360 


Homo sapiens NK-2 (Drosophila) homolog 8 (NKX2.8), mRNA 


xnv>r m/iiTi 

iNlVl Kjl^D/l 


jtiomo sapiens neignoor oi /\-junase ancnonng protein v.JN AJs^A-ry-> J, mKJN/v 




Homo sapiens tnitochondrial earner homolog 2 (MTCH2), nuclear gene 
encoding mitochondrial protein, mRNA 


JNJVl UiD/lO 


Homo sapiens Misshapen/NIK-related kinase (MINK), mRNA 


JNJyi_Ul43!)o 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superiamuy memoer y yK^i^nx^^ry)^ miviNA 


INIVI U14DjZ 


xiomo sapiens JUxJir protein 3Z ^^i^oi^ozj, nuviNA 


iNlVl_U 1 hZ4 / 


iiomo sapiens jri^z^ uomain containing guanine nucieoiiae excnange 

iauiv,>i^vjijri7 ) 1 \^ir i-//ij-\jrxjJ7 i ^, huvin/tl 


IN iVl U 1 *+ZO / 


jiomo sapiens smaii aciaic protein \ju^\j\kjjz\.^j\jdz), miviN/v 


rNivi V 1 *f J !7 / 


xxomo sapiens aciQic oz KjL/a protein miviN/v \^riou I-JDDZ^, rni\JN/\ 


MM 014254 


Homo sapiens transmembrane protein 5 (TMEM5), mRNA 


XTA/f A 1/1 '1/^9 
INlVl U 1 43 OZ 


Homo sapiens 3 -hydroxy isobutyryl-Coenzyme A hydrolase (HIBCH), mRNA 


NM 014365 


Homo sapiens protein kinase HI 1 (HI 1), mRNA 


JNM Ul45o4 


Homo sapiens xiKUl-hlce (S. cerevisiae) (EKOIL), mRNA 


NM 014367 


Homo sapiens hypothetical protein, estradiol-induced (E2IG5), mRNA 


NM_014366 


Homo sapiens putative nucleotide binding protein, estradiol-induced (E2IG3), 
mRNA 


NM_014380 


Homo sapiens nerve growth factor receptor (TNFRSF16) associated protein 1 

(NvjrKAi:'! mKJNA 


JNJVl Ui4oyU 


Homo sapiens downregulated in ovarian cancer 1 (DOCl), mRNA 


NM_0 14595 


Homo sapiens 5' nucleotidase, deoxy (pyrimidine), cytosolic type C (NT5C), 
mKNA 


JNJVl__U143l0 


Homo sapiens calcium-regulatea neat-stable protein (z41cD) (CRHSF-24), 


IN iVl U i 443 U 


riomo sapiens ceii aeatn-inaucing urrA-iiKe eiiector D {k^iDcjD)^ mKJNA. 


TSJIV^ A 1 A/I AA 
INIVl^U i44UU 


Homo sapiens GPI-anchored metastasis-associated protein homolog (C4.4A), 

mT?XIA 
JI\jSTsI\. 




nUlllU bapiCila alimicll lU yCd.t>L X5XM J L/CrcVlbld.e^ ^1312-10^, mcviNrv 


NM 014374 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


INIVJL \Jlj !7*+3 


jnomo sapiciio L/fiioncie inuaceiiuiar cnannei h {k^l^lk^h rru\JLN/\ 


XTM" A1 'XAX'X 


Xiomo sapiens Karyopnenn oeta zo, transpornn { ikinzj, nuviNA 


INIVI. U1343D 


Xiomo sapiens retmai nomeoDOX protein (^rCA^j, mixiNA 


INIVI Ui33// 


JdLomo sapiens nypotneticai protein (^UJNj^Zyp434r>U4i / /, mKiNA 


XTNif AIOOO'7 

^^llVl__Ulzzy / 


Homo sapiens Ras-GTPase activating protein SH3 domain-binding protein 2 


NM 013286 


Homo saniens chromosome 3n21 1 ffene seouence rHrnVTAOCTTT^^ ml^TsJA 


NM 012472 


Homo sapiens testis specific leucine rich repeat protein (TSLRP), niRNA 


NM 012119 


Homo sapiens cell cycle related kinase (CCRK), mRNA 


NM 013266 


Homo sapiens alpha-catenin-like protein (VR22), mRNA 


NM 013346 


Homo sapiens sorting nexin 12 (SNX12), mRNA 


NM 013322 


Homo sapiens sorting nexin 10 (SNKIO), mRNA 



311 

BNSDOCID: <WO 03074654A2_L> 



wo 03/074654 



PCT/US03/05028 



NM 013400 


Homo sapiens replication initiation region protein (60kD) (RIP60), mRNA 


NM 013355 


Homo sapiens protein kinase PKNbeta (pknbeta), mRNA 


NM 013240 


Homo sapiens putative N6-DNA-methyltransferase CN6AMT1), mRNA 


NM 013364 


Homo sapiens paraneoplastic cancer-testis-brain antigen (MAS), mRNA 


NM 013275 


Homo sapiens nasopharyngeal carcinoma susceptibility protein (LZ16), mRNA 


NM 013312 


Homo sapiens hookl protein (HOOK2), mRNA 


NM 013332 


Homo sapiens hypoxia-inducible protein 2 (HIG2), mRNA 


NM 013308 


Homo sapiens platelet activating receptor homolog (H963), iriRNA 


NM 013394 


Homo sapiens acid fibroblast growth factor-like protein (GLIO703), mRNA 


NM 013329 


Homo sapiens chromosome 21 open reading firame 66 (C21orf66), mKNA 


NM 013333 


Homo sapiens EH domain-binding mitotic phosphoprotein (EPSIN), mRNA 


NM 013395 


Homo sapiens proteinxOOOS (ADO 13), mRNA 


NM 012463 


Homo sapiens TJ6 protein (TJ6), mRNA 


NM 012461 


Homo sapiens TERFl (TRFl)-interacting nuclear factor 2 (TINF2), mRNA 


NM 012245 


Homo sapiens SKI-interacting protein (SNWl), mRNA 


NM 012437 


Homo sapiens SNARE associated protein snapin (SNAPAP), mRNA 


NM 012433 


Homo sapiens splicing factor 3b, subunit 1, 155kD (SF3B1), mRNA 


NM_012431 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3E (SEMA3E), mRNA 


NM 012234 


Homo sapiens RDsTGl and YYl binding protein (RYBP), mRNA 


NM_0 12420 


Homo sapiens retinoic acid- and interferon-inducible protein (58kD) (RI58), 
mRNA 


NM 012417 


Homo sapiens retinal degeneration B beta (RDGBB), mRNA 


NM 012229 


Homo sapiens 5'-nucleotidase (purine), cytosolic type B (NT5B), mRNA 


NM_012390 


Homo sapiens protein homologous to salivary proline-rich protein P-B (PBI), 
mRNA 


NM 012346 


Homo sapiens nucleoporin 62kD (NUP62), mRNA 


NM_012339 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-7) (NET- 
7), mRNA 


NM_012338 


Homo sapiens transmembrane 4 superfamily member (tetraspan NET-2) (NET- 
2), mRNA 


NM 012332 


Homo sapiens Mitochondrial Acyl-CoA Hiioesterase (MT-ACT48), mRNA 


NM 012327 


Homo sapiens phosphatidylinositol glycan, class N (PIGN), mRNA 


NM 012321 


Homo sapiens U6 snRNA-associated Sm-like protein (LSM4), mRNA 


NM_012294 


Homo sapiens guanine nucleotide exchange factor for Rap 1; M-Ras-regulated 
GEF (KIAA0277), mRNA 


NM 012289 


Homo sapiens Kelch-like ECH-associated protein 1 (KIAA0132), mRNA 


NM_012285 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 

member 4 (KCNH4), mRNA 


NM 012267 


Homo sapiens hsp70-interacting protein (HSPBPl), mRNA 


NM_012266 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 5 (DNAJB5), 
mRNA 


NM 012260 


Homo sapiens 2-hydroxyphytanoyl-CoA lyase (HPCL2), mRNA 


NM_012204 


Homo sapiens general transcription factor mC, polypeptide 4 (90kD) (GTF3C4), 
mRNA 


NM_0 12086 


Homo sapiens general transcription factor inC, polypeptide 3 (102kD) 
(GTF3C3), mRNA 


NM_012155 


Homo sapiens microtubule-associated protein like echinoderm EMAP (EMAP- 
2), mRNA 


NM 012123 


Homo sapiens CGI-02 protein (CGI-02), mRNA 


NM 012097 


Homo sapiens ADP-ribosylation factor-like 5 (ARL5), mRNA 


NM 005028 


Homo sapiens phosphatidylinositol-4-phosphate 5-kinase, type n, alpha 
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('PIP5K2A") mRNA 


NM 006869 


1-Tomo sa.t>iens centaurin alnlin 1 ( CFNT A 1 ^ mRNA 

X.X\JXt.l\J 0U^1.V/A10 WVi/XAlClUX ill) OXLJllu. J. ^V_«'X^X^ X X lllXVJ.^.ix 


NM 007362 


Homo sapiens nuclear cap binding protein subunit 2, 20kD (NCBP2), mRNA 




T-Tnnnn Qnnipn^ ■niitatiA/f» T^TsIA Kinrlincr r»rr\t<=»iTi r\AQfi\ mT^fsTA 


NM_007344 


Homo sapiens transcription termination factor, RNA polymerase I (TTFl), 
mRNA 


NM 007369 

X ^ Jl VA \J\J / J\J^ 


i^yjxVxKJ aajJlwlio VJ~JJlL/LdH CVJUpivVx ICL'CpiUI yJSSZt^)^ IlUVlN-fV 


NM_005176 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 


NM_007347 


Homo sapiens adaptor-related protein complex 4, epsilon 1 subunit (AP4E1), 

mRNA 




rXOIIKJ oapiCIlo pXCAin 0 1 ^Jr i.«.A_LNJD 1 ^, mJVlN/\ 


NM_007034 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 4 (DNAIB4), 
mRNA 


NM 004547 


T-Tr^inrk csmii^Yic ^^AT^TT t\p\wrt\'rt\ctt>T\Ckcea, f\-\V\%f%\\\-ryr\r\t>\ 1 Vto'fo oiiVki^/^-rvm-r>lAv A ^l^ly-T^ 
-tx*Jni*J sxipiciio i^.rsjL-^rx ucxiyuri/gciicioC ^uuiv[U.iii\jiiC^ l ucia SUDCOmpiex, 1 IDKL/, 

BlS'i rNDUFB4') mRNA 


NM 007180 


Homo sapiens trehalase (brush-border membrane glycoprotein) (TREH), mRNA 


NM 0071 1 5 


TTr\ryir\ csmi^nc tiimr^'r ti^/^tt^cic -fortfr^-r ol-nVio <iT-i/4iir*Ar4 ■n-fi'ki-a'i'n A ^T^KTC A TD/C^ 

jtxuiiiu oapidio luiiKji iicurubib idOLor, aipxia-iriiiticca proiem o l iiNp/VJLt O), 
mRNA 


NM 007217 

X^XVX \J\J 1 ^ L i 


XiXJXiLKJ oo-pivlAo pi\Jgl dilUliCU. UCII LlCatli xv ^JT JL/V^JL/ 1 v^, IilxSJ.N/\. 


NM 007269 


TTr^mf* Qani^nc cvntnvin KinHi-ncr -nr/^t^ain ^ (^TV^T^T^W ml? XT A 
■txV/iiHJ oapiClio oyiIlciA.iii LrlliiXUlg pXVIlCill D X.^\_DJl XXlExlN^^. 


NM_007107 


Homo sapiens signal sequence receptor, gamma (translocon-associated protein 

pamma^ TSSR'^^ mRNA 


NM 007282 


PTriTttrt caTii^nc x\t\o "finer**!* T\"t*/^ff>tTi 1 /U "NJ \i 1 ■mlJXTA 
jtx^xixv/ oapxcxia xiiig xxxi^cx piuLCXix u ^xviNJ/ xDjy xixrvxN/v 


NM 007265 

J. ^ i VX \J\J 1 ^ \J ^ 


xxWXXXU oapiCXXo oUppiCobUX \jx t3. CrCrCVloXd-C gL^r^ ^^xTLo\J i 1 )^ nix\J.N/\. 


NM 007223 

X^XYA. \J\J 1 


l-T/MTTin CsiT^i^nc mifn+iT/** rymtf^^-n r»/MiT\l<=>/^ ff^r^f>-n'tr\f ■mX^'hJ A 
JULV/XllU oCipXCXXo pULdLXVC VJ piUlClIl UOLXpXCLl XCCCplOr V.^-JA xvj, mJKJN/V 


NM_007192 


Homo sapiens chromatin-specific transcription elongation factor, 140 kDa 
«5uhnni t A PTP 1 40^ mR N A 

OLXL^IXlIXt X JT XT'V/^, XXXXN-LNwrV. 


NM 007263 


Homo sapiens coatomer protein complex, subunit epsilon (COPE), mRNA 


NM 00700 S 


rxuixxu b<ipicixb J3v^jj/'i proiem \^x5v^xi-i rnKiN/v 


NM 007010 


nomo Sapiens uuiquiun-conjugaung enzyme rszi^ (^UisJciZv^^, mKJNA 


NM 007064 

X ^XVA \J\J 1 \J\j'-X 


xxuiiio cxipicnb !>crine/ inreonme Kinase wiui uoi- aiiQ piecKstnn nomoiogy 
domains (TRAD), mRNA 


NM 00706*? 

X>XYX \J\J i \J\j£t 


nuxnu bdpicixb nuciear pnospnoproxem similar lo o, cerevisiae " WJrl ^Jr WJrlj, 
mRNA 


NM 007080 


Homo ^anien^ Sim nrotf»in fH Ss\Afi\ mPTSJA 

J.x.\JXXX\J ^cxj^l\^XXS> Oi.ll ^IWrLWIll X ^X^OXYX^J^, X11X\J.NXA. 


NM 007072 


Homo saniens HERV-H T TR-a^i^opiatincr 9 (V[Vn A7^ -mRlsJA 


NM 007077 


Homo SaDietlR adflnfof-ff^lntrf^H "nrntf^in r»rtTiTnl<*Y ^ cioma 1 ciiKiTni+ ^Al>.4Q1^ 
xx^iLiKj ^cx^xK^xxo auapL^Jl'ldCLlCU pxi^icxix uv/xxxpxcA. *T, oXgXXXd 1 oUDUniL ^/Vr^ol 1, 

mRNA 


NM 006751 


Homo saniens snerm ^npHfir antiap-n 9 r^^PA9'\ mRXTA 

XXVAAJ.V ocs-j^xwiio o^Vifixxi op&wixiL/ ciiii.igwXX >6 yOOx^jrVM XIXxvL>i.rV 


NM 006748 


Homo sapiens Src-like-adaptor (SLA), mRNA 


NM 006851 


T-foTnO QaniPTIQ orMrsrrt^ r\fi1"V>nrrp»np»cic r-^^l T^-rrv+z^i-n /T? T'A 7T5 1 ^ fv^UXTA 

-tAv/iiiv^ ocipic^iio giiuiiid. paiiiugcncbib-icidLCu proLciii \^xvi Vx 1^, rnKJN/V 


NM 006815 


PTomO ^ariiPtlC f*05ifF»H ■\7^*=»cinl<=> m<=»mV\ranp> ■r\rritp»i-n /'l?7vTP9yl'\ ■rvi'D'X.TA 

■txvjiin-r ou.piC/Xio oudicci vcbiuic niciiiDrdiie pruLcm ^^x\j.Nx j, mJtvXNA 


NM_006741 


Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit lA 
rPPPlRlA'i mRNA 

y^x X X X ^\.xx^jy iijxviNi^ 


NM 006R'?3 


^1*-'**'^'^ odpxcxia protein Kinase ^^c/vivur-aepencicnx, cataiyiicj mniDitor aipna 
(PKIA), mRNA 


NM 006825 


Homo sapiens cytoskeleton-associated protein 4 (CKAP4), mRNA 


NM_006833 


Homo sapiens COP9 subunit 6 (MOV34 homolog, 34 kD) (MOV34-34KD), 
mRNA 


NM 006838 


Homo sapiens methionyl aminopeptidase 2 (METAP2), mRNA 


NM 006634 


Homo sapiens vesicle-associated membrane protein 5 (myobrevin) (VAMPS), 
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mRNA 


NM 006676 


Homo sapiens ubiquitin specific protease 20 (USP20), mRNA 


NM 006662 


Homo sapiens Snf2-related CBP activator protein (SRCAP), mRNA 


NM_006692 


Homo sapiens DNA-binding protein anqjlifying expression of surfactant protein 
B (SPBPBP), mRNA 


NM 006590 


Homo sapiens SnRNP assembly defective 1 homolog (SADl), mRNA 


NM 006695 


Homo sapiais RaP2 interacting protein 8 (RPIP8), mRNA 


NM 006663 


Homo sapiens RelA-associated inhibitor (RAI), mRNA 


NM 006570 


Homo sapiens Ras-related GTP-binding protein (RAGA), mRNA 


NM 002721 


Homo sapiens protein phosphatase 6, catalytic subunit (PPP6C), mRNA 


NM_006627 


Homo sapiens POP4 (processing of precursor , S. cerevisiae) homolog (POP4), 
mRNA 


NM 006580 


Homo sapiens claudin 16 (CLDN16), mRNA 


NM_006648 


Homo sapiens serologically defined colon cancer antigen 43 (SDCCAG43), 

mRNA 


NM 006681 


Homo sapiens neuromedin U (NMU), mRNA 


NM 006554 


Homo sapiens metaxin 2 (MTX2), mRNA 


NM_006609 


Homo sapiens mitogen-activated protein kinase kinase kinase 2 (MAP3K2), 
mRNA 


NM 004274 


Homo sapiens A kinase (PRKA) anchor protein 6 (AKAP6), mRNA 


NM_006633 


Homo sapiens IQ motif containing GTPase activating protein 2 (IQGAP2), 
mRNA 


NM 006548 


Homo sapiens IGF-II mRNA-binding protein 2 (IMP-2), mRNA 


NM 006644 


Homo sapiens heat shock 105kD (HSP105B), mRNA 


NM 006543 


Homo sapiens Mahlavu hepatocellular carcinoma (HHCM), mRNA 


NM 006540 


Homo sapiens nuclear receptor coactivator 2 (NCOA2), mRNA 


NM_006578 


Homo sapiens guanine nucleotide binding protein (G protein), beta 5 (GNB5), 
mRNA 


NM 006550 


Homo sapiens fibrinogen silencer binding protein (FSBP), mRNA 


NM_006678 


Homo sapiens CMRF35 leukocyte immunoglobulin-like receptor (CMRF35), 
mRNA 


NM 006569 


Homo sapiens cell growth regulatory with EF-hand domain (CGRl 1)> mRNA 


NM_006584 


Homo sapiens chaperonin containing TCPl, subunit 6B (zeta 2) (CCT6B), 
mRNA 


NM 006538 


Homo sapiens BCL2-like 1 1 (apoptosis facilitator) (BCL2L1 1), mRNA 


NM 006628 


Homo sapiens cychc AMP phosphoprotein, 19 kD (ARPP-19), mRNA 


NM_006370 


Homo sapiens vesicle-associated soluble NSF attachment protein receptor (v- 
SaSTARE; homolog of S. cerevisiae VTIl) (VTI2), mRNA 


NM_006354 


Homo sapiens transcriptional adaptor 3 (ADA3, yeast homolog)-like (PCAF 
histone acetylase complex) (TADA3L), mRNA 


NM 006456 


Homo sapiens sialyltransferase (STHM), mRNA 


NM_006409 


Homo sapiens actin related protein 2/3 complex, subunit 1 A (41 kD) (ARPCl A), 
mRNA 


NM_006279 


Homo sapiens sialyltransferase 6 (N-acetyllacosaminide alpha 2,3- 
sialyltransferase) (SIAT6), mRNA 


NM 006142 


Homo sapiens stratifin (SFN), mRNA 


NM_006455 


Homo sapiens nucleolar autoantigen (55kD) similar to rat synaptonemal complex 
protein (SC65), mRNA 


NM 006414 


Homo sapiens ribonuclease P (38kD) (RPP38), mRNA 


NM 006413 


Homo sapiens ribonuclease P (30kD) (RPP30), mRNA 


NM 006423 


Homo sapiens Rab acceptor 1 (prenylated) (RABACl), mRNA 


NM 006239 


Homo sapiens protein phosphatase, EF hand calcium-binding domain 2 (PPEF2), 
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NM_006230 


Homo sapiens polymerase (DNA directed), delta 2, regulatory subunit (50kD) 
rPOT r)9'^ TTiRMA 


NM_006156 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 




inoillw odrpiCIlo iVAUf 1 piOlCill ^iVJLLJlr 1 ^, II1JVaN./\ 


NM 006441 


rnjiinj oapicii^ J, 1 v/-iiicuiciiy iicu<inyuruioia.tc synLneiaSe i^- 
frvrmvltetralivHrofnlate rvrln-liaaQP^ /'M'THThQ"\ m'RTsJA 


NM 006309 


TTrkmrk G^Tiitf^Yic l^^tii^inA Tir^Vt r/^vy^ck^ /'i-n T7T TT\ -i-ni-Afork^^-nrh- v%-»*n-fA-t-n 0 'D'DT7TDO% 

JtJ-vi-iAv oajjidia idii.«iiic xiL'ii rcpcciL "J-»JJ.y micraCLing pioxeiu ^ 1 K. F 1 rz. 1 J 
mKNA 


NM 006330 




NM 006344 


Homo sapiens macrophage lectin 2 (calciimi dependent) (HML2), mRNA 




xaorno bd.picrifc> uuicjuiiiTi at/uvd.nng enzyme jj»i-jiiKe protem ^^LfoA./^, mjbsJNA 


NM 006379 


nomo Dd.piciis bprnuie puic uoay proiem ^OL^r^j mivJN/\ 


NM 006141 


xiumu Sapiens aynem, cytoplasmic, iigni iniermeQiaxe poiypepTicie z (^JL/JNL^ivlzJ, 


NM 006416 


j-x*jiAiw oay^i^iiv) c>\jiu.it' L/aiiid laiiiiiy j>j ^v_^ivjjr "oid-iiL* dC/iLL ixansporxcr), inemoer i 
(SLC35A1), mRNA 


NM 00634Q 


xjluiuu sdpiciib puidiive t/yciin vji inieraCiing protein ^^i^vjii;, iTlJKJN/v 


NM 006429 


Homo sapiens chaperonin containing TCPl, subunit 7 (eta) (CCT7), mRNA 


NM 0064^^0 


nomo sapiens cnaperonm coniammg i\^ri, suounit h ^aeitaj {k^k^Ih), mKJNA 


NM 006431 


nomo sapiens cnaperonm containing iL^Jri, suounit Z (beta) (CCIZ), iriKJNA 


NM 009R10 


nomo sapiens proieasome vprosome, macropain) zoo suDunit^ non-Al Jrase, -4 


NM 006009 


nuiiiu sdpicns uDic^uiun carDoxyi-iei iiiinai esterase i-rJ (UDiquiun mioiesierasej 
(UCHL3), mRNA 


NM 006068 


TTrunn cat^irf^nc "trfcll—l-ilr^ "v^c^t^cw ^ /'T'T T?/%\ ■ri-»l?'MA 
XiviiiiU Scipidlo lvlil'ilA.C ICvCptur O 1 JUJl\.OJ, IXlXviN-fV 


NM 006100 


nomu Sapiens aipnaZj^-siaiyiuransierase (^oi jO/vlvij, mKJNA 


NM 006061 


Homo sapiens specific granule protein (28 kDa) (SGP28), mRNA 




nomo sapiens sarcomenc muscie protein (^oAKUvJolJNJ, mKJNA 


NM_006076 


Homo sapiens Rev/Rex activation domain binding protein-related (RAB-R), 


NM 006034 


Homo sapiens p53-induced protein (PIGl 1), mRNA 


>JM nOAO'^O 


Homo sapiens endocytic receptor (macrophage mannose receptor family) 
(KIAA0709), mRNA 


TsJM 006018 


Homo sapiens putative chemokine receptor; GTP-binding protein (HM74), 


NM 006101 

111 J.VX \J\J\J 1 V 1 


nomo sapiens mgmy expressea in cancer, ncri m leucme neptad repeats (nliC-), 
mRNA 


NM 00609S 


sapiens guaiiiiic nuoicuiiue Dinumg proiem ^vjr proieinj, oeia poiypepnce 
2-like 1 rGNB2T ^^ mRNA 


NM 005895 


Homo sanien^ ctoIpi antni^Titi crpn crr*lmn ciiVifamilT/ c» (C^CVS C^hk.'W TYi*R"KrA 


NM 006023 


Homo sanien^ 2*? ffene nrndiirt /T>1 9*^^ m'R'WA 


NM 006090 


Homo Sanien^ c}inllT»p/ptllflnnlaTriirier^lincT^V4rktrQricfi*rQc*a /'i^'PPTl^ mTJTvJA 


NM 005822 


Homo sapiens Down syndrome critical region gene 1-like 1 (DSCRILI), mRNA 


NM 005827 


Homo ^SariipriQ T ) I lP-ffalQr'tr*c<» fr5iricr*rkr+p»f r^^latorl /nrTO'VT?T7T 1 ^ rv^T?XTA 
•■■''■viiiv^ l^X^JT'-galaV'lUSC LTanspur tCi rCld-lcQ v.^^ J^KJiLi miviN/\ 


NM 005725 


Homo sapiens tetraspan 2 (TSPAN-2), mRNA 


NM 005879 


Homo sapiens TRAP interacting protein (TRIP), mRNA 


NM 005816 


Homo sapiens T cell activation, increased late expression (TACTILE), mRNA 


NM_005S43 


Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM 
motif) 2 (STAM2), mRNA 


NM 005636 


Homo sapiens synovial sarcoma, X breakpoint 4 (SSX4), mRNA 
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NM_005775 


Homo sapiens vinexin beta (SH3-containing adaptor molecule-1) (SCAM-1), 
mRNA 


NM 005785 


Homo sapiens hypothetical SBBI03 protein (SBB103), noKNA 


NM 005862 


Homo sapiens stromal antigen 1 (STAGl), mRNA 


NM 005619 


Homo sapiens reticulon 2 (RTN2), mRNA 


NM 005615 


Homo sapiens ribonuclease, RNase A family, k6 (RNASE6), mRNA 


NM 005771 


Homo sapiens retinol dehydrogenase homolog (RDHL), mRNA 


NM 005833 


Homo sapiens Rab9 effector p40 (RAB9P40), mRNA 


NM 005687 


Homo sapiens phenylalanyl-tRNA synthetase beta-subunit (PheHB), mRNA 


NM_O05605 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, gamma 
isoform (calcineurin A gamma) (PPP3CC), mRNA 


NM 005796 


Homo sapiens nuclear transport factor 2 (placental protein 15) (PP15), mRNA 


NM 005742 


Homo sapiens protein disulfide isomerase-related protein (P5), mRNA 


NM 005824 


Homo sapiens 37 kDa leucine-rich repeat (LRR) protein (P37NB), mRNA 


NM_005861 


Homo sapiens STIPl homology and U-Box containing protein 1 (STUBl), 
mRNA 


NM 005601 


Homo sapiens natural killer cell group 7 sequence (NKG7), mRNA 


NM 005831 


Homo sapiens nuclear domain 10 protein (NDP52), mRNA 


NM 005511 


Homo sapiens melan-A (MLANA), mRNA 


NM 005575 


Homo sapiens leucyl/cystinyl aminopeptidase (LNPEP), mRNA 


NM_005794 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27), 
mRNA 


NM_005769 


Homo sapiens carbohydrate (N-acetylglucosamine 6-0) sulfotransferase 4 
(CHST4), mRNA 


NM 005828 


Homo sapiens WD-repeat protein (HANI 1), mRNA 


NM_005804 


Homo sapiens nuclear RNA helicase, DECD variant of DEAD box family 
(DDXL), mRNA 


NM_005505 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin 
receptor)-like 1 (CD36Ll),mRNA 


NM 005760 


Homo sapiens CCAAT-box-binding transcription factor (CBF2), mRNA 


NM 005795 


Homo sapiens calcitonin receptor-like (CALCRL), mRNA 


NM_005720 


Homo sapiens actin related protein 2/3 complex, subunit IB (41 kD) (ARPCIB), 
mRNA 


NM_005876 


Homo sapiens nuclear protein, marker for differentiated aortic smooth muscle 
and down-regulated with vascular injury (APEGl), mRNA 


NM 001540 


Homo sapiens heat shock 27kD protein 1 (HSPBl), mRNA 


NM_005481 


Homo sapiens thyroid hormone receptor-associated protein, 95-kD subunit 
(TRAP95), mRNA 


NM 005449 


Homo sapiens regulator of Fas-induced apoptosis (TOSO), mRNA 


NM 005480 


Homo sapiens trophinin associated protein (tastin) (TROAP), mRNA 


NM_005419 


Homo sapiens signal transducer and activator of transcription 2, 1 13kD 
(STAT2), mRNA 


NM 005500 


Homo sapiens SUMO-1 activating enzyme subunit 1 (SAEl), mRNA 


NM 005400 


Homo sapiens protein kinase C, epsilon (PRKCE), mRNA 


NM 005391 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 3 (PDK3), mRNA 


NM_005494 


Homo sapiens DnaJ (Hsp40) homolog, subfamily B, member 6 (DNAIB6), 
mRNA 


NM_005466 


Homo sapiens RNA polymerase n transcriptional regulation mediator ^ed6, S. 
cerevisiae, homolog of) (MED6), mRNA 


NM 005310 


Homo sapiens growth factor receptor-bound protein 7 (GRB7), mRNA 


NM 005497 


Homo sapiens gap junction protein, alpha 7, 45kD (connexin 45) (GJA7), mRNA 


NM 005175 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex. 
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subunit c (subunit 9), isoform 1 (ATP5G1), mRNA 


NM_003418 


Homo SQI^icns zinc finder Drotein 9 (^a cellular retrnviral mirlptr nriH "KinHincr 
protein) (ZMF9), niRNA 


NM_005151 


xionio S3.Di6ns ubiauitin snecific nroteaQp \A ^'tT?'NJA-o'iiaTiiT»*» trflrlco■l■v/r*/^c^/^oe#»^ 
(USP14), mRNA 


NM_005119 


Homo S8.Di6nS tbvroid bormnnf* Tf*cpritftr-.5iQQrfcf*intAfl «rrfcfAin 1 VT^o oTiKm-i-it 
'-'"•j-'*^'^'^'^ Lxi-jr X v/ivi iiv/iiiiviiw iwvw^idi aooUwiALCU ulLFlClllj aX^cI SUQUnit 

(TRAP 150), mRNA 


NM_005071 


Homo sapiens solute carrier family 1 (high affinity aspartate/glutamate 
transporter^ member 6 fSLCl A6'^ mRNA 


NM_005047 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 5 
(PSMD5), mRNA 


NM 005134 


Homo sapiens protein phosphatase 4, regulatory subunit 1 (PPP4R1), mRNA 


NM_005033 


Homo saoiens Dolvmvositis/scleroderma aiitnanfiapn 1 /"V^VTl^ /T>A/rQr^T 1^ 
mRNA 


NM_005025 


Homo saniens iserine (nr nv^tpinp^ "nrofpinacp inTiiKitrtr oIq/I** T /'-njaiif-/xnA-n-«<i-n% 
■*-^\^^i.M\^ <jM-j^*w*ii3 oi^iiii^ v*^-*^ v/jf oLciiiw^ |jivjlciiicioc iiiiuoiLur, ciauc x ^neuroserpmK 

member 1 (SERPINIl), mRNA 


NM_005023 


Homo saniens nrotein p^pranvlQf=»rfl"n\/1trancfiar5»c#a f^mp* T K<afo cniMi«if /x>^^^z^^Ti\ 
piv/Lviii gtii aiijci^cia.iiy iLi«ilalCld.c>c lypc X, Ocia SUDUnil (a vjrol iij)* 

mRNA 


NM_005020 


Homo saniens nhosnhodiestera^e ralmnHiiliTi-i^i»npnHpr»t /"7Alr^^^ /t>f\T7 i (~^\ 

ou^xv^AAh? j^xiwoj^iivrui^ai^iaow xV^, ^<lllIilJU.U.llii~UCpcnLLCni y/yJtUL/j ^JT J«/xi 1 ) j 

mRNA 


NM_005017 


Homo saniens nhosnhate cvtidvlvltransfera^e 1 rhnlinp nlnVia icnfm-m 
(PCYTlA),mRNA 


NM 005131 


Homo sapiens nuclear matrix protein p84 (P84), mRNA 


NM 005101 


Homo sapiens interferon-stimulated protein, 15 kDa (ISG15), mRNA 


NM 005122 


Homo sapiens nuclear receptor subfamilv 1. sroun I member 3 fNRI 13"^ ml? "NT A 


NM 004666 


Homo sapiens vanin 1 (VNNl), mRNA 


NM 004247 


Homo sapiens U5 snRNP-snecific protein 116 kD fT JS-1 1 fiTCD^ mRTMA 


NM 004704 


Homo sapiens U3 snoRNP-associated 55-kDa protein (U3-55K), mRNA 


NM 004786 


Homo sapiens thioredoxin-like 32kD CTXNL'k mRNA 


NM 004257 


Homo sapiens TGF beta receptor associated protein -1 (TRAP-1), mRNA 


NM 004620 


Homo sapiens 1 NJ^ recentor-a«?sociated fartnr ^ (T'R AVfi\ mPTsIA 


NM_004604 


Homo sapiens syntaxin 4A (placental) (STX4A), mRNA 


NM__004785 


Homo saniens solute carripr familv 0 rQoHiiiTn/h\/rlrr\rr/^Ti *:»A'r»i-io-nrr*»T-\ -ie-<-v4\rv^-i-« i 
lafx^xvfixi^ oKJiixtw wraiii&i i.diiiiijr' -7 ^ovju-i uii J/ 1 ly ciiugcn excnanger ), isoiorm o 

regulatory factor 2 (SLC9A3R2), mRNA 


NM__004252 


H^Omo saniens solute narripr farni1\/ Q cnHiiiTn/Vii/flrrkcr/^n f»Yr»Vio'i-»fr«"r'\ '•e/^-fXi-*^ 1 

du^xv-riio ovriixLw ^aiiic^i LcLHiiiy Z7 \^o*ju.iuixi/xiyurogen excnanger), isoiorm j 
regulatory factor 1 (SLC9A3R1), mRNA 


NM_004694 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 6 TSLCl 6A6^ mRMA 

xxx^xxxiyv^x \j y^i^jL^\^ L\JJ^\J J y lllxvj.>ixv 


NM__004696 


liOmO SanienQ ^lOllltP CS^Vrtf^r fllTTlilA/ 1^ fm/^-nr%r*<rfr\~ir\'vt.Aif^ rtr»iA ci-i-k^-»-4-i;k-r.«^'V 

■^-'■'-'Axiv oa^iviio L/aiiiC'i idiiiiAy lo ^monot'tiruoxyiic aciu transporters K 
member 4 (SLC16A4), mRNA 


NM_004263 


xxomo saniens sema doTnaiTi iTrnniirino'lol^nlin Hrkmain rio-^ fTonct-r-Ka-mi^fot-iA 
i;rM.^«v./xxi3 i^vxxxa vxwj.iiciiai, iiiuiiiiiiu^nji^Linii ui^ixiaiii I AKyj iidnomcmDrane 

domain fTMl and short cvtonla«;mic domain r<;pmnnViorin^ AV /qthA/I azit7\ 

Mxxvx k7xxv/x L wji* Lv/j^iaoxxii^ ixv^fllicilll^ ^&dliCl|jlHJl 111^ *tX^ ^OxJ»1VjL/jl'tX^ Ij 

mRNA 


NM 004868 


Homo sapiens el vcoprotein, synaptic 2 C GPSN'^'i mRNA 


NM_004844 


Homo sapiens SH3-domain bindine protein 5 CBTK-as«jociated'i T^^IN^RP^'^ 
mRNA 


NM 004703 


Homo sapiens rabaptin-5 (RAB5EP), mRNA 


NM 004249 


Homo sapiens RAB28, member RAS oncogene family (RAB2S), niRNA 


NM 004218 


Homo sapiens RAB 1 IB, member RAS oncogene family (RAB 1 IB), mRNA 


NM 004676 


Homo sapiens PTPN13-like, Y-linked (PRY), mRNA 


NM 004726 


Homo sapiens RALBPl associated Hps domain containing 2 (REPS2), mRNA 


NM 004881 


Homo sapiens quinone oxidoreductase homolog (PIG3), mRNA 
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NM 004671 


Homo sapiens Protein inhibitor of activated SI Ai X (FlAt:>X-BElA), mKJNA — 




MM 004565 


Homo sapiens peroxisomal biogenesis iactor 14 (FEX14), mKJNA 




NM_004845 


Homo sapiens phosphate cytidylyltransferase 1, choline, beta isoform 
fPCYTlB), mKNA 




^^VI_004563 


Homo sapiens phosphoenolpyruvate carboxykmase z tmitocnondnalj (fi^is^), 
mRNA 




NM 004800 


Homo sapiens transmembrane 9 superfamily member 2 ( IMybl^Z), mKJNA 




^^VI_004556 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer m B-cells 
inhibitor, epsilon (NFKBIE), mRNA 




NM 004647 


Homo sapiens Neuro-d4 (rat) homolog (NEUD4), mRNA 




NM_004546 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2 (SkD, 
AGGG) (NDUFB2), mRNA — 




NM_004545 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 1 (7kD, 
TU>JT T .) nsTDT JFB l\ mRNA 




NM_004542 


Homo sapiens NADH dehydrogenase (ubiqumone) 1 alpha subcomplex, 3 (9kD, 
B9) (NDUFA3), mRNA 


NM_004544 


Homo sapiens NADH dehydrogenase (ubiqumone) 1 alpha subcomplex, 10 
(42kD) (NDUF Al 0), mRNA 


NM_004784 


Homo sapiens N-deacetylase/N-sulfotransferase (heparan glucosammyl) 3 j 

(NDST3), mRNA 


NM 004901 


Homo sapiens lysosomal apyrase-like 1 (LYSALl), mRNA 


NM 004798 


Homo sapiens kinesin family member 3B (KIF3B), mRNA 


NM 004515 


Homo sapiens interleukin enhancer binding factor 2, 45kD (ILF2), mRNA 


NM 004838 


Homo saoiens Homer, neuronal immediate early gene, 3 (HOMER-3), mRNA 1 


NM 004854 


Homo sapiens HNK-1 sulfotransferase (HNK-IST), mRNA 




NM 004488 


Homo saniens elvcoprotein V (platelet) (GPS), mRNA 




NM 004485 


Homo saniens euanine nucleotide binding protein 4 (GNG4), mRNA 


NM 004122 


Homo sapiens growth hormone secretagogue receptor (GHSR), mRNA 




NM_004479 


Homo sapiens fucosyltransferase 7 (alpha (1,3) fucosyltransferase) (FUT7), 




NM 004438 


Homo sapiens EphA4 (EPHA4), mRNA J 


NM_004094 


Homo sapiens eukaryotic translation initiation factor 2, subunit 1 (alpha, 35kD ) 
(EIF2S1), mRNA -J 


NM_004681 


Homo sapiens eukaryotic translation initiation factor 1 A, Y chromosome j 
(EIFIAY), mRNA J 


NM_004226 


Homo sapiens serine/threonine kinase 17b (apoptosis-inducing) (STK17B), 
mRNA 


NM 004792 


Homo sapiens peptidyl-prolyl isomerase G (cyclophilin G) (PPIG), mRNA 


NM_004831 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 7 1 
(70kD) (CRSP7), mRNA 


NM_004269 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 8 
(34kD) (CRSP8), mRNA 


NM_004270 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 9 
(33kD) (CRSP9), mRNA 


NM 004232 


Homo sapiens STAT induced STAT inhibitor-4 (CIS4), mRNA 1 


NM 004882 


Homo sapiens CBFl interacting corepressor (CIR), mRNA 1 


NM_004198 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 6 (CHRNA6), 
mRNA 


NM 004825 


Homo sapiens chromodomain protein, Y chromosome, 2 (CDY2), mRNA 


NM_004351 


Homo sapiens Cas-Br-M (murine) ectropic retroviral transforming sequence b j 
(CBLB), mRNA 


NM 004054 


Homo sapiens complement component 3 a receptor 1 (C3AR1), mRNA 1 
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NM_004899 


Homo sapiens brain and reproductive organ-expressed (TNFRSFl A modulator) 
(BRE), mRNA 


NM_004889 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit f, isoform 2 (ATP5 J2), mRNA 


NM 004890 


Homo sapiens sperm associated antigen 7 (SPAG7), mRNA 


NM 004908 


Homo sapiens pre-T/NK cell associated protein (6H9A), mRNA 


NM_003406 


Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase 
activation protein, zeta polypeptide (YWHAZ), mRNA 


NM_003574 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
A (33kD) (VAPA), mRNA 


NM_001073 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide Bl 1 (UGT2B1 1), 

mRNA 


NM 003300 


Homo sapiens TNF receptor-associated factor 3 (TRAF3), mRNA 


]SiM_003297 


Homo sapiens nuclear receptor subfamily 2, group C, member 1 (NR2C1), 
mRNA 


NM 003212 


Homo sapiens teratocarcinoma-derived growth factor 1 (TDGFl), mRNA 


NM 003763 


Homo sapiens syntaxin 16 (STX16), mRNA 


NM 003955 


Homo sapiens STAT induced STAT inhibitor 3 (SSI-3), mRNA 


NM_003693 


Homo sapiens acetyl LDL receptor; SREC=scavenger receptor expressed by 
endothelial cells (SREC), mRNA 


NM 003563 


Homo sapiens speclde-type POZ protein (SPOP), mRNA 


NM 003578 


Homo sapiens sterol O-acyltransferase 2 (SOAT2), mRNA 


NM 003099 


Homo sapiens sorting nexin 1 (SNXl), mRNA 


NM 003095 


Homo sapiens small nuclear ribonucleoprotein polypeptide F (SNRPF), mRNA 


NM_003091 


Homo sapiens small nuclear ribonucleoprotein polypeptides B and Bl (SNRPB), 

mRNA 


NM_003086 


Homo sapiens small nuclear RNA activating complex, polypeptide 4, 190kD 
(SNAPC4), mRNA 


NM_003084 


Homo sapiens small nuclear RNA activating complex, polypeptide 3, 50kD 
(SNAPC3), mRNA 


NM 003825 


Homo sapiens synaptosomal-associated protein, 23kD (SNAP23), mRNA 


NM_003983 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ 
system), member 6 (SLC7A6), mRNA 


NM_003916 


Homo sapiens adaptor-related protein complex 1, sigma 2 subunit (API 82), 
mRNA 


NM_003896 


Homo sapiens sialyltiansferase 9 (CMP-NeuAc:lactosylceramide alpha-2,3- 
sialyltransferase; GM3 synthase) (SIAT9), mRNA 


NM 003769 


Homo sapiens splicing factor, arginine/serine-rich 9 (SFRS9), mRNA 


NM 003016 


Homo sapiens splicing factor, arginine/serine-rich 2 (SFRS2), mRNA 


NM_003161 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1), 
mRNA 


NM_003708 


Homo sapiens microsomal NAD+-dependent retinol dehydrogenase 4 (RODH- 
4), mRNA 


NM 002933 


Homo sapiens ribonuclease, RNase A family, 1 (pancreatic) (RNASEl), mRNA 


NM_002919 


Homo sapiens regulatory factor X, 3 (influences HLA class 13 expression) 

(RFX3), mRNA 


NM 002865 


TT T» A 1"* '"^ 1 AO X* "l- , /T> A "DOA .-,-i,T> TyT A 

Homo sapiens RAB2, member RAS oncogene family (RAB2), mRNA 


NM 002849 


Homo sapiens protein tyrosine phosphatase, receptor type, R (PTPRR), mRNA 


NM 002822 


Homo sapiens protein tyrosine kinase 9 (PTK9), mRNA 


NM_002812 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 8 
(PSMD8), mRNA 


NM 002808 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 2 
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(PSMD2), mRNA 


NM_002816 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 
(PSMD12),niRNA 


1SIM_002814 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 10 
(PSMD10),mRNA 


NM_002789 


Homo sapiens proteasome (prosome, macropain) subnnit, alpha type, 4 
(PSMA4), mRNA 


NM_002787 


Homo sapiens proteasome (prosome, macropain) submit, alpha type, 2 
(PSMA2), mRNA 


NM_000951 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 2 
(PRRG2), mRNA 


NM_000950 


Homo sapiens proline-rich Gla (G-carboxyglutamic acid) polypeptide 1 
(PRRGl), mRNA 


NM 002750 


Homo sapiens mitogen-activated protein kinase 8 (MAPK8), mRNA 


MM 003981 


Homo sapiens protein regulator of cytokinesis 1 (PRCl), mRNA 


NM_002717 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 
52), alpha isoform (PPP2R2A), mRNA 


NM_002707 


Homo sapiens protein phosphatase IG (formerly 2C), magnesium-dependent, 
gamma isoform (PPM 1 G), mRNA 


NM_003620 


Homo sapiens protein phosphatase ID magnesium-dependent, delta isoform 
(PPMID), mRNA 


NM_003625 


Homo sapiens protein tyrosine phosphatase, receptor type, f polypeptide 
(PTPRF), interacting protein (liprin), alpha 2 (PPFIA2), mRNA 


NM 002698 


Homo sapiens POU domain, class 2, transcription factor 2 (POU2F2), mRNA 


NM 002687 


Homo sapiens pinin, desmosome associated protein (PNN), mRNA 


NM 003662 


Homo sapiens Pirin (PIR), niRNA 


NM 002647 


Homo sapiens phosphoinositide-3 -kinase, class 3 (PIK3C3), mRNA 


NM 000286 


Homo sapiens peroxisomal biogenesis factor 12 (PEX12), mRNA 


NM 002861 


Homo sapiens phosphate cytidylyl transferase 2, ethanolamine (PCYT2), mRNA 


NM 002567 


Homo sapiens prostatic binding protein (PBP), mRNA 


NM_003899 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 7 (ARHGEF7), 
mRNA 


NM 002563 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 1 (P2RY1), mRNA 


NM 000913 


Homo sapiens opiate receptor-like 1 (OPRLl), mRNA 


NM_002493 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6 (17kD, 
B17) (NDUFB6), mRNA 


NM_002492 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 5 (16kD, 
SGDH) (NDUFB5), mRNA 


NM_002489 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4 (9kD, 
MLRQ) (NDUFA4), niRNA 


NM_003684 


Homo sapiens MAP kinase-interacting serine/threonine kinase 1 (MKNKl), 
mRNA 


NM_003784 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 7 (SERPINB7), mRNA 


NM 002333 


Homo sapiens low density lipoprotein receptor-related protein 3 (LRP3), mRNA 


NM 002285 


Homo sapiens lymphoid nuclear protein related to AF4 (LAF4), mRNA 


NM 002213 


Homo sapiens integrin, beta 5 (TrGB5), mRNA 


NM 003971 


Homo sapiens sperm associated antigen 9 (SPAG9), mRNA 


NM 002157 


Homo sapiens heat shock lOkD protein 1 (chaperonin 10) (HSPEl), mRNA 


NM_001521 


Homo sapiens general transcription factor IIIC, polypeptide 2 (beta subunit, 
1 lOkD) (GTF3C2), mRNA 


NM 001516 


Homo sapiens general transcription factor EH, polypeptide 3 (34kD subunit) 
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(GTF2H3), mRNA 


NM 003910 


Homo sapiens maternal GIO transcnpt (GIO), mRNA 


NM 001969 


Homo sapiens eukaryotic translation initiation factor 5 (EIF5), mRNA 


NM_003751 


Homo sapiens eukaryotic translation initiation factor 3, subunit 9 (eta, 1 16kD) 
(ErF3S9),mKNA 


NM_003755 


Homo sapiens eukaryotic translation initiation factor 3, subunit 4 (delta, 44kD) 
(EIF3S4), mRNA 


NM_003756 


Homo sapiens eukaryotic translation initiation factor 3, subunit 3 (gamma, 40kD) 
(EIF3S3), mRNA 


NM_001414 


Homo sapiens eukaryotic translation initiation factor 26, subunit 1 (alpha, 2okD) 
(EIF2B 1 ), mRNA 


NM 001412 


Homo sapiens eukaryotic translation initiation factor lA (EIFl A), mRNA 


NM 003566 


Homo sapiens early endosome antigen 1, 162kD (EEAl), mRNA 


NM 001957 


Homo sapiens endothelm receptor type A (EDNRA), mRNA 


NM 001936 


Homo sapiens dipeptidylpeptidase VI (DPPo), mRNA 


NM 003648 


Homo sapiens diacyl glycerol kinase, delta (13UkD) (DCjKJD), mRNA 


NM 001921 


Homo sapiens dCMP deaminase (DCTD), mRNA 


NM 003590 


TT W O ^/~^T TT '>\ T^T^T A 

Homo sapiens cullm 3 (CUL3), mRNA 


NM 003592 


Homo sapiens cuUin 1 (CULl), mRNA 


NM 001207 


Homo sapiens basic transcription factor 3 (BTF3), mRNA 


NM 001191 


Homo sapiens BCL2-like 1 (BCL2L1), mRNA 


NM_001689 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit c (subunit 9) isoform 3 (ATP5G3), mRNA 


NM_001688 


Homo sapiens ATP synthase, H+ transporting, mitochondrial FO complex, 
subunit b, isoform 1 (ATP5F1), mRNA 


NM_003664 


Homo sapiens adaptor-related protein complex 3, beta 1 subunit (AP3B1), 
mRNA 


NM 058168 


Homo sapiens gene differentially expressed m prostate (GDEP), mRNA 


NM 058222 


Homo sapiens tectorin beta (TECTB), mRNA 


NM_058192 


Homo sapiens ribosomal large subunit pseudoundme synthase C like (RLUCL), 
mRNA 


NM 058190 


Homo sapiens chromosome 21 open reading frame 70 (C21ori70), mRNA 


NM 058189 


Homo sapiens chromosome 21 open reading frame 69 (C21orf69), mRNA 


NM 058186 


Homo sapiens chromosome 21 open reading frame 1 1 (C21orf 1 1), mRNA 


NM 058184 


Homo sapiens chromosome 21 open reading frame 42 (C21orf42), mRNA 


NM 058182 


Homo sapiens chromosome 21 open reading frame 51 (C21ori51), mRNA 


NM 058180 


Homo sapiens chromosome 21 open reading frame 58 (C21orf58), mRNA 


NM 058173 


Homo sapiens small breast epithelial mucin (LOCI 18430), mRNA 


NM 058172 


Homo sapiens capillary morphogenesis protein 2 (CMG2), mRNA 


NM 017884 


Homo sapiens PIN2 -interacting protem 1 (PINXl), mRiMA 


NM 054021 


Homo sapiens G protem-coupled receptor 101 (GPRlOl), mRNA 


NM 053280 


Homo sapiens h-Shippo 1 (LOCI 13746), mRNA 


NM 003449 


Homo sapiens tripartite motif-containing 26 (TR1M26), mRNA 


NM 052939 


Homo sapiens Fc receptor-like protem 3 (FCRH3), mRNA 


NM 052938 


Homo sapiens Fc receptor-like protein 1 (FCRHl), mRNA 


NM 052872 


Homo sapiens interleukin 17F (IL17F), mRNA 


NM 024011 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcnpt variant 1, mRNA 


NM_033621 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 10, 
mRNA 


NM 033537 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 9, mRNA 


NM 033536 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 8, mRNA 


NM 033534 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 7, mRNA 
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NM 033532 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 6, mRNA 


NM 033531 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 5, mRNA 


NM 033529 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 4, mRNA 


NM 033528 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 3, mRNA 


NM 033527 


Homo sapiens cell division cycle 2-like 2 (CDC2L2), transcript variant 2, mRNA 


NM 006629 


Homo sapiens zinc finger protein 271 (ZNF271), mRNA 


NM 015294 


Homo sapiens tripartite motif-containing 37 (TRIM37), mRNA 


NM 033132 


Homo sapiens zinc family member 5 protein (ZIC5), mRNA 


NM 033108 


Homo sapiens heat shock transcription factor 2-like (LOC86614), mRNA 


NM 033106 


Homo sapiens galanin-like peptide precursor (LOC85569), mRNA 


NM 033105 


Homo sapiens beta cysteine string protein (LOC85479), mRNA 


NM 033104 


Homo sapiens stonin 2 (LOC85439), mRNA 


NM 033102 


Homo sapiens prostein protein (LOC85414), mRNA 


NM_003823 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant M68E, mRNA 


NM 006470 


Homo sapiens tripartite motif-containing 16 (TRIM 16), mRNA 


NM 032606 


Homo sapiens calcyphosine (LOC84698), mRNA 


NM 032595 


Homo sapiens neurabin n (LOC84687), mRNA 


NM 032584 


Homo sapiens zinc finger protein 347 (2!KF347), mRNA 


NM_032576 


Homo sapiens lipopolysaccaride-specific response 5 -like protein (LOC84663), 
mRNA 


NM_032518 


Homo sapiens collagen-like Alzheimer amyloid plaque component precursor 
(LOC84570), mRNA 


NM 032509 


Homo sapiens RNA binding protein (LOC84549), mRNA 


NM 032484 


Homo sapiens hypothetical protein (LOC84514), mRNA 


NM 032389 


Homo sapiens zinc finger protein 289, IDl regulated (23srF289), mRNA 


NM 031918 


Homo sapiens Kruppel-like factor 16 (KLF16), mRNA 


NM 031463 


Homo sapiens steroid dehydrogenase-like (LOC83693), mRNA 


NM 031461 


Homo sapiens CocoaCrisp (LOC83690), mRNA 


NM_031417 


Homo sapiens MAP/microtubule affinity-regulating kinase like 1 (MARKLl), 
mRNA 


NM 030791 


Homo sapiens sphingosine-1 -phosphatase (LOC81537), mRNA 


NM_024670 


Homo sapiens suppressor of variegation 3-9 (Drosophila) homolog 2; 
hypothetical protein FLJ23414 (SUV39H2), mRNA 


NM_003414 


Homo sapiens zinc finger protein 267 (21^267), transcript variant 498723, 
mRNA 


NM_023945 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 5 
(MS4A5),mRNA 


NM_023014 


Homo sapiens hypothetical protein similar to preferentially expressed antigen of 
melanoma (LOC65122), mRNA 


NM_023013 


Homo sapiens h3T)othetical protein similar to preferentially expressed antigen of 
melanoma (LOC65121), mRNA 


NM 022357 


Homo sapiens putative metallopeptidase (family M19) (LOC64180), mRNA 


NM 022355 


Homo sapiens putative dipeptidase (LOC64174), mRNA 


NM 022353 


Homo sapiens putative sialoglycoprotease type 2 (LOC64172), mRNA 


NM 022345 


Homo sapiens uterine-derived 14 kDa protein (LOC64150), mRNA 


NM 022343 


Homo sapiens 17kD fetal brain protein (LOC64148), mRNA 


NM_022340 


Homo sapiens FYVE-finger-containing Rab5 effector protein rabenosyn-5 
(LOC64145), mRNA 


NM__021932 


Homo sapiens hypothetical protein from EUROIMAGE 1987170 (LOC60626), 
mRNA 


NM 021931 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 35 (DDX35), 
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rtiRNA 


INIYI UZIOJ^ 


inomo bdpicns zinc-nngcr proicin Zvorsjv i ^^ZjJdxnjvi iriJtviN/v 


MM 021630 


Homo sapiens PDZ-LIM protein mystique (LOC59346), mRNA 


>J7V>f mo^Qi 
iNivi \j lyoy I 


xiomo sapiens zinc linger proiein zo \^is.vJ-a. \^z.rNjrzo^, itiKJNA 


INlVl UioO/D 


riomo Sapiens zinc linger protein juz yjLrirjVz,)^ ixuvin/v 




jiomo sapiens nypoinencai proiein irom ciones zjDny ana zj /oz \^i^UL^DoDu*f^, 


IN1V1_UZ1Z1 1 


Homo sapiens transposon-derived Buster 1 transposase-like protein (LOC58486), 

mJVLNrY 


NM 021186 


Homo sapiens zona pellucida glycoprotein 4 (ZP4), mRNA 


iNivi \j^\}y\j^ 


riomo sapiens uDiCjUiiin-speciiic processing protease ^i^L/i>/D /ooj )^ niiviN/\. 


INlVi uzuooo 


riomo sapiens \^xj\^~i\.)\& Kinase ^4- ^l^juivm-j, niKJN/v 


TvJA/T 090^191 
iNlVi L 


nomo sapiens nypoLnencai protein / ihd ), mixiN/v 


IN iVl VZ V/ 1 H-U 


xiomo sapiens puiaiive **/ KJ-^a protein yi^vJK^DOoyy mjtsjNA 


INiVi \J 1 0 J V 


nomo bapicns synovial sarcoma translocation gene on cnromosome lo-'iiKe z 

\^00 i OLt^ lllSSJMjtX 


INlYl V i DH 1 / 




TsJN/T 0904^7 


nomo sapiens nypotneticai protein irom cione o^o v^ju^w'k-'^ /zzoj, itiivin/y 


NM 020389 


Homo sapiens putative capacitative calcium channel (trp7), mRNA 


"KTA/f 090'iQ^ 


Jtiomo sapiens jsjfmx^i protein (^i^vJi^D /luyj, niKJNA 


XTA>f oonioi 
INIVI KjZKjo O 1 


Homo sapiens candidate tumor suppressor protein (LOC57107), mRNA 


XJlv^ 090179 
IN IVL UZUj /Z 


Homo sapiens organic cation transporter (LOC57100), mRNA 


KTKA 0901 


Homo sapiens exosome component Rrp46 (RRP46), mRNA 


XnVA 0901A7 


nomo sapiens nypotneucai protein rrom JbUKLilJVlA.vjJb d i IZJj ^l^UL/joyUo}, 
miviN/Y 


>T\/f 0901<Iid 
INIVI UZU 1 


nomo sapiens cnromosome 1 1 nypotneticai protein l^K-to i^i-f\ji_/DooD i^, iukjna 


NM 019613 


Homo sapiens hypothetical protein 628 (LOC56270), mRNA 


M\/r oioo^o 

XNJVl UiyUjy 


nomo sapiens o.z jca protem ylAJK^jHj^-o), mJKJNA 


XTN/T 0100*17 


Homo sapiens exosome component Rrp41 (FLJ20591)5 mRNA 


XnV>f 01 Q ^90 


Homo sapiens mitochondrial solute carrier (LOC51312), mRNA 


"MlVif 0 1 /I 


Homo sapiens G protein-coupled receptor C5L2 (LOC55868), mRNA 


>JTVyf A1 OA7Q 

IN ivi^u 1 / y 


Homo sapiens uncharacterized hypothalamus protein HCDASE (LOC55862), 

t-nP>J A 






"MM 01R44'^ 


nomo sdpiens zmc linger protem ^uz \Zjir*r dkJjL)^ mtvJNA 


NM 018430 


Homo sapiens hypothetical protein (LOC55815), mRNA 


MN/T 0 1 R A09 


nomo sapiens mterieuKin zo (^llzo rnKJN a 


NM 017692 


Homo sapiens aprataxin (APTX), mRNA 


VTN/T 01 O 1 ^1 

INM Ulol / I 


nomo sapiens nypotneticai protein rLJlUojy (rLJlUo5y), mRNA 


XT\yr oiT^io 
JNM Ui ijjyj 


±lomo sapiens nypotneticai protein LUCj>odo5 (LOC355o3), mRNA 




nomo sapiens pieckstrm homology, oec7 and coileo/coil aomams 4 (PSCD4), 
mRNA 


JNM_U 1 ODD i 


Homo sapiens heptacellular carcinoma novel gene-3 protein (LOC51339), 

nflJKJN/V 


INIVI UiOyZ)^ 


nomo sapiens soiuoie iiver antigen/ iiver pancieas antigen ^i-<vJL.D luy i inKJNA 


•hJTVyf 01^id99 
INiVi U 1 OHZZ 


nomo sapiens L^jnL/^-iiKe zmc linger protem \^jCrrJ.o), niKiNA 




l~ro"mn ^nni^nc lipnafrippllnlsn" pnTfiiTirvma-JiQQfiPisitf^H nTi+io^n ^0 fJ Or^SIl 7^0*^ 

mRNA 


NM 016275 


Homo sapiens selenoprotein T (LOC51714), mRNA 


NM 016242 


Homo sapiens endomucin-2 (LOC51705), mRNA 


NM 016233 


Homo sapiens peptidylarginine deiminase type m (LOC51702), mRNA 


NM 016209 


Homo sapiens unknown (LOC51693), mRNA 
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JNM Ulol4U 


Jtlomo sapiciis Draiii speciiic proiciii xyj / ^ iiiivi.-^.r-v 


JNM UlolU/ 


riomo sapiciis zinc iiiiger j\in/\ DiuLiiiig piutc^j-ii -^^z? 


NM OloUyo 


riomo sapiens riox^^UH-u proicm v,i-'^^*^JLy>^v^, iiii>j.^-rv 


NM 01605/5 


xlomo sapiens rioj^v^Uj / proicm \^Lj\j\^d lyj'jyj^ uus^^r^ 


NM_01oOoo 


Uv-vn-k^ r-o-r-k-ifrkr^o T-i-»ot-\ ViT-iocp* nVii^crfclnaf 1 Vp "nfAfPlTl IN/TIC— SI Y.!X. i J_.OC5 165 / J. 

jiomo Sapiens map xtmdsc pnobpiiato.oc-iiJvc/ pujuwui ivjj.^ u x x^-*. \^xj\^^^ # y, 
mKJNA 


JNJVl OioOol 


riomo sapiens v-^vji-iz./ proLcin \i^\j\^~> xkj^sjj, iiixNa^^ 


NM 01o03y 


riomo sapiens v^vji-yy proiem ^i^v^^j i )■> iiixvi>-rv. 


INM uioozy 


rxomo sapiens v^vja-oo pruLciii ^i-*wv_/^ iiu.-vj.'sj-k. 


iNiVi U 1 OUZH 


Hrtn-irv cnnienQ POT-TQ nrntein ^1.0051634^ mRNA 


XTA /T A 1 A 1 O 

JNM UioOiV 


TT/A-mrv cor^ip^ric C^CvX-IA nrAfpin (1 OPS16'^l'\ mRNA 
riomo sapicno \^vja~/*t pkjlciii \i^\j^<j yy^-j i./> iijxvx^z^ 


XTTVyf m ^QAA 
XNjyi UiDirO't 


TJr^mrx carvii^Tic 'Virntri QTiPpifio "nrAtpin rT*OP51673^ mRNA 

riomo ^<l|JldXD UXalli OjJwWlXlw ^IV^LWUX \^X^V-r^^»-f x\j i -'/j ». 


JNM K)lj>yjy 


TTr^TTtrk cd-rtip^nc PPrT-OO nrAteiTi rr OPS 1605^ mRNA 
riomo oa|jidio y^yjirXfz/ j^njtdii ^ju/v^v-^-^' avv/-//5 AxiAA^-tz 




TTAmo GaniRnQ mp<5enrhvmal <item cell nrotein DSCD75 fLOC51337), mRNA 


JNM 01004o 


TT-._-^ oar-ii#*Tic mpcpnr'VivTnnl Qtpm rell nrotein DSCD28 fLOC513361« mRNA 
xiomo sapiens mcocnc'iijriiicti biciii t/wii pivjit^ni j-^uv-zj-^^^ yx-fv-^^»^^x-/-/w/j aam-w.-*^ ». 


JNM UloooZ 


TTrx-rrtrk co-nt^iic APT? T-irntpin (\ OPS l'^ "26^ mRNA 
xiomo sapiens xvr\jr pruiciii ^jLfV_/v_/j i j^^^vj^, iiixvj.-H.r-k 


JNM 01 oozy 


iiomo sapiens nypoLncLiuui pioLciii \xjkj\^^ x~y x^i^^^^jr^ 


NM Olooz/ 


riomo sapiens nypoineucai protein v^juv-zv-vj j. j^i^, 


iNM UIOOZO 


Tlrt-mrfc eciT\i#»Tic liA/nrttliptiml nrntPiTi .0051320^ mRNA 
riomo sapiens nypouiciiL-cii jjiviic^iii xjj.'\f)^ iijj.\j.-^-c». 


NM Oloolo 


XJy^i^rt cot-in/ar-io V^xn-*rkfV\iati r'ol T^mfpi-n C\ OPS1 '^l S^ mRNA 

riomo sapiens nypoinciioai protcm \^jLyv-/v>j i-? x-/^, haivx-^x-*. 


NM Oloolo 


riomo sapiens iNiYi^o-no ^i-»wv_/j u iiii.Nj.>-r^ 


NM OlOOli 


TJ/AT-r»r^ co-nif^nc A 1^(19 1 -nrntpin ^TOPSI'^13'^ mRNA 

riomo sapiens j\u\jj»l proicm \^xj\^\^j u ljj^ nuxx^r^ 


NM OloolZ 


TJr<^-»-*-k^ ooT^-i^a-Mc vMi+rvr'VK^TirlW q1 or\ln+P OJ^TripT iT (iPS 1 1 1 2 I TTlR^^A. 

xiomo sapiens miiOL/nonviricii ooiiiic \^cim\:>i \J^^^^^^ j-^j^ xiLxy^^ur^ 


NM 01ojy4 


XJ^-mrN oo-n-i^-nc TTl^^nA Viir»rli'ncy -nrr^fpiTi r^rpnirQflT* ^T^OPSl^O^^ mRNA 

xiomo sapiens x^j%.^oo duiviihk pivjtcin uicv/Lnovi \x-/\^\^<j ixixvA-^xv 


NM 01d5oz 


xiomo sapiens lou-iiKe rccepior / ^ijliJ\./ iiusjrsrx 


NM 01OD4O 


XJi-k-rv-i/-» e»o-r»i<at-»e r»r*Tni-»l <atY>i=»r\t PIr-liVp r\rntpina<5P nrpcuTSOT TLOCS 1279 1. mRNA 
riomo sapiens compicmciiL v^ix-iiivc jjnjtc»iii<iot/ pii^vLu-ov^x, ^ i .^j^ m.*.m^^^j.^ 


NM 01Oj34 


V[r\mr\ co-ni«anc ciT%rkr\trkcic-rplatpH nrntPin PNAS-l rLOC51275^ mRNA 

xiomo sapiens apopiooio~rci<iicu piv^Lwii x in^^o ± \x^\^k^^ ljl^ / )•> i-x^^s^^j. ». 


NM OIojZI 


XTrk-mtf-k co-nif^nc T79T7 lilrp r\rr*tpin (\ OPS 1970^ mRNA 

jtiomo sapiens jizr-iiKe proiem \^jl*v-/v^j iz^ liirvj-^r^ 


XTTV A A 1 < 1 1 

NM OloMi 


TJ/%-rvirfc eark-i/:»nc; P f\Tr\f^ Ipr-tiri-liVp rpppntor-l OPS 1 267^ mRNA 

xioino sapiens ^~iypc icoLni-mvc icL^cpuji i ^xjwv-^^^ i^v/ yn^^^j.^ 




\Jr\mr\ cnnipnc C-f\rr\f^ Ippfin-likp rprentor-2 nLOC51266'i mRNA 


JNiVl UlO4!70 


TJrvrvir* cqt>iptic livT>r>tliptipal nmtpin OPS 1257^ mRNA 
xiomo sapiens nypoLiicnudi pujicui yx^y^y^-j x^«/ / xxjj.xj."ix^ 


NM 016494 


Homo sapiens hvpothetical protein (LOC51255), mRNA 


XTTV yr A 1 /I O /I 
NM 01o4o4 


riomo sapiens nypoineucai proicm ^^juv-^v-^j x^'H-o^, xxxixxx^ 


NM Olo4/1 


xiomo sapiens nypomcLicax pioicxii v^x_/v_/v^*^ i^^t^^, iiLxvi.'^-rv 


XTTV K A 1 fin 

NM 01o4o/ 


Xiomo sapiens nypoineucai pxoLcxii \^x_>\^v^j x^^tv^^, iiLt\j.>i.r^ 


XTA >r A 1 /C /I ^ /I 

NM 016454 


Homo sapiens nypoineucai protein \^j-fv/v-^j l^j'-xjj xxlcvi^/^ 


NM_0 16425^ 


XJ^«-^j^ ri-riwi^^p ^Or>'79 -Trt-r i-irvn r*! oflrriTi nr\cif nrrktpin 7Pta-POP (\ OPS 1 226^ 

xlomo sapiens v^vja z^z lor nonciainrm coai proicni z-cia k^kjx \x^\j\^j i 

-m'DXT A 


JNJVl UiOjo:) 


TJnmn canipriQ TTOTVf-TF^-RS tiimor aritijypn fl OPS 1213^ mRNA 


JNiVl UiOjoU 


T-Ti^-mri csiT^ipnc HifprptrHatirfcTi-rplntpH nTritein fiifl 3 rLiOC51212). mRNA. 

riomo OdJJXeXXO U.ixOXCXXUa.lXv/XX X^XU-ltiU- JJIV^LV.'XXX yj.LXX'J y^x-z^^x^^-^ X ^ A AA*-M.-»^ -IX ». 


NM 016364 


Homo sapiens protein phosphatase (LOC51207), mRNA 


NM Oio33y 


TJ/^-rvti^ oarvif'Tic T inlr fni«a-ninf* miplpo+iHp PVpViariCTP fflCtor 11 lJLC3P51ly5 1- mRNA. 
xiomo SapiCIlo JL^HXIv gllallllie IlUUXCUtXvJC CAOllU.XXgv:' xav-tv^x xj. \x^\^^<^^ x x^^y, xxuvx *■ 


NM 016338 


Homo sapiens Ran binding protein 1 1 (LOC5 1 194), mRNA 


INM 016331 


Homo sapiens zmc imger proiem /vinv^ z.xioi yxj^jy^j l xxuvx^n. 


NM 016311 


Jclomo sapiens /virase inniDiior precursor i^i^v^v^^^ x xo:?^, iiixsj.N^ 


NM_0 16256 


Jclomo sapiens JN-acetyigiucosamme-i-pnospnouiciicx dxpxxa xn- 
acetylglucosaminidase (LOC51 172), mRNA 


NM_0 16223 


Homo sapiens protein kinase C and casein kinase substrate in neurons 3 
(PACSIN3), mRNA 


NM 016202 


Homo sapiens LDL induced EC protein (LOC5 1 157), mRNA 


NM 016175 


Homo sapiens truncated calcium binding protein (LOC51 149), mRNA 


NM 016162 


Homo sapiens candidate tumor suppressor p33 INGl homolog (LOC5 1 147), 
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r^PMA 
nXKJN-rV 


"Nnwf ni ^1 

INIVJL U 1 VJ i ^ O 


rxuiiiij otipiciib cry LiiroL'y LC ixaiioiiiciriuraiic pruLCiii ^^^j-;\-^v»^*) i i*t^ )^ ilux-ln/a. 


INIVI VLOLHS 


xioino bapicns sicroiu acnyorogcnasc noinciiog ^i-fVjv^j i iH-f^, iXLtviN a 




xiomo Sapiens Qynein ngni cnain-/v ^i^^^v^j 1 14^ ), ttlkjna 


INlVl U 1 0 1 jlD 


xioino sapiens r i u\j i o proiem 1 1 jOy, uIxnjn/v 


vnv/f m 1 0 1 
iNiVl UxOiZi 


xiomo sapieris IN x -KJbiN-43 anugen (^i^l^l^j I i ds> nil<JN/\ 


INiVi UIOIUZ 


xiomo sapiens tnpaniie mOLii-coniaining i / ^^iiviivLi / itlivIN/v 


xnv/f ni/^nic 

INiVl UIOUjO 


Jtionio Sapiens i^vji-y / proiein v.J-'U^j 1 1 li/j, hikjna 


iNiVl yj 1 DUO 3 


jHLonio sapiens K^Kji-yz protein v.JL^vJv^d 1 1 1 itikjn a 


INiVl UIOUZO 


riomo sapiens ^^oi-oz proiein i^j^\jv-^D i ^"-'Jj luiviN/v 


XMiVi UIOUIU 


xionio sapiens i^oi-oz proiein ^i^^wIv^d i lui inJviNA. 




noiiio Sapiens v.^vji-ho proiein ^i-r\-/\«/j ly/yo), miviNrv 


iNivi yjiDyyo 


xiomo sapiens ^^oi-h-u protein ^j-rvJv^j ivyz.), ttlkin/y 


NM 015978 


Homo sapiens putative protein-tyrosine kinase (LOC51086), mRNA 


iNivi uiDyoz 


riomo sapiens \^oi-j d protein ^i^i^L^D lu / / j, niKJNA 




Jtiomo sapiens uuri-jz protein (HJi_olU/o), mKJNA 


XTA/f A1 ^OC"? 


riomo sapiens Cvjl-2y protein (JLvJCj1U/4), mKJNA 


XTA/f Al <0^/I 


riomo sapiens C(j1-zo protein (l^vJCMU/l), mKJNA 


JNlVl^Ul 1 / 


Homo sapiens glutathione S-transferase subunit 13 homolog (LOC51064), 

rviPXTA 

miUNA 


iNivi yjioyiD 


Xiomo sapiens nypoinencai protein ^JUJi^Diuou^, mKJNA 


INIVI UiDyiZ 


Homo sapiens hypothetical protein (LOC51059), mRNA 


TvJTV/f n 1 ^ Q 1 1 


Homo sapiens hypothetical protein (LOC51058), mRNA 


INIVI UlDyU/ 


Homo sapiens leucine aminopeptidase (LOC51056), mRNA 


XTA/f A 1 ^QCl 


j3.omo sapiens cJone lyvv unJcnown protem (LUv^j lU4y), mKJNA 


INIVI VlDo/J. 


Homo sapiens kruppel -related zinc finger protein hcKrox (LOC51043)5 mRNA 


XNIVI Ul Do / i 


Homo sapiens zinc finger protein (LOC51042), mRNA 


INIVI UlOU// 


T T — ~ 1-1 .1-1 .-1. J ■Q.m ft /^/^T 1^1 m*>a4-a«<» /'T /^/~*C 1 AOi^\ ««'DXT A 

riomo sapiens CAjri-i4i protein (iXj\^j1\)Zo), mKJNA 


INIVI UIOUOO 


Homo sapiens COi-l Jo protein (LUC 51024), mKJNA 


MM 016053 


Homo sapiens CGI-1 16 protein (LOC51019), mRNA 


JNIVI U1dU4o 


Homo sapiens homolog of yeast exosomal core protein CSL4 (CSL4), mRNA 


NM 016042 


Homo sapiens exosome component Rrp40 (RRP40), mRNA 


JNJVL UlDy44 


Homo sapiens CCj1-14 protein (JLOC51005), mRNA 


JNJM UloUoU 


Homo sapiens C<jri-125 protem (LOC51003), mRNA 


XTAyf AliC/lOO 

JNJVL_Uio4oz 


Homo sapiens hepatocellular carcinoma-associated antigen 59 (LOC51759), 

wkOXT A 

mKJNA 


INIV1_U 1 400 I 


nomo sapiens JJiiAiJ/xl (Asp-(aiu-Ala-Asp/Ji.isj box poJypeptide 34 (JJDA34J, 

♦-«T>XT A 
mKJNA 


INIVI U I i J 


nomo sapiens zmc linger protein (z.JNr-UDyz/4), mKJNA 


NM 014579 


Homo sapiens zinc transporter (ZIP2), mRNA 


xrvr n i 

INiVX V/ 1 H-jH 1 


Jtiomo sapiens zmc linger protem {jLr^ i-^o), mKJNA 


INIVI \3\J 1 i*+0 


Homo sapiens zinc finger protein 161 (23^161), mRNA 


NM 006626 


Homo sapiens zinc finger protein with interaction domain (ZID), mRNA 


JNJVl UUOJOO 


Homo sapiens ZYCj homolog (ZYO), mKJNA 


NM_006138 


Homo sapiens membrane-spanning 4-domains, subfamily A, member 3 
(iiematopoietic cell-speciiic) (MS4A3), mRNA 


>JM 005741 


noxiiu bdipicns zmt- imger protem zoj [^z^rsr ^Oj xiuvINA 


NM_000227 


Homo sapiens laminin, alpha 3 (nicein (1501<D), kalinin (165kD), BM600 
(150kD), epilegrin) (LAMA3), mRNA 


NM_000423 


Homo sapiens keratin 2A (epidermal ichthyosis bullosa of Siemens) (KRT2A), 
mRNA 


NM 000659 


Homo sapiens autoimmune regulator (automimmune polyendocrinopathy 
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CaXiQlCLldSlS cCLOUci IXld.1 uyoLIopxiy^ yr\±jc^J2ij^ ii<uio^ii]JL vdiiaiiL iiun-lnx^ 


iNJ.Vl__UUUOD o 


candidiasis ectodermal dvstrophv) f AIRE), transcript variant AIRE-2, mRNA 




xxOino Sapiens d.uioiiriniunc rcguiaiur ^autuiiiiiiiiiiLuic ptJiyciiuvjU'iiiiupa.Liijr 
candidiasis ectodermal dystrophy) (AIRE), transcript variant AIRE-1, mRNA 


JNM 


riomo sapiens zinc linger proiein i / / ^iL.iNJ7 1 / / huxtn a 


NM 003419 


Homo sapiens zinc finger protein 345 (ZNF345), mRNA 


NM_U03407 


rlomo sapiens zmc linger proiem 30, v^ori type, nomoiog ^mouse^ \iA:i::>\j)y 


NM_001519 


Homo sapiens BRFl homolog, subunit of RNA polymerase in transcription 
ininaiion xacior i i i r> ^o.vcrcvioiac^ ^jjr\_r i )^ iiuvL^r^ 




XxOmO sapiens glUUdolilaoC, UCm, <].l>1u \^llil,/lu.u.wo glUvUoj^iwcialllluaoC'y \ \jMjr\.jy 
miviN/V 


iNlVi SJD / i / 0 


XXOmO SapiCIla imi^ ^L^v-^V-'l I / JO*T^, 111J\J.NXA. 


NM_057177 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 

CanQlilalC i-/ ^/"VJLjOZ.^JV 1 llUVL^i-rV 


INiVx \)D 0 i / 0 


Wnrrtrk o5»T»if»nc n^nrnnal TiPTitmYin T€^c*^x\\csr fT'JT^T^R^ tran^nTirit VflTlflnt 5 mRNA 


MM 014293 


Homo sapiens neuronal pentraxin receptor (NPTXR), transcript variant 1 , mRNA 


"MTV/T ni0097 
INiVl UIZZZ^ 


riomo sapiens myosin id ^ivi i ix>^, nuviN^ 


iNlVl_U 1 D Z / / 


Xiomo sapiens ncurdi prci/Uiroui ccii cA.picoocu., ucvci<jpiiiciiu3.iijr uuvvii""iw^u.i<ii.t^*j. 

a-1iVp rNrpr)r>4T ^ mi^NA 


NM 015074 


Homo sapiens kinesin family member IB (KBFIB), mRNA 


JNM._U3zDy 1 


XJ/-\-»-»-iyA pn-i-k-io-MO c?r\l"iTf*a /^OVfM<af •forttlll/ O ( CC\€\\wrr\l}eV\1t\TC\CSf^T\ i=»'Vr*Vl5>tlO'f*"r^ ico'friTm 7 

riomo sapiens soiu-ie camcr lauuiy y ^doiuuiii/iiyiiiv/^cii cA.v/iiaiig(^i^, lav^xuiiii / 
(SLC9A7), mRNA 


XnVT A1/10AQ 

JNM UIh-zUo 


xiomo sapiens uentm siaiopnospnoproiem ^-l^ojtj^^, miviN/\ 


NM 014693 


Homo sapiens endothelin converting enzyme 2 (ECE2), mRNA 


JNM_0054ol 


xlomo sapiens v-mai muscuioaponeuroiic iiorosarcoma oncogene nomoiog r> 
(avian) (MAFB), mRNA 


]NM_Ui0/ol 


rlomo sapiens wmgiess-type iviivii v miegraiion sue laiiiiiy, memuer h ^ win 
mRNA 


JNM_U3zo4z 


Jciomo sapiens wmgiess-iype ivuvi i v miegrauon sue lamiiy, memuer dd 
(WNT5B), transcript variant 1, mRNA 


JNJVl_U3U / /j 


rlomo sapiens wmgiess-iype jvuvii v iniegraiion sue lamiiy, memoer jx> 
(WNT5B), transcript variant 2, mRNA 


XTAif AA'31AO 

JNM_U03oy2 


riomo sapiens wmgiess-type ivijyii v miegranon sue lamiiy, memoer 
(WNT5 A), mRNA 


XTNjT AC71 

JNJVL_Uj / loo 


riomo sapiens wmgiess-iype jvuyii v miegranon sue lamiiy. memoer xo 
(WNT16), transcript variant 1, mRNA 


JNJVL_U ioUo / 


riomo sapiens wmgiess-iype iVLiVi i v miegration sue idmiiy , memuer i o 

rXjUTNITI tra-ner'Ti'rkf irarianf 9 m'R'WA 

^ w IN 1 1 o^, irauscnpL variani z*, iiumn-tv 


XTN/T 019101 


Wr\Trm C5iiii<*ric frir^siT+it** mnfif-^AntJiiTiiTlO" 9Q V \ TMf9Q^ tr5lTiQf*rint variani' 1 

mRNA 


NM_058193 


Homo sapiens tripartite motif-containing 29 (TRIM29), transcript variant 2, 

mRNA 


NM 000983 


Homo sapiens ribosomal protein L22 (RPL22), mRNA 


JNM U3oz*fo 


nomo sapiens i-'iNase ii-HKe aciQ j^iNd.ae \\j\~>r\xj)^ transcnpi variant z, nuviN/Y 


>JM 0?1233 


Homo sar>ien<; F)Na<se TT-like acid DNase nDLAD) transcriot variant 1 mRNA 


NM_058175 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a*, 
mRNA 


NM_058174 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2a, 
mRNA 


NM 001849 


Homo sapiens collagen, type VI, alpha 2 (COL6A2), transcript variant 2C2, 
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mRNA 


NM 003312 


Homo sapiens thiosulfate sulfurtransferase (rhodanese) (TST), mRNA 


NM 020731 


Homo sapiens dioxin receptor repressor (AHRR), mRNA 


NM 053049 


Homo sapiens stresscopin (SPC), mRNA 


NM 052834 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 2, mRNA 

*^ * > £-1 — f<— ... ■ ' 


NM 015285 


Homo sapiens WD repeat domain 7 (WDR7), transcript variant 1, mRNA 


NM 000507 


Homo sapiens fructose- 1,6-bisphosphatase 1 (FBPl), mRNA 


NM 002581 


Homo sapiens pregnancy-associated plasma protein A (PAPPA), mRNA 


NM 000968 


Homo sapiens ribosomal protein L4 (RPL4)5 mRNA 


NM 005061 


Homo sapiens ribosomal protein L3-like (RPL3L), mRNA 


NM 030811 


Homo sapiens mitochondrial ribosomal protein S26 (MRPS26), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_022497 


Homo sapiens mitochondrial ribosomal protein S25 (MRPS25), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_053023 


Homo sapiens zinc finger protein homologous to Zfp91 in mouse (ZFP91), 
mRNA 


NM 052826 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 2, mRNA 


NM 052825 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 3, mRNA 


NM 052821 


Homo sapiens WD repeat domain 5 (WDR5), transcript variant 2, irRNA 

^ <_ ^ i i 


NM 017588 


Homo sapiens WD repeat domain 5 (WDR5), tianscript variant 1, mRNA 


NM 052990 


Homo sapiens WD repeat domain 10 (WDRIO), transcript variant 4, mRNA 


NM 052989 


Homo sapiens WD repeat domain 10 (WDRIO), transcript variant 2, mRNA 


NM 052985 


Homo sapiens WD repeat domain 10 (WDRIO), transcript variant 1, mRNA 


NM 018262 


Homo sapiens WD repeat domain 10 (WDRIO), transcript variant 3, inRNA 


NM 031902 


Homo sapiens mitochondrial ribosomal protein S5 (MRPS5), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 015969 


Homo sapiens mitochondrial ribosomal protein S17 (MRPS17)5 nuclear gene 
encoding mitochondrial protein, mRNA 


NM 016065 


Homo saniens mitochondrial ribosomal nrotein S16 rMRPS16V nuclear £ene 
encoding mitochondrial protein, mRNA 


NM 031280 

A TATA W Ji M0\JXM 


Homo sapiens mitochondrial ribosomal protein S 1 5 (MRPS 1 5), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 022839 


Homo saniens mitochondrial ribosomal nrotein SI 1 rMRPSll\ nuclear cene 
encoding mitochondrial protein, mRNA 


NM 016034 


Homo sapiens mitochondrial ribosomal protein S2 (MRPS2), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 16070 


Homo sapiens mitochondrial ribosomal protein S23 (MRPS23), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_020191 


Homo sapiens mitochondrial ribosomal protein S22 (MRPS22), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_018135 


Homo sapiens mitochondrial ribosomal protein S18A (MRPS18A), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 021996 


Homo sapiens Forssman glycolipid synthetase (FS), mRNA 


NM_052815 


Homo sapiens immediate early response 3 (BER3), transcript variant long, 
mRNA 


NM_003897 


Homo sapiens immediate early response 3 (IER3), transcript variant short, 
mRNA 


NM 053013 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 2, mRNA 


NM 001976 


Homo sapiens enolase 3, (beta, muscle) (EN03), transcript variant 1, mRNA 


NM_048368 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase n, polypeptide 
A) phosphatase, subunit 1 (CTDPl), transcript variant FCPlb, mRNA 


NM 004715 


Homo sapiens CTD (carboxy-terminal domain, RNA polymerase n, polypeptide 
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A ^ ■r-kli/%o-r»Viotoc#» onVmnif 1 ^/^TT^'Pl^ trnri Gf-Hnt V51 Tin Tit PT^P 1 a ml^NA 
/VJ pn.OSpua.laSc, SUDUIIIl l W^LUSriJ, iralloC'lipL vaiiailL x v^-x id, iiix\j.''i.r^ 


NM 015719 


Homo sapiens collagen, type V, alpha 3 fCOL5A3), mRNA 


JNM UUU3yi 


jrionio sapiens coixagen, type v, aipna z v^v^v^i-rj/^^j, misj^i/^ 


NM 000093 


Homo sapiens collagen, type V, alpha 1 (COL5A1), mRNA 


JnM 001255 


xxomo sapiens ceu aivision cycie z / / nu\jN/\ 


NM 004ool 


riomo sapiens (^ceii uivision cycie zj>, yeasi, nomoiogj \^v-'X-'^z.->j, iiuviNi-i. 


NM_U J /3 /U 


Jtiomo sapiens cyciin j^-iype Dinaing-proLcui i yyA^rsxjDr i udii&unpL vdixauL ^5 
mRNA 


NM_012142 


Homo sapiens cyciin u-type Dinaing-protein i yK^^^rHiJDri), transcnpx van<jni i, 
mRNA 


NM 0195^2 


Homo sapiens rmg tmger protein zu \^kjn rzu^ mKiNA 


NM 003386 


Homo sapiens zonadhesin (ZAN), mRNA 


NM_001959 


Homo sapiens eukaryotic translation elongation factor 1 beta 2 (EEF1B2), 
transcript variant 1, mRNA 


NM_021 121 


Homo sapiens euKaryotic translation elongation lacior i oeta z yccr id^), 
transcripi vanani z, niJKj.N/\ 


JNiVL UUc)//o 


xxomo sapiens nng linger proiem y ^jvLNr^zj, ird.nov/ripi varicuit i, iiirsj.Nr^ 




Jtxomo sapiens nng imger proiein y y^isJMryjy LranbunpL variant uuNj.>i-rk. 


TvTN >r A A*? AO Q 

iNJyL__UU /U2o 


Jniomo sapiens uipaiTite mo ui-conxaining dl ^^ijviiYiJiy, umiburipi vaiiaiit a, 

irLKJLN A 


XT/^ A AAA 1 O 


jiomo sapiens cnonomt/ goxidLiouLupiii ucia. icgivjii i^v-^vjxj^^tcj j un wiuwiiivjowiiit* 


XTTV/T A^OO^O 

JNJVl UjZVDZ 


Jtiomo sapiens aismpiea in rcnai carcinoma i ^J_/JLI^.^^l ^, huvinx^. 


XTIVVT A AAA OA 

iNM uuuyoy 


JnLomo sapiens riDOSomai protein i^dv ^^kjti^juj, niiviN/\ 


"MTVyf AAAQTQ 


riomo sapiens rioosomai protein i^x j yjsjri^^D nuviNrv 


xnvvr nnnofi^ 

JNIVI UUUyoD 


Jtiomo sapiens nDosomai proicin i^l / ^jvljui / iilisj.^/^ 


xnv/T niOA'^^ 


riOnxO bdpicnb proL\JL/a.iJ.iicrui lo y^\^uri.Loj^ iiux-L>i-rv 


iNlVl U 1 / oUy 


TLirvmo C5ir*i#anc niirlear PTsTA pvTiArf fnrtAr 9 rM^P^^ iTa"n<?cri'nt variant 1 mRNA 


iNiVi ujuy^^ 


xxomo bapicns aninioriicoo proLciii \^r^vjjLN jy iiiiNJLNriL 


rNiVl UZZvDJ 


Wrk-mn co-nii^nc r\l^n^p^^c\r PTsJA f^vrmrf fnrtnr 9 rTsT^n^"?^ tran <;ririr>t variant 2 mRNA 


JNlVl U / OZ 


iriomo sdpicns -^*T~cicnyuioL/iioicoicioi icu.u.t^Lo.oC' ^x-/xxv^xv^*-r^, iixtvx^y^ 


jNivi uzjyzz 


XJrx^^i^ c*o-r\i^-ne! +00+^ f^r'^rxirvt' ir\rr\f^ 0 TTiRTnl^f^r 1 A. /^'T'A^9P 1 Zl^ ml? "NT A 

jnomo sapiens lasic receptor, type z-, iiiciiiuci y^x J^oz.xvi'-^^, liixvi^rv 


MM 023921 


Homo sapiens taste receptor, type 2, member 10 (TAS2R10), mRNA 


NM 023920 


Homo sapiens taste receptor, type z, memoer 13 aozjevioj, mxsJN/v 


NM 023919 


Homo sapiens taste receptor, type 2, member 7 (TAS2R7), mRNA 


NM 023918 


Homo sapiens taste receptor, type Z, member o (lAbZKoj, iiuuna 


TvTA If A T3 A 1 T 
NM 02391/ 


Homo sapiens taste receptor, type z, memoer y (^lAoZKyj, misJNA 


TvTTVyr A001AA 

JNiVl_U221UU 


Homo sapiens mitocnonanai noosomai protein oIh v^ivuvroi^^, nuciear gene 
encoQiiig miiocnoiiundi protem, iixivln^ 




jiomo sapiens /vii^-'Dinaing cassciic, suD-iaimiy vj \^wxxj.xxi^j xiieiiiuc/i ** 


NM 018031 


Homo sapiens WD repeat domain 6 (WDR6), transcript variant 1, mRNA 


NM 012333 


Homo sapiens c-myc binding protein (MYCBP), mRNA 


NM 0143OO 


Homo sapiens normonaily upreguiateci iNeu-associatea Kinase (^xiuinjs.^, misjN/\ 


NM 014296 


Homo sapiens calpam / (CArN/ ), nfiKJNl A 


NM 006615 


Homo sapiens calpain 9 (nCL-4) (CAPN9), mRNA 


NM_0056U7 


Homo sapiens proteoglycan 4, (megakaryocyte stimulating factor, articular 
Qiinprfipifll "ZATip ■DTAtpin f*j»mTitAf!nctvlv artVironatHv coxa vara, nencarditis 
syndrome) (PRG4), mRNA 


NM 004467 


Homo sapiens fibrinogen-like 1 (FGLl), mRNA 


NM_003391 


Homo sapiens wingless-type MMTV integration site family member 2 (WNT2), 
mRNA 


NM 002995 


Homo sapiens small inducible cytokine subfamily C, member 1 (lymphotactin) 
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(SCYCl), mRNA 


NM 002477 


Homo sapiens mvosin lieht DolvDeDtide 5 reeulatorv (MYLS"^ mRNA 


NM 058253 


Homo saoiens ribosomal nrotein S6 kinase 521cD DolvDentide 1 rRPS6TCCl'^ 
mRNA 


NM 000623 


Homo sapiens bradykinin receptor B2 (BDKRB2), mRNA 


NM_000424 


Homo sapiens keratin 5 (epidermolysis bullosa simplex, Dowling- 
Meara/KobnerAVeber-Cockayne types) (KRT5), niRNA 


NM 002272 


Homo sapiens keratin 4 (KRT4), mRNA 


NM 057088 


Homo sapiens keratin 3 (KRT3), mRNA 


NM 006121 


Homo sapiens keratin 1 (epidermolytic hyperkeratosis) (KRTl), mRNA 


NM 057182 


Homo sapiens cyclin El (CCNEl), transcript variant 2, mRNA 


NM 001238 


Homo sapiens cyclin El (CCNEl), transcript variant 1, mRNA 


NM 054029 


Homo saniens cbromosome R onen "readinc' frame 14 (C^^c\y^\^X\ ml^T^JA 


NM 054017 


Homo saniens chromosome 8 onen reading frame 12 rCSorfl2'i mRNA 

JL^X^^XXm\J ^*A^Jk/X%/XA^ X^XXX VrXXXx/OV/XXXW 1LJ ^y^dfWXX X W^U>VltXX JLX ipAXXX^i/ X. VJ^^X JL X ^ XXXJL^X^X X. 


NM_052936 


Homo sapiens AUT-like 2, cysteine endopeptidase (S. cerevisiae) (AXJTL2), 
mRNA 


NM 004926 


Homo sapiens zinc finger protein 36, C3H type -like 1 (ZFP36L1), mRNA 


NM 006S87 


Homo sapiens zinc fmger protein 36, C3H type-like 2 (ZFP36L2), mRNA 


NM 015355 


Homo saniens ioinedto TAZFl (^^K7W mRNA 


NM 00564'^ 


Homo saniens TAFT RNA nolvmerase TT TATA box bindino" nrotpin ^TRP^- 
associated factor 55 kD CTAF?"* mRNA 


NM 032685 


Homo saniens hvoothetical nrotein MGC13005 rMGC13005'^ mRNA 


NM 032656 


Homo saniens DEAD/H CAsn-Glu-Ala-Asn/His'^ box nolvnentide 37 rDDX37^ 
mRNA 


NM 031919 


Homo saniens cvstatin and DUF19 domain containing 1 ( CSDU FL) 1 ^ mRNA 

^X.x^lXXV/ t^lX^^ XW'XXV? ^/jr ^JlfftX ftpAXX UXXVX JL^VaiTX X^ VXVfXXXCXXXX W^^XXjifcXXXXXAxjB^ X ^^^LJJ^/V^X JL^ X X XXJLAnX ^ X Ihi 


NM 031475 


Homo saniens esnin TESPNI mRNA 

A^X^XXXV/ W&XL^XX^XXI^ Vf'I^IirirXXX \ X— / k^X. X ^ 1^ J.J.JLXA^ ^X X. 


NM 024101 


Homo saniens melanonhilin TMLPH^ mRNA 

X XX^XXXlh^ tJ«<^L^XwXXu XXX%^Xfc»XXV^L^AlXl,AJ.X % XT X J ^X X. X. f ^ XXXX^X ^X &i 


NM 002597 


Homo sapiens phosducin (PDC), transcript variant Phd, mRNA 


NM 021201 


T-ToTTio saTiiPTts ■fTiPTVibTJi'np-S'na'nniTio" ^-Hnirmi'nc Qiil^familv A "mi^mViPi" 7 

xxVJXiAw od'i^iV'iio lliwilll^iaiiw o^cmiilll^ ^ UUillaxiXo^ oUUJLaililljr xx^ llXwlilUCl / 

(MS4A7), mRNA 


NM 0206'^4 


T-Tmno qjit^iptiq OTf^w+Vi Hi'ffiprfntinfion flaffoi* /'(T^T^P'^^ mT^TsIA 


NM 020185 


Homo sapiens mitogen-activated protein kinase phosphatase x (MKPX), mRNA 


NM 002897 


xxvjiinj oo-^ic^ii^ ivi>ji^ uiiiviiiig iiiuLii, oiiigic oiiciiiucu. iiiicr<tv/tiii^ piuiciii i 

(RBMSl), transcript variant scr2, mRNA 


NM 016S39 


-Lxt^lXlVJ oCi.|^XI^llo XNJ.>(/^ L/XiiuXlXg iliUliXj olilgX^ oUXctliUCU. ililCi dwLlIX^ L/iiilClil i. 

(RBMSl), transcript variant MSSP-2, mRNA 


NM 016838 


*.x\Jl.Vi\j oCl^l^XXO x\_L^x^ L/XilUiil^ XlIVJLlXj c^lXlgX^ oLiclilUCU illld dVp/LUX^ L/Xx/lCJLll X 

fRBMSn transcrint variant MS SP-1 mRNA 


NM 016837 


Homo saniens RNA bindinO' tnoHf sincrlf^ strandpH intprartincr nrntpin 1 

xxv^AXA^^ v^ML^xv^l.AO XVJ. 1. Ly^llUlll^ lllv^Lllj OJlXl^Av^ Ol-l. UpIXU-^IiX lllLwL CIv/wXlX^^ L/XWLwllX X 

CRBMSn. transcrint variant MSSP-3 mRNA 


NM_0 16836 


Homo sapiens RNA binding motif, single stranded interacting protein 1 
(RBMSl), transcript variant YCl, mRNA 


NM 016941 


Homo sapiens delta-like 3 (Drosophila) (DLL3), mRNA 


NM 016335 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM 014122 


Homo sapiens PRO0245 protein (PRO0245), mRNA 


NM 015344 


Homo saniens leotin recentor overlannine transcrint-like 1 rLEPROTLl^ mRNA 

XW^m^IpXXX X^^WWX^bV'X ▼ WX XU'^M^fi^ AAX^^^ «kK MXAkJ W^X X Ltr i» X XXW^ X IX^X^X X.V.^^ JL JL^ X #j XXXJLX^J^ ^ A X, 


NM 014450 


Homo sapiens SHP2 interacting transmembrane adaptor (SIT), mRNA 


NM 007159 


Homo sapiens sarcolemma associated protein (SLMAP), mRNA 


NM 005974 


Homo sapiens proline dehydrogenase (oxidase) 1 (PRODH), mRNA 


NM_004974 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 2 (KCNA2), mRNA 


NM 003195 


Homo sapiens transcription elongation factor A (SIX), 2 (TCEA2), mRNA 
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NM 001010 I 
NM 000981 I 
NM 003378 I 
NM 001612 ] 
NM_020115 ] 
1 

NM 020114 ] 
NM 020113 


lomo sapiens ribosomal protein S6 (RPS6"), mRNA _ 

^nmn sapiens ribosomal protein L19 fRPL19"), mRNA _ 

lomo sapiens VGF nerve growth tactor inducible ( vejt^), mKJNA . 

iomo sapiens acrosomal vesicle protein 1 (AGRVl), transcript vanant 1, mRNA 
aomo sapiens acrosomal vesicle protein 1 (ACRVl), transcript vanant 11, 

^nRNA r:. Til 

r_ -n-r/^+j^i-n 1 /'Af^PVl^ transcnnt vanant mKJN A 

Homo sapiens acrosomal vesicle protem i \^is\^ts^y i;, udii&uupt vaAmix>, ^, 

Homo sapiens acrosomal vesicle orotein 1 (ACRVl), transcnpt vanant 8, mRNA 


NM 020112 
NM 020111 
NM_020110 


Homo saniens acrosomal vesicle nrotein 1 (ACRVn, transcnpt vanant 7, mRNA 
fTr,r.,o r-in^f-r." ir'rft'-mTial vpsirlp ptotf^m 1 (ACRVll transcript variant 6, mRNA 
Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant lO, 
mRNA : — —I — 


NM 020109 

NM 020108 : 
NM 020107 1 


Homo sapiens acrosomal vesicle nrotein 1 (ACRVU, transcnpt vanant 5, mRNA 

• 1 ni-n^-oiii 1 /■A<^l?V1^ transcrint variant 4. mRNA 
Homo sapiens acrosomal vesicle protem l i^Ai^ttv i), iran&oiipt vaiiam -r, uu. 

Homo sapiens acrosomal vesicle nrotein 1 (ACRVl), transcnpt vanant 6, mkWA 


NM 020069 
NM 022909 
NM_021734 


Homo sapiens acrosomal vesicle protein 1 (ACRVl), transcnpt vanant 2, mRNA 

Homo sapiens centromere protem H (CENPH), mRNA _ 

Homo sapiens solute canrier family 25 (mitochondrial deoxynucleotide earner), 
member 1 9 (SLC25 Al 9), mRNA 


NM_021259 


Homo sapiens transmembrane protein 8 (five membrane-spamimg domains) 
(TMEM8) mRNA 


NM 020139 
NM 015975 


Homo sapiens oxidoreductase UCPA (LOC56898). mRNA 

Homo sapiens TAF9-like RNA polymerase H, TATA box bmding protem 

(TBP)-associated factor, 3 1 kD (TAF9L), mRNA 


NM_013271 


Homo sapiens proprotein convertase subtilism/kexm type l inmbitor ^CSKIN), 
mRNA — — 


NM 000904 
NM 000903 


Homo sapiens NAD(P)H dehydrogenase, qmnone 2 (N0O2), mRNA 

Homo sapiens NAD(P)H dehydrogenase, qmnone 1 (NOOl), mRNA 


NM 002959 
NM_057170 


Homo sapiens sortilin 1 (SORTl), mRNA 

Homo sapiens G protein-coupled receptor kinase-mteractor 2 (Om), transcnpt 
vanant 2, mRNA — 


NM_057169 

NM 057161 
NM 057167 


Homo sapiens G protein-coupled receptor kinase-mteractor 2 (GIT2), transcnpt 

variant 1 , mRNA ■ 

Homo sapiens testis intracellular mediator protem (PEAS), mRNA 

'^zz. ' -11 4_ T7T ^i^U/^ 1 tr^rw /^A'^^ trfiTiQpri Tit variant 5. mRNA 

Homo -sapiens collagen, type VI, alpha 3 (CUi^OA^), iranscnpi vctriaiit j>, — 

TTr .nnn r-ii-.ir-n" rr^^'^x*f^n t-imp ^^^ alnha ^ rrOT/iA^), transcript vanant 4, mkJNA 


NM 057166 
NM 057165 
NM 057164 
NM_014//o 


rlomo sapiens coiiagcn, type vx, aii-^no. y^^^A^^jj. ^ 

Homo saniens collagen, type VI. alpha 3 (COL6A3), transcript vanant 5, mRNA 
Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcnpt vanant 2, mRNA 
Hnmr. saniens G Drotein-couoled receptor kinase-interactor 2 (Gm), transcnpt 
variant 3, mRNA . , ■ ; — ^ . 


NM 004369 


Homo sapiens collagen, type VI, alpha 3 (COL6A3), transcnpt vanant i, mkl>IA 


NM_001183 

NM 000675 


Homo sapiens ATPase, H-h transporting, lysosomal (vacuolar proton pump), 

subunit 1 (ATP6S 1), mRNA 

Homo sapiens adenosine A2a receptor (ADORA2A), mRNA _ — 


NM 033027 
NM 002539 

IN JVX_U J OUl/*r 

NM 000992 
NM 000984 
NM 001289 
NM 018648 


Homo sapiens AXINl up-regulated (AXUDl), mRNA 

Homo sapiens omithine decarboxylase 1 (ODCl), mRNA _ 

Homo sapiens phosphatidylinositol 4-kinase, catalytic, alpha polypeptide 

(PIK4CA), transcript variant 2, mRNA 

Homo sapiens ribosomal protein L29 (RPL29), mRNA 
Homo sapiens ribosomal protem L23a (RPL23 A), mRNA 

Homo sapiens chloride intracellular channel 2 fCLICZ), mRNA 

Homo sapiens nucleolar protein family A, member 3 ( w/ aC A small nucleolar 
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iNiVi UZ1I7H/ 


fxUiXlU oa.piCllo oCilllC i£lV/diJ.ao& ^Ljxvj.N.yj iiuvx^^ *• 


ivnvyf ni^^TO 

INlVl UlOD/y 


UriTvii^ cci-ni<>nc SF)^ Sinticy^n ^$\T)^A^ TYll^WA 
XxUIIlO oapicns OJ-'U cUlligCll \0\J\jr\.)^ \.vuy^^r^ 


iNlVi UUOO^y 


\Xc\r\>r\ c?»r*if»nc r»r Atf»in rlidnlfiHe i<;nmerase "Dancreatic fPDIP) itlRNA 


IN iVJ. WZODK) 


TTomn C5i-ni**nc -nViAQr^VintiHvlinn^itol 4-lci*nase catalvtic alt)ba DolvDCDtidc 


NM 000988 


Homo sapiens ribosomal protein L27 (RPL27), mRNA 


xnVif nnnoQ'7 
JNJVL uuuyo/ 


xiomo Sapiens riDosomd.! piuicm \^i>jl i_rz,u^, liixNj.^^ 


JNiVi uuuyoO 


XIOHIO Sapiens riDOSOIIld.i piUtClli JL^Z-h- \xs^ x^z^'-r)^ iiuxi^xx 


JNJVl U3iyo4 


XJr^«-M/-k ooi-»-io-Mc ly-^kT-o+in occr\r»i 'r»fr\1"<='iTi 17 1 ll<rA.P17 1 1 ITlR^JA 

jTomo sapiens Keratin as^u^iaicu pujicni i / . i \^x\_fxt i / -i/j uux-l^-tv 


JNJVL UUU4ZU 


xionio sapiens rw.eii dioou group v^jvjj'X^i, iiuviNr^ 


IN jVI_UD Z o'f 1 


Tl/\rrtrfc co-n-i^nc c<»-rir»pk/tlnr<»rtni'n^ IHnnQP 99r^ ^^<5r>PTTnioo'ene9is associated^ 

XiOmU oapiv/IlS> oCl lllw till CLFllLllC j\xiiao^ y^o^T^iiiiAvigwii^oio Aoowxct-twu.^ 

(STK22C), mRNA 


XTIV/T (WHi^AI 

jNjyi u 1 /o4 / 


riomo sapiens pisj nomoiog d ^oii^ ^^jt j-oj^j^ iiLcsj.>rv 


NM 001845 


Homo sapiens collagen, type IV, alpha 1 (COL4A1), mRNA 


NM OloSOb 


jlomo sapiens cyciin-oepenueni Kjnase-iiKe d \\^\jjsa^d)^ niiviMrv 


NM 001261 


Homo sapiens cyclin-dependent kinase 9 (CDC2-related kinase) (CDK9), mRNA 


NM_033131 


Homo sapiens wingless-type JVlJVLX v integration sue lamiiy, memoer df^ 
(WNr3A), mRNA 


NM_030753 


Homo sapiens wingless-type JVUVLl v integration sue lamiiy, memoer d ^wini^^j 
mKJNA 


NM_003396 


Homo sapiens wingless-type MMTV integration site family, member 15 

( WiN 1 ID), mKJN/V 


JNjyi__UU4oZO 


jtiomo sapiens wmgiess-iype iVLivii v inicgrauon sue idnuiy, iiidiiuci 1 1 
(WNTin.mKNA 


NM 057176 


Homo sapiens barttin ^ooJNJJj, niKJN/\ 


NM_0 12079 


riomo sapiens aiacyLgiyceroi vj-acyLtransierase nomoiog i v.mous>ej ij, 

mKJNA 


JNJVL ou^4yu 


xlomo sapiens oxiz aomain-coniaining j/\ ypriAyjDrs.)^ iius-^r\. 


NM_032563 


Homo sapiens epidermal differentiation complex protein like protein (LEP16), 

ml? XT A 


XTN/f m /to 1/1 
JNlVl U14yi4 


riomo sapiens ccnid-unn, gd.nixna a. \\^\ZfLS ivj^^, iiixvjLNi^ 


NM 014161 


Homo sapiens mitochondrial ribosomal protein LI 8 (MRPL18), mRNA 


NM 004895 


Homo sapiens cold autoinflammatory syndrome 1 (CIASl), mRNA 


NM__000086 


Homo sapiens ceroid-lipofuscinosis, neuronal 3, juvenile (Batten, Spielmeyer- 

Vogt disease) (CLN3), mRNA 


NM 033341 


Homo sapiens baculoviral lAr repeat-containing o vxjJJKL^o), niKJNA 


1SIM_054013 


Homo sapiens mannosyl (alpha-l,3-)-glycoprotein beta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme B (MGAT4B), transcript variant 2, 

mKJNA 


XTKiT AAA/1 /t A 

rMM_UUU44y 


riomo sapiens regulatory tactor yi., d ^iniiuences Jtuu/v ciass jjl expression^ 
vlvrAD), mivJNA 


NM_054025 


Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 

v^xpjvjai l), uranscnpi variant z, mxv±N/A. 


NM 002628 


Homo sapiens profilin 2 (PFN2), transcript variant 2, mRNA 


JNlVi 


xiomo sapiens proiiiin z ^^rpjNZj, transcript varidni i, uuviNrY 


NM 003930 


Homo ^^anieiT? <n'c familv a<;<?ociated nhosnhonrotein 2 fSCAP2), mRNA 


NM_014018 


Homo sapiens mitochondrial ribosomal protein S28 (MRPS28), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 15971 


Homo sapiens mitochondrial ribosomal protein S7 (MRPS7), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 032476 


Homo sapiens mitochondrial ribosomal protein S6 (MRPS6), nuclear gene 
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encoding mitochondrial protein, mRNA 


NM_018141 


Homo sapiens mitochondrial ribosomal protein SIO (MRPSIO), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_0 14046 


Homo sapiens mitochondrial ribosomal protein S18B (MRPS18B), nuclear gene 
encoding mitochondrial protein, mRNA 


MM 006513 


Homo sapiens seryl-tRNA syntfielase (SARS), mRNA 


NM 021153 


Homo sapiens cadherin 19, type 2 (CDH19), mRNA 


hnM[_033664 


Homo sapiens cadherin 1 1, type 2, OB-cadherin (osteoblast) (CDHll), transcript 
variant 2, mRNA 


NM_001797 


Homo sapiens cadherin 1 1, type 2, OB-cadhCTin (osteoblast) (CDHl 1), transcript 
variant L mRNA 


NM_033381 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 3, mRNA 


]SIM_033380 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 2, mRNA 


^fM_000495 


Homo sapiens collagen, type IV, alpha 5 (Alport syndrome) (COL4A5), 
transcript variant 1 , mRNA 


NM 000092 


Homo sapiens collagen, type IV, alpha 4 (COL4A4), mRNA 


NM 033184 


Homo sapiens keratin associated protein 2.4 (KAP2.4), mRNA 


NM_032014 


Homo sapiens mitochondrial ribosomal protein S24 (MRPS24), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001006 


Homo sapiens ribosomal protein S3A (RPS3 A), mRNA 


NM_012411 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 2, mRNA 


NM_015967 


Homo sapiens protein tyrosine phosphatase, non-receptor type 22 (lymphoid) 
(PTPN22), transcript variant 1, mRNA 


NM 006310 


Homo sapiens aminopeptidase puromycin sensitive (NPEPPS), mRNA 


NM_033335 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 3, niRNA 


NM_033334 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 1, mRNA 


NM_001489 


Homo sapiens nuclear receptor subfamily 6, group A, member 1 (NR6A1), 
transcript variant 2, mRNA 


NM_001606 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 2 
(ABCA2), mRNA 


NM 002284 


Homo sapiens keratin, hair, basic, 6 (monilethrix) (KRTHB6), mRNA 


NM 002283 


Homo sapiens keratin, hair, basic, 5 (KRTHB5), mRNA 


NM 002282 


Homo sapiens keratin, hair, basic, 3 (KRTHB3), mRNA 


NM 033033 


Homo sapiens keratin, hair, basic, 2 (KRTHB2), mRNA 


NM 002281 


Homo sapiens keratin, hair, basic, 1 (KRTHBl), mRNA 


NM 033045 


Homo sapiens keratin, hair, basic, 4 (KRTHB4), mRNA 


NM 001011 


Homo sapiens ribosomal protein S7 (RPS7), mRNA 


NM 000980 


Homo sapiens ribosomal protein LI 8a (RPL18A), mRNA 


NM 000979 


Homo sapiens ribosomal protein LIS (RPL18), mRNA 


NM 000977 


Homo sapiens ribosomal protein LI 3 (RPL13), transcript variant 1, mRNA 


NM 033251 


Homo sapiens ribosomal protein L13 (RPL13), transcript variant 2, mRNA 


NM 000976 


Homo sapiens ribosomal protein L12 (RPL12), mRNA 


NM 000975 


Homo sapiens ribosomal protein LI 1 (RPLl 1), mRNA 


NM 000894 


Homo sapiens luteinizing hormone beta polypeptide (LHB), mRNA 


NM_005082 


Homo sapiens zinc finger protein 147 (estrogen-responsive finger protein) 
(ZNF147), mRNA 


NM 003549 


Homo sapiens hyaluronoglucosaminidase 3 (HYAL3), mRNA 
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NM 033181 


Homo sapiens cannabinoid receptor 1 (brain) (CNRl), transcript variant 3, 
mRNA 


NG_000018 


Homo sapiens genomic type I (acidic) hair keratin gene cluster (KRTHA.1@) on 
chromosome 17 


mi_033151 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
(ABCCll),niRNA 


NM 006998 


Homo sapiens secretagogin (SECRET), mRNA 


ISM 006201 


Homo sapiens PCX AIRE protein kinase 1 (PCTKl), transcript variant 1, mRNA 


NM 033019 


Homo sapiens PCTAIRE protein kinase 1 (PCTKl), transcript variant 3, mRNA 


NM 033018 


Homo sapiens PCTAIRE protein kinase 1 (PCTKl), transcript variant 2, miRNA 


NG_000012 


Homo sapiens genomic protocadherin gamma cluster (PCDHG@) on 
chromosome 5 


NM 001023 


Homo sapiens ribosomal protein S20 (RPS20), mRNA 


NM 004451 


Homo sapiens estrogen-related receptor alpha (ESRRA), mRNA 


NM 005755 


Homo sapiens Epstein-Barr virus induced gene 3 (EBB), mRNA 


NM 001015 


Homo sapiens ribosomal protein SI 1 (RPSl 1), mRNA 


NM 006923 


Homo sapiens stromal cell-derived factor 2 (SDF2), mRNA 


NM 000394 


Homo sapiens crystallin, alpha A (CRYAA), mRNA 


NM_003761 


Homo sapiens vesicle-associated membrane protein 8 (endobrevin) (VAMPS), 

mJRNA 


NM 031958 


Homo sapiens keratin associated protein 3.1 (KRTAP3.1), mRNA 


NM 031957 


Homo sapiens keratin associated protein 1.5 (KRTAP1.5), mRNA 


NM 004776 


Homo sapiens UDP-GalibetaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
5 (B4GALT5), mRNA 


NM 030587 


Homo saniens TJDP-Gal'betaGlcNAc beta 1 4- o^alactosvltransferase DolvDentide 
2 (B4GALT2), transcript variant 1, mRNA 


NM_003780 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
2 (B4GALT2), transcript variant 2, mRNA 


NM_004391 


Homo sapiens cytochrome P450, subfamily VHIB (sterol 12-alpha-hydroxylase), 
polypeptide 1 (CYP8B1), mRNA 


NM 000785 


Homo sapiens cytochrome P45O5 subfamily XXVUB (25-hydroxyvitamin D-1- 
alpha-hydroxylase), polypeptide 1 (CYP27B1), mitochondrial protein encoded 
by nuclear gene, mRNA 


NM_031419 


Homo sapiens molecule possessing ankyrin repeats induced by 
lipopolysaccharide (MAIL), homolog of mouse (MAIL), mRNA 


NM 000961 


Homo sapiens prostaglandin 12 (prostacyclin) synthase (PTGIS), mRNA 


NM 003293 


Homo sapiens tryptase, alpha (TPSl), mRNA 


NM 016630 


Homo sapiens acid cluster protein 33 (ACP33), niElNA 


NM 014458 


Homo sapiens Kelch motif containing protein (AB026190), niRNA 


NM 007207 


Homo sapiens dual specificity phosphatase 10 (DUSPIO), mRNA 


NM_030660 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 2, mRNA 


NM 022055 


Homo sapiens potassium channel, subfamily K, member 12 (KCNK12), mRNA 


NM 021175 


Homo sapiens hepcidin antimicrobial peptide (HAMP), mRNA 


NM 018666 


Homo sapiens sarcoma antigen (SAGE), mRNA 


NM_016532 


Homo sapiens SKIP for skeletal muscle and kidney enriched inositol 
phosphatase (LOC51763), mRNA 


NM 015987 


Homo sapiens heme binding protein 1 (HEBPl), mRNA 


NM 014079 


Homo sapiens Kruppel-like factor 15 (KLF15), mRNA 


NM_014759 


Homo sapiens phytanoyl-CoA hydroxylase interacting protein (PHYHIP), 
mRNA 
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NM 002590 I 
NM 004826 1 
NM 004420 ] 
NM 001012 ] 
NM 002595 J 
NM 001395 ] 
NM_003887 

NM 001446 
NM 001259 


iomo sapiens protocadherin 8 fPCDHS), transcript variant 1, mRNA 

Jomo sapiens endothelin converting enzyme-like 1 (ECELl), mRNA 

Homo sapiens dual specificity phosphatase 8 (DUSP8), mRNA 

Homo sapiens ribosomal protein S8 (RPSS), mRNA 

rTr^mr. t-in4f-nf prHTATR'P nrntpiTi kinase 2 fPf - ^^1^2), mRNA 

;i0xno sapiens irv_*A/\xi\ji piuttui i^gxia-ij^ ^ y*- ^ ^ ^ a ^ — — ^ 1 

Homo sapiens dual specificity phosphatase 9 (DUSP9), mRNA — ^ 

Homo sapiens development and diffCTrailiation cnhancmg factor 2 (DDEF2), 

mRNA 

Homo sapiens fatty acid binding protem 7, bram (FABP7), mRNA 

Homo sapiens cyclm-dependrait kmase o (.L.uis.0), mtuNA 


NM 001760 
NM 001759 
NM 001237 
NM_057158 


Homo sapiens cyclin D3 (CCND3\ mRNA 

Homo sapiens cvchn D2 (CCND2), mRNA ^ 

Homo sapiens cyclin A2 ( CCNA2), mRNA _J 

Homo sapiens dual specificity phosphatase 4 {p\Ji>t4) transcript varianx z, 
mRNA ^ 


NM_001394 


Homo sapiens dual specificity phosphatase 4 (DUSP4), transcnpt vanam 1, 
mRNA 


NM_052988 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDKIO), transcnpt 
variant 3 inR^T A ~| 


NM_052987 

NM 057160 
NM 057091 
NM 057090 


Homo sapiens cyclin-dependent kinase (CDC2-like) 10 (CDKIO), transcnpt 1 

variant 2, mRNA 

Homo sapiens artemin (ARTN), transcnpt vanant 3, mKlNA 1 

Homo sapiens artemin (ARTN), transcnpt vanant 2, mRNA J 

Homo sapiens artemin ^akijnj, transcnpL v<iri<iut^*i-3 hai>j.^^ — ^ — — 


NM 003976 
NM 000050 
NM 054012 
NM 053286 
NM 001652 


Homo sapiens artemin (ARTN), transcnpt vanant 1, mRNA 

Homo sapiens argmmosuccmate synthetase (Abb), transcnpt vdndiu i, imv^^-rv 

Homo sapiens argininosuccinate synthetase (ASS), transcnpt vanant 2, mRNA 

1 Homo sapiens aquaponn 6, kidney specitic (ASjfO), transcnpi waiuuii.^, LLuy^^^ — 
I Homo sapiens aquaporin 6, kidney specific (A0P6), transcnpt vanant 1, mKMA^ 


NM_053032 


Homo sapiens myosm, light polypeptide kinase (M Y lk), transcnpi vanam o, 
mRNA 


NM_053031 


[ — . T -i - 1 ^1^^ "X-I /iv/iV'i nr^ trail QfTTnt va.nant /- 1 

1 Homo sapiens myosm, light polypeptide kmase (.M x i^), transcnpi vai i<uii , 

1 mRNA : = 1 


NM_053030 


1 Homo sapiens myosin, light polypeptide kinase (MYL.K.), transcnpt vanani d, 

1 mRNA 


NM_053029 


1 Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant 

1 mRNA H 


NM_053028 


1 Homo sapiens myosin, light polypeptide kinase Y transcnpi vanant io, 
mRNA 


NM_053027 


1 Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant 

1 mRNA ■ ' 


NM_053026 


1 Homo sapiens myosin, light polypeptide kinase (MYLK), transcnpt vanant z, 

\ mRNA 


NM_053025 


1 Homo sapiens myosin, light polypeptide kinase (MyLK), transcnpt vanant i, 
mRNA ■ 


NM_016497 


Homo sapiens mitochondrial ribosomal protem 64 (MRP64), nuclear gene 
1 ^nforliTifr TnitnnTionH'rial nrotcin. mRNA 


NM_024026 


Homo sapiens mitochondrial ribosomal protein 63 (MRP63), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_021821 
NM 005965 


Homo sapiens mitochondrial ribosomal protein S35 (MRPS35), nuclear gene 

encoding mitochondrial protein, niElNA 

1 Homo sapiens myosin, Upht polypeptide kinase (MYLK), transcnpt vanant 6, 
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mRNA 


MM 016640 


Homo sapiens mitochondrial ribosomal protein S30 (MRPS30), mRNA 




TTnrvir^ cciTMf*n^ iTiTfnr'lir^nH'riial -riVirvcrwnQl t-v-rr^f^^iTi Q'^'^ iK/IT? T^Q'^ +1*51 n e 0"ri nt vqti sin 
XI.UIIHJ ixx^lt/iio illlLUv/llLillLlJ. 1 lULibUIIial piULClH ^XVjJNJr 0«5 Jy, LrdXloWr ipi V<Ulaill 

2, nuclear gene encoding mitochondrial protein, mRNA 


NM 016071 

X^IYA. \f X \J\J / 1. 


1 , nuclear gene encoding mitochondrial protein, mRNA 


NM 031901 


XX\Jxl.X\J ouj^iwxxo 1x11 LwwlXVXAUX lai X Xl^UOV^XliaX UiUtwXXi 0^ X y^XrXXxX i, lldlXOwXlLIL VaXXClXXC 

1, nuclear gene encoding mitochondrial protein, mRNA 


NM 018997 


Homo saniens mitochondrial riho<;omal nrotein S21 nS/TRPS^l'^ tran^rrint variant 
2 nuclear cene encodine: mitochondrial nrotein mRNA 


NM 033363 


Homo saniens5 mitochondrial riho«2omal nrotpin SI 12 nVTRPSlI '7^ trariQrrint variant 

XX\JIXI\J OU^XwXZO XXXX VV/vliV^ltvXX mx L tUyJ^KjLkllOil. ^XV^lwXl.1 X^ ^XVJ_XvX LjX^/j i.X OllOwX XIJ L VdilCUlt 

3, nuclear gene encoding mitochondrial protein, mRNA 


NM_033362 


Homo saniens mitochondrial ribosomal nrotein S12 fMRPS12'^ transcrint variant 
2, nuclear gene encoding mitochondrial protein, mRNA 


NM 021144 


Homo sapiens PC4 and SFRSl interacting protein 1 (PSIPl), mRNA 


NM 052953 


Homo sapiens hypothetical protein LRP15 (LRP15), mRNA 


NM 033207 


Homo saniens tran55meinbrane nrotein HTMPl 0 THTMPl O'k mT^TsTA 

XX\J\.XX\J kSCXJ^XWXXO bLCl.XloXXXWXllv^X AXXw I^XwL^XiX XXXXVJJL XV/ y^XXXXYXX X\Jj^ XXXXXX^X^ 


NM 030649 


Homo sanien«i centanrin beta S rPFNTRS'^ mR^JA 


NM 023936 


TTomo <sariipnQ mitoclionHrial ril^nQomal nrotpin ^"^4 nV/TT^P^^^.^ niiplpar cr^nt* 

XXSJILIXJ ocl.|^lwllo 1X11 IdX X lL/I^OVJlll£ll LllWb&ixl \I.yjLM\J^ ijj^j^ iXlXwX^ClX K^Xi^ 

encoding mitochondrial protein, mRNA 


NM 021 107 


XJLUHlvJ OapiCiio xxxlUJuIlUIiUxlai riUUaUinal prULCm tJL^ yjyusjr^ l^Jy LianSCxipi VaOani 
1 niiclpar 0"Pnp pnfoHino" mitnr*VionHrinl nrotpin ml^'MA 

Xj lILXV/l^dl gi^lll./ ^llV/\^Lllllg 1111 UU^llL/iiLli let! piV/L^lll, lliXVl^iiT. 


NM 0143'^2 


TTomo ^anipn*? origin Tpnpp'nlialn'nQin nannnQin^ TOPT^*^^ mT^^NTA 

xxyJiXiSJ ocxj^l^llo v/^olXX —> ^&ll^&jpilcll\J|JoIll, yJCLiLyj^^xlxJ y\^x x^J iliX\J.NxA. 


NM 001260 


Homo saniens cvclin-derifnHpnt Icina^ip S /^(^F)T<CR^ mPlsJA 

XXV/AXlvf OC4|^lwXXO wjr V/XXXX IX^jJ^llUWllU JVXXXdoV' O ^V_^l-yx^O ixXx\JLyxx. 


NM 003674 


Homo «;anienc; cvclin-dpnpnHpnt Irina^f* rOO^^^-li 10 Tr^T^liriO^ tranQfrint 

xxyjiixxj ^(XjJL<yLXi3 V/j^Vp/XXXX VX^^^XXU.V/11 1. IWIIXdO^ \\^±^\^^^xxjS,^J XV/ I \«^J-/*V 1 \/ f J LL CUXOv'l XL/t 

variant 1, niRNA 


NM 057094 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 3, mRNA 


NM 057093 


Homo sapiens crystallin, beta A2 (CRYBA2), transcript variant 2, mRNA 


NM 052984 


Homo saniens cvclin-deoendent kina55e 4 ^CDJC4^ tran<?crint variant "2 mRNA 

XXV/AAAV/ OU-J^AWAIO vjr W/XXXX Uw^^AXUV>XXI> AJ.XlUOW T \\^M^jL\,~Jy LX CltXOwl X^ I VCiXmXJL XXXAaJL^X^ 


NM 000075 


Homo sapiens cyclin-dependent kinase 4 (CDK4), transcript variant 1, mRNA 


NM 052827 


TTomo ^anipn^ PVPlin-HpnpnHpnt Irinn^p ^C^WlCy^ trancpTint vsiTianf '7 ml^^A 

XXV/lllV/ OCLjpXVi/lXO V/jr\^lXll**UV.'jp&ilLXwlIL i\^ilCloC/ x^ ^V^i-/JN.Z»y, LL O.lloL'l 1|J t VCUlClilt lliI\J.>.rV 


NM 001798 


Homo sapiens cyclin-dependent kinase 2 (CDK2), transcript variant 1, mRNA 




nuiiiu dapicii^ wmgicob-Lypc ivuvii v micgrduon siic lamiiy, mcmoer o \^winxo^, 
mRNA 


NM 0054^0 


-tn-wiiu oapiciio wiiigivoo-iypc xviiYix V iiiicgrd-Liun oiic Xanuxy^ mcmowx i ^wini ij, 
tnRNA 


NM 003394 


1-Tomn Qanipn^i winclpQC-tr/n^ 1V4TV4^T\/ ^^nf^o^rckf^^^vn cit*» "Familv mf»mTM^'r IflR 
xxuiiiu aapiwiia wiiigicoo-typc xvxivxi v uiicgxciLioii 2>iLc xamxiy, mcmucx XUJj 

rWNTlOB'^ mRNA 

^ TT X^ X X \yXJ y, J.XXXVX 


NM 025216 


Homo saniens wino'lpc'c-tvnp A4A4TV intporation ^itp familv mpml^pr lAA 

XX\JlxX\J 0CXj^xwxii9 vv IXX^I V^oO L^pw XVXX.VX X V txxl,^^xaLx\Jxl olLW XCUXXXXV, XlXwlllLl^l i. WxV 

(WNTIOA), mRNA 


NM 005370 


Homo saniens mel transformino" oncogene ^derived from cell line NTC 14.^> R AT^S 

XXKJXXMXJ i^U^AWAXk7 XXlwX U uXJOX\/X XXllxlg VXXw\/^wlXw I VXwX X V VrU XXKJXXX \^\fXX XXIX^ XNJ^X^I xVxAJLJO 

homolog (MEL), mRNA 


NM 033100 


Homo sapiens MT-protocadherin (KIAA1775), mRNA 


NM 005086 


Homo saniens sarco^nan HsTra*; onrocrpnp-a^QOciaterl p^ene^ TSISPI^ ml^'MA 

xx^ixiw oux Vi/v/o|^CllJL ^X>J.Clo v/llli/V/^^W'll^ ClOOv/wla.l.^u ^^IX^y ^kJk^X X^ Jy XxXX^XNjrV 


NM 003737 


Homo sapiens protocadherin 16 (PCDH16), mRNA 


NM 018153 


T-Fomo ^aniens tumor pnHotliplisil mnrlrpr R ^T^T71\4^R^ 1ranQprir*t variant mP'MA 
xxv/xiAV/ ocx^iVi/xxo Lixxixv/x wxiu^^uiwiiai iiicixi\.d o ^xx^ivxoy, UCiliowXipi VaildllL J, XIXEVJNX^ 


NM 053034 


Homo sapiens tumor endothelial marker 8 (TEM8), transcript variant 2, mRNA 


NM_005929 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 1, mRNA 


NM_033316 


Homo sapiens antigen p97 (melanoma associated) identified by monoclonal 
antibodies 133.2 and 96.5 (MFI2), transcript variant 2, mRNA 


NM 001002 


Homo sapiens ribosomal protein, large, PO (RPLPO), transcript variant 1, mRNA 



335 

BNSOOCID: <WO___030746S4A2J.. 



wo 03/074654 



PCT/US03/05028 



NM 053275 
NM 054034 ] 
MM 002026 

iNiVA \J\J ^\J^\J 

NM 004460 
NM_000783 


Homo sapiens nbosomal protein, large, PO (RPLFO), transcript variant ^, uuvi^^-l 

Homo sapiens fibronectin 1 (FNl), transcript vanant 2, mRNA 

Homo sapiens fibronectin 1 (FNl), transcnpt vanant 1, mRNA 

Homo sapiens fibroblast activation protein, alpha (TAP), mRNA 

Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 1 , mRNA 


NM_057157 


Homo sapiens cytochrome P450, subfamily XXVIA, polypeptide 1 (CYP26A1), 
transcript variant 2, mRNA . — 


NM 032211 
NM_003395 


Homo sapiens lysyl oxidase-like 4 (LOXL4), mRNA 

Homo sapiens wingless-type MMTV integration site family, member 14 
(WNT14), mRNA 


XNjyx v/j J x u 1 


Homo sapiens lectin, galactoside-bindmg, soluble, 12 (galectin 12) (LGALbl2), 
mRN^A 


NM_032611 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (PTP4A3), 
transcript variant 1, mRNA _ 


NM_007079 


Homo sapiens protein tyrosine phosphatase type IVA, member 3 (Fll'4Ai>, 

transcript variant 2, mRNA _ 

Homo sapiens tumor endothelial marker 8 (TEM8), transcnpt vanant 1, mRNA 


NM 032208 
NM_014644 


Homo sapiens phosphodiesterase 4D mteractmg protem (myomegalm) 

0PDE4DIP), mRNA . 


NM_006551 

NM 012280 
NM 005209 


Homo sapiens lipophilin B (uteroglobm family member), prostatem-like 

aPHB), mRNA 

Homo sapiens FtsJ homolog 1 (E. coli) fFTSJl), mRNA 

Homo sapiens crystallin, beta A2 (CRYBA2), transcnpt vanant 1, mRNA 

Homo sapiens opioid growth factor receptor (CXjFR), mKJNA 


NM 007346 
NM 006552 
NM 015965 
NM_014275 


Homo sapiens lipophilin A (uteroglobm family member) (LPHA), mRNA 

Homo sapiens cell death-regulatorv protem OK1M19 (ORlMiy), mKJNA _ 

Homo sapiens mannosyl (alpha-l,3-)-glycoprotem beta-1 ,4-N- 
acetylglucosammyltransferase, isoenzyme B (MGAT4B), transcnpt vanani i, 
mRNA : 


NM_001872 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase u; (crJiz;, 
transcript variant 1 , mRNA 


NM_016413 


Homo sapiens carboxypeptidase B2 (plasma, carboxypeptidase U) 

transcript variant 2, mRNA 


NM_004632 


Homo sapiens death associated protem 3 (DAPS), transcnpt vanant z, nuciear 
gene encoding mitochondrial protein, mRNA 


NM_033657 


Homo sapiens death associated protem 3 (DA±'3;, transcnpt vanant i, nuciear 
gene encoding mitochondrial protein, mRNA ^ 


NM_001266 


Homo sapiens carboxylesterase 1 (monocyte/macrophage senne esterase 1) 
("PF^sl^ m'RNA 


NM_004287 


Homo sapiens golgi SNAP receptor complex member 2 CCiOSR2), transcnpt 
variant A, mRNA 


NM_054022 
NM 002906 


Homo sapiens golgi SNAP receptor complex member 2 ^OUJSK^;, transcnpx 

vflrinnt"R mRNA 

Homo sapiens radixin (RDX), mRNA . 


NM 001004 
JNM. UUIUUj 
NM_0 18644 


Homo sapiens ribosomal protein, large P2 (RPLP2), mRNA _ 

TT^^^ cr^^^i^T^cy t-iK^cr^mal -nrntpin larcre. PI ^RPLPl), mRNA 

Homo sapiens beta-l,3-glucuronyltransferase 1 (glucuronosyltransferase P) 
(B3GAT1), transcript variant 1 , mRNA . 


NM 022145 
NM 013363 
NM 033119 


Homo sapiens leucine zipper protein FKSG14 (FKSG14), mRNA 

Homo sapiens procollagen C-endopeptidase enhancer 2 (PCOLCE2), mRNA 

Homo sapiens naked cuticle homolog 1 (Drosophila) (NKDl), mKJN A 
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>JTV>f f\0(\A"XQ 


mKNA 


"NTM n'^91^R 
INIVJL UJ^l^o 


TTriTno cnnipTic NOT 1P9 nrntpin rNTOT 1"R9^ ml^NA 


NM 022470 


Homo sapiens p53 target zinc finger protein (WIGl), mRNA 


INiVl U 1 oU't*+ 


T4rkTnrk C5ir»if»nc NOT IT? -nrnti^iTi fKTOT 1"R^ m"RNA 

jTonio Sapiens iNwi^iivpioiein ^^inv-zjuixv^, iiii\j.NrY 


NM 016262 


Homo sapiens epsilon-tubulin (LOC51 175), mRNA 


IN ivi_u 1 hj, J y 


riomo sapiens euKaryonc uansianon iniuauon lacior zjd, suDunii z ^oexa, jyKUy 

/'T7TT^9T^9^ mPN A 


NM_002308 


Homo sapiens lectin, galactoside-binding, soluble, 9 (galectin 9) (LGALS9), 

iranscripi variant snoir, mi\j.N/\ 


iNlVl_UU5^jO / 


xiomo sapiens lecnn, gaiaciosiae-uinaing, soiuDie, y ^gaiecnn y) \ \^\3PiX^^j)^ 

LiaHowript Vdnaiii luiig, iiuvtN^ 


"NTivr 001 1 87 


XXUlllv OCipiC'iio JU> lIIddiiLlllla dlxLIgdl \Ij Ir\.Kj 1^ J ^ XXXXVlNxiw 




mjiiiu odpiciio ^dspdoc xcoi uiuiicixi u.(jxxxdiix idxxiixy, iixciiiuci u \k^£\i\±j 1.0 

mKNA 




jnUIXiU odpiCXIo CIlU-<JSUlXlC'~doSUL'ldLCU V X V XZi'~U.UIXldiIl pivllCXil ^XIilNi^^^X^JLLN^, IIlI\J.N.r\ 


NM_013393 


Homo sapiens FtsJ homolog 2 (E. coli) (FTSJ2), mKNA 


INlVl UUO^'+U 


Homo sapiens thioredoxin reductase beta (TR), mRNA 


INlVl UUDoO:? 


Homo sapiens neuroepithelial cell transforming gene 1 (NETl), mRNA 


iNivi__uuz 1 1 y 


Homo sapiens major histocompatibility complex, class 11, DO alpha (HDLA- 

T^OA^ rr>T?XrA 

), rmviN/v 


TvjjVA no 1 one 


Homo sapiens suppression of tumorigenicity 7 (ST7), transcript variant b, 
mRNA 


INlVl U 1 1 Z, 


Jtiomo sapiens suppression oi Himongeniciiy / v.o i / ), u anscnpt variant a, nuviN a 


vnvyT n^ACiOCi 
INiVl UD^UZU 


riomo sapiens putative ion cnannei protein L-//\ioi:^iZrJvz (^<^/\iox xiixz j, mivCNA 


'NTMT ns^981 
iNlvi yjj^ZtOL 


jnLomo sapiens aacnsnunQ nomoiog z ^JLirosopniia^ ^i^/w^xiz^, miviN/\ 


NM 031439 


Homo sapiens SOX7 transcription factor (SOX7), mRNA 


INIV1_U J u / y o 


jtiomo sapiens nypoitieticai protein iJJsJ:*z#pDo4Js^UoZZ ^jjJsJrZ/irDOHis.Uozzj, 

TvsPNA 


INlVl UZD 11/ 


xiomo sapiens nypoineiicai protein rj-,j 1 1 o / 1 v.a^-LJ 1 1 o / i mutvJNA 


INIVl Ul-'+oyj 


riomo sapiens isjL/\/\.uy3 1 protein (^jsj-^v/vu^/d i j, nuviN/v 


NM_000113 


Homo sapiens dystonia 1, torsion (autosomal dominant; torsin A) (DYTl), 

mPNA 


INiVJ. \J^J\JDJ 


xionwj sdpiciis ^w/- terminal mouuidiur protein i ivix nLtviN/\ 


NM 07 1 9 1 7 


n.viiii(j sdpicxis inv^-i/ "Dixiuing trdiisuxiptiuii idutur z^xidiigici y-^r iilivln/\ 


NM 0079 7 

l^lVl \J\J / 1 


noxxxu odpiCIiS OJr IH-V/ XltXdCdl UUtXy pxUtCLII \^LJA l*+\/^5 IIliVLN-rv 


NM OO^'^fSR 


nomo sapiens cr\ivj_r responsive element uinciing proiem j ^luman^ ^v^ivjdxjjj, 
mT^NA 

XXXXVl^ix^ 


NM 005759 


TTrkTViri Qn'oif^rjc 5iV»l-int<^r5iptnr 19 rST-T^-f*rmtninino" T^TAtf^in^ rATP-l"^ mT?"NrA 
xxv/xxxu oapxcxxo dUX^xxxLv^xai^iux Xx# ^oxj.^ wv^xxLaxxxxxig pxv/iwxxx^ i r *^ x jy ixxxvx>ijrv 


NM n59Q<^f; 


xaoiiiu odpiciid wxiroiiiosoiiic 1 upcn rcdumg ixdmc zH' ^v^iurizH-^, iiuxin/v 


NM 013247 


Homo sapiens protease, serine, 25 (PRSS25), mRNA 


NM 00^017 


nuiiiu bapiens spiicmg xd.ccor, drgininc/^crinc-rit/n j is^idd irxxviN-rv 


NM nn/^9QO 

INiVl UUDZoy 


xiomo sapiens taim i ^ii^iNi ), nixxiN/v 


NM 000070 


xiomt) sapiens riuosomai protein i_yO v.J'^^-t^-L'O rnivLN/v 


NM 00*^07^ 
INIVl UU oy / J 


XTomo sapiens riDOSomai proiem i_yi*+ {^tsjri^iH), mivJN/v 


NM nOT^AI 
IN1V1__UU 1 3 0 1 


riomo sapiens ainyarooroiaxe uenyorogenase yi^nxjLJXiL nuciear gene encoaing 
mitochondrial nrotein ml^NA 


NM 021248 


Homo sapiens cadherin-like 22 (CDH22), mRNA 


NM 033224 


Homo sapiens purine-rich element binding protein B (PURB), mRNA 


NM 005859 


Homo sapiens purine-rich element binding protein A (PURA), mRNA 


NM 005022 


Homo sapiens profilin 1 (PFNl), mRNA 


NM 017481 


Homo sapiens ubiquilin 3 (TJB0LN3), mRNA 



337 

BNSDOCID: <WO 03074654A2_L> 



wo 03/074654 



PCTAJS03/05028 



NM 013444 ] 
NM 053067 ' 
NM 013438 


Homo sapiens ubiquilin 2 (UBQLN2), mRJSl A 

Homo sapiens ubiquilin 1 (UBQLNl), transcript variant 2, mRNA 
Homo sapiens ubiquilm 1 (UBQLNl), transcript vanant i, mtuN/v 


NM 032115 


Homo sapiens potassium channel, subfamily K, member 10 (KL^iNKioj, mtuNi\ 


NM 053284 


Homo sapiens WAP, FS, Ig, KU, and NTR-contammg protem (WFIKKN), 
mRNA 


NM 053278 


Homo sapiens G protem-coupled receptor 102 (CjFKIUZj, niKJN a 


NM 053276 


Homo sapiens vitnn (VIT), mRNA 


NM 032649 


Homo sapiens glutamate carboxypeptidase-like protein z (L.i'Ui-zj, m^jN a 


NM 053012 


Homo sapiens hypothetical protem (LOCI 141 37), mKN A 


NM 003268 
NM 053005 


Homo sapiens toll-like receptor 5 (TLR5), mRJN A 
Homo sapiens HCCA2 protem (HCCA2), mRNA 


NM 052889 


Homo sapiens CARD only protein (COP), mRNA 


NM 024740 


Homo sapiens disrupted m bipolar disorder 1 (DIBDl ), mKJN A 


NM 015721 


Homo sapiens gem (nuclear organelle) associated protem 4 (LiiiJVUJN^j, nusjN a _ 


NM 003730 


Homo sapiens nbonuclease 6 precursor (RNASboFL), mKJNA 


NM 030916 


Homo sapiens Ig superfamily receptor LNIR (LNIR), mKJN A 


NM_022358 


Homo sapiens potassium channel, subfamily K, member i^ (^i a^>j?vOj 
CK:CNK15),mRNA 


NM 022576 


Homo sapiens phosducm (PDC), transcript vanant PhLUr 1, mKJN A 


NM 018269 


Homo sapiens SIPL protein (SIPL), mRNA 


NM 015915 


Homo sapiens spastic paraplegia 3 A (autosomal dominant) (SPG3A), mRNA 


NM 053036 


Homo sapiens G protem-coupled receptor 74 (GPR74), mRNA 


NM 053016 


Homo sapiens paralemmm 2 (PALM2), mRNA 


NM 053057 


Homo sapiens hypothetical protem (LOCI 14138), mRNA 


NM 052838 


Homo sapiens septin 1 (SEPTl), mRNA 


NM_032034 


Homo sapiens solute carrier family 4, sodium bicarbonate transporter-like, 
member 1 1 (SLC4A1 1), mRNA 


NM 031899 


Homo sapiens golgi phosphoprotem 5 (GOLPH5 ), mKJN A 


NM 018448 


Homo sapiens TBP-interacting protein (TIP12UA), mKJN A 


NM_0 16952 


Homo sapiens cell adhesion molecule-related/down-regulatea by oncogenes 
(CDON), mRNA 


NM 053050 


Homo sapiens mitochondrial ribosomal protein L53 (MRPL53), mRNA 


NM 053045 


Homo sapiens hypothetical protein MGC14327 (M<jrC1432/), mKJN A 


NM 017680 


Homo sapiens asporin (LRR class 1) (ASPN), mRNA 


NM 003914 


Homo sapiens cyclin Al (CCNAl), mRNA 


NM 032387 


Homo sapiens nrotein kinase, lysine deficient 4 (PRKWNK4), mRNA 


NM_0 19093 


Homo sapiens UDP glyccsyltransferase 1 femily, polypeptide A3 (UCrl I A3), 
mRNA 


NM_021027 


Homo sapiens UDP glyccsyltransferase 1 family, polypeptide A9 (UGTl A9), 
mRNA 


NM_019076 


Homo sapiens UDP glyccsyltransferase 1 family, polypeptide A8 CUCrTl A8J, 
mRNA 


NM_000463 


Homo sapiens UDP glyccsyltransferase 1 family, polypeptide Al (UCjI l Al), 
mRNA 


NM 016608 


Homo sapiens ALEXl protein (ALEXl), mRNA 


NM 016607 


Homo sapiens /\i-iiA.3 proicm ^^.rvi-rJDyvj^, nuxj.^/^ ^ 


NM 014860 


Homo sapiens SPTF-associated factor 65 gamma (STAF65(gainma)), mRNA 


NM 014782 


Homo sapiens armadillo repeat protein ALEX2 (ALEX2), mKJN A 


NM_001072 


Homo sapiens UDP glycosyltransferase 1 family, polypeptide A6 (UGTl A6), 
mRNA 


NM 000405 


Homo sapiens GM2 ganglioside activator protein (GM2A), mRNA 
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NM 001975 


Homo sapiens enolase 2, (gamma, neuronal) (EN02), mRNA 


NM 001428 


Homo sapiens enolase 1, (alpha) (ENOl), niRNA 


NM 052836 


Homo sapiens cadherin related 23 (CDH23), transcript variant 2, mRNA 


NM 022124 


Homo sapiens cadherin related 23 (CDH23), transcript variant 1, mRNA 




Homo saniens cadherin 17 LI cadherin f liver-intestine) (CDH17), mRNA 


NM 004062 


Homo sapiens cadherin 16, KSP-cadherin (CDH16), mRNA 


XNiVl D o 


Wnmn <:anipn«; raHherin 1 5 M^-cadherin rmvotubule^ rC]3H15^ mRNA 


NM 001257 


Homo sapiens cadherin 13, H-cadherin (heart) (CDH13), mRNA 




riomo sapiens caspase recruiLmciiL uuiiiaiii piuLciix !•+ \\^jnj\xj i*^ jy uaxxo^xi^l 

vaJldJll Z., nixVlN/^ 


NM_024110 


Homo sapiens caspase recruitment domain protein 14 (CARD 14), transcript 

Va.ria.llL 1, llUtSJLN/^- 


NM_032415 


Homo sapiens caspase recruitment domain family, member 1 1 (CARDl 1), 


NM 014466 


Homo sapiens tektin 2 (testicular) (TEKT2), mRNA 




JCxOniO bcipicns oCrillC/ llll CCIlliilC aJIIOoC ^o^W/XXXixv^g^xxwoio <xo^\J^ia.L^KXj 

(STK22B), mRNA 




JnLOmO Sapiens UCtJUCUliy rCairclllgCU. lll auvaliwc^ j.-i,/di ijrmpiivjiiiao \x xy^^y^x 

TYlT?>JA 

rnJviN/\ 


NM_006922 


Homo sapiens sodium channel, voltage-gated, type in, alpha polypeptide 


J.N1V1_UVJD^'* / 


TT^vmri cQ-r*i<»nc Vif»5if cVinrlr TOVT) r\r£\t(*m 5 ^aliicnQft-TPoiilflted nroteiti 781^0^^ 

XXUlllvl odlJldla llCdl oIIUUa. ISJnA^ ^iV^VWllX J ^glLiV\JOw— X ^x-glXltttwu. pxv/iv.ruii, / njnj^ j 

rHSlPA5'i mRNA 


ISTNA nn'^777 


Wnmn C5ir»if»nc Hvnein mrnnpTnal Vieaw riolvnentide 1 1 TDNAHl \^ TTlRNA 

XTLvIllWJ odLllwUo VXYllwlli, CuvVFXXWXllCll, XXwOVjf JJV^ljr L/w^biiV^W X X ^J^X^4U.XX x /, M.i.±Mr\^^j. \. 


INlVi \J 1 J j^O^ 


PTnmr* <?ar>ipnQ iihiniiitin-lilce containinff PHD and RING fincer domains. 1 
rTTTTRFn mRNA 

^V-JXXXNJL L XIXIXX^X^ 




TTnmn «:5i-nii»nQ nViinintin <mppific r>rntea^e 2R rrJSR28^ mRNA 

XX.L?111\J odJiJlwlXd U.Ul\>|Ull>ll.i 0|-'t»wlXlV J^A VtV/ClOW y^X^XJX. ^KJf^ xi.J-t.x^ >. 


"MA/r 090R4'^ 


T4nmn ca-niprm 7inc fino-ernrotein 291 rZNF291'^ mRNA 

XXvllXXU Od^l^llo ZtlllV/ XXlXgwX ^./XvrkwlXX X y^X-fX^X X*-/ xiu.'vj.^xx 


iNlVi XJA.'-tDZ.zf 


TTnmn canipnQ plirnmnQnmp 1 nnPTi readmp" frame 2R ^^C!lorf2S^ mRNA 


l>liVl v/JjVv/J 


Womn «:anipn<; STGT FC-like 1 CSTGLECLl'i mRNA 

XX-VJlllU odj^lC'llo ijX>JIJ^X-»V^~XllV.t/ 1 y^JX^^ 1/1 /\^M^ X iixi.'VJ. ^ X ». 




TTnmo <;arn'en<: STGT FP-like 1 CSIGLECLn mRNA 

xlUlliV/ odJJlCllo OX\-i 1 «i xir^s^ X y tjxvj 1 < 1 ^V-^X— / x y ^ iixiaj. "^.i^ 


NM 015101 


Homn <?anipn<s chromosome 1 onen readinc frame 17 fClorfl7\ mRNA 


NM 0'^7551 


Mnmn <;anien«i G nrotein-counled receotor 54 fGPRS^^ mRNA 


NM 031S98 


Homo saniens tektin 3 fTEKTS"^ niRNA 


NM 025191 


Homo sapiens chromosome 1 open reading frame 22 (Clorf22), mRNA 


NM 077755 


T-T r\mri Qnr^ipnc rVimmrkQnmp Q OTipn rpadinp^ frame 1 7 rC^0or'fl2^ mRN^A 

XXVJlllW Od)Jl>^110 will VlllvO^XXXw ^ yj^JK^Ll. X wCtVJ 111^ XXCXXX1\>' Xm ^\»^^\-FX X X X»y , X1.J^^X^XX 


NM 021104 


Homo sapiens ribosomal protein L41 (RPL41), mRNA 


INiVL \J I / / 


tr/-4-m/*v cot-»-i <=»-no /^V»rT\-mr4cr*T*np 1 ot^pn "TPCtHincT "FrnTYiP 77 /'(^lrvrTv7i TnR^JA 

XXOlIHJ odpiClIo Win UlIlUoOlllC' 1 IJJJC'il l^dLlLIl^ XldlllW ^/ \K^L\JLI..^i jy lllXXX^x^ 


iNiVl \J 1 / O / J 


oo-r\i^no r»TTrr\TY^r*cn"mp 1 onPTi fPaHinCT "tfVsiTnP 7^ (\\c\Tj7\\\ TTllv^JA 

XxOlIlLr od[Jldlo ^111 L/lllUotJlllw X ViJ^blX X ^dVXIlX^ XXd-XiXW \ \^ l.\JL l.^\J X11X\^^.£». 


NIVA 0 1^^000 

iNlVl \/ 1 DV/Lf V 


TTnmrt cQnipnc Trittr*r»Vinnf1rifl1 f^C^ A-addino" tR'M A -mioleotidvl transferase 

XHJlllU odL/ldlS IIU tvwllLWlvlX ICIX v^V-'xx AVXvlXll^ ixVi^xTt xxuv/l^wuujr XVLCUXOXWX cxov 

nVftr'CA^ ml^NA 

\^xVXl.v_^V_rZ^y5 llilVl^/x. 


NM 01 5QS9 


Womo QartiPTiQ rvQtpinp siilfinic a.cid decarboxvlase-related nrotein 2 fCSAD^. 

XX^Jlllw odt-ll^llo oyoLv.'mv.' OU.XXXXXX\^ u-wau. uVitwue vvyyv y .lut^w ^wmLWVt. y^Ky^xvm.xx a* ^■*»^t^* m.*^ 

mRNA 


NM 014654 


TTnmn <;ani pns svndpran rNJ-svndecan^ rSDC3^ mRNA 

XrXVJlll^ odJJlWllo ojrllUwvail ^ ojr ixvxVrfWt*!!/ y^»JX-xv«/-./y , xxxi.vx^.<l 


NM 014837 


TTnmn Qflr>ipns rVirnmnsnme 1 onen reading frame 16 rGlorfl6^ mRNA 


NM 007179 

i^XVX W / X / ✓ 


T-fAmn caniPTis in oiil in-like 6 riNSL6^ mRNA 


NM 005478 


Homo sapiens insulin-like 5 (INSL5), mRNA 


NM 053000 


Homo sapiens TIGAl (TIGAl), mRNA 


NM 052940 


Homo sapiens hypothetical protein MGC8974 (MGC8974), mRNA 


NM 052830 


Homo sapiens gamma-glutamyltransferase-like 3 (GGTL3), mRNA 


NM 053002 


Homo sapiens no opposite paired repeat protein (NOPAR), mRNA 


NM 052998 


Homo sapiens omithine decarboxylase-like protein (ODC-p), mRNA 
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NM 052996 ' Homo sapiens PR domain containing 7 (PRDM7), mRNA 


NM 052995 Homo sapiens Usher syndrome 3 A (USH3 A), mRNA 


NM 0071 10 1 Homo sapiens telomerase-associated protein 1 (TEPl), mRNA 


NM 033656 


Homo sapiens WD repeat domain 9 (WDR9), transcript variant 2, mRNA 


NM 018963 


Homo sapiens WD repeat domain 9 (WDR9), transcript variant 1, mRNA 


NM 017818 


Homo sapiens WD repeat domain 8 (WDR8), mRNA 


NM 033662 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 3, mRNA 


NM 033661 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 2, mRNA 


NM 018669 


Homo sapiens WD repeat domain 4 (WDR4), transcript variant 1, mRNA 


NM 017883 


Homo sapiens WD repeat domain 13 (WDR13), mRNA 


NM_052837 


Homo sapi^is secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 2, mRNA 


NM_005698 


Homo sapiens secretory carrier membrane protein 3 (SCAMP3), transcript 
variant 1, mRNA 


NM 005697 


Homo sapiens secretory earner membrane protem 2 (SCAMP2), iiiKISI A 


NM_004866 


Homo sapiens secretory earner membrane protem 1 (SCAMPI), transcnpt 

variant 1, mRNA 


NM_052822 


Homo sapiens secretory earner membrane protein 1 (SCAMPI), transcnpt 
variant 2, mRNA 


NM 052811 


Homo sapiens ret finger protein 2 (RFP2), transcript variant 2, mRNA 


NM 005798 


Homo sapiens ret finger protein 2 (RFP2), transcript variant 1, mRNA 


NM 052817 


Homo sapiens midline 2 0VIID2), transcript variant 2, mRNA 


NM 012216 


Homo sapiens midline 2 (MID2), transcript variant 1, mRNA 


NM 000798 


Homo sapiens dopamine receptor D5 (DKJJ5), mRJNA 


NM_000794^ 


Homo sapiens dopamine receptor Dl (DRDl), mRNA 


NM 000796 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant a, mRNA 


NM 033663 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant e, mRNA 


NM 033660 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant d, mRNA 


NM 033659 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant c, mRNA 


NM 033658 


Homo sapiens dopamine receptor D3 (DRD3), transcript variant b, mRNA 


NM 004934 


Homo sapiens cadherm 18, type 2 (CDH18), mRNA 


NM 004061 


Homo sapiens cadherin 12, type 2 (N-cadherin 2) (CDH12), mRNA 


NM_030622 


Homo sapiens cytochrome P450, subfamily IIS, polypeptide 1 (CYP2S1), 
mRNA 


NM 052831 


Homo sapiens dJ55C23.6 gene (dJ55C23.6), mRNA 


NM_052816 


Homo sapiens tripartite motif-containing 3 1 (TRJM3 1), transcript variant 2, 
mRNA 


NM_052812 


Homo sapiens tripartite motif-containing 15 (TRIM15), transcript variant 2, 
mRNA 


NM 052955 


Homo sapiens transglutaminase Z (TGM7), mRNA 


NM 052957 


Homo sapiens putative nuclear protem (NAARl), mRNA 


NM 052851 


Homo sapiens similar to RhoGAP (GT650), mRNA 


NM_033229 


Homo sapiens tripartite motif-containing 15 (TRIM15), transcript variant 1, 
mKJNA 


NM 018103 


Homo sapiens leucine-rich repeat-containing 5 (LRRC5), mRNA 


NM 014879 


Homo sapiens G protein-coupled receptor 105 (GPR105), mRNA 


NM 000797 


Homo sapiens dopamine receptor D4 (DRD4), mRNA 


NM 006596 


Homo sapiens polymerase (DNA directed), theta (POLQ), mRNA 


NM 052972 


Homo sapiens leucine-rich alpha-2-glycoprotein (LRG), mRNA 


NM 052967 


Homo sapiens mas-related G protein-coupled IV^IRG (MRG), mRNA 


NM 052963 


Homo sapiens mitochondrial topoisomerase I (TOPIMT), mRNA 


NM 052962 


Homo sapiens class n cytokine receptor (IL22RA2), mRNA 
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NM 052961 


Homo saDiens solute carrier familv 26 member 8 rSLC26A8^ mRNA 


NM 052958 


Homo sapiens vestibule- 1 protein (VESTl), mRNA 


NM 052954 




NM 052949 


Homo sapiens RAS guanyl releasing protein 4 (RASGRP4), mKNA 




T-Trvmrt cc*r\i<*nQ Ortliif*^ r»cjT*ri<>T* ■FuTViiWy 0^ TTi^TV»V*^r Q ^QT f^'^^AO^ -ml? "MA 
XifJlIlU bapiClio ov^lLlLC U'dxIlCl iaililiy i-O, illClilUCX yijl^\^^\JS\y jy IIIXvLN/a. 


XNXVjL yjm/jLtZ^DD 


TTnmn Qsi-niVnc tf»ctic cn*»rifir» 1 ^T^O A 1 X\ mPXTA 
XxOXXlU oapiCXXo tCatXo apCOlllC/, ID \X ij\Jjr\.xD IlIIxlX/^ 


NM_052932 


Homo sapiens pro-oncosis receptor inducing membrane injury gene (PORIMIN), 

mRNA 

llXXvlNrA. 




xiuxxiv oU'jjxdXo pc|^ixu.ijgijrvcLXX xcL/UgiiiLiuxi jpiutciiX"X~axpxict pxc^uxour 


NM 052888 


Homo saniens KIAA05 63 -related eene rLOC114659'i mRNA 

XXVfxXAX/ OCl^XV/lXO X>.XxV,Xk.\/^ IWlAtWlX ^V'lXV' ^X,,iV/\^ X I.~\J^^Jy XXXX^X^^^ 


NM 052887 


Homo Qanien^ "Toll-iTTtprlftiilriri 1 T^npritnr rTTTR^ Hnnrifl'i'n-riontaini'no" jiHanf^*!* 

XXVXXXvl OCX^X^XXO X \^XX XXXv^X X^iXlNJiXX X Xb^^^LV^X ^ X XXXy \XWXXXCXXXX— \^WXXLCilXlllig AUmL/UwX 

protein (TIRAP), mRNA 


NM 052886 


Homo saniens mal T-cell flifferentiation nroteiTi 2 TM^AT 9^ mRNA 


NM 05288^^ 


HoTTio sanipTis 71 nc finppr imnriTitpH ^ ^7TN/f^^ mRNA 


NM 052880 


Homo saniens hvoothetical nrotein MGC17330 rMGC17330'i mRNA 


NM 052875 


Homo saniens hvoothetical nrotein MGC 10485 rMGC10485'> mRNA 

XX^AXXV/ OCXJ^XVirllO XXJr ^wLXXwkXV/CXX |i/X LV/XXX XVXVJ X \/~\Jfc/ y^XVXVJ X Vr*^UMr XXXXVX^Xv 


NM 052874 


Homo saniens svntaxinlB2 CSTXlB'^'i mRNA 

XXVFXXXV/ OCX^X^XXd O^XXLd^XXX XX^4b X. 1. 3^ ^ j ^ XXXXXX^JTV 


NM 052863 


Homo saniens nutative cvtolcirip hiph in "normal -1 rHTN-1^ mRNA 

XXV^lXlVy OWj^XWlX^ 1^ U-kCXkX V V* jr LV^X^XIW IXX^IX XXX IX^XXiXCii X ^XXX-L^ X XXIXVI^XX 


NM 052862 


Homo saniens hvoothetical nrotein MGC21 854 /'MGC21 854"^ mRNA 

XXV/XXXw OmJ^X^XXO XXjr LXX^LXV^CIX |^X w LwXXX XVXVJ \_^^ X Uw'^ y^XVXVJ X (Jw/^^^ XlIXXX^x^ 


NM 052861 


Homo saniens hvnothetinal nrotHn MriC?! 67S rMOP?! 67^"^ mRNA 

XX\/XlXv OCX^XwXXo Xljr j.^V./XXXb IX^Al |k/XvLwXxX XVXvJ\_x^ X v / «^ y^-^^X. VJ X Vil / ilXXVX^x^ 


NM 052853 


Homo sapiens hypothetical protein MGC20727 (MGC20727), mRNA 




Hr\mr» cji-nipnc li\n->ntlnpfir?il nrotein Mr^f^9n9^^ I^MOr^9n9^^^ mPNA 
xrxoiiiu oiipiciio xiypuLiidiL>d.i pioiciii ivivjrv_^^u^j^ ^xvxvjv^zvjzj^ ii hvin £\. 


NM 052845 


Homo sapiens hypothetical protein MGC20496 (MGC20496), mRNA 


"MM n^9Ril9 


xiomo sapiens xjiw-i^z-iiKe iz ^proime ricnj t^jt>L/j-»ZJ-rxz^, nnviN/v 


NM 052818 


Homo sapiens hypothetical gene CG018 (CG018), mRNA 


IN iVl_U J Z J 1 H 


Homo sapiens microtubule-associated protein 1 light chain 3 alpha 
(MAP1LC3A), mRNA 


>JM CiOO^OQ 


Homo sapiens solute earner family 13 (sodium-dependent dicarboxylate 
uansponerj, memoer d ^oju\^i ^, nxrsJN/v 


"MM niRR'^^ 


numo Sapiens oiiactory receptor, lamiiy i, suDianmy memoer i \^uJviJvi 
mRNA 


NM_006750 


Homo sapiens syntrophin, beta 2 (dystrophin-associated protein Al, 59kD, basic 

mmnftn(»nt 9^ /'^NT'R9^ mRNA 

L/UXXipOXXCIXL ) \ M.x>Zm)y IIXx\J.>l./A. 


NM 033641 


Homo sapiens collagen, type IV, alpha 6 (COL4A6), transcript variant B, mRNA 


MK/T on 1 847 

ANIVX 1/1/ 1 0*T / 


xiomo sapiens coiiagen, lype i v , aipna o \y^\j\j\±\Xi)y uranscnpi variant a, itixv1N/\ 


NM 004359 


Homo sapiens cell division cycle 34 (CDC34), mRNA 


>JM (\'\'XAQ'X 

IM iVl \JO jH^zfj 


xiomo sapiens ceii aivision cycie z-iuce i ^x^xioj^jxJ:!! protemsj 
transcript variant 9, mRNA 




Xiomo sapiens ecu ai vision cycie z-iiKe i ^r^ii oi-»ivii proiems/ \ \^xj\^2,\^\. 
transcript variant 8, mRNA 


INIVI UjjH!?! 


xiomo sapiens ceu aivision cycie z-iikc i \rvx oi^xvjc/ protemsj vv^iJv_.zjLi y^ 
transcript variant 7, mRNA 


"MM n'^'^Aon 


Xiomo sapiens ceii Givision cycie z-iuce i ^x^xioJLJvc proteins^ 
transcript variant 6, mRNA 


"MM n^'^ACQ 


xiomo sapiens ceii aivision cycle z-iiice i (^I'lioJ-rKJi proteins j ^l^ul^zli^, 

transcrint variant 5 mRlVJA 


NM_033488 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 4, mRNA 


NM_033487 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
transcript variant 3, mRNA 


NM 033486 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteins) (CDC2L1), 
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transcript variant 2, mRNA 


NM_001787 


Homo sapiens cell division cycle 2-like 1 (PITSLRE proteinsj (Cjuuzi^i;, 
transcript variant 1, mRNA 


NM_005983 


Homo sapiens S-phase kinase-associated protein 2 (p45) (JSKFZ;, transcnpx 
variant 1, mRNA 


NM_032637 


Homo sapiens S-phase kinase-associated protein 2 (p45) (SKP2), transcnpt 
variant 2, nnRNA 


MM 021968 


Homo sapiens H4 histone family, member E (H4FE), mRNA 


NM 002748 


Homo sapiens mitogen-activated protein kinase 6 (MAPK6), mRNA 


NM 003527 


Homo sapiens H2B histone family, member N (HZBi^N), mKJNA 


NM 001000 


Homo sapiens ribosomal protein L39 (RPL39), mRNA 


NM 000999 


Homo sapiens ribosomal protein L38 (RPL38), mKNA 


NM 000998 


Homo sapiens ribosomal protein L37a (RPL37A), mRNA 


NM 000997 


Homo sapiens ribosomal protein L37 (RPL37), mRNA 


NM 022054 


Homo sapiens potassium channel, subfamily K, member 13 tKCJNKi3j, ihkjna 


NM_021161 


Homo sapiens potassium channel, subfamily K, member 10 ^ I KliK-z; 
(KCNKIO), mRNA 


NM 003944 


Homo sapiens selenium binding protein 1 (SELENBPl), mRNA 


NM 033649 


Homo sapiens fibroblast growth factor IS (FGF18), transcnpt variant z, mKJNA 


NM 004114 


Homo sapiens fibroblast growth factor 13 (FGF13), transcnpt vanant lA, ituuna 


NM 033642 


Homo sapiens fibroblast growth factor 13 (FGF13), transcnpt variant its, nuuN/v 


NM 016279 


Homo sapiens cadherin 9, type 2 (Tl-cadherin) (CDH9), mRNA 


NM 001796 


Homo sapiens cadherin 8, type 2 (CDH8), mRNA 


NM 031891 


Homo sapiens cadherin 20, type 2 (CDH20), mRNA 


NM 006727 


Homo sapiens cadherin 10, type 2 (T2-cadhenn) (CDHIO), mRNA 


NM 033671 


Homo sapiens cyclin B3 (CCNB3), transcript variant 2, mRNA 


NM 033670 


Homo sapiens cyclin B3 (CCNB3), transcript vanant 1, mRNA 


NM_033379 


Homo sapiens cell division cycle 2, Gl to S and G2 to M (CDC2), transcnpt 
variant 2, mRNA 


1SIM_0017S6 


Homo sapiens cell division cycle 2, Gl to S and G2 to M transcnpt 
variant 1, mRNA 


NM 004361 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant b, mRNA 


NM 033646 


Homo sapiens cadherin 7, type 2 (CDH7), transcript variant a, mRNA 


NM 017734 


Homo sapiens palmdelphin (PALMD), mRNA 


NM 052832 


Homo sapiens solute earner family 26, member 7 (SLC26A7), mKJNA 


NM 018718 


Homo sapiens testis specific, 14 (TSGA14), mRNA 


NM 015935 


Homo sapiens CGI-01 protein (CGI-01), mRNA 


NM 033120 


Homo sapiens naked cuticle homolog 2 (Drosophila) (NKD2), mRNA 


NM 033031 


Homo sapiens cyclin B3 (CCNB3), transcript variant 3, mRNA 


NM 012068 


Homo sapiens activating transcription factor 5 (A'1F5), mRNA 


NM 019617 


Homo sapiens CAU (LOC56287), mRNA 


NM_018398 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta 3 subunit 
(CACNA2D3), mRNA 


NM 018319 


Homo sapiens tyrosyl-DNA phodphodiesterase (TDPl), mRNA 


NM_014404 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 5 
(CACNG5), mRNA 


NM__0144UD 


xiomo sapiens caicium cnannei, vuiLagc-ucpciiu-ciii, gaxiuxia au.uuuiL -r 
(CACNG4), mRNA 


NM 012114 


Homo sapiens caspase 14, apoptosis-related cysteine protease (CASP14), mRNA 


NM 006985 


Homo sapiens nuclear pore complex interacting protein (NPIP), mRNA 


NM 006816 


Homo sapiens chromosome 5 open reading frame 8 (C5orf8), mRNA 


NM 006539 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 3 
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fCACNG3") mRNA 


NM 004347 


Homo saDiens casDase 5 aoonto^is-related cvsteine orotea^e ^^r^ASPS^ mRNA 


NM 003862 


Homo saDiciis fibroblast erowth factor 18 rpGPlS^ transcrint variant 1 m'RT^A 


NM 020770 


Homo sapiens cingulin (KIAA1319), mRNA 


NM 030778 


Homo sanien<? hvoothetical nrotein PRni331 rPR0133n m"RTsJA 

XXV/llXV/ i3U.|^i.v/i.xo xxy ^\J%,XI\^\,l\yal. ^XV^it^lXl X XV\_/X..^^X yX XW^X«7«?X ^5 lllx\J.Nx». 


NM 0049^^7 


Homo fsariien^ mitnpTmnHrial riVinQfimal nrot^m T 40 fMRPT^O^ ■m'P'MA 

XXWlXlVf Oa|^XV>lXo XXlXL^JV^XXUXlUlXC&i XiU\JQvliiCli l^XvlLdli A,jrT^ \X\MJ\JL X,J''T7 ^ ^ lIxJ^l^/A. 


NM 031962 


Homo sapiens keratin associated protein 9.3 (KRTAP9.3), mRNA 




TTnmrt Qi^Tiifnc V"<=»ri»Hr» Qccr\f*iQfA/1 r^ri^+^in Q 0 /Tv'TJTTAPQ -ml? XT A 
XlLIIilLI octpiwlo ivCIalill aooUL/ldlCU prOlCUl ^fvJvX/VI: f 1 1 1\ IN /-\ 


NM__033456 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 


NM 031854 


Homo sapiens keratin associated protein 4.12 (KRTAP4.12), mRNA 




jnomo sapiens poiossium cnannei, suoiamiiy jv, memoer / ^jn.\^jnj\./^, transcript 

VallallL IIlxVlN-rV 




xxuiiiu adpiciio p<jLci;ic>iu.iij ciiaiuici, bUDidrniiy jv, rncruDer / c js..^,^XNr^/ ), uranscnpi 

VdXJlClIit X^j 111JCN-L>.ri. 


NM 033347 


oajLJxc'iio puLaooiuxxi wiicuiiiwj, ouuxdiiiiiy iiicinLicr / ^jStN^iN jjk. / J, Lransciipx 

variant A nVRNA 


NM 033191 


Homo saniens Iceratin a«i<;ociated nrotein Q 4 rSTAPQ 4^ mP'MA 


NM 033061 


Homo ^ar>ien<? keratin a<;<>nriated nrntf^in 4 7 rPTAP^ 7^ mP'MA 


NM 033188 


Homo sanien^ keratin a^socifltpd nrotein A ^ AP4. S^ mPTvTA 


NM 03306'? 


Homo saniens keratin a^^ncijited nrnfein 4 9 HiT AP4. 9^ •mP'MA 

XXV^IXIV/ OCt-^XV^XXO AkWlOLXlX dOdVJwlALwVX ^XV^rLWlXl ^ 1^ \ *T t ^'Jy ilJJVJLNxx 


NM 033059 


Homo <!anien<i Veratin flQ^onifiteH nrAtein A. rPT AP4 mPTsJA 

X.3l\jxxi\J oa^XWXXd A.VXAl>XXX AOOU^XuL^U ^Xvl^llJ. *T'.i*T ^X\>xTLX *T. f i 1 1\. 1 N 


NM 033060 


Homo sapiens keratin associated protein 4.10 (KAP4.10), mRNA 




nomo bapidib riDosomai proiem jl/Jo \^jvx ju-jo^, Txanscnpi variant i, niKJNA 


NM 01S414 

J.NJLVJL \JU'-rl*T' 


XX.UI110 ttdpicxio I iuubuiiid.i piULcin i^^o \^xvr^i-»Jo^, xranscnpi vsxiani nutviNA 


NM 007900 


xiumu ad-pienb riDOSomai proiem i-rJ j ^^Jvri^JD ^, rnivIN/Y 


NM 000996 


XxUIlWJ CMipiClib XlUUolJIIicli piUldll J-^O^d. ^xVxJL*-? J/^J, mivIN/V 




xx-uiiiij odpiciio Licut*'ir<xiiou.ui/iii repeal Qoniaimng \g xjtv^jj uranscnpi vanani i, 
mRNA 


NM 033345 


Homo <ianien*s reoiilator of O-nrotein ^ionnllincr R /^PrrQii^ mUTsJA 


NM 033543 


TTnmn ^ani en ^ bvnotVieti pal nrotein P9Q1 94 1 ^"R 90194 1^ tn'P'KTA 


NM 0^^186 


xxL/XlHJ dapldlb JvCIctlill a-obDL'Id.lCU. piULClIl *t.10 \^J\.-r\Jr t'. 1 J )^ rnx\_LN/\. 


NM 033050 


Homo ^anienQ O nrotein-poiTnlpH xe>^c*f>T\\t\T Ol ^^TP1?Q1^ mPXTA 

XXVXllVI OU.^X\.^XXo VJ }^XUL&iXX*~VVJlX|JibU. lCV/C|JL\il ^1 \^vJAxN.I^i lIirNJ.N/A. 


NM 032728 


Homo ^anien«5 bvnotbetiral nrotein MTrf^l 9091 rMTiPl 9Q9 1 ^ mT?XT A 

XXVXXXV» OCI'I^XV'XXO XXjr l^vUXW'tl^CLl ^IWLC^ill IVXVJV^ l^Jr^ J. ^xYlvJV_x 1 i ^5 IilxvJ.N/\ 


NM 032910 


Homo <sanien<; bvnothetiral •nrotein lVfrTr^l41 'Xfi C\AC^C\ A \ ^fC\ mPXTA 


NM 032857 


Homo saoiens mitochondrial ribo<;nmal nrotein T S6 (^A/TPPT ^fk\ mPTSJA 


NM 032640 


Homo sanien<5 bvnothetiral nrotein KTOPIOS?/^ /"TV/ffrPl 0^9^^ mPXTA 


NM 032560 


Homo saoiens MSTP033 nrotein (TVISTPOSS'i mRNA 

■*- AVA-t-Av hJu^A'wxxv? XT-Lk./ JL A \j -J ^ ^x\j\,\^xxx \^xy x,vj XX- \j ^ mj / ^ XJ.xxvx^zs. 


NM 032524 


Homo saoiens keratin associated nrotein 4 A rFCRXAP4 4^ n-iPTsJA 


NM 032351 


Homo saoiens mitochondrial ribosomal nrotein T 4S rMT?PT.4S^ mP'KTA 


NM 031963 


Homo sapiens keratin associated protein 9.8 (KRTAP9.8), mRNA 


NM 031432 


Homo ^anient; n7~idin<=»-P"\/tidin*» lrinac<» 1 (WC^^W tyiP^A 


NM 031289 

X^XVX \/«? 1^07 


Homo 9anien«; bvnothetiral nrotein \J{C\C^'\'\A(\ C\AC^C^'WAf^ ml? XT A 


NM 031269 


Homo sanien<5 PPOl "^R^ nrotein /"PPOl mPXTA 


NM 030975 

X^XVX \J J\J ^ 1 ^ 


Homo ^aniens keratin acQoriatpd nrotein 0 0 HvPTAPO ml? XT A 


NM 030817 

X^XVX V/ JV/O X / 


Womo QanienQ h\/r>oth<afir»cil r\mti»'ir» V\SZXi7r\A'\AX^C\'X 1 R rr^VT7'7"D/l'i/IT701 1 C^ 
xxuinv oa^iwxia liypuLiictiUaX pruiCili J-/JSJ!^Z^pHJ>'+x7U-> lo v^J->'lSJ^ZrfX H-^hpUj to), 

mRNA 


NM 017970 


Homo sapiens hypothetical protein FLJ10008 (FLJ10008), mRNA 


NM 024510 


Homo sapiens hypothetical protein MGC4368 (MGC4368), mRNA 


NM 024325 


Homo sapiens hypothetical protein MGC10715 (MGC10715), mRNA 


NM 023914 


Homo sapiens G protein-coupled receptor 86 (GPR86), mRNA 


NM 022915 


Homo sapiens mitochondrial ribosomal protein L44 (MRPL44), mRNA 
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NM_022469 


Homo sapiens hypothetical protein FLJ21 195 sinular to protein related to DAC 
and Cerberus (FLJ21 195), mRNA 


NM 022344 


Homo sapiens protem kinase Njmu-Rl (NJMU-Rl), mRNA 


NM 002924 


Homo sapiens regulator of G-protein signalling 7 (RGS7), mRNA 


NIVI_020402 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 10 (CHRNAIO), 
mRNA 


IMM 015420 


Homo sapiens DKrZF5 6400463 protem (DKrZr 5 6400463), mRNA 


NM 016355 


Homo sapiens nqp0256 protein (LOC51202), mRNA 


NM 020370 


Homo sapiens G protein-coupled receptor 84 (GPR84), mRNA 


NM 019016 


Homo sapiens hypothetical protein (FLJ20261), mRNA 


NM 017872 


Homo sapiens n3^othetical protem FLJ20546 (FIJ20546), mRNA 


NM 018373 


TT 1 aI^ ^1 A • T^T T-l 1 /T^T T< t \ T*TWT A 

Homo sapiens hypothetical protein FLJl 1271 (FUl 1271), mRNA 


NM 018277 


TT 1 j-lx* 1 A* T^T Tl f\f\^^ /T^T Tl f\f\^^\ T*"XT A 

Homo sapiens hypothetical protem FLJl 0932 (FLJl 0932), mRNA 


NM 018242 


TT * "1 aI- X * 1 A * T^T T 1 O yl /T^T Tt f\Ci A ^\ T> "K T A 

Homo sapiens hypothetical protein FLJ10847 (FLJ10847), mRNA 


NM 016055 


Homo sapiens imtochondnal nbosomal protein L48 (MRPL48), mRNA 


NM 016468 


Homo sapiens hypothetical protem (LOC51241), mRNA 


NM 014099 


Homo sapiens PRO 1768 protein (PRO 1768), mRNA 


NM 014964 


Homo sapiens KIAA1065 protem (KIAA1065), mRNA 


NM 014859 


Homo sapiens iaAA0672 gene product (KIAA0672), mRNA 


NM 014174 


Homo sapiens HSPC144 protein (HSPC144), mRNA 


NM 014156 


Homo sapiens DKFZP564O0463 protein (DKFZP5 6400463), mRNA 


NM 015544 


Homo sapiens DKFZP564K1964 protein (DKFZP564K1964), mRNA 


NM 015681 


Homo sapiens B9 protein (B9), mRNA 


NM_0 12301 


Homo sapiens atrophin-1 interacting protein 1; activin receptor interacting 
protem 1 (KIAA0705), mRNA 


NM 006856 


Homo sapiens activating transcription factor 7 (ATF7), mRNA 


NM_005714 


Homo sapiens potassium channel, subfamily K, member 7 (KCNK7), transcript 
variant C, mRNA 


NM 005756 


Homo sapiens G protein-coupled receptor 64 (GPR64), mRNA 


NM 005267 


Homo sapiens gap junction protein, alpha 8, 50kD (connexm 50) (GJA8), mRNA 


NM 003457 


Homo sapiens zinc finger protein 207 (ZNF207), mRNA 


NM_003184 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase H, B, 150kD (TAF2B), mRNA 


NM_003079 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 
chromatin, subfamily e, member 1 (SMARCEl), mRNA 


NM_002815 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 1 1 
(PSMDll),mRNA 


NM 002577 


Homo sapiens p21 (CDKNl A)-activated kinase 2 (PAK2), mRNA 


NM 003867 


Homo sapiens fibroblast growth factor 17 (FGF17), mRNA 


NM_003885 


Homo sapiens cyclin-dependent kinase 5, regulatory subunit 1 (p35) (CDK5R1), 
mRNA 


NM_003939 


Homo sapiens beta-transducin repeat containing (BTRC), transcript variant 2, 
mRNA 


NM 001208 


Homo sapiens basic transcription factor 3, like 1 (BTF3L1), mRNA 


NM_033500 


Homo sapiens hexokinase 1 (HKl), transcript variant 5, nuclear gene encoding 
mitochondrial protein, mRNA 


TVTTViff AO^yinO 

JNJVl_UJJ4yo 


TT_— _ T_ -^1 i /TTTj^ 1 \ J ' ^ ' A. A 1 1" 

Homo sapiens hexokinase 1 (HKl), transcript variant 4, nuclear gene encodmg 
mitochondrial protein, mRNA 


NM_033497 


Homo sapiens hexokinase 1 (HKl), transcript variant 3, nuclear gene encoding 
mitochondrial protein, mRNA 


NM_033496 


Homo sapiens hexokinase 1 (HKl), transcript variant 2, nuclear gene encoding 
mitochondrial protein, mRNA 



344 

BNSCXXJID: <WO 03074654A2_I_> 



wo 03/074654 



PCT/US03/05028 



1NXVJ.__VJ D U*tV 


TT/MTio cat^i^TiC ^I'A^r /^rvtmctATt—f^n.r'ii'Ck^-n^-no ^ f Sl^^ A Tvi 1 ^0 i iTciTior»i*iT%i" ■\7QT*'iQn+ ^ 
XJ.1JIIIU oapiClio Ox^/iJ,>i U.UIIlalIl'*i,/UXlLcliIlliig ^ \jtj\^£\x\xJ^j^ ircUlot./ript ValloIlL 

mKNA 


iNlVI_V/J J J u 


Jj-UIilU DcipiCIio 0\-*y^>) UUniainH/Onia.lIllIlg ^ y^oV^rTLlNJL'<<&^, uansdipi Varia.nL 0^ 

mRNA 




xx\Jiki\j oapiciio OV-^/tlLN UUlilaUl'-l^UlllalXllll^ ^ \\j\^r\±\LJ^ )y iraliai^ripi Varialll. 

itiRNA 




T^ATTir^ CC»T*i^Tic Q(~'A"W /^r\TriaiT»_r»r\Ti+oiriiTi fr O ( A "M 1 '^O^ 4~»**at^cr»'r-ir*'l' i7ci*-io'r»+ 
xX\jX.l}\j oapiCii:> OV^rvLN UVilIlaUl~UUrild.lIliIlg Z> y\j\^x\±\LJjLjy UallbV/npi Varialll 

mRNA 


NM 033633 


Womn <ifiT>iP"n<; Sr^AN^ Hft'mairi--pontsiinino" 0 (9\C^ A^hSTY)\ trancprinf vflrisiTif 0 
^■M.\jxi.i.\j oa^iv^xio uv.'Xu.^ uvFiiiaiii''wv/ixLaiiiiiig ^ i l^v_^./^j.^j.^^ uaixowxiui. vaxxaxxL 

mRNA 


NM 022050 


Homo saniens SCAN domain-con tainino^ 2 riSCAT»JF)2^ tran<;print variant 1 

mRNA 


NM 033467 


Homo sapiens membrane metallo-endopeptidase-like 2 (MMEL2), mRNA 


NM 032409 


Homo saniens PTEN induced niitative kinase 1 rPTNTCl ml^NA 


NM 013267 


Homo sapiens breast cell glutaminase (GA), mRNA 


NM 00472Q 


T-IrMnr* cj^T>"if*"nc Af — lil^'f* tfc^nci'^/^coVkl** **l^*m*»r»f ^'AT T*Th\ -ml? "NT A 

XX^JlllU od^iV/lio i^V/— lllvC lldllapUbcLUlCi? CidllwIIL ^xA_L<XXZ»^j HJLx\J.N/\ 


NM 004192 


Homo sapiens acetylserotonin O-methyltransferase-like (ASMTL), mRNA 


NM 009 1 1 S 


nuiiiu i^apicnb ncAUKinuse d ^wmic ceil ) \jnjs^^ )y miciear gene encouing 

TnitrkpTirtTiHrial nrr^t^^in mT?N^A 

XXXILL^Oll^JllLlL lai |JlULv/iiij XlXJXJ.NxA. 


NM 000188 


xxiv^ixxvj oapic/xi^ xxwA.uiviiiadC x ^jtljpvi tidiiouxipi variaixL X, xiu-v/xCar gcnc cnoociuig 
Tnitocbondrial nrotein mKNA 

XXXXtWWXXV/XlvLX tax ^.^XvrLwXXXj XXXXVX^xnL 


NM 004728 


Homo <?anien«i DFAD/H ^'AQn-rrlii-Aln-Acn/WiQ^ Vinv nolvnpntirlR 91 rnFlVOI^ 
mRNA 


NM 022148 


Homo saniens cvtokine recentor-like "factor 9 ^^CRT T*"?^ ml^N A 

A.^\JXl±\J t3u|_fXVfXXO %/jr i>\^n>XXXVi/ XV'wV'I^LvrX XX^& Xa^LV^X ^ ^V-^XV-i-zX ^ Jy XXXXViNxV 


NM 022337 


Homo saniens RAB38 member RAS oncogene familv rR AR'^8'^ ml?NA 


NM 016428 


Homo saniens NESH nrotein rNFSH^ mRNA 


NM 016227 


Homo saniens chromosome 1 onen readincr "framp Q fC^I csrfQ^ mTJNA 

-*-J-V***V^ tJC*^ J. V^A ^ L L± \JXX1.\J J\Jll.±<y ± L^CLKSLH^ XX CXXXXW ^ y^V^XVXX^yy XXXX^VX^Xiti. 


NM 014283 


Homo saniens cbromosome 1 onen readino" frame Q /T^lnrfQ'^ mRNA 

A.J.\JX±±\J OU-I^AVyXlO V^XIX V/Xl.lV/OVj'lllV^ X Vyj_/wXX Xv/ClvXiXXg X^ aXlXb -7 X vX X^^j XXXCvX^X^ 


NM 018475 


Homo saniens TP A reeulated locus rTPARL^i mRNA 


NM 020461 


Homo saniens ffamma -tubulin comnlex comnonent rOOPfi^ mRNA 

wM^XWXXw ^UXIUAAU V IX1.XJI 1 wV/XXX|yxV'W \i<xyXlXJJV^XXwXXl. ^VwJ^w^X \J yj XXXXVX^Xk. 


NM 030934 


Homo saniens cbromosome 1 on en reaHincr frame 9S ^C^^ rxri^^^ -mTJN^A 

XXV/XXIV OCX|^XVi/XXO ^XXX \JXXXVJOV/XXXW X V^I^V'XX X^CXUlXXg XXaXXiC/ X vil XZ»-^y J XlLIVX>ixx 


NM 030933 


Homo saniens cbromosome 1 on en reading frame 14 fC^I r%irr\ d\ mT?NA 

xxvFiiiv/ oO'^yTiv^xxo v/x jx wxxxv^o\jixx^ X \j^^xx X ^CL\ III x^ xxaxxx^ x*t x\JXX Xt"/, iiixvJ.N/^ 


NM 030769 


Homo sapiens chromosome 1 open reading frame 13 (Clorfl3), mRNA 


NM 016604 


Homo sapiens chromosome 5 open reading frame 7 (C5orf7), mRNA 


NM 016605 


■txvxxxv^ oapxcxxo t/ixioiinjboiiic D opcii rcaQ.mg irainc o ^v_^DoriD^, mrviN/v 


NM 016603 


Homo sapiens chromosome 5 open reading frame 5 (C5orf5), mRNA 


NM 014144 


Homo sapiens chromosome 1 1 open reading frame 21 (CI lord), mRNA 


NM O'^'^SOR 


nomo sapiens giucoKinase (^nexoKinase mamriiy onset aiaDeies oi tne young 
2) (GCK), transcript variant 3, nuclear gene encoding mitochondrial protein, 
mRNA 




Homo sapiens glucokinase (hexokinase 4, maturity onset diabetes of the young 
^) yyjK^xs^)^ cranscnpi variani z, nuciear gene encoamg miiocnonunai protein, 
mRNA 


NM 000162 


-*-Av/xxx^j aapiciit) giuL/OKJiidbc ^^liCAOKiiiabc nidturiLy onset cnaDeies oi tne young 
2) (GCK), transcript variant 1, nuclear gene encoding mitochondrial protein, 
mRNA 


NM 025241 


Homo sapiens UBX domain-containing 1 (UBXDl), mRNA 


NM 002098 


Homo sapiens guanylate cyclase activator IB (retina) (GUCAIB), mRNA 


NM 003137 


Homo sapiens SFRS protein kinase 1 (SRPKl), mRNA 


NM_003064 


Homo sapiens secretory leukocyte protease inhibitor (antileukoproteinase) 
(SLPQ, mRNA 


NM 033484 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 2, mRNA 
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NM 012176 


Homo sapiens F-box only protein 4 (FBX04), transcript variant 1, mRNA 


NM_000400 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 2 fxeroderma pigmentosum D) (ERCC2), nfiRNA 


NM 014266 


Homo sapiens DNAX-activation protein 10 (DAPIO), mRNA 


NM 002821 


Homo sapiens PTK7 protein tyrosine kinase 7 (PTK7), mRNA 


NM_033502 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 1, mRNA 


NM_033501 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 2, mRNA 


NM_018415 


Homo sapiens transcriptional regulating protein 132 (TReP-132), transcript 
variant 3, mRNA 


NM 000994 


Homo sapiens ribosomal protein L32 (RPL32), mRNA 


NM_033437 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcript variant 
3, mRNA 


NM_033431 


Homo sapiens phosphodiesterase 5 A, cGMP-specific (PDE5 A), transcript variant 
4, mRNA 


NM_033430 


Homo sapiens phosphodiesterase 5 A, cGMP-specific 0PDE5 A), transcript variant 
2, mRNA 


NM_001083 


Homo sapiens phosphodiesterase 5 A, cGMP-specific 0PDE5A), transcript variant 
l,mRNA 


NM 000189 


Homo sapiens hexokinase 2 (HK2), mRNA 


NM 033185 


Homo sapiens keratin associated protein 3.3 (KAP3.3), mRNA 


NM 031959 


Homo sapiens keratin associated protein 3.2 (KRTAP3.2), mRNA 


NM 033481 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 3, mRNA 


NM 033480 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 2, mRNA 


NM 012347 


Homo sapiens F-box only protein 9 (FBX09), transcript variant 1, mRNA 


NM 033506 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 1, mRNA 


NM 012172 


Homo sapiens F-box only protein 24 (FBX024), transcript variant 2, mRNA 


NM 012179 


Homo sapiens F-box only protein 7 (FBX07), mRNA 


NM 018438 


Homo sapiens F-box only protein 6 (FBX06), mRNA 


NM 012177 


Homo sapiens F-box only protein 5 (FBX05), mRNA 


NM 032145 


Homo sapiens F-box protein 30 (FBXO30), mRNA 


NM_003813 


Homo sapiens a disintegrin and metalloproteinase domain 21 (ADAM21), 
mRNA 


NM_003814 


Homo sapiens a disintegrin and metalloproteinase domain 20 (ADAM20), 
mRNA 


NM 015698 


Homo sapiens T54 protein (T54), mRNA 


NM 033222 


Homo sapiens PC4 and SFRSl interacting protein 2 (PSIP2), mRNA 


NM 002887 


Homo sapiens arginyl-tRNA synthetase (RARS), mRNA 


NM 033084 


Homo sapiens Fanconi anemia, complementation group D2 (FANCD2), mRNA 


NM 014005 


Homo sapiens protocadherin alpha 9 (PCDHA9), transcript variant 2, mRNA 


NM 018902 


Homo sapiens protocadherin alpha 1 1 (PCDHAl 1), transcript variant 1, mRNA 


NM_031882 


Homo sapiens protocadherin alpha subfamily C, 1 (PCDHACl), transcript 
variant 2, mRNA 


NM_0 18898 


Homo sapiens protocadherin alpha subfanfiily C, 1 (PCDHACl), transcript 
variant l,mRNA 


NM_031883 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 

variant 2, mRNA 


NM_0 18899 


Homo sapiens protocadherin alpha subfamily C, 2 (PCDHAC2), transcript 
variant 1. mRNA 


NM 019119 


Homo sapiens protocadherin beta 9 (PCDHB9), mRNA 


NM 018916 


Homo sapiens protocadherin garmna subfamily A, 3 (PCDHGA3), transcript 
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VarlallL i, IlUXlNjrv. 


NM 032704 


Homo sapiens tubulin alpha 6 (TUBA6), mRNA 




xiomo sapiens proLocauncrui gamma suoiamiiy v^, d ^x^v-^ujivji^^ Lranscripi 
variant 2, niRNA 




xxuiiiij oapiwiid LyLUL'a.u.iidiii gaiiuua oui/idiiiiiy ^ I x \_yj-/xio^v^.j iTanbC'ripi 

variant 1, niRNA 




jTiLiiiiu odpiciio ^ii/LvjL'U.iiiid ill gciiiiiiia ouuxctiriiiy v^, H" ^Jr v^i^xzvjv^H- tiiinoonpL 

variant 2, mRNA 




XTUIlliJ odpidlo ^iCiLUi/auilCilll gallillio. oUUxallllljr *+ 1 Jr v^X^Xl.VJV.yH udnDwripi 

variant 1 , mRNA 




XXUIllU kXipiCIlo pxuli/L/aU.llCIlll galxUIia oUDiainiiy / ^^Jr v^JL'JGlVJJD / ^, iXanSdipL 

variant 2, mRNA 


"MM niSQ97 


xxUIIlU bapiCIlo piULUL/aiiXlClxn galllilla oUDlallllXy 13, / ^Jtv^JL'JuLOXj Z^, uanSCIipi 

variant 1, mRNA 




jjLuiiiu bdpiciib pr vjLuuaujiciiii gd.iiuiid buuiamiiy X5, d {jry^LJtjsjJDD )^ iranscnpi 
variant 2, mRNA 




xionnt) sdpiend pruiucaanerin gamma suDiamiiy ^Jr V-xUxhjtjdo rranscnpi 
variant 1, mRNA 




xiomo sapiens proiocacinenn gamma suDiamiiy ±5, o [jLK^iJiiXjDO)^ iranscnpi 
variant 2, mRNA 


l>liVl._v 1 oy^Q 


nomo sapiens proiocaunenn gamma suDiamuy o \^r\^xJti\jDO), Transcripi 
variant 1, mRNA 


TSJA/T n'^9no7 


Homo sapiens protocadherin gamma subfamily B, 3 (PCDHGB3), transcript 
variant 2, mRNA 


TsJN/T m 909-4. 


xiomo sapiens proiocaanenn gamma suDiamiiy r>, J ^x^UDxliji53^, transcnpt 
variant 1, mRNA 


"Nr\/r 0*^900^ 

IN ivi. \jj 


xiomo sapiens proiocaanenn gamma suDiamiiy Jt>, z ^^Jrv^JJrivjrjtJZ^, transcnpt 
variant 2, mRNA 


TsTM m RQ9'^ 


xxonio sapiens proiocaunenn gdinma suDiamiiy jd, z ^x i^UxIVjJjZ^, transcnpt 
variant 1, mRNA 


"MM 0*^900^ 

IN IVX V DiAjyO 


xiomo sapiens proiocacuierm gamma suDiamiiy jt>, i ^JrL^JLixivjJo i transcnpt 
variant 2, mRNA 


"MM" m R099 

iNiVl V i 07ZZ 


Xiomo sapiens protocaonenn gamma suDiamiiy 0,1 {jry^iJiixjDljy transcnpt 
variant 1 , mRNA 


"MM n'^9nsQ 


xiomo sapiens proiocaanenn gamma suDiamiiy /\, y (^ri^ijJrUvjAyj, transcnpt 
variant 2, mRNA 




Xiomo sapiens proiocaLinenn gamma suDiamiiy /v, ^x^^-iyxivjAy iranscnpi 

vdiicxiiL X, iiXi\-L>i.r^ 


NM 032088 


xiuiiiu 2>dpxcxio px%jiuw/duiid ill gdiiiixid bLXDidiiiiiy /-\., o 1 x v^JL/xivj/\o I, iTaiiscnpi 
variant 1, mRNA 


NM 014004 


xxDiiiD odpiciib pujujudLiiici 111 ^diiiiiia ouuidrniiy o ix v>-i--'xxvJ/\o iranscnpi 
variant 2, niRNA 




xxoiiiL) bdpicna nypuLncLiudi prL>iciii px^j i^ooo \^x^i_»J i^oOoj, nixvIN/v 


NM 032589 


Homo sapiens Down syndrome critical region gene 8 (DSCR8), mRNA 


xNXVX v J O / 


xiomo sapiens proiocaunenn gamma suDiamiiy a, / ^x^l^UxIvjA/), transcnpt 
variant 2, mRNA 


NM_0 18920 


Homo saniens orotocadberin eamma subfamilv A 7 rPr^DHrxAT'i trpn^rrint 
variant 1, mRNA 


NM_032086 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 2, mRNA 


NM_018919 


Homo sapiens protocadherin gamma subfamily A, 6 (PCDHGA6), transcript 
variant 1, mRNA 
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NM_032054 ] 


Homo sapiens protocadherm gamma sublamiiy a, :> ^re^ujnoAo;, ixciii&oiipt 
variant 2, mKNA . — 


NM_018918 


Homo sapiens protocadherin gamma subtamiiy A, D ^r^^uJiVj/VD;, n-anssunpt 
variant 1, mRNA _^ : 


NM_032053 


Homo sapiens protocadherin gamma subtamiiy A, 4 (i'KSUtiKJA^), iransunpi 
variant 2, mRNA . . : 


NM_018917 


Homo sapiens protocadherin gamma subfamily A, 4 (FCD110A4J, transcnpi 
variant 1, mRNA ; 


NM_032011 


Homo sapiens protocadherin gamma subtamiiy A, i (FUunef a:>;, iranscnpi 
variant 2, mRNA ^ ; 


NM_032009 


Homo sapiens protocadhenn gamma subtamiiy A, z (^t'CunuAz;, iranscnpi 
variant 2, mRNA 


NM_018915 


Homo sapiens protocadherin gamma subtamiiy A, Z ^FCDHCjAZJ, transcnpt 
variant 1, mRNA 


NM_031993 


Homo sapiens protocadhenn gamma subfamily A, 1 (PCDHCjAI), transcnpt 
variant 2, mRNA ^ . _ . 


NM__032092 


Homo sapiens protocadhenn gamma subtamiiy A, i 1 (i'dJiiUAi i;, transcnpi 
variant 3, mRNA 


NM_018912 


Homo sapiens protocadherin gamma subfamily A, 1 (PCDHCjAlj, transcnpi 
variant 1, mRNA , 


NM:_032091 


Homo sapiens protocadhenn gamma subfamily A, 11 (PCDHuAl 1}, transcript 
variant 2, mRNA — 


NM_018914 


Homo sapiens protocadherin gamma subfamily A, 1 1 (FCUHUAl 1), transcnpt 
variant 1, mRNA 


NM_032090 


Homo sapiens protocadherin gamma subfamily A, 10 (PCDHUAIUJ, transcnpi 
variant 2, mRNA 


NM_018913 


Homo sapiens protocadherm gamma subtamiiy A, lU ^rL/UJivjAiu;, transcnpi 
vanant 1, mRNA 


NM 019120 


Homo sapiens protocadhenn beta o irK^utiDo)^ irmj-N a 


NM 018940 


Homo sapiens protocadhenn beta / ^rL^uxio / nxKiN/v 


NM 018939 


Homo sapiens protocadherm beta 6 (FCL)J±do), ratuN a 


NM 015669 


Homo sapiens protocadnenn beta j (ry^uriDD), miviNA 


NM 018938 


Homo sapiens protocadhenn beta 4 {^rL^urijm), rmsJN a 


NM 018937 


Homo sapiens protocadherm beta 3 (I'K^urui^), mraNA 


NM 018936 


Homo sapiens protocadherm beta z {^rL.uriDZ), nituNA 


NM 013340 


Homo sapiens protocadherm beta 1 (rcum5 1 ), mKJN a 


NM 020957 


Homo sapiens protocadhenn beta lo ^rcurutJio^, nuvLNA 


NM 018935 


Homo sapiens protocadherm beta i> (rUUritsijj, misJNA 


NM 018934 


Homo sapiens protocadhenn beta 14 (rs^uxwi^), mtuNA 


NM 018933 


Homo sapiens protocadhenn beta lo (rL^uriDij), miuNA 


NM 018932 


Homo sapiens protocadhenn beta 12 (rCljJblDiz;, nciKiNA 


NM 018931 


Homo sapiens protocadhenn beta 1 i (rCUWrsi i hikina 


NM 018930 


Homo sapiens protocadhenn beta 10 (FCDJclolUj, mKJN A 


NM 031857 


Homo sapiens protocadhenn alpha y (rCUxlAv;, transcnpi vanani i, rruviN^ 


NM 031856 


Homo sapiens protocadiienn alpria o {^r\^LjriJ\.o), iranscripL vdiidiii ^, iiu>^^r\. 


NM 018911 


Homo sapiens protocadhenn alpha 8 (rCLitlAo;, transcnpi vanani i , inruN/\ 


iNiVX \JJ iO->^ 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcript variant 2, mRNA 


NM 018910 


Homo sapiens protocadherin alpha 7 (PCDHA7), transcnpt vanant 1, mRNA 


NM 031501 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcript vanant 2, mRNA 


NM 018908 


Homo sapiens protocadherin alpha 5 (PCDHA5), transcnpt vanant 1, mRNA 


NM 031500 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcnpt vanant 2, mRNA 


NM 018907 


Homo sapiens protocadherin alpha 4 (PCDHA4), transcnpt vanant 1, mRNA 
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NM 031497 


Homo sapiens protocadnenn alpna j ^ri^iJri/v3 transcripi vanani z, miviN/\ 


NM 018906 


Homo sapiens protocaanenn alpna d (Jtv^jjxiaj ), transcnpt variant i , mjviN/\ 


NM 031496 


Homo sapiens protocaanenn aipna z (^rL^jJxx/\zj, transcnpt vanani nii\j.N/\. 


NM 031495 


Homo sapiens protocaunenn aipna z yrK^iJru\^), transcripi vanani z, ituvln/^ 


NM 01 byUD 


rlomo sapiens protocaanenn aipna z ^^x^v^urLrvz^, transcnpL vanani i, mixiMr\ 


■KTKjT AO 1/111 

NM 031411 


Homo sapiens protocaanenn alpna i (^ruuxi/vi transcnpt vanani ^5 nirsjNA 


XnVyT AO 1 /I 1 A 

JNJVl U3141U 


Homo sapiens protocaanenn aipna i {^rv^Ljri/\L irdntsL/npi vand-ni z, hunjn^ 


Tvnv if A 1 O AAA 

NM 01 ©900 


Homo sapiens protocaanenn aipna i {^ry^iJriAi), transcnpt vanani i, mtsj-N/^ 


NM 031oo5 


Homo sapiens protocaanenn aipna i J ^r\^L^Jti/\i^ transcnpt variant z, nii\jiN/\ 


"KTTV yT A 1 O A A A 

NM 01o904 


Homo sapiens protocaanenn aipna lo \z\^\j)l\j\vd)^ transcnpt variant i, iruviNA 


TvTTV if A'> 1 O/IA 

NM 031o49 


Homo sapiens protocaanenn alpna o (^±^\^uhao>, transcnpt vanant ^, nuxiN/Y 


NM 031564 


Homo sapiens protocaanenn alpna iz (^rCUHAiz^, transcnpt vanant z, rarUN/v 


Tvnv /r Alio /to 

NM 031o45 


Homo sapiens protocaanenn alpna o (^rUUxiAo^, transcript vanant z, iiiKiN/\ 


TVlTV/T AIOAA'5 

NM 01o903 


Homo sapiens protocaanenn alpna iz \ Y\Aj\nJKVL)^ transcnpt variant i, nirsJ.N/\ 


NM U31bol 


Homo sapiens protocaanenn alpna 1 1 (^ri^UriAi i j, transcnpt vanant z, mKiN/v 


NM 018909 


Homo sapiens protocadherin alpha 6 (PCDHA6), transcript variant 1 , mRNA 


NM 031860 


Homo sapiens protocadnerm alpha 10 (rCUHAlO), transcnpt variant 3, mKJNA 


NM 031859 


Homo sapiens protocaanenn alpha 10 (rCUHAiO), transcnpt variant z, mKJNA 


NM 018901 


Homo sapiens protocadherin alpha 10 (PCDHAIO), transcript variant 1, mRNA 


NM 015429 


Homo sapiens DKFZP586L2024 protein (NESHBP), mRNA 


NM_031481 


Homo sapiens solute carrier family 25, (mitochondrial carrier), member 18 

(SLC25A18), mRNA 


NM 031442 


Homo sapiens bram cell membrane protem 1 (BCMPl), mRNA 


NM_030762 


Homo sapiens basic helix-loop-helix domain contammg, class B, 3 (BHLHHi 
mRNA 


NM_023035 


Homo sapiens calcium charmel, voltage-dependent, P/Q type, alpha 1 A subimit 
(CACNAIA), transcript variant 2, niKJNA 


NM 014487 


Homo sapiens nucleolar cysteine-rich protein (HSA6591), mRNA 


NM 025239 


Homo sapiens programmed death ligand 2 (FULZ), mKlN A 


NM 024859 


Homo sapiens hypothetical protein ri^JZioo/ (rLJZloo/j, mKiNA 


NM 000575 


Homo sapiens interleuldn 1, alpha (ILIA), mRNA 


NM 005348 


Homo sapiens heat shock 90kD protein 1 , alpha (HbrCA), mKJN A 


NM 006900 


Homo sapiens interieron, alpha 13 (lrJNA13), mKJN A 


NM 023067 


XX AA— .-A—A 4^A.h1j>1.AA^ 4wA.MnAM«.-4-.I am -fVl A+ A*. "C/^"VT O /TD "DTZ" C ^ ■»V*T> XT A 

Homo sapiens lorKheaa transcnption lactor rvJAi^z (^rSriioj, mKJN a 


NM 022552 


Hon^o sapiens JDJNA (cytosmeo-j-methyitiansierase 3 alpna (^ujnjvli3AJ, hikina 


NM 022346 


Homo sapiens chromosome condensation protein G (HCAP-G), mRNA 


NM 022119 


Homo sapiens protease, senne, zz (rKo bzz), mKJN A 


NM 022062 


Homo sapiens PBX/knotted 1 homeobox 2 (PKNOX2), mRNA 


NM 018665 


XT T^T"' A 1_ A • /TT A /^T^\ -^TH^T A 

Homo sapiens DEAD-box protein (HAGE), mRNA 


NM 004614 


Homo sapiens thymidine kinase 2, mitochondrial (TK2), mKJNA 


NM_020346 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
cotransporter), member 6 (SLC17A6), mRNA 


NM__020309 


Homo sapiens solute carrier family 17 (sodium-dependent inorganic phosphate 
cotransporter), member / (c>LC17A7), mKJNA 


NM 020131 


Homo sapiens chromosome 1 open reading frame 6 (Clorf6), mRNA 


NM 017444 


Homo sapiens chromatin accessibility complex 1 (CHKAUi ), mKJNA 


INiVX UiOZOU 


tiomo sapiens ziiio inigcr proicin, DUDianiiiy urv, z. ^^xaciiuo^ v^/ja^cx^i^i \.jr\jj,)^ iiixvi^xx 


NM 015510 


Homo sapiens DKFZP566O084 protein (DKFZp566O084), mRNA 


NM 014433 


Homo sapiens rhabdoid tumor deletion region gene 1 (RTDRl), mRNA 


NM 014312 


Homo sapiens cortical thymocyte receptor (X. laevis CTX) like (CTXL), mRNA 


NM 004539 


Homo sapiens asparaginyl-tRNA synthetase (NARS), mRNA 


NM 013284 


Homo sapiens polymerase (DNA directed), mu (POLM), mRNA 
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NM 013274 


Homo sapiens polymerase (DNA directeaj, lamoaa irKji^L,h misj.^/^ 


NM 003235 


Homo sapiens tnyroglobulin (ICj), mKINA 


NM 001963 


Homo sapiens epidemial growth lactor tDeta-urogasirone; vJ-'Vjr;, iiuvi^^ 


NM 007158 


Homo sapiens NRAS-relatea gene (jJioiDJii;, nmj>i/\ 


NM 007000 


Homo sapiens uroplakin lA (UPKIA), mRNA 


NM 006947 


Homo sapiens signal recognition particle 72kU (bKr /zj, mKJNA 


NM 006892 


Homo sapiens DNA (cytosine-5-)-metnyitransierase j oeta i^i^iNivii joj, nuvi^z^ 


NM 006760 


Homo sapiens uroplakm 2 (IJPK2), mRNA 


NM 006691 


Homo sapiens extracellular link domam-contaimng i i^ai.j*uj i }, niKJN/v 


NM_006572 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 13 
(GNA13), mRNA 


NM 006494 


Homo sapiens Ets2 repressor factor (ERF), mRNA 


NM 006352 


Homo sapiens zmc finger protem 238 {ZNrzio), mKJN A 


NM 006082 


Homo sapiens tubulin, alpha, ubiquitous (K-ALPHA-1), mRNA 


NM_005084 


Homo sapiens phosphohpase A2, group VU (platelet-activating tactor 
acetylhydrolase, plasma) (PLA2G7), iriRNA 


NM 004999 


Homo sapiens myosin VI (MY06), mRNA 


NM 004937 


Homo sapiens cystinosis, nephropathic (CTNS), mRNA 


NM_004212 


Homo sapiens solute earner family 28 (sodium-coupled nucieosiae transporcer;, 
member 2 (SLC28A2), mRNA 


NM_004555 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 3 (NFATC3), mRNA 


NM_004554 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcmeurin- 
dependent 4 (NFATC4), mRNA 


NM_000695 


Homo sapiens aldehyde dehydrogenase 3 family, member B2 (ALDH3B2), 
mRNA 


NM_000373 


Homo sapiens uridine monophosphate synthetase (orotate phosphoribosyl 
transferase and orotidme-5*-decarboxylase) (UMPS), mRNA 


NM_003332 


Homo sapiens TYRO protein tyrosine kinase binding protein (TYROBP), 
mRNA 


NM 000367 


Homo sapiens thiopurine S-methyltransferase (TPMT), mRNA 


NM_001250 


Homo sapiens tumor necrosis factor receptor superfamily, member 5 
(TNFRSF5), mRNA 


NM_002880 


Homo sapiens v-raf-1 murine leukemia viral oncogene homolog 1 (RAFl), 
mRNA 


NM_003978 


Homo sapiens proline-serine-threonine phosphatase interacting protein 1 
(PSTPEPl), mRNA 


NM 003627 


Homo sapiens prostate cancer overexpressed gene 1 (FU V l j, hikjna 


NM_002557 


Homo sapiens oviductal glycoprotein 1, 120kD (mucin 9, oviauctinj (^uvur ij, 
mRNA 


NM_002541 


Homo sapiens oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) 
(OGDH), mRNA 


NM 000406 


Homo sapiens gonadotropm-releasmg hormone receptor {OMKHK}, hiktm a 


NM 001979 


Homo sapiens epoxide hydrolase 2, cytoplasmic (iiFHAzj, mKJNA 


NM 001761 


Homo sapiens cyclm F (CCNF), mRNA 


NM_001190 


Homo sapiens branched chain aminotransferase 2, mitochondrial (BCAT2), 

XIXIVLN/^ 


NM 000485 


Homo sapiens adenine phosphoribosyltransf erase (APRT), mRNA 


NM 033514 


Homo sapiens pinch-2 (LOC96626), mRNA 


NM 033495 


Homo sapiens BaAA1309 protein (KIAA1309), mRNA 


NM_022436 


Homo sapiens ATP-binding cassette, sub-family G (WHITE), member 5 (sterolm 
1) (ABCG5), mRNA 
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INiYl \Jl\jDJD 


Mnmn <?aniens serine/aroinine renetitive matrix 2 f SRRM2V itiRNA. 


MM 019419 


Hnmo ^aniens histone H2A F/Z variant fH^AV), inRNA 


NM 001 Ml 
xsiyx yjyj i oy / 


Mnmn «;ar>iens chondroitiTi sulfate nroteofflvcan 4 ^melanoma-associated') 

XXVJiXiV/ OCIIJX%»>XXO V/XXVFXXUX V/ILIXX OLXIXAL^ X/X V/tV/vftXjf wt*** • y^*A*wic*Aivxiifc* W&u-i>x/v«y 

CCSPG4) niRNA 


NM 031420 


Homo sapiens mitochondrial ribosomal protein L9 (MRPL9)j mRNA 


NM 020393 


Homo sapiens hypothetical protein SBBI67 (LOC571 15), mRNA 


NM 015956 


Homo sapiens mitochondrial ribosomal protein L4 (MRPL4), mRNA 


NM 004537 


Homo saniens nucleosome assemblv nrotein 1-like 1 CNAPILI^ mRNA 


NM 033504 


Homo saniens CAC-1 fCAC-H mRNA 


NM 033503 


Homo sapiens Bcl-2 modifying factor (BMF), niRNA 




TTnmn «;5»r»i>n<5 rVipmnVinp (OJX^C motifs liVand 16 (CXC1 16^ mRNA 




T-TAmn Qpnipnc pfiQpi'n lonaQP 1 pamTn?) 1 /'("^SiNTC 1 CtI ^ mRN^A 

XXVJlllU oCL^l^iiO ^aotlil IviildoC' Xj ^CLliilXlCl X \^V-<'t_7i^XV. X VJ X ^5 111J.VJ.>/^ 


NM OIQOOQ 


Mnmn cnr^ipnc T'r^ll-irvfprjiPtina nrntpin rTOT T fP^ mRNA 
xxvjiinj ocLjJidio JL\JiLmixnciK/\.iii^ i^iuit'iii X vyj-rX-rfXx xxxxvj.^-ri. 


NM 018058 


Homo ^anipriQ cartilapp acidic nrotein 1 ('ClRXACl^ mRNA 

XXV7XXX\-r OCl|,/XwXXo ^£tX LXXCXgV' CXwIU'XV ^XVLWXXX X y^V-'XV i J. IXULy^^jn, 


NM 017443 


Homo ^anipn<; nnlvmera<;e (DNA directed^ ensilon 3 (xyll siibunit^ rPOLE3\ 
mRNA 


NM 007359 


Hnmft QflriieriQ A/fT NSl nrntpin TMT.NSl^ mRNA 

XXvXXXW OCl^.'XW'XXO XVXX^X^kk' X I^Xv'L^XXX ^XVXX^X^../ X J J XlXLVX^xv 


NM 030956 


Homo sapiens toll-like receptor 10 (TLRIO), mRNA 






NM 020652 


Homo sapiens zinc finger protein 286 (ZNF286), mRNA 




Jtiomo sapiens euKaryoxic iransiaxion iniiiaiion lacior zjd, suDunii j ^gduuud, 
58kD) (EIF2B3), mRNA 


IN 1VI_U 1 J J Z 


xiomo sapiens nuciear lacior oi Kappa iigni poiypepuae gene ennanccr in o-i/ciib 
inhibitor-like 2 (NFKBIL2), mRNA 


XNlVl_UU-5 /^U 


xiomo sapiens poiassiuni cnannci, suuiamiiy jv., nicmuer d ^ixtloiv-x^ ^jvv.^injvj^, 
mRNA 




jtiomo sapiens poiassium inwaraiy-recxiiymg cnannei, suoiamiiy jv, mcmDcr h- 
(KCNK4), transcript variant 3, mRNA 


iNiVl__U J JO 1 U 


xiomo sapiens poLassium mwaruiy-rcciirymg cnomjcx, suoiamiiy js., mcmucr *+ 
(KCNK4), transcript variant 2, mRNA 


IN JVl_U 1 OO 1 1 


riomo sapiens potassium inwaraiy-reciirymg cnannei, suDiamiiy js., mcraocr h 
(KCNK4), transcript variant 1, mRNA 


IN iVl_U DDD OU 


xxomo sapiens v-is.i-rasz is.irsien rai sarcoma virai oncogene nomoiog 
(KRAS2), transcript variant a, mRNA 


lNiVl__UU^yoD 


Xiomo sapiens v-ivi-rasz rv.irsien lai sarcoma virai oncogene nomoiog 
(KRAS2), transcript variant b, mRNA 


INiVl UZZhM-Z 


xxom.L> diipiciib uiji^uiLin*'W/Oixj ugciiiiig ciiZryiixc vcuicuii i yyjx^i^i^y xj^ ij.aiji9^ii|^L 
variant 3 mR'^A 

VaXlClilL XXXXVX^X^ 




T-Tr^mo Qnrtipnc nV>imiitin-./^r»"niiiO"atino" PTTTvmp T^9 variant 1 C\ I KP9 Vl ^ tranQcrint 
xxUllitj on^lC'ilo uulLJiXltJJ.i L'lJlilu^^uii^ diz*jrxxx& ±^jj vcxxxaiii x y^wj^x^^ v xy, lxciiiovxx|ji. 

variant 1 mT^NA 

VaXXOXXL Xg XXXXN_L^.x^ 


NM 001340 


TTnmn c;anien«; uhiniiitin-cnniiicrfltinff enTvme E9 variant 1 rLrBE2Vl^ transcriot 

xXv/iixv^ od^i^xio iXL^iULXXLllx wvixju^ciLXXX^ V'XX£<jrxxxw .i^i > vuxxcuii. x y^wxjj t£m V xy, U. u-XXOV/XX^i. 

variant 2 mRNA 


NM 003546 


Homo saniens H4 histone "familv member K fH4FK^ mRNA 

XXV/XXXV/ 0U>|>yXV'XXi9 JLX^^ XXXOLV/XXw XCXXXXXX jr J XXXWXAXVWX ^ ■ ^ ^^^y AAAA^-L 'IX Ik 


NM 003541 


Homo saniens H4 hi<;tone familv member D fH4FDV mRNA 


NM 003536 


Homo saniens H3 histone familv member K fH3FK\ mRNA 


NM 003535 


Homo saniens H3 histone familv member J fH3FX). mRNA 


NM 003533 


Homo sapiens H3 histone family, member F (H3FF), mRNA 


NM 003521 


Homo sapiens H2B histone family, member E (H2BFE), mRNA 


NM 003520 


Homo sapiens H2B histone family, member D (H2BFD), mRNA 


NM 003519 


Homo sapiens H2B histone family, member C (H2BFC), mRNA 


NM 003514 


Homo sapiens H2A histone family, member N (H2AFN), mRNA 


NM 003511 


Homo sapiens H2A histone family, member I (H2AFI), mRNA 
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NM 005322 I 
NM 021066 1 


iomo sapiens HI histone fanulv, member 3 (.iiira;, mKJN/\^ ^ . 

-lomo sapiens H2A histone family, member E (H2Ai'li), mRNA 


NM 003510 1 
NM 003509 ] 
NM_033358 1 


aomo sapiens H2A histone family, memoer jj \^m/\ru), inm>.ft. _ _ 

Homo sapiens H2A histone family, member C (H2AFC), mRNA 

Homo sapiens caspase 8, apoptosis-related cysteine protease [K.i\^roj, umio^nH 
yrariant E, mRNA .^.^^ox Z ^T" 


NM_033357 


Homo sapiens caspase 8, apoptosis-relatea cysieme proieasc yy^^oroj^ ixoiw^^ryv 
variant D, mRNA 


NM_033356 


Homo sapiens caspase 8, apoptosis-related cysteine protease (^L.AbrB;, nranbuript 
variant C, mRNA . , r-^ 


NM_033355 


Homo sapiens caspase 8, apoptosis-related cysteme protease (CAbi:-©;, udiibuiipt 
variant B, mRNA ■ 


NM_00122S 


Homo sapiens caspase 8, apoptosis-reiatea cysteine proieasc y\^xws:ojy wcw« 
variant A, mRNA . . i-r^ 


NM_033340 


Homo sapiens caspase 7, apoptosis-related cysteme proieabc v.v-^or /j, ticino^xx^.. 
variant beta, mRNA 


NM_033339 


Homo sapiens caspase 7, apoptosis-related cysteme protease (CASP7), transcript 
variant gamma, mRNA . . — — — — 


NM_033338 


Homo sapiens caspase 7, apoptosis-related cysteine protease tCAbi- / transcript 
variant delta, mRNA 


NM_001227 

NM 001005 
NM 006013 
NM 013368 


Homo sapiens caspase 7, apoptosis-related cysteine protease (CASP7), transcript 

variant alpha, mRNA 

Homo sapiens ribosomal protein S3 (RPS3), mRNA ^ 

Homo sapiens ribosomal protein LIO (RPLlOl mRNA 

Homo sapiens RPA-binding trans-activator (RBTn, mRNA 


NM 002286 
NM 005546 
NM 005538 
NM_033257 


Homo sapiens lymphocyte-activation gene 3 (LAG3\ mRNA 

Homo sapiens IL2-inducible T-cell kinase (ITK), mRNA 
Homo sapiens inhibin, beta C (INHBC), mRNA 

Homo sapiens DiGeorge syndrome cntical region gene 6 like (DCjCK6L), 
mRNA 


NM_001629 

NM 000024 
NM 000683 
NM 000682 


Homo sapiens D-amino-acid oxidase (DAO), mRNA 

Homo sapiens arachidonate 5-lipoxygenase-activating protem (ALOX5 AF), 

mKNA — 

Homo sapiens adrenergic, beta-2-, receptor, surface ( ADKli2), mRNA 
Homo sapiens adrenergic, alpha-2C-, receptor (ADRA2C), mRNA 
Homo sapiens adrenergic, alpha-2B-, receptor (ADRA2B), mRNA 

— ' J OA -..iai-ko-rtf rvT- ^ A T^P A 9 A ^ mRNA 


NM 000681 
NM 006179 
NM 033277 
NM 022128 
NM_004823 


Homo sapiens adrenergic, alpha-2A-, receptor (^aukaza;, misaN/^ 

Homo sapiens neurotrophin 5 (neurotrophm 4/5) (NTF5), mRNA 

Homo sapiens lacritin (LACRT), mRNA 

Homo sapiens ribokinase (RBSK), mRNA ^ 

Homo sapiens potassium channel, subfamily K, member o wus^ ijsj^l\js.^Jj 

■mPlNj A 


NM_002246 


Homo sapiens potassium channel, subfanuly K, member 3 a:>js. i) {^x^v^i^r^Dj, 
mRNA 


NM_032405 


Homo sapiens transmembrane protease, senne i (imri^i>i>i), nranscnpx vanam 
D, mRNA — 




Homn .saniens transmembrane protease, serine 3 (TMPRSS3), transcript vanant 
C.mRNA 


NM_032401 


Homo sapiens transmembrane protease, serine 3 (TMPRSS3), transcript vanant 
B. mRNA 


NM_024022 


Homo sapiens transmembrane protease, serine 3 (TMPRSSS). transcnpt vanant 
A, mRNA J 



352 



BNSDOCID- <WO ^03074654A2_I_> 



wo 03/074654 



PCT/US03/05028 



NM 016234 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 5 (FACL5), mRNA 


iNJVl_UUOoo3 


XlOinO Sa.piCIlo oliori bldlurc nuiIlCiJl,/UA \ijLx\j.^j^ uaiioW'il[yl. vaiiaixt 

mRNA 




JtlOmO SaXJlCIlo ollUrt ouILUXC llUiliCvJUUA. ^OXX\-/-/v.^j u.aiiowJ.i|JL vcLiiaiiL kjxxv^./^ci} 


MM nn^vil7fi 


TTomo <;anien<; ATP svnthase H+ tranSDOrtinff mitOcllOlldriQl FO COIITDlex. 
subunit g (ATP5L), mRNA 


iNlVX \J\J\jDJf\J 


Wrkmn cn-nifriQ ATP QvnthaQP T-r+ tran^snortino' TnitocVionflTial FO comolcx^ 


INIYI. xJ^HkjQD 


Wr\mn c5»-nipnQ "hA/nntViptirnl nrntein FT T9979Q CPl 122799'^ mRNA 


NM 033468 


Homo sapiens zinc finger protein 257 (ZNF257)5 mRNA 


MM Ci'XIA^'X 
XN1Vl__U jjHDj 


TTrkmrk csmi^nc -inrkcin^ trinVincnVisil'PCR ^niK^lpoQinp iTinVinQnliatP T>VTO'nVirmri1ia.ta.S6 1 
xxUnMJ bapiCIlo ITlUolIlC LiipXlUapilaLcloC ^IlLiv/ldJoXUC Lil|^llV^d^xIclLw jjjriv/^iiuo|-rx 10.1.0.0 

HTPA"^ mRNA 

^x X X -tvy, AiixviN.r^ 


MM 0*^9 1d4 


TTnmn <?anipn<? P AT-i6P memher R AS nncoffene familv rRAB6C^ mRNA 




Homo saniens R member RAS oncoeene familv fRABSSBV mRNA 


NM 099S70 


TTomo QanipriQ ("^-tvnp rpalriiim Hpuprirlpnt carhoHvrlrate-Tecoffriition domain) 
lectin, superfamily member 12 (CLECSF12), mRNA 


NM 09989^ 


HoTYin Qa'nipTiQ norpiminp rN/Tfr^^l^ mRN^A 


NM 022449 


Homo sapiens RAB17, member RAS oncogene family (RAB17), mRNA 


MTV/T ni/^'^99 
iNlVl U i DO 


H/\TYin cciT*if»nc T? AT^I A mpmKf>r A ^ r^npocTPTip familv ^R AT^14'^ mRNTA 


NM 006331 


Homo sapiens C2f protein (C2F), mRNA 


JNJVl_UU /UOO 


JnLonio sapiens proxem Kinase ^^cAivj-r-aepenuenL, catalytic^ inniDiiur gdnuxia 
(PKIG). mRNA 


rNiYi__uuz / o z 


xiomo sapiens protein Kinase, c/\iYLr-aepenucnXj caxaiyLic, gaimud. \x: iss\jr\s^\j 

mPNA 


>JM nn^n^^ 


xxOmU aopiCIlo rCwCpii>r''£loai/V,'x<al.CCI pivJlv/ixi UX ILIC ojrllo^oCj *tjaJ-/ ^xvrvL ox^^j 

fi*aTicr»TiT4t' VQTiaTif 1 TnT^NTA * 
ualioL^Iipi valloilL ij n.ixvJ.>^ 


NM n'^9fi4S 


TTfvmo cariiPTiQ rppp"ntor-aQQOPiatpfl nrntPin of tTiP ^ivnan^e A'^lcT) fRARSN^ 
iran^ptHnt variant 9 mRNA 




TTomo cianiens cTiorea acanthocvtosis rCHAC^ transcrint variant A mRNA 

xxviiiiw dd^i^ixo V/Xxv/XwCx avcuiuiV7>/jr iwoxo y\^jL.xjr»~K^ jy u cxxxoki/x x^i. vcxixcxxxir * »-j x*j-i.^-t^^ »■ 


NM 01 SI 


TTomo QaniPTiQ rVior^^a apantViop.vto<sis; (C^^A.CV\ transcririt variant B mRNA 

XXCllXV/ OCX|_fl^XXO wXXV/X^O CLwfclULlUJwjr IwOlO ^V>XX.iV>w^_/5 IXOllOWXX^b VAXlCXAlt^ XXXAVJ-^i^ 


NM 004624 


Homo sapiens vasoactive intestinal peptide receptor 1 (VIPRl), mRNA 




T-T r\Tnr» car^ipnc Trpratin flccopiafprl "orofpin 1 1 ^TCRTAPI 1^ n^RN^A 


NM 015696 


Homo sapiens weakly similar to glutathione peroxidase 2 (CL683), mRNA 


INiVi yjD 1 oo3 




NM 030966 


Homo sapiens keratin associated protein 1.3 (KRTAP1.3), inRNA 




xxomo sapiens xiiioix ^nucicosiuc uipxivJo^iiciLc iinivcij. rrwjiciy -/\.^"iypc iiii^ixx \j 
rMTTDTfi^ mRMA 

\_/X-/ X \J^, lliXviNxA. 


NM m'^'^17 


T-Tr\mn ca'niPriQ Inner tvnp-T ppII mpmViTanP-aQQOpiatpH tylvponrofpin TTl A— 2^ 
xiOiXxU oopicxxo Xixxx^ iypc~x ^cix xxxcxxxuxdiiti aoa^JL'Xaidj. ^vy\^\j^L\j\.\^ii.i \ jl x-ta. 

transcript variant 1, mRNA 


MM nn/=^A7zL 


T-Trkr«rv cor^iiaTio lii-nrr f^m^-T •m^TnTM"an^— aQQOPiafpH orlvprkTiTr^+Ain iTI A— 9 i 
jrxuxinj oapxciio XLXxig iypc~i L/CXi ixicxixui £ixxw~a.aov/L/X<itcu. giyoupxuicxxx ^x x^^ 

transcript variant 2, mRNA 


NM nn^97S 


TTomn car*itf*nc cnlipincr "fartr^r nroiTimp/QPTinp-ripVi ^RT^RSfi^ nriRNA 

XX\JXXlv7 dd^XCXXo opXXL/XXXg XdvtvX^ Cll gXXXXXXW o&l IXX^'X XL^XX \J iy^iD\J Jy XIXX>JL^^^ 


NM 016041 


Homo sapiens CGMOl protein (F-LAN-1), mRNA 


INiVl UU 1 zfJ^ 


T-Tri-mr^ co-r\i^-r»e rl-i or•r^-i^^^■r\ /-^nmciin tf^PPTiItm* "PnTYlllv m**mT\f»-r 1 / 1 iT^l? 1 ^ "fr'aTIQPTmt 

xxuxiio odpiciib o.ibUOiu.in QOiTiaiix xcv.'Cpi.v.Jx xaxixixy, xxxcxixucx X yLjjLjs^Ljy LXdxxowi}-'!- 
variant 2, mRNA 


MM 013994 


Homo sapiens discoidin domain receptor family, member 1 (DDRl), transcript 
variant 3, mRNA 


NM_013993 


Homo sapiens discoidin domain receptor family, member 1 (DDRl), transcript 
variant 1, mRNA 


NM_022117 


Homo sapiens cutaneous T-cell lymphoma-associated tumor antigen se20-4; 
differentially expressed nucleolar TGF-betal target protein (DENTT) (SE20-4), 
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n 

NM 003048 I 
( 

MA/r 001Q71 ] 
NM 033412 I 


lomo sapiens solute carrier family 9 (sodiumAiydrogen excnangerj, isoioim 2 

SLC9A2), mRNA 

^Tnmr. sapiens elastasc 1 , pancreatic fELAl), niRNA_ 

^omo saLns hypothetical .rotei^:ihriii7^G7943 (MGC14836), nJlNA 


NM 033420 1 
NM 033408 1 
NM_014395 1 


^ c.p^.n. hvpnthetical protein MGC4022 (R32184 3).inKNA 

Homo sapiens hypothetical protein MBC3205 (MBC3205), nlK^^A _ 

Homo sapiens dual adaptor of phosphotyrosme and i-phospnomositides 
fDAPPl), mRNA 


NM 003918 
NM 001502 
NM 006362 
NM 033155 
NM 033154 


Homo sapiens plvcopemn 2 (GYG2). mRNA _ ^^^t^ 

Homo sapiens glvcoorotein 2 (zymogen granule membrane) (.or^j.mRNA 

Wnrr^n sapiens nuclcar RNA export factor 1 (NXFl), mRNA 

Homo sapiens nud-r RNA export factor 5 (NXF5), transcript yanant d, mi^^ A 

« "'^^lea^ RNA export factor 5 (NXF5), transcnpt yanani % mki>l^ 

Hn^o sapiens nuclear RNA export factor 5 (NXF5), transcnpt yanam^,mRNA 


INiVl V J J i *^ J 

NM 033152 
NM 032946 
NM 022052 
NM_021808 


TTnn.o sapiens nuclear RNA export factor 5 (NXF5), transcnpt yanant 2, mRNA 
Homo sapiens nuclear RNA export factor 5 (NXF5), transcnpt yanant 1, mRNA 

Homo sapiens nuclear RNA export factor 3 (NXP3), mRNA _ 

Homo sapiens UDP-N-acetyl-alpha-D-galactosanune:polypeptiae jn- 
,r..iYlpalactosaminyltransferase 9 fGalNAc-T9) (GALNT9), mRNA 


NM 017840 
NM_017417 

NM 004261 


Hn,T,n sapiens mitochondrial ribosomal protein L16 (MRFLIO), mKixA 
Homo sapiens UDP-N-acetyl-alpha-D-galactosanime:polypepttae is- 

«r..tv1pa1actosaminyltransferase 8 (GalNAc-T8) (GALNT8). mRNA . 

Homo sapiens 15 kDa selenoprotem (SEP15), mRNA _ _ 


NM 021998 
NM_004570 


Homo sapiens zinc finger protein 6 (CMPXl) (ZNF6), mRNA 

Homo sapiens phosphomositide-3 -kinase, class 2, gamma poiypepiiae 

(PIK3C2G), mRNA 1" i^^e o K^ta nnlvnentide fPIK3C2B\ 


NM_002646 


Homo sapiens phosphomositide-3 -kinase, class 2, beta polypeptide {^i xx^j^^iJ^h 
mRNA i 


NM_004598 


Homo sapiens sparc/osteonectm, cwcv and kazai-iiKe aomams proicogiyuoii 
(testican) (SPOCK^, mRNA 


NM_033135 


Homo sapiens spinal cord-denved growth lactor-B (bCU(jri:«-l5;, nranscnpi 
variant 2, mRNA ^- 


INiVX \Jx,J^v/0 


Homo sapiens spinal cord-derived growth factor-B CSUUUt^-i^;, transcnpt 
yanant 1 , mRNA 


NM_033346 


' Homo sapiens bone morphogenetic protein receptor, type u ^serme/threonme 
kinase'* fBMPR2"), transcript yanant 2. mRNA _ 


NM_001204 


" Homo sapiens bone morphogenetic protein receptor, type E (senne/lhreonme 
kinase) (BMPR2), transcnpt yanant 1. mRNA 


NM 003933 
NM_005467 


Homo sapiens B All -associated protem 3 (BAIAF3). mKJNA 

Homo sapiens N-acetylated alpha-linked acidic dipeptnUbc 2 (i^AAi.J\XJ^), 


In jvi__uu J y 44 


Homo sapiens antigen identified by monoclonal antibody MRC OX-2.0VIOX2), 
jj^j^2^^ 


NM:_002245 


Homo sapiens potassium channel, subfamily K, member 1 (TWIK-1) (KCNKl), 
mRNA — 


NM_00DZ4 / 


Homo sapiens fibroblast growth factor 3 (munne mammary tumor yirus 
integration site (y-int-2) oncoeene homolog) (FGF3), mRNA , 


NM 002006 
NM_000647 

NM 032047 


- flnmn s?r^""« fibroblast growth factor 2 (basic) (FGF2), mRNA 

Homo sapiens chemokine (C-C motif) receptor 2 (CCR2), transcnpt yanant A, 

mRNA — : — :: 

Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetyigiucosaminyliransi«asc 
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5 (B3GNT5), mRNA 




TTrtTinrk catiiAnc T 1 1 lT5_n'lr*Xr A 0'l**p»i"cin-eil V^^tii — 1 3— T^_5*r»#»t^/ltrliir»r*es>rviiTiAr1'lT^TiQ'fi^i*ae^ 
XX<J1X1V/ aapiCllo VJJ^JT 'VjlW'lNx^.Vi'. QClavJctl UClCl~i ,0~XN~<lwCLyigiUL/UodiIlliJjrltra.IlolCIa.oC 

3 (B3GNT3), mRNA 


NM 015904 




NM 005326 


Homo sapiens hydroxyacyl glutathione hydrolase (HAGH), mKNA 


NA/f 01*^445 


XXVlllUJ oapidlb ^lUlalIId.LC LlCwa.rDUA.yiaoC 1 ^Ulalll, \J t iSAJJ ^\jA1--'1 IXclXloUripi 

variant GAD25, mRNA 


lNiVl_U I/O 


numu bapicnb vju-r-vjai.DeLavjiciN/\c Deia ijO-gaiaciosyiiTansicrase, poiypeptiue 
5 (B3GALT5), transcript variant 5, mRNA 




nomo ixipicus uL>/x^-vjai.DcLdvjiciN/TLC ucia ijO-gaiaciosyiiransxerase, poiypcpuue 
5 (B3GALT5), transcript variant 4, mRNA 


Tvnv/r 

I^IIVX^V JO 1/1 


nonio oapiens iji^x^-vjrai.DctavjiciN/vc Dcia i,o~gaiaciosyiiiansierase, poiypcpu.Qc 
5 (B3GALT5), transcript variant 3, mRNA 


iNiVJ. yjjD 1 / u 


xiomu bapiens ui-/jr-^jrai.DciavjiCiN/vc ocia i,o-gaiaciosyiiransierasc, poiypepiiQe 
5 (B3GALT5), transcript variant 2, mRNA 




jionio bdpicns uj_>'j:^-oai.DeiaoicrN/\c Dcxa i jO-gaiaciosyiiransierase, poiypepuue 
3 (B3GALT3), transcript variant 4, mRNA 


iNlVl_Uoo 1 Oo 


Homo sapiens UDP-GahbetaGlcNAc beta l,3-galactosyltransferase5 polypeptide 

3 (B3GALT3), transcript variant 3, mRNA 


xnvA fv^ 'X 1 

lNiYl__U J J 1 0 / 


Homo sapiens UDP-GalrbetaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 2, mRNA 


XNiVl_UUO / O i 


Homo sapiens UI)P-Gal:betaGlcNAc beta l53-galactosyltransferase, polypeptide 
3 (B3GALT3), transcript variant 1, mRNA 


lNlVl___UUO / oZ 


riomo sapiens ujJr'-'vrai.DetavjicJNAc Deta ijO-gaiactosyitransierase, polypeptide 
4 (B3GALT4), mRNA 


lNiVl__UUO / oo 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 
2 (B3GALT2), mRNA 


INlYl^UU^OO i 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 
e receptor (LRP8), transcript variant 1, mRNA 


IN iVi_U O O O UU 


Homo sapiens low density lipoprotein receptor-related protein 8, apolipoprotein 

e recepior v.i-'i\Jro j, iran script van am z, rniviN/\ 




xiomo sapiens low acnsiiy iipoproiem recepior-reiaiea proiem o, apolipoprotein 
c icL'CpLur \^i-fi\jro^, iidiiaC/iipL vdriciriL o, irixviN/^ 




T-Tr^TYir* Q5i'r*i**'nc caHiiitti ViiofifV^rtt^af^ fT*5»ncT\rtT+<»i* A. /Xi uti^/l^ -fro-rt 0/^-1-11^+ t/ofionf- V* 
-TX^JlllvJ odpiwllD oUUlUiix Uiv/alUL/llalC LI dllopvix ICl *+ ^INJOV^^J, ITdXlbOripL VctXlam 

mRNA 




xlOMHJ oaplCiio y^avCKJlHi J \\^rV \ D)y LI alloOi ipL VdliaXll 1^ 111ISJ.N/A. 


NM 001234 


Homo sapiens caveolin 3 (CAV3), transcript variant 2, mRNA 


NM 001933 


juLomo sapiens caveoim z v^v-^/v " -^/j rnxviN/v 


NM 001753 


Homo sapiens caveolin 1, caveolae protein, 22kD (CAVl), mRNA 


1N1V1_U jOZI^ 1 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 2, 
mRNA 


IN iVl_UO O Z 


Homo sapiens midline 1 (Opitz/BBB syndrome) (MIDI), transcript variant 3, 
mRNA 


XNIVI yjDjZ. / *+ 


Homo sapiens a disintegnn and metalloproteinase domain 1 9 (meltrin beta) 
(ADAM19), transcript variant 2, mRNA 


l>i IVl WZ O U O o 


Homo sapiens a disintegrin and metalloproteinase domain 19 (meltrin beta) 
rAX)AlS/I19^ transcrint variant 1 mRNA 


NM_033308 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 7 
(ABCA7), transcript variant 2, mRNA 


NM_019112 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 7 
(ABCA7), transcript variant 1, mRNA 


NM 002609 


Homo sapiens platelet-derived growth factor receptor, beta polypeptide 
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(PDGFRB), mRNA 


1SIM_006206 


Homo sapiens platelet-derived growth factor receptor, alpha polypeptide 
(PDGFRA), mKNA 


NM_033016 


Homo sapiens platelet-derived growth factor beta polypeptide (simian sarcoma 
Viral (v-sis) oncogene nomolog) (rDCirrJ), transcnpt variant z, mKJNA 


NM 000678 


Homo sapiens adrenergic, alpna-lD-, receptor (ajjkaijj), mKJNA 


NM 000679 


Homo sapiens adrenergic, alpna-lii-, receptor v/vjjKAii3;, mKiNA 


NM 002675 


Homo sapiens promyelocytic leukemia (rMLj, transcnpt variant o, miUNA 


NM 033250 


Homo sapiens promyelocytic leukemia (rML), transcnpt variant 1 1, niKJNA 


NM 033249 


Homo sapiens promyelocytic leukemia (rivLL), transcnpt vanant lu, itlkjm/v 


NM 033247 


Homo sapiens promyelocytic leukemia (PML), transcript variant 8, mRNA 


NM 033246 


Homo sapiens promyelocytic leukemia (FMi^), transcnpt vanant /, mKJNA 


NM 033245 


Homo sapiens promyelocytic leukemia (rJVLL/), transcnpt vanant iz, mtuN/v 


NM 033244 


Homo sapiens promyelocytic leukemia (PML), transcript variant 5, mRNA 


NM 033242 


Homo sapiens promyelocytic leukemia (PML), transcnpt vanant j, mKJNA 


NM 033240 


Homo sapiens promyelocytic leukemia (PML), transcript variant 2, mRNA 


NM 033239 


Homo sapiens promyelocytic leukemia (PML), transcript variant 9, mRNA 


NM 033238 


Homo sapiens promyelocytic leukemia (PML), transcript variant 1, mRNA 


NM_033304 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRAl A), transcnpt vanant 4, 
mRNA 


NM_033303 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRAIA), transcript variant 2, 
mRNA 


NM_033302 


Homo sapiens adrenergic, alpha-1 A-, receptor (ADRAIA), transcript variant 3, 
mRNA 


NM 033279 


Homo sapiens ring finger protein 22 (RNF22), transcript variant gamma, mRNA 


NM 033278 


Homo sapiens ring finger protein 22 (RNF22), transcript variant beta, mRNA 


NM 000737 


Homo sapiens chorionic gonadotropin, beta polypeptide (CGB), mRNA 


NM_033295 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASPl), transcript variant epsilon, mRNA, 


NM_033294 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASPl), transcript variant delta, mRNA 


NM_033293 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASPl), transcript variant gamma, mRNA 


NM_033292 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase) (CASPl), transcript variant alpha, mRNA 


NM_001223 


Homo sapiens caspase 1, apoptosis-related cysteine protease (interleukin 1, beta, 
convertase^ (CASPl transcript vanant beta, mRNA 


NM 006771 


Homo sapiens keratin, hair, acidic, 8 (KRTHA8), mRNA 


NM 002280 


Homo sapiens keratm, hair, acidic, 5 (KRTHA5), mRNA 


NM_000526 


Homo sapiens keratin 14 (epidermolysis bullosa simplex, Dowling-Meara, 
Koebner) (KRT14), mRNA 


NM 033301 


Homo sapiens ribosomal protein L8 (RPL8), transcript variant 2, mRNA 


NM 000973 


Homo sapiens nbosomal protein L8 (RPL8), transcnpt vanant 1, mRNA 


NM 000661 


Homo sapiens nbosomal protem L9 (RPL9), mRNA 


NM 007104 


Homo sapiens ribosomal protein LlOa (RPLIOA), mRNA 


NM 033255 


Homo sapiens epithelial stromal mteraction 1 (breast) (EPSTIl), mRNA 


NM_021 196 


xlomo sapiens sociium DicarDonate uansporter h yLSDK^jy iranscnpx vandui a, 
mRNA 


NM 032241 


Homo sapiens ribosomal protein LIO (RPLIO), mRNA 


NM_030955 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 12 (ADAMTS12), mRNA 


NM 030765 


Homo sapiens UDP-GlcNAc:betaGal beta-l,3-N-acetylglucosaininyltransferase 
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4 fB3GNT4') mRNA 


NM 014670 


Homo sapiens basic leucine-zipper protein BZAP45 (BZAP45), mRNA 


■KTlVf 01 ^^7Q 

J.^ IV J. V/ 1 J J 1 ^ 


TToTno saniens dinentidvlnentidase 7 rDPP7'i mRNA 


NM 006458 


Homo sapiens ring finger protein 22 fRNF22), transcript variant alpha, mRNA 


INIVI \}\J\J\J<J 1 


TTnmn Qanien<; T TDP-Oal 'Hptarrlr.MAr heta-l 3 -ffalactowl transferase oolvDeotide 
5 (B3GALT5), transcript variant 1, mRNA 


IN lVl__UUUOH o 


TTrtmrk ca"nif»nc rVtf»Tnrfclrinp (C^~C^ mrktif^ rpfipntnr 9 (C^C^^T\ tran^CTiTit variant B 

mRNA 


JLNIVJ. \J\3\jDQ\. 


Wnmn ^anien^ midline 1 ^^OnitT/RT^R wndrome^ rMTDl^ transcrint variant 1 
mRMA 


NM_002645 


Homo sapiens phosphoinositide-3 -kinase, class 2, alpha polypeptide (PIK3C2A), 
mRNA 


NM 00260S 


TTnmo saniens nlatelet-derived erowth factor beta oolvnentide Tsimian sarcoma 
viral (v-sis) oncogene homolog) (PDGFB), transcript variant 1, mRNA 


NM 001134 


Homo saniens alnha-fetoorotein f AFPV mRNA 


NM 000680 


Homo saniens adrenereic alnha-lA-. recentor f ADRA1A\ transcript variant 1, 

mRNA 


NM 023929 


Homo sapiens zinc finger protein RJNZF (RINZF), mRNA 


NM 020353 


Homo saniens nhosnholinid scramblase 4 rPLSCR4^ mRNA 


NM 020359 


Homo sapiens phospholipid scramblase 2 (PLSCR2), mRNA 






NM 004998 


Homo sapiens myosin IE (MYOIE), mRNA 


iNiVi__U J 0Z<^0 


Jciomo sapiens /vix -omamg casoeiic, buu-id.iiiiiy ^v^r* i ix/ivirsj. nicxiiucr iz, 
(ABCC12), mRNA 


IN 1VI_U^ Z i U 3 


JTlOrnt) oapiCnb prOLClIl pilOopild.Ld.DC l, IC^ULcLlKJiy yUlLUULLKJl J aUULUill L^±J 

(PPP1R12B), transcript variant 2, mRNA 




TJrv-rvir\ eoT^-i^r^o ■r%-rrkt«ai-n r^lnr*CT*\li«s1"QC** 1 Te^owlckirMrxr {^r\]r\W\^ff\r\ cnV^iiTiit 1 9'R 

jnornt) sdpiciio pruiciii pnuopxidtaoc i, Lc^\j.ia.i\ji y ^iiiiiiuiiui j ouuliiul i jj 
/pppi "D 1 0*rS trpinQprint variant 4 mRMA 




T-TfAmri cnrvipriQ T^mtf=*in nViocinViatacf* 1 rPonlatoTA/ ^inhihitor^ snhiinit 1 

(PPP1R12B), transcript variant 3, mRNA 


MM 00C>4S1 


TTrimn Qanif^n*: nrotpin nhn^nhatasp 1 rpcnilatnTV ^inhibitnr'^ subunit 1 21^ 
rPPPlR12B'i transcrint variant 1 mRNA 


NM 004689 


Homo sapiens metastasis associated 1 (MTAl), mRNA 


NM OOfiOOS 

±>J.VX \J\J\J\J\J,J 


Homo saniens ^Vol'fTam svn drome 1 fwolframin^ rWT^Sl^ mRNA 

XXv/xXXV/ OdLJXwXXO TT V/AXXUIXI OVXxVIl^^XJXw X \ WV/lXxUXXXXXXy ▼ T X Ih.^ X yi) AXXX>^ X 


NM 015722 


Homo saniens calcvon* Dl donamine receotor-interactinff nrotein ALCYONE. 
mRNA 


NM 004184 


Homo saniens trvntonhanvl-tRNA svnthetase fWARSV mRNA 


NM_014228 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, L-proline), 
member 7 fSLC6A7'i mRNA 

liitflXlLiwi / y^kJX_/V-'V/.rx / ^5 XliXVX^-fT. 


NM 0058''3 


Homo sapiens mesothehn (MSLN), transcript variant 1, mRNA 


NM 013404 


Homo sapiens mesothelin (MSLN), transcript variant 2, mRNA 


NM 012341 


Homo sapiens G protein-binding protein CRFG (CRPG), mRNA 


NM 007480 


TTrtTYirt canipns nrotein nhn<:nliatflsp 1 rPDiilatorv Tinbibitor'^ siibunit 12A 

XXV/XllU OdL/Xwxio ^Xv^iwiix |jxi\Jo|JXXatdow X, xv^^uxcxl^jx jr ^xxxxxxi^xtv/xy ou-t^vuxii. x^x^ 

CPPPlR12A),mKNA 


MM OO'^RfiS 

\J\J DQKjO 


TTomo Qaniens fibroblast prowtb factor 16 rPCirFlfi^ mRNA 

XXV^XXlw odL/X^xXO Xll^X b^l \J W LXX Xd^L\JX X \J ^X VJX xwy, xxxxvx^x^ 


MM niSQ7Q 


TTr»mrfc canipns nrotpin VinflQP IvQinp dpfiripnt 1 rPRTCWMICl^ mRMA 
xxV/xlXLI adl^x^xxo ^xv/k^xxx nxiido^, ijrdiix& ix&XiVfiwXiL x y^x xxx^ tt x^x^x y, xxxxvx^xx 


NM_022127 


Homo sapiens solute carrier family 28 (sodium-coupled nucleoside transporter), 
member 3 (SLC28A3), mRNA 


NM_005517 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 

(HMG17),mRNA 


NM 022465 


Homo sapiens zinc finger protein, subfamily 1 A, 4 (Eos) (ZNFNl A4), mRNA 


NTS'! 005768 | Homo sapiens putative protein similar to nessy G^rosophila) (C3F), mRNA 
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NM 033199 F 
NM_032243 I 

n 


fomo sapiens ctr.ccn.Apir.-Telated pepttde tbklr'). iiiKl>IA , 1 

lomo sapiens thioredoxin domain-contaming 2 ^spcramlu^ua) ( i MiU^^), | 


NM 031433 I 
NM_022466 I 
t 


Tomo samens membrane-tvpe frizzled-related protein (MFRF), mKJNA ^ 

lomo sapiens zinc finger protein, subfemily 1 A, 5 (Pegasus) (FtGASUS), 

TiPTvTA ■~"'*" 1 


NM 004320 1 
( 

NM 021047 ] 
NM 020152 ] 
NM 017447 


lomo sapiens ATPase, Ca++ transporting, cardiac muscle, last twitch 1 

•ATP2Al),inRNA H 

Flnmo saniens zinc finger protein ?53 r7NF253), mRNA J 

Wnmn sapiens chromosome 21 onen reading trame / tv^ziorty;. iiiRi>lA 

Homo sapiens chromosome 21 open reading frame ^1 ((^ziomi), m^ j 


NM 016154 
NM 016308 
NM OioUoo 
NM_016255 


Homo saoiens RAB4B, member RAS oncogene family (KAB4B),mRNA J 

Homo sapiens UMP-CMP kinase fUMP-CMPK), mRNA J 

Wrkmn ^aniens elutaredoxin 2 (GLRX2), mRNA 

Homo sapiens family with sequence similarity 8, member Al AlvliiAl), 

mPNA —— j 


NM_014781 
NM 014468 


Homo sapiens likely ortholog of mouse coiiea coil toimuig piutein 1 

fKIAA0203). mRNA H 

Hnmn sapiens VENT-like homeobox 2 fVENTXZ), mKN A 


NM 013383 
NM 012481 
NM 012230 
NM 012199 

NM 005849 


Homo sapiens transcription factor-like 4 (TCFL4), mKNA \ 

Homo sapiens zinc fm^er protein, subtamily lA, 3 (Aiolos) (ZNl^mA.), nml^A 
-l^^^;;^^^l£^OM (POM121 rat homolog) and ZP3 ^fi-2ni?2M^^ 

Homo samens eukaryotic translation initiation factor 2C 1 (EIF2C1) mRNA 

Homo sapiens immimoglobuhn superlamiiy, memoer o yiKj^rxj,, ii _ 

Homo sapiens SKI-like (SKIL), mRNA 


NM 005414 
NM U04Z4D 
NM 020831 
NM_015870 


TTrfcTno QaTiietis transelutaminase 5 fTGM5), mRNA —4 

H^mn sapiens meaakarvoblastic leukemia (translocation) 1 tMRi,li.mKl-IA 

Homo sapiens endogenous "''7"f « °J! 

ORFl ORF2 and putative envelope protem (HbUbboys;, mtuNA 


NM_033330 


Homo sapiens scavenger receptor cysteine-rich type 1 protem MioO precursor 
/^/ri ^^^^ mP"MA ■ 1 


NM 033326 
NM_017829 


Homo sapiens Sox-6fHSSOX6),mKNA 

Homo sapiens cat eye syndrome chromosome region, candidate d ^CbClO), 


NM_033256 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subumt 14A 

rPPP 1 R 1 4 A"^ mRNA ' ^ 1 


NM 033213 
NM_033070 

NM 032752 
NM 032686 
NM 032371 
NM 032366 


Homo sapiens hypothetical protein MGC12466 (MCiC124bb), mKiNi=. 

Homo sapiens cat eye syndrome chromosome region, candidate b (CbCJO), 

Homo sapiens hypotheP-1 protein MGC15548 (MGC15548), n^^A 

Homo sapiens hvpotheti-1 protein MGC13008 (MCiCliUUSJ, mK^N^:^ _ 

Homo sapiens hypothetical nroteinMGC15416 (MCiClMlO), mKiNA 

Homo sapiens hvpothetical protein MGC13 114 (MGC13114), mBNA . 

Homo sapiens hypothetical protein MGC10540 (MGCIOMUJ, mKJN^v 


NM 032353 
NM 032304 
NM 032259 

NM 032153 
NM 015064 
NM_031294 

NM 025213 


Homo sapiens hypothetical protein MGC2605 (MGU26U5), 

Homo sapiens hv^othetical protein DKFZp434F054 (DKFZp434t054)jTiMJAj 
v..rr.^ oZi^r.^ hvnothetical protein FLJ235 19 (FU235 19). mRNA 

inUIllU bo-Ult'llo iiy p*Ji.i.iw»v*w*. ^ V ______ 

Homo sapiens zinc fa^^iW member 4 protein HZIC4 (Z1C4), mi^ 

Homo sapiens ELKS protem (ELKS). mRNA . 

" Homo sapiens hypothetical protein DKFZp586Ml 120 (PKFZP586M1 120J, 

Homo sapiens cpprtrin. beta, non-erythrocytic 4 (SPTON4). mRNA 
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NM 025267 


Homo sapiens hypothetical protein MGC2744 (MGC2744), mRNA 


NM 025051 


Homo sapiens hypothetical protein FLJ23022 (FLJ23022), mRNA 


NM 024974 


Homo sapiens hypothetical protein FLJl 1800 (FLJl 1800), mRNA 


NM 024934 


Homo sapiens hypothetical protein FLJ22659 (FLJ22659), mRNA 


NM 024805 


Homo sapiens hypothetical protein FLJ21 172 (FLJ21 172), mRNA 


NM 024804 


Homo sapiens hypothetical protein FLJl 2606 (FLJl 2606), mRNA 


NM 024052 


Homo saniens hvDOthetical nrotein MGC3048 fMGC3048'k mRNA 


NM 024042 


Homo sanien<? hvnothetical nrotein MGC2601 fMGC2601'i mRNA 


NM 020535 


Homo ^anien^ Icillet* cell iminimop'lohuli'n-lilfe recentor two domains 1on& 

XXVrXXXW OCXL/XV^XXO XVXXXwX VVfAX XlXUXXUXXVi^glxy l^mXXXtX XXXVW X. WWwk/ tiVX ^ b W %/ VXWXXX(AXXXk9 j XX^XX^^ 

cytoplasmic tail, 5 (KIR2DL5), mRNA 


NM 021939 


Homo sapiens hypothetical protein FLJ22041 similar to FK506 binding proteins 
(FLJ22041), mRNA 


NM 020664 


Homo sapiens 2,4-dienoyl Co A reductase 2, peroxisomal (DECR2), mRNA 


NM 018722 


Homo sapiens BWRT protein (HSA404617), mRNA 


NM 020394 


Homo sapiens zinc jBnger protein SBZF3 (LOC571 16), mRNA 


NM 019013 


Homo sapiens hypothetical protein (FLJ10156), mRNA 


NM 018629 


Homo sapiens hvoothetical nrotein PR02533 (PR02533) mRNA 


NM 018568 


Homo saniens hvoothetical nrotein PRO0943 rPRO0943'i mRNA 


NM 018050 


Homo sat>iens hvDOthetical nrotein FLJl 0298 (TLJ10298'i mRNA 


NM 018019 


Homo sabiens hvnothetical nrotein FLJ 1 0 1 93 (TL J 101 93"^ mRNA 

'X.X.X^XXXVr OUI^XVXXO XXJr |^ UXW (rXWtXX |^XWI>WXXX X X>^*f X \J X ^ ap/ ^^X MmJ*M X V X. ^ ^ XXX^X^ ^X ^ 


NM 017609 


Homo sapiens hypothetical protein DKFZp434A1721 (DKFZp434A1721), 
mRNA 


NM 016332 


Homo sapiens selenoprotein X, 1 (SEPXl), mRNA 


NM 016360 


Homo sa^)iens clone HQ0477 PRO0477p (LOC51204), mRNA 


NM 016002 


Homo sapiens CGI-49 protein (LOC51097), mRNA 


NM 014913 


Homo sapiens KIAA0863 protein (KIAA0863), noRNA 


NM 014700 


Homo sapiens KLAlA0665 gene product (KJAA0665), mRNA 


NM 014680 


Homo saniens KIAAOlOO eene nroduct fKIAAOlOO'i mRNA 

x-A.v/xxxv-^ oi>x L>x v^^xxi,^ Xm.jux w X V w c^w^xx^^ li^x \^ui«pXw I x.^xx x-i xxy X f ^ i.xxx%»i. ^x ^ 


NM 012248 


Homo sapiens selenophosphate synthetase 2 (SPS2)5 mRNA 


NM 007222 


Homo sapiens zinc-fingers and homeoboxes 1 (ZHXl), mRNA 


NM 006555 


Homo sapiens SNARE protein (YKT6), mRNA 


NM 006623 


Homo saniens nhosnhofflvcerate dehvdroffenase TPHGDH^ mRNA 

X-X-^^XXXVy O^^lJ'XViii^XAO |«/X XV^O |i-/X AV^^^ J._j WWX CX I^V^ VX wXl_jr XXX vX4iXOXii' ^X- JL JL X-^ X X y ^ XXXX^^^X Jk 


NM 006613 


Homo sapiens GRB2-related adaptor protein (GRAP), mRNA 


NM 006659 


Homo saniens ffamma-tiibulin comnlex nrotein 2 ( GCP2^ mRNA 

•M.X^/liXXVr hJ&XlN/X^^Xl.w XXXXXXC4 ^LXL^V^XXXX wV/XAXL^Xw^V L/XX^V^^XXX 1 /« XXXJL^JL^X X 


NM 016441 


Homo sapiens cysteine -rich motor neuron 1 (CRJMl), mRNA 




Homo QflTii^Ti^ T^nsiT ^T-Tcn^O^ Viomolocr QnHfarnilv ttiptyiHrt* f% CVW^ ^^C^f\\ 

raRNA 




T-Tomr* Q5iT*if*nc cr*lii+#* ncj-rrn^r "fVimtli/ 'yft ^cnHinin— r»/^nTil^/^ Ttiif»l^r*ci/1^ fTnnCT^i^T+PTi 
xnuiinj octpiciio ud.nicr laiiuiy ZrO ^owliiliiii-V'Ulujicu iiuv/icvioiuc Liaiiojjiji ici^, 

member 1 (SLC28A1). mRNA 


NM 003141 


Homo ^Jmipn^ Sioot"**-!! ^ivnHmmf* flnticpn A1 TS'^VT^ TiVioniiplporirot^in 

autoantieen SS-A/Ro'^ TSSAR mRNA 

*X.LX.l.VjFC*lXl.X^^XX \J<J X\.\J J ^kJLJ^X.JL ^, llAXVi^XX 


NM_002607 


Homo sapiens platelet-derived growth factor alpha polypeptide (PDGFA), 
transcrint variant 1 mRTsI A 


NM 033023 


Homo saniens nlatelet-derived prowth factor alnha Dolvnentide rPDOFA^ 

transcript variant 2, mRNA 


NM 005675 


Homo saniPTi's T^irrRorcrf^ cvriHromp f*ritiral rppion Of*np f% (T^C\C^\i.fi\ mRNA 


NM_016083 


Homo sapiens cannabinoid receptor 1 (brain) (CNRl), transcript variant 2, 

mRNA 


NM 004053 


Homo sapiens bystin-like (BYSL), mRNA 


NG„000016 


Homo sapiens genomic protocadherin alpha cluster (PCDHA@) on chromosome 
5 


NM 032935 


Homo sapiens metallothionein IV (MTIV), mRNA 
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NM_0 15906 



NM_033020 



NM 032421 



NM 031416 



SSi^ns tripartite motif-contammg 33 (TR3M33), transcnpt vanan. ..^^a, 
mRNA 



SSio sapiens tripartite xn ^ontaining 33 ('reB133X transcript variant beta, 
niRNA ~" 



NM 014412 



NM 016212 



NM 016552 



NM 015369 



NM 033284 



Homo sapiens cvtopiasiniv,iui.v^^^v^^^--'^ ^ 

xT^^» .. piPn^ chromosome 18 op en reading frame 2 (C18orf2), roRNA 



Homo sapien s Siah-interacting pro tein (SIP), mRNA 
Ho mo sapiens TP53TG3 protein (TP53TG3)_, n^ 



Homo sapiens proicm i - 

.. pi^ns testis specific ankyn n-like protem 1 (LOC512S1), mRNA 



rlOmO sapicii o 1 - 

p::;;;^;;fi;;;iT^S3TG3 protein (TPSItGS), mRNA 



NM 031951 



NM_020414 



NM 007268 



NM 006707 



Homo sapiens xj t jjivj-' h^v/-^^-" v „...7 rT:r: — p-kta ' 

^« pi«ns transducin beta-li k e 1 protem (TBLlY) mRNA 



H omo sapiens NYT>-SP1 1 protein (NYD-SPl 1), m RNA ..mniC2A-) 

Homo sapiens BE AM (Asp-Glu-Ala-Asp/His) box polypepnae z4 (DDX24), 

mRNA 



Homo sa piens Ig superfamilv protei n fZ39IG). mRNA 
— ■ 1 ' i;v^ -i mxKrr ■^^ mRNA 



NM_002491 



NM 001386 



NM_000090 



Homo sapiens but > ;;^hilin-like 3 (BTNT3), mRNA 

Homo sapiens NA DH dehydrogenase (ubiqumone) 1 beta subcomplex. 3 (12kD, 
B12^ nSIDUFB3y mRNA — 



H ^o sapiens dihyd ^mi dmasej to 2 (DPYSi.2) n^A 
Homo sapiens collagen 7type ffl, alpha 1 (Ehlers-Danlos syndrome type IV. 

o,,t»cn ma1 (lominant^ (COL3A n, mRNA ^ 

Homo sapiens collagen, type n, alpha 1 (primary osteoarthntis. 
fponSyloepiphyseal dysplasia, congenital) (COL2A1), transcnpt variant 2, 

mRNA 



NM_033150 



NM_001844 



NM 025245 



NM 004342 



NM 033157 



NM 033140 



NM 033139 



NM 033138 



NM 032635 



NM 030912 



NM_019849 



Homo sapiens collagen, type U, alpha 1 (primary osteoarthritis, _ 
Spondyloepiphyseal dysplasia, congenital) (COL2A1). transcnpt vanant 1, 

mRNA 



g^Ti^^ ^iii^ - B-cell leukemia transcription factoB fPBX4) tnRNA 

^3 1 A T 1 ^ +T-oTncoTHrkt variant 3, mKJNA 



Hmno sapiens prg-p-ut^n iwuivwxx^.. r-^^^ . — ^ ^t?ma 

H^mo sapiens cald esmon 1 rCALDl), transcnpt vananj^^^ 



T^omo sa piens caiacs m uii x vv^^^w> — , — ^ ^pxta " 

-Tx^^.^ 4^gt ^^ 1 (CALD IV transcnpt vanantj^in^ 

t //^ A T TM\ 4<^<^-nor^-r^nt variant 5. mKJNA. 



Ho mo sapiens camcMii uii ^ yv^^va^^x/, r .z . — ^ ^pxta " 



H omo sapiens camcam v .. ^ r . — ■ ^^^rA 

H c. p^.n. r..Mesmon 1 (CALDH. transcnpt vananl4,mg^ 

H^sapiens caldesmon 1 (CALDi), transcript v^gi^i^^ 



Homo sapiens c aiaesmon i k^^^^>, ' Z ajii i Ul uiiaJA 

TT»»,n ..niens s even transmembrane domam protem fN TFIE14). mRNA . 

41 1, .-^ fi^^o^ «rrvt« n ?7 mNF27^. mRNA 



Ho mu sduitiiij ;,,TA 

Homosapiensring fiT.ger protein27(RNK27),mRNA 

Homo sapiens solute earner family 7, (catiomc ammo acid transporter, y+ 

svstem) member 10 (SLC7A 10), mRNA 
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NM 017844 


Homo sapiens testis specific ankyrin-like protein 1 (LOC51281), mKNA 


xnv/f ^\^A'lAO 

XNIVI U 1 hZh-Z 


jiomo Sapiens zmc linger proicin z-3 / \julsi. -^-j i )^ iiuviNr^ 


NM 001715 


Homo sapiens B lymphoid tyrosine kinase (BLK), mRNA 


XT\>r f\11 1 <Q 

jNJVl__Uo3 IDO 


xiomo sapiens nyaiuronogiucosammiQasc z v^ni/Yi-^z^, udnbcnpi vdnmii ^, 
mRNA 


JNM_U3i ijy 


womo sapiens nyaiuronogiucosammiaase i yrL i )^ transcripL variant z, 
mKNA 


JNjVI_UU/31z 


riomo sapiens nyaiuronogiucosaininiaase i i^xi iranscnpi vananL i, 
mRNA 


JNM_UUo 1 1 y 


xiomo sapiens iiuroDiasi growrn lacior o v.anarogcn-iiiauccuj ^roro^, trau^t/npi 
variant B, mRNA 


NM_U331o5 


xiomo sapiens iiDroDiast growtn lactor o (^anarogen-inauceaj ^rvjro^, transcript 
variant A, mRNA 


XTA/f 1 1 

JNiVl_U33 1d4 


xiomo sapiens iiDroDiast growxn lacior o ^anorogen-inauceuj v^rvjro^, ixanacopL 

variant E, mRNA 


iNiVl_U33 103 


xiomo sapiens riuroDiast growtn lactor o ^anarogcn-mQuceaj \r\jro)y tranbt/npt 
variant F, niRNA 




Xiomo sapiens iiDrooiasi growtn lacior / v^Kcratinoc^ytc growtn iduior^ ^rvjx' 
mRNA 




xi-omo sapiens QysnoDrcvin, ucta \^ju^ii>ixj^5 iiaiiSL/iipi vatio-iiL i, hlivi>/-v 


NM 033148 


Homo sapiens dystrobrevin, beta (DTNB), transcript variant 3, mRNA 


iNXVl Uo3 iH^ / 


xiomo sapiens GystroDrevm, Dcia yvj x.x\sd )^ udnsonpi variant z, iiLiviN/^ 


NM 015902 


Homo sapiens progestin induced protein (DD5), mRNA 


JNJVl_UUU / / / 


Homo sapiens cytocnrome r4DU, suoiamiiy iii/v i^mpneaipine oxiaase^, 
polypeptide 5 (CYP3A5), mRNA 


jNM_0007o4 


Homo sapiens cytochrome P450, subfamily HA (phenobarbital-inducible), 
polypeptide / (CYrZA/j, transcript variant i, mivJN/\ 


XTNVf A'SACOA 

iNjyi_u3u!)oy 


Homo sapiens cytochrome P450, subfamily HA (phenobarbital-inducible), 
poiypepLioe / yy^ xrAj\i iranscnpL vanani z, itixsj.n/^ 


lNiVl_UUU / OZ 


Xiomo sapiens cytocnrome Jr'fDU, suDiaixiiiy ii-rt- ^jjncnoDdruitai-iriLiiioiDic^, 

piJiypcptlUC O i^V^ Ix ^^TlO^, IXLI\-lNr\ 


NM 018957 


Homo sapiens SH3-domain binding protein 1 (SH3BP1), mRNA 


INiVi U3jZ->o 


Xiomo sapiens vj-protcm gaxriiiia o sliuuiiil ^^vjx^ivjo^, iiuviNrTL 


IN IVl U J 3 ZOU 


Xiomo sapiens wmgeo neiix/iorKncau. iranbcriptioii iaL-Lor i^xix^jix^j 


NM 018476 


Homo sapiens brain expressed, X-linked 1 (BEXl), mRNA 


JNM UzZ 1j4 


Homo sapiens up-regulated oy r5i^o-v^wc> ^j^(JL.oHi lo;, niKiN/v 


JNJYl_UU3 / /3 


Homo sapiens nyaiuronogiucosammiaase z ^xii aX/ZJ, transcript variant i, 

TviT?>J A 


INIYL UOZ / i/'H- 


TTrvmrv CQr\tAr-»o XTl^OO -n-r/^t/si-n nSirr'^^^ ml^NA 

Xiomo sapiens invjzz protein y^iwjz.^ iiitvin^ 


KTNyf A'^OTAR 
1N1V1_1/jU /OO 


TT/\-rvi/^ cor\-iA-no -i-n'forrri-n l-i-nlr^^ I^TISIC^— SICCr%r*10f'^H C^fin^/fVlT'^ritl'ITl^ nl^ncnVlSlt'TIQ^ Vl 
XlOillvJ oapiCno mtCgl m~limvCU ivXila.ow~ciooVJwla.LdJ. owXlxXC/UXlwwlilXl& ^Xl\Jo^Xia.la.ow 

^^XJL^XX-rVX lllTN-XN-ri. 


NM 025257 


Homo <?anien<i TsTfr?? nrotein rNG'^2^ mRNA 


NM 020996 


T-Tnmo ^anieriQ fibrfiblfl^t orowtH factor 6 rFOPfi"^ mRNA 


NM 01654^ 


TTomn Qn-nipnc ci5»lif» 5ir*iH T^inHiriP Tp-lilce lectin 7 rSTOT T^f^T"^ mT^T^A 


IN iV J. \J i i -J *~r 


T-ToTrm CQrM"i=»nc nlcicmci crlnfpTn?*tP PJiTboxVTlP'n'HHjl ^T^O(~'P'\ ml^'WA 
xxuiiiLi ocipicilo pid-oHia }i^v\Ji\.<xii.icL\,\^ s^aiijyjr^y YJ\^^\,i\i.cL^\^ y^x: vj\_^x iixxvx^z^ 


NM 014385 


Homo sapiens siahc acid binding Ig-like lectin 7 (SIGLEC7), mRNA 


NM 0^287 


Homo <sanipn«; r>bo«inhonrotein enriched in astrocvtes IS rPEA15^ mRNA 


NM 006102 


Homo sapiens plasma glutamate carboxypeptidase (PGCP), mRNA 


NM 004112 


Homo sapiens fibroblast growth factor 1 1 (FGFl 1), mRNA 


NM 004465 


Homo sapiens fibroblast growth factor 10 (FGFIO), mRNA 


NM_003811 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 9 (TNFSF9), 
mRNA 
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NM 003063 1 
NM 003768 1 
NM 002010 ] 
NM_033215 ] 

( 


iomo sapiens sarcolipin fSLN), mRNA . 

Flomo saoiens phosphoprotein enriched in astrocytes 15 (PtAli), mkNA 

aomo sapiens fibroblast growth factor 9 (gha-activating tactor) (fvjry;. inp^>-». 
Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit 34- 

fPPPlR3F),mRNA 


NM_032741 
NM 022152 


Homo sapiens l-acylglycerol-3 -phosphate O-acyltransterase 1 Uysopnosphandic 
acid acyltransferase, alpha) CAGPATl), mRNA 

Homo sapiens PP1201 protein (PP1201"), mRNA 


NM 033225 
NM_014505 

NM 032559 


Homo sapiens CUB and Sushi multiple domains 1 (CSMDl), mRNA 
Homo sapiens potassium large conductance calcium-activated channel, 

subfamily M, beta member 4 (KCNMB4\ mRNA 

Homo sapiens kinesin protein CLOC84643), mRNA _ 


NM 015394 
NM 003388 
NM 032736 
NM 032689 
NM 032227 
NM 014506 
NM 030900 
NM 030758 


Homo sapiens zinc finger protein 10 (KOX 1) (ZNFIO), mRNA 
Wr^mn sapiens cvtoplasmic linker 2 (CYLN2), transcript variant 1, mRNA 
Homo sapiens torsin family 1, member B (torsm B) (TORIB), mRWA 
Homo sapiens hypothetical protein MGCl 3071 (MGC13071), mRNA 
Homo sapiens hypothetical protein FLJ22679 fFLJ22679), mRNA 
Homo sapiens torsin family 1 , member B (torsin B) (TORIB), mRNA 

Homo sapiens cell cycle progression 2 protem (CPR2), niRNA 

Homo sapiens oxysterol binding protem 2 (OSBP2), mRNA 


NM 017698 
NM 018225 
NM 016285 
NM 007249 
NM 006464 

NM 004749 


Homo sapiens hypothetical protein FLJ22679 (FU22679), mRNA 

Homo sapiens homolog of C. elegans smu-1 (SMU-1), mRNA 

Homo sapiens Kruppel-like factor 12 (KJLt^l2), mKNA 
Homo sapiens Kruppel-like factor 12 (KLF12), mRNA 

Homo sapiens trans-golgi network protein 2 (TGOLN2), mRNA 

Homo sapiens l-acylglycerol-S -phosphate O-acyltransferase 1 Oysophosphatidic 
acid acyltransferase, alpha) (AGP AT 1), mRNA 

Homo sapiens cell cycle progression 2 protein (CPR2), mRNA 


NM 000285 
NM_001467 


Homo sapiens peptidase D fPEPD), mRNA . 

Homo sapiens glucose-6-phosphatase, transport (glucose-6-pJiospnatej protem 1 

(G6PT1), mRNA 


NM 033198 
NM_002920 

NM 018944 
NM 033214 


Homo sapiens phosphatidylinositol glycan, class S (PIGS), mRNA 
Homo sapiens regulatory factor X, 4 (influences HLA class n expression) 

(RFX4), mRNA 

Homo sapiens chromosome 21 open readmg frame 45 (C21orl45), mRNA 
Homo sapiens glycerol kinase pseudogene z (CjKfZ), mKJNA 
Homo sapiens hypothetical protein FU221 15 (FLJ221 15), mRNA 


NM 033089 
NM 016015 
NM 033209 
NM_033093 


Homo sapiens leucine carboxyl methyltransferase (LCMT), mRNA 

Homo sapiens Thy-1 co-transcribed aOC94105), mRNA 

Homo sapiens tripartite motif-contaimng 5 (TRIMS), transcnpt vanant delta, 

mRNA — 


NM_033092 


Homo sapiens tripartite motif-containmg 5 (TRIMS), transcnpt vanant gamma, 
mRNA ^ : 


NM_033091 


Homo sapiens tripartite motif-contaimng 4 (TRIM4), transcnpt vanant oeia, 

mRNA 


NM_033017 


Homo sapiens tripartite motif-containing 4 (TRIM4), transcnpt vanant alpha, 

mKJNA — 


NM_033034 


Homo sapiens tripartite motif-containing 5 (TRIMS), transcnpt vanant alpha, 
mRNA , 


NM_015318 
NM 007204 


Homo sapiens Rho-specific guanine nucleotide exchange tactor pll4 (fl 14- 

RHO-GEF), mRNA 

Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 20, 103kD 
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rNiVl \J^j£.oOH 




IN iVl KJJj^ODy 


jnonio Sapicnb pnuopiujiriuaiLui *r-pxioopn<iic auapiur pruLciri'"^ \^r.fvr x iiuvln^ 


NM_032583 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 1 
f A vicryl 1^ TTiT?>JA 


iNiVi UjZZOH 


xiomo Sapiens nypotnencai proicm x*i^ inyjo ^^rjuj myjojy Tuxsjrix\ 


NM 032182 


Homo sapiens hypothetical protein FLJ13614 (FLJ13614), mRNA 


JNJVl UZl /Z / 


xiomo sapiens latcy acia aesauirase d ^jr/vupp), rmvLN/v 


NM_022726 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 

yeastj-iiKe h v^iiJLvjVL^j, mrUN/v 


NM 015162 


Homo sapiens lipidosin (BGl), mRNA 


JNM_UZi I/O 


Homo sapiens islet-specific glucose-6~phosphatase catalytic subunit-related 

♦-kvy-vfo-i-t-i /'T/^'D"P"\ t-»-»l?TsTA 

proiein ^vjkjtj, nuviN/v 


NM_019094 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 4 

^JN UJJ 1 4), mKJN A 


TvTIV if A1QA01 


Homo sapiens pleckstrin homology domain-containing, family A 
(phosphoinositide binding specific) member 3 (PLEKHA3), mRNA 


JNJVl uiozy^ 


Jniomo sapiens nypoTneucai protein ri^J luyy / ^^jtjlj luyy /y, niLKJNA 


IN JVl__U 1 J y 


Homo sapiens ATPase, H+ transporting lysosomal (vacuolar proton pump), 
mcmoer ivi v^rvuroivij, mxsJNA 


NM 015952 


Homo sapiens FIDO 13 protein (PTD013), mRNA 


"MTV/f ni<;soQ 

INJVI \JlZ>oi/i7 


riomo sapiens putaiive giycoiipia cransier proiein (^i^vjk^j ikjd^-), tuj\isj\ 


iNiVl xJlOJKjy 


Homo sapiens leucine carboxyl methyl transferase (LCMX), mRNA 


XTA/f A1 11/1 ^ 


Homo sapiens G protein-coupled receptor (G2A), mRNA 


XTlVyT n 1 OOO 0 
iNlVl UlZZZo 


Homo sapiens pihn-like transcription factor (PILB), mRNA 


JNJVl_UUOo<50 


Homo sapiens ATP synthase, H+ transporting, mitochondrial Fl complex, 
epsiion suDunii ^/vijldxi^, itllvin/\ 


NM 002200 


Homo sapiens interferon regulatory factor 5 (IRF5), transcript variant 1, mRNA 


INiVl UjZOh-j 


jnLomo sapiens inierieron regulatory lactor 3 ^livrD ), transcript variant z, rnj\JN/\.- 


NM 004464 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 1, mRNA 


XTKyr AH 1/11 
JNJVl Uoj143 


Homo sapiens fibroblast growth factor 5 (FGF5), transcript variant 2, mRNA 


XTAA AOA/C10 


Homo sapiens iibroDlast growtn lactor zo (rvjJrzJ ), rnJKJNA 


NM_000800 


Homo sapiens fibroblast growth factor 1 (acidic) (FGFl), transcript variant 1, 
mRNA 


IvTA A A1 1 1 1 T 

JNJVL_033137 


Homo sapiens fibroblast growth factor 1 (acidic) (FGFl), transcript variant 3, 

mKJNA 


XTN A" A101A0 

JNJVL U3Z1UZ 


Homo sapiens SpHcing factor, argtnine/serine-rich, 46kE) (SRP46), mRNA 


NM„033136 


Homo sapiens fibroblast growth factor 1 (acidic) (FGFl), transcript variant 2, 

mKJNA 


NM 002952 


Homo sapiens ribosomal protein S2 (RPS2), mRNA 


XTA/i All 1 1 A 


Homo sapiens sialic acid binding Ig-Uke lectin 10 (SIGLECIO), mRNA 


iNlVL \JZ.\J00D 


Homo sapiens kidney-specific membrane protein (NX- 17), mRNA 


rsv/i^jjDj io\) 


Homo sapiens olfactory receptor, family 51, subfamily B, member 2 (OR51B2), 

mKINA 




Homo sapiens olfactory receptor, family 51, subfarmly B, member 4 (OR31B4), 

ml? XT A 


NM 033178 


TTomn <;anipnQ HAiihle homeohox 4 TDTDr^.^ ml^NA 


NM 033049 


Homo sapiens mucin 13, epithelial transmembrane (MUG 13), mRNA 


NM 021619 


Homo sapiens PR domain containing 12 (PRDM12), mRNA 


NM 020382 


Homo sapiens PR/SET domain containing protein 07 (SET07), mRNA 


NM 007365 


Homo sapiens peptidyl arginine deiminase, type n (PDI2), mRNA 


NM 015894 


Homo sapiens stathmin-like 3 (STMN3), mRNA 
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mA 032491 I 
( 

NM 024551 ] 


fomo sapiens regulatory factor X, 4 (influences HLA class H expression) H 

TIFX41 mRNA 

4omo sapiens hypothetical protein FLJ21432 (FU21432), mKJNA 

• Til in ^„a^ -rc-iAma frnmp 7 <'P10orf2") mRNA 1 


NM 021830 1 
NM 017972 ] 
NM_020398 1 

NM 020637 
NM 019113 


4omo sapiens chromosome 10 open reaamg irame z ^^^^luon-^;, lus^i.-tr^ j 

Homo sapiens hypothetical protein FU20689 (FLJ2068y), mKJNA 

Homo sapiens serine protease inhibitor-like, with Kunitz and W Af domams 1 

feopin) (SPINLWn, mRNA — | 

Homo sapiens fibroblast growth factor 22 (FGF22), mRNA 

Homo sapiens fibroblast growth tactor 21 Or 21), mKiNA ^ 1 


NM 017926 
NM 016444 
NM_015966 

NM 015919 


Homo sapiens hypothetical protein FU20689 rFLJ206^9), mKJNA 

Homo sapiens zinc finger protein 226 (ZNF226), mRNA — 

Homo sapiens serologically defined breast cancer antigen w \p\jo\^tv^o-*}, 

mRNA ^ 

Homo sapiens zinc finger protein 22b (ZNF226), mKNA 


NM 015474 
NM_007096 


Homo sapiens SAM domain and HP domain. 1 (SAMHDl), mRNA 

Homo sapiens clathrin, Ught polypeptide (Lea) (CLTA). transcnpt variant bram- 
specific mRNA 


NM_002007 


Homo sapiens fibroblast growth factor 4 (heparin secretory transtormmg protem 
1 Kaposi sarcoma oncogene) (FGF4), mRNA _ 


NM_001833 

NM 022143 


Homo sapiens clathrin. hght polypeptide (Lea) (CLTA), transcnpt variant 

nonbrain, mRNA — 

Hnino sapiens NAG14 protein (NAG14), mRNA . 


NM 005292 
NM 001371 
NM_0 12276 

NM 012092 
NM 032447 


Homo sapiens G protem-coupled receptor i » ( urK.i o j, inisj><«. 

Homo sapiens dynein. axonemal, heavy polypeptide 8 (DNAH8), mRNA 

Homo sapiens leukocyte immunoglobulm-like receptor, subtamiiy A ^withom 

TM domain^ member 4 (ILT7), mRNA 

Homo sapiens inducible T-cell co-stimulator (ICOS), mKJNA 

Homo sapiens fibrillins (KIAA1776), mRNA ^ 


NM 024017 

NM 019558 

INiVX \JJ^J 1 7 


Homo sapiens homeo box B9 (HOXB9), mKJNA 

Homo sapiens homeo box D8 CHOXD8V mRNA 

Homo sapiens synaptotagmin-like 2 (SYTL2), transcnpt variant b, mRNA 


NM 024690 
NM_018558 


Homo sapiens mucin 16 (MUC16)^mRNA ^ 

Homo sapiens gamma-aminobutyric acid (GABA) receptor, meta (^oABRC^, 
mRNA -\ 


NM_0 14452 


Homo sapiens tumor necrosis factor receptor superlanuly, member 21 
(TNFRSF2n, mRNA ^ 


NM 006242 
NM_006545 


Homo sapiens protein phosphatase 1, regulatory subunit iD (PPPIRBD), mKNAl 
Homo sapiens homologous to yeast mtrogen permease (candidate tumor 
suppressor) (NPR2L), mRNA . 


NM_005398 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subumt 3C 
fPPPlR3C), mRNA ^ 


NM_006645 


Homo sapiens serologically defined colon cancer antigen 28 (SDCUAG^S), 
mRNA -4 


NM 032800 
NM 004265 
NM 013402 
xr\>r n'3iA9R 


Homo sapiens hypothetical protein FLJ14525 (FLJ14525 ), mKWA 

Homo sapiens fatty acid desaturase 2 (FADS2), mRNA 1 

Homo sapiens fatty acid desaturase 1 (FADSl), mRNA 

Homo ^aniens hvnothetical protein FLJ14525 (FLJ14525), mRNA J 


JNJVl Uj V^^o 
NM 025243 
NM 024411 
NM_007368 

NM 003912 


Homo sapiens solute carrier family 19, member 3 (SLCiyAJ), mkiMA 

Homo sapiens prodynorphin (PDYN), mRNA _ 

Homo sapiens RAS p21 protein activator (GTPase activating protem) 3 

Chis(l,3,4,5)P4-binding protein) (GAP1IP4BP), mRNA 

Homo sapiens myotubularin related protein 2 (MTMR2), mRNA 
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JNJVL UOyo4 


xlOinO SapiCriS U01C|UlQn LCI llllllal liyuiuiaoc KJ y^ULD i ^wv^xxj / )^ xxVM\x\r\, 


MM 016109 


Homo sapiens angiopoietin-like 4 (ANGPTL4), mRNA 


JNM UlolDO 


xxomo sapiens myotuDuiann reiatea proiem z v^iviiivuxzj, nuvLN/v . 


jNM_UUooo / 


Jbiomo sapiens progesierone receptor meniDrane componem i ^^jr ^jviviv^ i ^, 
mRNA 


XTAyf AO^1 1 O 

JNJVl UUoJiZ 


Jtiomo sapiens nuclear receptor co-repressor z ^iNv^v^ixzy, nuviNA 


NM_006320 


Homo sapiens progesterone receptor membrane component 2 (PGRMC2), 

nirsJN/\. 




xiOmo sapiens soiuie carrier lamiiy zo, mcmucr *+ \c>i^\^j^*\jr\rT iiix\j.N-r\. 


NM_032995 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 
transcript variant 2, mRNA 


NM_015320 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 4 (ARHGEF4), 

transcript variant 1 , mRNA 


NM 014448 


Homo sapiens Rho guanine exchange factor (GEF) 16 (ARHGEF16), mRNA 


NM_005435 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 5 (ARHGEF5), 

*m'D XT A 

mKNA 


iNM__UU4/z3 


xlomo sapiens rno/rac guanine nucieotiae excnange lacior ^vjiir^ z ^AJvnonrz^, 

mKJNA 


IN iVl.^^UU'f / U 0 


jiomo sapiens jnjio guanine nucieonac excnange laciur yy^i^v) i v^rviNxivjiZfr'i^j 
mRNA 


KTN/f nn 1 H'^ 1 

INiVl UUlU^l 


riomo sapiens rioosomai protem ozo v,i>-l ozoj, ixixsjiN/iL 


JNiVL UU1U3U 


Jriomo sapiens rioosomai pioiem oz/ v^meiauopansiimuiin i) ^Jt^jroz/ imviNA 


XTTV/T AAIAOQ 


rlomo sapiens rioosomai protein oZO ^^J^Jr^ozoj, niKiN/\ 


NM 002913 


Homo sapiens replication factor C (activator 1) 1 (145kD) (RFCl), mRNA 




rlomo sapiens O IrZl repeat aomam-contammg i ^dirziKJLiij, transcript 
variant 2, mRNA 


XnVif AA^ 1 1 7 


jiomo sapiens iioroDiasi growin lacior ly [^r^r ly), JiusA>ii\ 


NM 001363 


Homo sapiens dyskeratosis congenita 1, dyskerin (DKCl), mRNA 


NM_005765 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
memorane sector associaiea proiem ivio-i/ y£\r ioivio-!7j, nu\j.NA 


JNiVl UUl<54o 


rlomo sapiens collagen, type vjl, aipna i {\^kjl,oj\1), mKjN/v 


XnV/T AA/1010 

JNJYl UU4y3z 


riomo sapiens caanerin o, type z, Jv-caanenn ^^ictai Kioneyj i^^j_^rio^, niiviN/\ 


NM_005673 


Homo sapiens solute carrier family 25 (mitochondrial carrier; Graves disease 
autoantigenj, member lo ^oJLOZjAIoj, nuclear gene encoamg miiocnonanai 
protein, mRNA 


XnM Ui2y43 


rlomo sapiens synaptotagmin-iiKe z 1 1 L.Zj, transcript variant a, misJNA 


xr\>r AA^Qio 
INiVl UUoyiZ 


Homo sapiens smoothelin (SMTN), mRNA 


XTTV>r AAAyl 1 1 

JN JVL__UUU4 1 1 


rlomo sapiens noiocarooxyiase syntneiase ^Dioim-iproprionyi-v^oenzyme /v- 
carooxyiase ^/vj.Jr-nyaroiysingjj ugase; ^^rxn^o^, iiitviN/v 


rNlYL_U^U / / / 


riomo sapiens soiuie earner lamiiy jl \^iaciiiiaicu. giut^ubc iranbpuncr^, mcmucr lsj 
(SLC2A10), mRNA 


"NJA/T AOOQQ'7 

rMivi uzzoV / 


riomo sapiens ±v/\in Dinuing proiem i / ^JvAiNor^i / j, inj>j>jy\. 


JNJVl UlJ33y 


Homo sapiens activity-dependent neuroprotector (ADNP), mRNA 


NM 015024 


Homo sapiens RAN binding protein 16 (RANBP16), mRNA 


JNJVl 022l)4o 


riomo sapiens JvaiiiKrem 14 (J?LLJs.14j, mKiNA 


JNJV1_020041 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 9 

fST P'^AQ"^ mRNA 


>nVI 019S51 


Homo sapiens fibroblast growth factor 20 (FGF20), mRNA 


NM_0 19555 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 3 (ARHGEF3), 
mRNA 


NM 016277 


Homo sapiens RAB23, member RAS oncogene family (RAB23), mRNA 


NM 014629 


Homo sapiens Rho guanine nucleotide exchange factor (GEF) 10 (ARHGEFIO), 
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NM 006989 
NM 006568 
NM 004841 
NM 004115 
NM 003244 


mRNA . 

Homo sapiens Ca2+-promoted Ras inactivator (CAPRI), mKJN A 

Homo sapiens cell growth regulatory with ring rmger aomam ^.v^oi^i:/;, iiuviNrv — 

Homo sapiens RAS protein activator like z (KAbAl./}, mKis/v ^ 1 

Homo sapiens fibroblast growth factor 14 {tijt 14j, mKJNA 

Homo sapiens TGFB-mduced factor (1 AJLJb lamily nomeooox; ^^loir;, iiit^n^ — 


NM_007285 


Homo sapiens GAB A(A) receptor-associated protem-like 2 (GAB ARAPL2), 

mRNA — — 


1 NM 006047 


Homo sapiens RNA bmaing motii protein iz ^jsj^mi^j, iiLru.^.rv \ 


NM 032588 


Homo sapiens ring finger protem 26 (KJMr 2bj, mKJN a — __ j 


NM 030766 


Homo sapiens apoptosis regulator BCL-Cr (BCI-Cj), mKJNyv 


NM_022788 


Homo sapiens Purinergic receptor P2Y, G protem-coupled, 12 (P2RY12), 

mRNA 


1 NM 015641 


Homo sapiens testis denved transcnpt (3 LIM domains) l^iiicij, mtuNA 


NM 018144 


Homo sapiens Sec61 alpha form 2 (FLJ10578), mRNA 


NM 032015 


Homo sapiens ring finger protem 26 (RNr 2oj, mKJNA 


NM_014713 


Homo sapiens lysosomal-associated protein transmembrane 4 alpha 1 
(LAPTM4A), mRNA J 


1 NM 020415 


Homo sapiens found in inflammatory zone 3 (tiZ./^i), nuoN a 


NM 020358 


Homo sapiens ring linger protem i o i^KJNr 1 5;, mruN/\ j 


NM 005882 


Homo sapiens macrophage erythroblast attacher (MAbAj, mKJNA i 


NM_0 16523 


Homo sapiens killer cell lectin-like receptor subtamiiy i*, memoer i v^?^*^ 
mRNA 


NM 014141 


Homo sapiens contactin associated protein-like 2 (CNTNAP2), mRNA j 


NM 006862 


Homo sapiens tudor and KH domam-contammg protem ( 1 UKlsJi;, mKJNA 


NM 006779 


Homo sapiens Cdc42 effector protein 2 {CEP2), mRNA _l 


NM 006292 


Homo sapiens tumor susceptibility gene lui (^i^suiuij, mruN^ 


NM 006449 


Homo sapiens Cdc42 effector protein 3 (Ciir 3 ), mKJNA 


NM_00255S 


Homo sapiens punnergic receptor r2A, ligano-gatea ion cnannci, i \^irz,xwvx^, 
mRNA 


1 NM 006712 


Homo sapiens FAST kinase (r AlSlKj, transcripi variant i, huvln/^ 


NM 033015 


Homo sapiens FAST kinase (FASTK), transcript vanant 2, mRNA j 


NM 025096 


Homo sapiens FAST kinase (FASTK), transcnpt vanant mKJNA 


NM 003852 


Homo sapiens transcriptional intermediary factor 1 (TIFl), mRNA j 


NM 003770 


Homo sapiens keratin, hair, acidic, 7 (KRTHA7), mKNA 1 


NM 021013 


Homo sapiens keratin, hair, acidic, 4 {KRTHA4), mRNA 


NM_004068 


Homo sapiens adaptor-related protein complex 2, mu 1 subunit (Al'ZXVLi)^ 
mRNA 


NM_006803 


Homo sapiens adaptor-related protein complex 3, mu 2 subunit ^AJr'jsiviz;, 
mRNA 


1 NM_005498 


Homo sapiens adaptor-related protem complex 1 , mu 2 submut ^^Ariivizj, 
mRNA 


1 NM 032981 


Homo sapiens dystrobrevm, alpha (Dl N A), transcnpt vananx zeia, mruN/\ 


1 NM 032980 


Homo sapiens dystrobrevm, alpha (DIN A), transcnpt vanani epsiion, imsaN^ 


NM 032979 


Homo sapiens dystrobrevm, alpha (DTNA), transcnpt vanant gamma, hikina 


NM 032978 


Homo sapiens dystrobrevm, alpha (DIN A), transcnpt vanani oexa, iiusaNA 


\ INIVI yJD^y lO 


Hnmo sanipn«r HvQtrnhrevin, alpha (DTNA), transcript variant alpha, mRNA | 


NM 001392 


Homo sapiens dystrobrevin, alpha (DTNA), transcript vanant DTN3 , mRNA 


NM 001391 


Homo sapiens dystrobrevin, alpha (DTNA), transcript variant DTN2, mRNA 


NM 001390 


Homo sapiens dystrobrevin, alpha (DTNA), transcnpt vanant DTNL mRNA 1 


NM 001026 


Homo sapiens ribosomal protein S24 (RPS24), transcnpt vanant 2, mRNA 


1 NM 033022 


Homo sapiens ribosomal protein S24 (RPS24), transcnpt variant 1, mRNA 
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NM_0244i6 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant z, ixiKiN A 


JMM_0330i4 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 1, niRNA 


XTA/f Al /I AC? 

INJVL_U14Uj / 


Homo sapiens osteoglycin (osteoinductive factor, mimecan) (OGN), transcript 
variant 3, mRNA 




Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 2, mRNA 


NM 000965 


Homo sapiens retinoic acid receptor, beta (RARB), transcript variant 1, mRNA 




Homo sapiens caspase 10, apoptosis-related cysteine protease (CASPIO), 
transcript variant D, mRNA 




Homo sapiens caspase 10, apoptosis-related cysteine protease (CASPIO), 
transcript variant C, mRNA 




Homo sapiens caspase 10, apoptosis-related cysteine protease (CASPIO), 
transcript variant B, mRNA 


XTTV if A A 1 T3 A 


Homo sapiens caspase 10, apoptosis-related cysteine protease (CASPIO), 

transcript variant A, mRNA 


ivTiv/f niooQo 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant beta, mRNA 


XTAyT AAIOO/^ 
iNlVl__^UU IZZO 


Homo sapiens caspase 6, apoptosis-related cysteine protease (CASP6), transcript 
variant alpha, mRNA 


iNlVi UjJUJ 


xlomo sapiens z ,3 -cyclic nucleotide 3 pnospnodiesterase (UJNr), mKN A 


iNiVl U331ZD 


Momo sapiens organic cation transporter OKBl (OKBl), xnKJNA 


XnVyf AOAI/IQ 

JNlyl__UZU34y 


Homo sapiens ankyrin repeat domain 2 (stretch responsive muscle) (ANKRD2), 

■r«T>XT A 


INiVl \J\J\)DH\) 


Homo sapiens ryanodine receptor 1 (skeletal) (RYRl), mRNA 


iNivi uioyjU 


jiomo sapiens syntaxin lo (oiA-io), mKJNA 


iNivi Ui^oUo 


riomo sapiens jsJLfV/\.u /y^ gene product ^iviAAU/y3j, mKJNA 


iNivi UU3^Zo 


Homo sapiens vav 1 oncogene (VAVl), mRNA 


NM 005747 


Homo sapiens elastase 3A, pancreatic (protease E) (ELA3A), mRNA 


NM 000922 


Homo sapiens phosphodiesterase 3B, cGMP-inhibited (PDE3B), mRNA 


JNJVl UoJUoy 


Homo sapiens ADCj-yO protem (ADCj-yO), mRNA 


NM 033085 


Homo sapiens fetal and adult testis expressed transcript protein (FATE), mRNA 


NM 015001 


Homo sapiens SMART/HDACl associated repressor protein (SHARP), mRNA 


NM_032984 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 4, 
mRNA 


TwnViT A'5'^fkOI 

NM_032983 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 3, 

■»i-»T>XT A 

mKJNA 


NM_032982 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 1 , 
mRNA 


NM_032957 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcnpt variant 1, mRNA 


NM_032945 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcnpt variant M68C, mRNA 


iN iVl UU i Z ZH" 


Homo sapiens caspase 2, apoptosis-related cysteine protease (neural precursor 
cell expressed, developmentally down-regulated 2) (CASP2), transcript variant 2, 
mRNA 


NM_0 15647 


Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 3, mRNA 


NM 033012 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 1 1 
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NM 003701 ] 
( 


TNFSFl 1), transcript variant 2, mRNA 

aomo sapiens tumor necrosis factor Oiga^d) superfamily, member 1 1 

'TNFSFl 1), transcript variant l.mKNA 


NM 005409 


Homo sapiens small inducible cytokine subfannly B (Cys-X-Uys), member 1 1 
fSCYB 1 1), mRNA 


NM_005035 


Homo sapiens polymerase (RNA) mitochondrial (DNA directed) (fUl.Kivll;, 
nuclear gene encodmg mitochondnal protem, mKJN A 


NM_006980 


Homo sapiens transcription termination factor, mitochondrial CMTERF), nuclear 

gene encoding mitochondnal protein, mKW a __ 

Homo sapiens claudin 4 (CLDN4). mRNA __ 


NM 001305 
NM_032996 


^ . . 1 . J j.'^ ^ — — rN.+e»rt<-ii=i ff^ ^ Q'PQ'X "franc Pirnt 

Homo sapiens caspase 9, apoptosis-related cysteme protease (y^AiiV^), Uaiiawnpi 
variant beta, mRNA . -r-r- 


NM_001229 


Homo sapiens caspase 9, apoptosis-related cysteine protease (CAbf b), Uaiia^iipi 

variant alpha, mRNA ^ 


NM_004346 


Homo sapiens caspase 3, apoptosis-related cysteme protease (CASP3), transcnpt 
variant alpha, mRNA — — 


NM_032991 


Homo sapiens caspase 3, apoptosis-related cysteme protease (CAbr^;, transcript 
variant beta, mRNA . ^^^^^ 


NM_033057 
NM 033051 


Homo sapiens olfactory receptor, tamily 2, suDiaimiy £>, memoci ^ yyJis^Dz.), 

mRNA 

Homo sapiens thymic stromal co-transporter ( i bL,u i huuna . 


NM 033048 
NM_033007 


Homo sapiens CPX chromosome region, candidate 1 (CPXCRl), mRNA 
Homo sapiens death effector filament-forming Ced-4-like apoptosis protem 
(DEFCAP), transcript variant E, mRNA 


NM_033006 


Homo sapiens death effector filament-fomung Ced-4-like apoptosis protem 
(DEFCAP), transcript variant D, mRNA 


NM_033005 


Homo sapiens death effector filament-formmg Ced-4-hke apoptosis protem 
(DEFCAP), transcript variant C, mRNA 


NM_033004 


Homo sapiens death enector iilament-iorming v-^cu-h hjvc apupiuoio ^xwtv^Aix 
(DEFCAP), transcript variant A, mRNA ^ ^ 


NM_0 14922 


Homo sapiens death effector filament-forming Ced-4-like apoptosis protem 
(DEFCAP), transcript variants, mRNA _ 


NM 019105 


Homo sapiens collagen, type I, alpha 1 (COLl Al), mRNA 
Homo sapiens tenascin XB (TNXB), transcnpt variant XB, mRNA 


NM 033036 
NM_033029 

NM 033028 


Homo sapiens beta-galactose-3-O-sulfotransferase 3 (GAL3ST2), mRNA 
Homo sapiens leishmanolysin-like (metallopeptidase M8 family) (LMLN), 

mRNA 

Homo sapiens Bardet-Biedl syndrome 4 (BBS4), mRNA 


NM 021807 
NM 020137 
NM_015133 

NM 014006 
NM 021914 
NM 032520 
NM 032923 


Homo sapiens secretory protein SEC8 (SEC8), ntiRNA 

Homo sapiens GRIP-associated protein 1 (GRASP 1), mRNA 

rr^-rv^rt cofi-imc mitnapn-artivated nrotein kinase 8 interacting protein 3 

(MAPK8IP3), mRNA 

Homo sapiens PI-3-kinase-related kinase SMG-1 (SMGl), mRNA 

Homo sapiens cofilin 2 (muscle) (CFL2). mRNA 

Homo sapiens hypothetical protein CAB56184 (CAB56184), mRNA 
Homo sapiens hypothetical protein MGC16025 (MGC16025), mRNA 


TvTTVyT niOQI'7 
XNiVl VjAyi / 

NM 032868 
NM 032862 
NM 032801 
NM 032753 
NM 032737 


Homo sanif^ns hypnthetinpl protein MGC2848 (MGC2848), mRNA 
Homo sapiens hypothetical protein FU1498 1 (FLJ1498 1 ). mRNA 
Homo sapiens hypothetical protein FU14926 (FLJ14926), mRNA 
' Homo sapiens hypothetical protein FU14529 (FIJ14529), mRNA 
■ Homo sapiens hypothetical protein MGCl 563 1 (MGCl 563 1 ), mRNA 
Homo sapiens hypothetical wotein MGC2721 (MGC2721), mRNA 
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iNiVl UO^OOo 


Hnmo cnnipnc >ivnf»thptiral nrntHn l\/rGC4771 fMCrCAlTl^ mTlNA 


NM 032503 


Homo sapiens G protein-coupled receptor sit (SLT), mRNA 


INIYl KJjjLj I 1 


nomu sapicnb nypoinciiotii piuicin ivxvjv^H-j'-h:/ ^ivxvjv^h jfj^^j iiix\j,n/-\. 


iNlVl \JDZ.D^\J 


Pfomr^ c5»nif»nQ Vivrtntlietiml nrn tpin MrTp4fil R {'\AC^Cdf^^ R^ mPNA 
xxUITlLF bdpiCIlo liypUlllCll^al pidLCllI iVXVJ^*TL/ 1 O ^iVXvJV^*Ttl 1 o^j 1IXIaJ.Nxa. 




Hn-mrfc C5»nip^nc Vivnnt>if»tirftl rirnt<*in MGP10Q74 rMrrP10074^ mPNA 




TTomn cnnienc hvnntViptiral -nrntpi-n 'nTCF7nS47 10*^6 ^"n'K'F7nS47T0'^fi'\ m*RNA 




T-J/-\rrm Q^i-nif^nQ TnipmfiiV>iil<*-intPrsiptin<» rifoffiTi tViaf aQQrtPifltf*Q wi+Vi TT? AT^*^ ^l^TP- 

XXiJiJLlU OdpXC'ilo ililwllJLUL^UlCXllLwla.Vi'Liil^ pXvL&lll UJCLL OOOV^wlCll'WO Willi X XX./kJL J ^XVXXX 

T'^\ mRNA 


NM 0^^1487 


TTnmo «:ar>ipnc: hvnnt'hptirfll nrntpin MrTp4fi04 rMrTP4f»04'\ mRNA 

XXVJXiiVl OCipX^iXO XXy p*JlXXd.Xwtl.X pi^L^XXX XVXVJ V'T^vFV/^ ^lVXVJV^"TW*Tyj llJXVX^x^ 




TT/^mn cdTii^^nc iiiTir»'Hr\Tiol oHl^#*C'!r»Ti mrklf^onlf* rTAlV^^*^^ m"R"NJA 
jrxVJiiXU OCtpidio J LXIlULllJllCll diXll^oiUXX XliwlC>W'U.X& J ilXL\_L^xA. 


NM 031304 


Homo sapiens hypothetical protein MGC4293 (MGC4293), mRNA 




xxomo sapiens nypoineticai proiem ivxvjv^.jz^h+, v.jvivjtv^.jz**-**^, iTixviN/\ 




TTnmn C5ir»ipnc Vi-vmntVif^tinpl r*rr\t«»ir» "HlirF 71^^^^619046 fHTf P7PS66T9046^ mRNA 


NM 0'^0Q94 

J.NJ.VX V/JV/^^*T 


Wnmn Qanif»nc h\mntVi<^tirfll r»mtf»in PRTD-NV^ ^PRTD-NV^^ mRNA 

XXUlXliJ oapXCLio XiypULXlClXL/<ll piVJlCili XXvX JL/"1N X J \X j\.XJ-^'-l\ X D 1X1XSJ.N^^ 


NM 0'^0894 


xxUiXXU ocipiCllo liypUlllCliC'Cti pidlClIl I.x^jL*nDJ\j \X/ 1_/J x*^D^\J)y IlUXXN,r\ 




TTrtTYirk C5ir\if*"nc crkliif^* r*c»"r*ri^>v familv 9^ rTnif"r\f»Vir\'nH'i*iiil cw r\tWnCkx\\f\'v\i\ct'i'^ f»aTTiPT\ 

JTX^JXXlV/ OCLpXCXio oUXtilw wCtll iC^i XdiillXy ZfJ ^XXlXlU^XXvllXUlXCXX V/A.VIUXV/C1X IJlJA.y 1<XIC L^CtlXXwly^ 

member 91 rSTr2SA91'i mRNA 

XlXbXXXU&X w X Xj\^^ J X IXlXXX^z^ 


NM 024571 


TTnmo <;a'nien<; hvnnthetiral nrotein FT T99Q40 fFT 199040^ mRNA 


NM n?sois 


Wnmn ^nrviPTiQ K'TA A041 7 apnp -nrnHnrt rPTTA A041 7^ mRNA 

xXiJlXXtJ octpiCIlo J\JLr\-rVVJ*T 1 / ^CIIC piVJU.UL'L ^iVX-TTL-rVW^T i / )y VluSArStX. 


NM 09410'^ 


XXUxXlLI dfipiCXlo liy pULllCtlWal pUJlClll iVXvJ V_^Z,0 1 J \^lVXVwJ V-^ZrV) i ilXIVlN/A. 


NM 0'^0S7R 


TTnmn Q;*r»ipTic V>\mnt>iptir»al nrr^fpin MrrP400'^ (\AC^CACi^X\ mRNA 


NM 01401^ 

INIVX V/ X*TV/ X ^ 


TTnmr* canipnc MVT F nrrfctpi-n rMVT F^ mRNA 
xxuiixu ddpicns ivi X i^j^ pruLcxn ^ivx i xjE* )^ xluvjln/^ 


NM 0?*>nQ4 


Wnmn QamPTm 'h\mntViptir'5i1 -nrntpm FT T991 R4 rPT T991 R4^ mRNA 


NM 0'^Sn7R 

X>XVX \J4^<J\J 1 o 


TTnTnn cnmpnc Trvn^ntViptiral -nrrktpin FT T99'^7R rPT T99'^7R^ mRNA 
XxUIIiU o«.piCIlb iiypULIlCLxUclX prOlClIX X^X^J^.^^ / O \I/ XjJ ' lIlXviN.rA. 


NM 09^061 




NM 0940^7 


TTnmr\ c?»T^ipnc "hxmntTipfir^al nrnfmn FT T1 1 6*^7 TFT Tl ^ f\'\n\ mRNA 
-ixOIIllJ o<±P1CI1l3 IiypULriCLlUa.1 prULClIl X^X^J 1 IOj / \^J7XjJ 1 ivJj / )y \.l\SSA\r\. 


NM n94RQR 


TTnmn Qj^i-\ipnQ \\\rr\c\\^^f^\^^1^^ nrntpin FT T997S7 TFT T997S7^ mRNA 


NM 094R77 


xnOIliU oa.piCIlo Iiy pULIlCLlL'd.i piULCill r x^o VOjLkjO \i. i-ij v.Z>^\jJ )^ IILIVLN/tl 


NM 09479^; 


T-Ir\mr\ C5»m«=nc Vi\mrvtV»*=tir'iil -nrrktiam ThT T99^97 /'T7T T99^97^ ml?NA 


NM 0947 IQ 


TTnmri cnrnVnc K\/nntVk<*fif^nl rkroti=»i-n FT T99474 CPl T9947J.^ mRNA 


NM 094/^00 


14rvmrk cQ-n-ii^nc Ti-\7nnfVk^f-ir*'al -nrr^ff^in T7T T90SQ8 fT<J T9^fiQ$w^ mPNA 

xxuriio odpiens iiypotncLiudi proLciii sr i~iJz.\jozfo ysrjuijjc^yjoyo)^ inssssrs. 




Vfr\mc\ ccxTkit^nc \^^.rr\r\fV^f^i^r*u^ rxrr\ff»^r\ 1V/Tr^P107Q6 /'A/TO0 1 07Q6^ mPNA 

xxumu adpienb nypuLneiiud.i proicm ivxvjri^iu /yo yiyx\j\^i\j /y\}j, inxviNr\ 


TsTM 094^^41 

X >C IVX V/^*T-J *T X 


T-Tr>mo C5irvif»rjc Vj\mrktVi<='Hr'nl nrr^tf^in MPtP40^4 rM"PtP40^4'\ mRNA 


NM 094064 


xxuixtu odpicnc) iiypuLiicLiL/<±i pruicin lyiyjK^DOxjj ^ivxvjrv^j^o^ inxviN/v, 


NM 024029 


Homo sapiens hypothetical protein MGC3262 (MGC3262), mRNA 


NM 09^07R 


xxomu otipicns nypoLneLiL/d.x prutciii jtx^juo^^ ^itjuj ldod^j^ iiiiviN/\. 


NM 023076 


Homo sapiens hypothetical protein FLJ23360 (FLJ23360), mRNA 


NM 099R49 


xxomo sapiens nypotnencai proiem rx^jzzyoy yrL^jzzyoy)^ iTirsjN/\ 


NM 0997'^7 


jTxomo sapiens n^'poLneucai proiem ri^j ljxjdd yrL^j idvod ^, rniviN/\ 


NM_022459 


Homo sapiens hypothetical protein FLJ13046 similar to exportin 4; KIAA1721 

pr l^rLJ l^U40), mKJNA 


NM 099il'^7 


riomo sapiens Air-Dinaing cassene, suD-iamiiy vj ^wrLLUbj, memoer o (^steroim 


"NTM 0991*^^ 


xiomo sapiens popeye proxcm ^ ^x^vjjrzj, hikjlna 


NM 0990fif^ 


xiomo sapiens iiKeiy onnoiog oi mouse uDiquiTin'-conjugaiing enzyme jciz-zjjujs. 
rF9-9'^0T<C^ mRNA 


NM 015480 


Homo sapiens nectin 3 (DKFZP566B0846), mRNA 


NM 004240 


Homo sapiens thyroid hormone receptor interactor 10 (TRIP 10), mRNA 


NM 003589 


Homo sapiens cullin 4A (CIJL4A), mRNA 


NM 021731 


Homo sapiens hypothetical protein PP3501 (PP3501), mRNA 


NM 020129 


Homo sapiens placental protein 13-like protein (LOC56891), mRNA 


NM 020196 


Homo sapiens HCNP protein; XPA-binding protein 2 (HCNP), mRNA 
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NM 020224 I 
NM 019064 1 
NM 019012 1 
NM 018635 ] 
NM_018687 ] 
1 


lomo sapiens hypothetical protein DKl<Z.pb4 /Ui4b tDKt-ZpM/Ui'to^ lui^i^^^ 

iomo sapiens hypothetical protein (FLJ10832), mKNA — 

-lomo sapiens phosphoinositol 3-phosphate-hindmR protem-2 (PEPP2), mKNA 

aomo sapiens hypothetical protein PROZyuu (.f Kuzvuu), misjy^ 

Homo sapiens h^atocellular carcinoma-associated gene iD26 (LOC55yubj, 
mRNA . ■ _^ . ■ 


NM_018441 
NM 018645 


Homo sapiens peroxisomal trans 2-enoyl CoA reductase; putative snon cham 

alcohol dehydrogenase (HSA250303), mRNA ^ 

Homo sapiens hypothetical protem HES6 (HES6), mRNA . 


NM 017967 
NM 017914 
NM 017905 
NM 017722 
NM 017668 
NM 017616 
NM 018185 
NM 018074 


Homo sapiens hypothetical protein FU20850 (FLJ208^U), mKiN A . 

Homo saoiens hypothetical protein FLJ20640 fFLJ20640), mRNA 

Homo sapiens hypothetical protein FLJ20623 (FU20623), mRNA 

Homo sapiens hypothetical protein FU20244 (FLJ20244), mKJN A _ 

Homo sapiens LIS 1 -interacting protein NUDEl, rat homolog (NUDEl), mKJNA 

Homo sapiens hypothetical protein FU20004 (FLJ20004), mKNA 

Homo saoiens hypothetical protein FLJ10704 (FU10704), mRNA 

Homo sapiens hypothetical protein FU10374 fFLJ10374), mRNA 


NM 018057 

NM 018028 
NM 018000 
NM 016510 
NM_016434 


Homo sapiens homoloe of rat orphan traT^sporter v7-3 (N 1 1 /3 ), mRNA 

w«rr,« =«™pn« livnothetical Tirotein FLJ10297 (FU10297). mRNA 
Homo sapiens hypothetical protein FLJ1021 1 (FU1021 1 ), mKMA 
Homo saoiens hypothetical protein FLJIOI 16 (FLJ10116), mKNA 

Homo sapiens putative selenocysteme lyase (.si^i^Y), tnKTMA __ 

Homo sapiens tumor necrosis factor receptor superfamily, member 6b, decoy 
(TNFRSF6B), transcript variant 2. mRNA 


NM 016289 
NM_0 16264 


Homo sapiens M025 protein aOC51719), mRNA 

Homo sapiens GIOT-2 for gonadotropin inducible transcription repressor-^ 
(GIOT-2), mRNA ^ „ ^TAc■^7^ 


NM_016149 


Homo sapiens protein inhibitor of activated STAT protein PlASy (.rlAS Y ), 


NM 016581 


Homo saoiens protein inhibitor of activated STAT protem PIASy (PIASY), 

mRNA 

Homo saoiens ECSIT (LOC51295), mRNA .. ^ 


NM 016479 
NM 016474 
NM 016094 


Homo sapiens hypothetical protein (LOC51246), mKXNfA . 

Homo sapiens hypothetical protein fLOC51244), mRNA . 

Homo sapiens HSPC042 protein (LOC5 1 122), mRNA 


NM 015942 
NM 016475 
NM 016457 


Homo sapiens CGI-12 protein (LOC51001), mRNA 

Homo sapiens hypothetical protein (HSPC21 3), mRNA 

Homo sapiens protein kinase D2 (PKD2), mRNA _ 


NM 016111 


Homo sapiens KIAA0683 gene product (KIAA0683), mRNA 


NM 014049 


Homo sapiens NPD002 protein (NPD002), mRNA 


NM 014963 
NM 015571 
NM 014789 
NM 014714 
NM 014758 


Homo sapiens KIAA0963 protein (KIAA0963), mRNA 
Homo sapiens SUMO-1 -specific protease (SUSPl). mRNA 

Homo sapiens KIAA0628 gene product (KIAA0628"), mRNA 

Homo sapiens KIAA0590 eene product 0KIAA0590), mRNA 

Homo sapiens KIAA0254 gene product (i<aAAUZ34), mKiM a 


NM 014065 
NM 0141 /U 
NM 015462 
NM 015642 
NM 015493 


Homo sapiens HTOOl protein fHTOOD.mRNA 

Wnmo «:anipns HSPCl '^^ pr^+f^iTi (TrSPC135\ mRNA 

Homo sapiens DKFZP586L0724 protein (DKFZP586L0724), mRNA 

Homo sapiens zinc fmger protein 288 (ZNF288), mRNA 

Homo sapiens DKFZP434N161 protein (DKFZP434N16n, mRNA 


]Snvi 014446 
NM 013314 


Homo sapiens muscle-specific beta 1 mtegrin bindrng protem (MIBP), mRNA 
Homo sapiens B-cell linker (BLNK\ mRNA 
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NM 007086 


Homo saDiens ANT)-1 nrotein TAT^JD-l^ mRNA 


NM 006701 


Homo satiiens j?imilar to S nnmhe dimi + rDTMl ^ mPTvIA 


NM 006300 


Homo sapiens zinc finger protein 230 (ZNF230), mRNA 


NM 006477 


Homo "sar>ien<> R AS-rplatpH nr» pVirnmnQnmp 99 ^'T?P'P99^ tm'P'MA 


NM 006087 


Homo saniens tubulin heta S /"TTFRRS'^ ml^lNJA 


NM 006056 


Homo sapiens G protein-coupled receptor 66 (GPR66), mRNA 


NM 005815 




NM 005817 


■tJL^jiixvj oapioxid ^aigu bcicciiun pruicin \^iiiaiiiiubc D pnospnate receptor Dinomg 
protein) (TrP47), mRNA 


NM 005801 


rTr^TYir\ Cnnif^nC T\nta+i"\rf» +ronclc»+-ir»-r» iv*i+iotirvn ■For'f/^f ^QTTT1\ -km'D'KT A 

xxuiixu dctpic-xio (juLcLLivc Lrd.iioi<iLiun miuciiiun laL/tor ^ouii nilvlN/V 


NM 005817 


nomu bcipienb jt^^i' / yjrocessmg oi precursor, o. cerevisiae^ nomoiog ^KJrFZU), 
mRNA 


NM 005776 


Homo sapiens comichon-like (CNEL), mRNA 


NM 004970 


xaumu bcipiciib int>uim-iiKe growin lacior Dinamg protem, aciu laDiie suDunit 

QGFALS'^ mRNA 

y-i-V_IX I \ \ t\J XiXXN_t.>Xx 


NM 004945 


Homo <;a"nien<? HvnaTnin 9 ^^ll^JA/^9^ mTJXTA 


NM 004283 


Homo <NaTI1Pn91 AR'^F^ m<*mH(=»r T? AQ r^nrr^fri^n** -fot-nilx/ /'T? A'D'ir^^ t-»-il>XTA 
^'-yji^'^i-^ aa-|JXfcxxo x\.^''\x>^JL/, xllClIiUCX xvrA.o oncogcnc iamiiy l^XVrMj^jJL'J, nixVlNA 


NM_004548 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 10 
r92kD PDSW^ rNHT TFR 1 0^ mR "NT A 

\^M^i\ju/, X J^k3 vv f \xSl^\jr D X\J )^ IxU\J.>J/A. 


NM^004124 


Homo sapiens glia maturation factor, beta (GMFB), mRNA 


NM 004877 


jjiuruo bdpicns giia mauiraiion lacior, gamma (^ijJVlrUrj, mKJNA 


NM 004907 


Homo sapiens immediate early protein (ETRlOl), niRNA 


NM 004044 


Homo sapiens 5-aminoimidazole-4-carboxamide ribonucleotide 
xuiiiiyiuaii2>icx<ibc/iivi_ir cycionyuroiase \i\i.x\^)y mKJNA 


NM 004315 


nuiiiu b£ipicn&> iN-acyispmngosme amiaonyoroiase v^^cici ceramidase} (AoAH), 
mRNA 


NM_004846 


Homo sapiens eukaryotic translation initiation factor 4E-like 3 (EIF4EL3), 
mRNA 


NM 003765 


Homo sapiens syntaxin 10 (STXIO), mRNA 


NM 00^1 10 


xaumo bdpicnb opz uranscnpiion lacior (^oJrZj, mKJNA 


NM_ 003113 


Homo sapiens nuclear antigen SplOO (SPlOO), mRNA 


NM 000^4*^ 


Homo sapiens sphingomyelin phosphodiesterase 1 , acid lysosomal (acid 
sphingomyelinase) (SMPDl), mRNA 


NM__003072 


Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 

L/nroniaLm, suoiamiiy a, memoer h (^oJVL/\KUA4), mKJNA 


NM 007807 

X ^ J.VX \J 0\J / 


tiomo sapiens proieasome (prosome, macropain) Zob subunit, non-ATPase, 1 
(PSMDl), mRNA 


NM 007704 


riomo sapiens pro-piaieiei oasic protem (mcluaes platelet basic protein, beta- 
LiiTumDogioDuiin, conneciive ussue-acnvatmg peptide iil, neutropnil-activating 
nentide-9'k rPPRP'k mPTsJA 


NM 000089 


Homo sapiens collagen, type I, alpha 2 (COLl A2), mRNA 


NM 001687 


xiuxxiu :>apicxis> i^xr bynin^ise, tnc^ transporLing, miiocnonciriai r v complex, delta 
subunit r ATPSD'i mRNA 

w**»i/li*lXXL X X ^l^jy XXXXVX^.y^ 


NM 020168 


Homo saniens r)91 TOOTCT^Jl A^-artivjitf^H VinQcia f\ ^PA^^A^ rviT?"MA 


NM 032657 


Homo <;;inipnQ livnntbf»tif*i»l -r»rr%f/airi '\A(~^C^'\f\AAO ^'KACZr^i (\aa^\ •^dxta 
^^^xixyj oo.piC'Xxa xxj'jjuiiiciioal pruicm IVxvJ 1 UH-H-Z \}^l\JK^x\JH^J»)^ mKJNA 


NM_032571 


xxuxxxu ^apicixd -t^vjr -HK.C muuuie-coniainmg mucin-iiKe receptor JtiiYLKo (^xiJVLKJJ, 
mRNA 


NM 032413 


Homo sapiens normal mucosa of esophagus specific 1 (NMESl), mRNA 


NM 015093 


Homo sapiens TAX 1 -binding protein 2 (TAB2), mRNA 


NM 031947 


Homo sapiens ornithine transporter 2 (ORNT2), mRNA 


NM 005563 


Homo sapiens stathmin 1 /oncoprotein 18 (STMNl), mRNA 


NM 024662 


Homo sapiens hypothetical protein FLJ10774 (FLJ10774), mRNA 
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NM 024637 1 
NM 024617 ] 
NM_020796 

"KTM 01 "^^R^ 

i N iV± \/ U ^ O J 

NM 012231 


Homo sapiens beta-galactose-3-U-suiiotransierase, h v»j/\i^jox— t^, im.^ 

Homo sapiens hypothetical protein FLJ13409 (FU13409), mKNA 

Homo sapiens sema domain, transmembrane domam (TM), and cytoplasmic 

domain, (semaphorin) 6A rSEMA6A), mRNA 

Homo sapiens methionine adenosyltransferase n, beta (MAT2B), mKJM A 
Homo sapiens PR domain containing 2, with ZNF domain (PRDM2), mRNA 


NM 020428 
NM 015866 
NM_014771 


Homo sapiens CTL2 gene fCTL2), mRNA 

Homo sapiens PR domain containing 2, with Z.Nt domain (PKDMi), mRi>l A 
Homo sapiens 95 kDa retinoblastoma protem binding protein; KlAA06bl gene 
nro rKIAA066n. mRNA 


NM 014454 
NM_013447 


Homo sapiens p53 regulated PA26 nuclear protem (PA26), mRMA 

Homo sapiens egf-like module containmg, mucm-like, hormone receptor-like 

sequence 2 (EMR2), mRNA _ — 


NM_006499 


Homo sapiens lectin, galactoside-bindmg, soluble, 8 (galectin 8) (LGALS8), 
mRNA — 


NM 006031 


Homo sapiens pericentrin 2 (kendrin) (PCNT2), mRNA 


NM_022040 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (WBSCR5), 
transcript variant 1 , mRNA 


NM_032464 


Homo sapiens Williams-Beuren syndrome chromosome region 5 (W13t>t.lO), 
transcript variant 4> mRNA — 


NM_032463 


Homo sapiens Williams-Beuren syndrome chromosome region d wi^c^v^rL:?;, 
transcript variant 2, mRNA , ^ 


NM_014146 


*- ^ ^ • c r\'j[rDQ/'"T> 

Homo sapiens WilHams-Beuren syndrome chromosome region 3 w j^jj^is.:?;, 
transcript variant 3, mRNA ^ 


NM_031992 


Homo sapiens Williams-Beuren syndrome chromosome region i ^ woo^jvi;, 
transcrint variant 2, mRNA ^ 


NM_006234 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide J (,li.i&u) 
a>OLR2J). transcript variant a, mRNA 


NM_032959 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide J (l3.3kU) 
fPOLR2J). transcript variant b, mRNA 


NM_032958 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide J (li.3kD) 
(POLR2J). transcript variant c, mRNA 


NM_002694 


Homo sapiens polymerase (RNA) U. (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant alpha, mRNA 


NM_032940 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide C (33kD) 
(POLR2C), transcript variant gamma, mRNA 


NM 033011 


Homo sapiens plasminogen activator, tissue (PLAT), transcript variant 3, mRNA 


NM 000931 


Homo sapiens plasminogen activator, tissue (FLAT), transcript vanant 2, mRNA 


NM 000930 


Homo saoiens nlasminogen activator, tissue (PLAT), transcnpt vanant 1. mRNA 


NM_033013 


Homo sapiens nuclear receptor subfamily 1, group I, member 2 (MKllzj, 
transcript variant 3, mRNA 


NM_003889 


Homo sapiens nuclear receptor subfamily 1, group 1, memoer z u^iciiz;, 
transcript variant 1 , mRNA 


NM_022002 


Homo sapiens nuclear receptor subfamily 1, group 1, memoer z ^jNis.iiz;, 
transcript variant 2, mRNA ^ , 


NM_022170 


Homo sapiens Williams-Beuren syndrome chromosome region 1 (W13i>CKi;, 
transcript vanant i, mKXNA 


NM_032408. 


Homo sapiens bromodomain adjacent to zinc finger domain, IB (BAZIB), 
transcript variant 2. mRNA — 


NM_023005 


Homo sapiens bromodomain adjacent to zmc finger domam, IB (BAZIB), 
transcript variant 1 , mRNA 


NM 001024 


Homo sapiens ribosomal protein S21 (RPS21), mRNA 
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NM 012138 


Homo ^aniens anontoQiQ flntflo^nniTincr trfltiQPTinHrvTi fartnr n^l^P)^ ml^TsJA 


NM 016343 


TTomo sanien*? centrnmerf* nrntein F ("^^0/400VF> mitoQin^ ^PFNPF'k mRNA 


NM 032988 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 2, nriRNA 


NM 032052 


Homo ^atllPTlQ ^itlP fin Of^r r\mt*='i-n 97R ^^7T\rF97S'\ trancnri-nt va-rianf -mlJTsJA 


NM 032051 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 4, mRNA 


NM 0390^0 


nuxiiu oapiciio Zrinc imgcr proicin z / o ^z-iiNJrz / ojj iranscripi varianL z, mjtvxN/\. 


NM 014323 


Homo sapiens zinc finger protein 278 (ZNF278), transcript variant 1, mRNA 


IN iVl U O J UU J 


Homo sapiens general transcription factor 11, i (GTF2I), transcript variant 5, 
mRNA 


iNiVl_Uv i Z7 1 o 


riomo sapiens general transcnpnon lactor ii, i t.vjirzi;, transcript variant 4, 
mRNA 


Tvnv/f 'inn 1 


jtiomo sapiens general transcnpuon lactor ii, i ^oiJrzi^, transcript variant 3, 

mPMA 

XiXI\JLN.fTL. 


NM o'^'^noo 

i>l XVJ. \/J D\J\J\J 


numu bcipicn& general iranscripLion lacioi li, i \ \3\.rA\.)^ transcript variant z. 




jauiiio :»dtpiens general iranscripiion xacior 11, 1 ^vji rzij, iranscripi variant i, 

ml^TsTA 


NM 00^^904 


Wnmn Qi^-nif^nc T?Fi "R"W A«"hir»r1iTicr r\rrii-f*ir» ^PT^'RP^ mUXTA 

jTiuiiiu bdpiciib xvJLy xsj.N/TL-'Uiriuing proLCui ^xsJL'xjjr iiuCviN/\ 




nuiiiu bdpicnb uiiiugcn-aciivd.Lea protein Kinase Kinase i ^ivi/VxZis.i )^ iriJKJNA 


NM 012453 


Homo sapiens transducin (beta)-like 2 (TBL2), transcript variant 1, mRNA 


NM OOfi'^47 


xxomo sapiens peptiayi prolyl isomerase xi v^cyciopniiin ri) {^rriTL), mKJNA 




rxtjxxiu sxipicixb aLKaiiiic pnuopnautbc, micbiinai \^x\±^rx), irii\J.N/\ 


NM 09 1 1 S 1 


xiuino adpicns cainitme i_/-ocianoyiiransierase \^i^jvv-/i )^ rnJviN/\ 


NM O0S090 


TTrttno C54T»i<^"nc T^ViocrNVioliTHJC^a A7 rrt-r*nT\ TV/ W /^r»i.i+/\ei-vl'ir»'\ /'T3T A 0 1^/1X5 \ t-*-i'D"KTA 
JLUJXXXVJ actpiCIlb piXUopXlUIipabC /TlZ, giOUp X V 13 ^CyTOSOllCy y± Ltr\^\J^-D ) ^ TiuSS\J\ 


NM 000124 


xnjxxnj i)cipiciii> cA^xoxijxi xcpaii uroob-uompiemcniing rouenx repair QeiiciencVj 
complementation group 6 (ERCC6), mRNA 


NM 0701 S7 


JTIUXXWJ ocipicna OlUxapxin ^v^' X wZS^^, IT11xIN/\ 


NM 01 R^l ^ 


xiomo £><tpiens poiyoromo i yrri i niKJN/\. 


NM OlSlfiS 


numo sapiens poiyoromo i \rD i j, rnjKJN/v 


NM 016503 


Homo sapiens mitochondrial ribosomal protein L30 (MRPL30), mRNA 


iNivi \j iZiioy 


Homo sapiens deafiiess locus associated putative guanine nucleotide exchange f 

\XJxZ>Juf\JSZfr J, xTXtvJLM/A. 


NN4 007061 

1NJ.>A \J\J / \J\J L 


rxuiiiu bctpicnb scrum constitueni protein \^iVioJC/jD rnx\_LN/\ 


NM OOS'^70 


.noniu Sapiens myosin iJ\ \^xvi x v^i/vj, rniviN/v. 


NM_000500 


Homo sapiens cytochrome P450, subfamily XXIA (steroid 21 -hydroxylase, 
v,/uxxgcm icxx aurcndi nyperpiasiaj, poiypeptioe Z \^L^ XJrZlAZJ, inJKJNA 


NM 00006*^ 


xxomo sapiens complement component z {\^z.), mJviN A 




xiomo sapiens mitocnonunai riDOSomai protein i^lj (^iVLrCrLi j), rnKJNA. 


NM 091 1 '^4. 


XT.UII1U Sfipicns mitocnonanai noosomai protein i^zj ^VixsJri^Zo niKJN A 


NM 09094Q 


xiuixiu sapiens a aismiegnn-iiKe ana metauoprotease (reproiysm type^ witn 

thrombosnondin tvne 1 mntif 0 ^'ADAIVTT^Q^ mPTSJA 


NM 018094 


Homo <?anif»n<; Crl fr\ ^ -nlicicf* trancitiV\n 9 ^'r^QPT"?^ mPXTA 


NM 014180 


Homo RaT>ien<; mitnrlinnrlrij^l riKocnmc*! -nrrktF'in T 99 nV/TPPT 99^ tviPXTA 


NM 014175 


Homo sapiens mitochondrial ribosomal protein LI 5 (MRPL15), mRNA 


NM 0153S5 


nuiiiu bapiciis oxxj-uomain protein d \^ponsin^ y^JcxjUj), mrviNA 


NM 006434 


Homo sapiens SH3-domain protein 5 (ponsin) (SH3D5), mRNA 


NM 000135 


Homo sapiens Fanconi anemia comnlementation eroun A TFATsTr^A'^ mT^lsJA 


NM 005656 


Homo sapiens transmembrane protease, serine 2 (TMPRSS2), mRNA 


NM_021974 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide F (POLR2F), 
mRNA 


NM_004I67 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 2, mRNA 
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NM_032965 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 3, mRNA 


1SIM_032964 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 15 
(SCYA15), transcript variant 1, mRNA 


NM 032454 


Homo sapiens serine/threonine kinase 19 (STK19), transcript vanant 2, mRNA 


NM 007057 


Homo sapiens ZWIO interactor (ZWINT), transcript variant 1, mRNA 


NM 032997 


Homo sapiens ZWIO interactor (ZWINT), transcript vanant 2, mRNA 


NM 003262 


Homo sapiens translocation protein 1 (TLOCl), mRNA 


NM 032470 


Homo sapiens tenascin XB (TNXB), transcript variant XB-S, mRNA 


NM_004166 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 1, nfiRNA 


NM__032963 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 3, mRNA 


NM_032962 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 14 
(SCYA14), transcript variant 2, mRNA 


NM 021219 


Homo sapiens junctional adhesion molecule 2 (JAM2), mRNA 


NM__014456 


Homo sapiens programmed cell death 4 (neoplastic transformation inhibitor) 
(PDCD4), mRNA 


NM 004197 


Homo sapiens serine/threonine kinase 19 (STK19), transcript vanant 1, mRNA 


NM_007214 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. 
cerevisiae (SEC63L), mRNA 


NM 006808 


Homo sapiens protein translocation complex beta (SEC61B), mRNA 


NM 001028 


Homo sapiens ribosomal protein S25 (RPS25), mRNA 


NM 001022 


Homo sapiens ribosomal protein S19 (RPS19), mRNA 


NM 001021 


Homo sapiens ribosomal protein S17 (RPS17), mRNA 


NM 001020 


Homo sapiens ribosomal protein S16 (RPS16), mRNA 


NM 001018 


Homo sapiens ribosomal protein S15 (RPS15), mRNA 


NM 001017 


Homo sapiens ribosomal protein S13 (RPS13), mRNA 


NM 012423 


Homo sapiens ribosomal protein L13a (RPL13A), mRNA 


NM_002907 


Homo sapiens RecQ protein-like (DNAhelicase Ql-like) (RECQL), transcnpt 
variant 1, mRNA 


NM_032941 


Homo sapiens RecQ protein-like (DNAhelicase Ql-like) (RECQL), transcnpt 
variant 2, mRNA 


NM_021128 


Homo sapiens polymerase (RNA) II (DNA directed) polypeptide L (7.6kD) 
(POLR2L), mRNA 


NM_006233 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide I (14.5kD) 
(POLR2D, mRNA 


NM_006232 


Homo sapiens polymerase (RNA) H (DNA directed) polypeptide H (POLR2H), 

mRNA 


NM_002695 


Homo sapiens polymerase (RNA) n (DNA directed) polypeptide E (25kD) 
(POLR2E),mRNA 


NM_004805 


Homo sapiens polymerase (RNA) E (DNA directed) polypeptide D (POLR2D), 
mRNA 


NM_000937 


Homo sapiens polymerase (RNA) U (DNA directed) polypeptide A (220kD) 

(POLR2A), mRNA 


NM 001987 


Homo sapiens ets variant gene 6 (TEL oncogene) (ETV6), mRNA 


NM 032973 


Homo sapiens protocadherin 22 (PCDH22), transcript variant c, mRNA 


NM 032972 


Homo sapiens protocadherin 22 (PCDH22), transcnpt vanant b, mRNA 


NM 032971 


Homo sapiens protocadherin 22 (PCDH22), transcript vanant a, mRNA 


NM 020403 


Homo sapiens protocadherin 9 (PCDH9), mRNA 


NM 022843 


Homo sapiens protocadherin 20 (PCDH20), mRNA 


NM 032949 


Homo sapiens protocadherin 8 (PCDHS), transcript vanant 2, mRNA 
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xxomo sapiens xjiu^proxocacincrin \^Drain-ncart^ yxK^iJii. i LTaiiscopx Varianx c. 


NM_032456 


Homo sapiens BH-protocadherin (brain-heart) (PCDH7), transcript variant b, 

IIJxVLN/Tl. 




XxiJiillJ oCipidla X^Xl**!^! LllvyoclUIlCI 111 ^Uldlll XlCctI ^x \./J^n./ IXaUoUnpL Varicllll a, 

mRNA 




Wnmn <;anien<5 nrntnradViprin 19 rPr'DTTl'^^ tyiT^TsTA 

XXVJlll^ Ou.|^l^ilO JJl \.itvlw<l-\Xll&l ill y^X VvX^X X 1 ^ ^ J IlJLxVi.>7^ 


NM_032420 


Homo sapiens protocadherin 1 (cadherin-like 1) (PCDHl), transcript variant 2, 
nVRNA 


NM 032969 


Homo sapiens protocadherin 1 1 (PCDHl 1), transcript variant d, mKNA 




xxoinu oapiciib pruiuodunciLn i i yjrK^xjri ^ j, iransuripi vanani c, nu>JN/v 


NM 032967 


Homo sapiens protocadherin 1 1 (PCDHl 1), transcript variant b, mKNA 


IN iVX_ _ UJ Z 7 ^ U 


riomo sapiens mainx meiaiioproiemase zo ^^iviiviJrzo ^, iranscnpi variant z, 
mRNA 




riomo sapiens mainx meiaiioproteinase zo \^iYLiyjLrzoj, transcript variant l, 
mRNA 




Homo sapiens niitogen-activated protein kinase kinase kinase kinase 5 
(MAP4K5), tiiKNA 




Homo sapiens mitogen-activated protein Idnase-activated protein kinase 3 
(MAPKAPK3), mRNA 




Homo sapiens protocadherin 1 (cadherin-like 1) (PCDHl), transcript variant 1, 


TSJA/T n0il7SQ 


nonio sapiens muogen-acuvaLea proieiu Kinase-aciivaiea protein Kinase z 
(MAPKAPK2), transcript variant 1, mRNA 


i>i iyx_\jj z ^ ou 


jciomo sapiens miiogen-aciivatea protein Kinase-acuvatea protein Kinase z 

\^]yij^\x^ ss.j\sr ]s^jL) , iranscnpt variant z, mjxiNA 


i N 1 VA V/ X- ^ i _J 


nuinu sapiens x5ci-z-reiatea ovanan Knier protem-iiKe v,x>l/isj_#j, rniviN a 




xxOllWJ odpiCllC) 3SA.I\±\\J\j I prULClIl \^iVxJU\^ i )y irLTviNA 




xxuiiiij odpiciib oau-iicriii lypc z, v xi-t'ttuncrm ^Vast/Uiai cpiindiuni^ ^v«xJ-/JlxD )^ 


NM 001794 


Homo sapiens cadherin 4, type 1, R-cadherin (retinal) (CDH4), mRNA 


NM 001 7Q^ 

J.^±VA \J\J 1 / ^ J 


xnjiiwj dctpicno v/ctuLicrui type i, ir -*cd.uiicrm ^piaucmai^ ^v^j^xxj ^, mjAjN/v 


NM 001792 


Homo sapiens cadherin 2, type 1, N-cadherin (neuronal) (CDH2), mRNA 


IsnVT OOA'^fiO 


xiomo sapiens caunerm i, type i, jc-caanenn ^epitneiiai) (^v^JL/rii j, ihkina 


NM 006137 


Homo sapiens CD7 antigen (p41) (CD7), mRNA 


IN jy±__u U3 o Oh 


Homo sapiens signal transduction protein (SH3 containing) (EFS2)5 transcript 
variant 1, mRNA 


"MTV/T A'^OA^Q 
1N1V1_U J J y 


Homo sapiens signal transduction protein (SH3, containing) (EFS2), transcript 

variant z, niJtsjN/\. 




xiomo sapiens letnai \d ) malignant orain tumor vyj ^mot protein ^^urosopmiaj no 

f^FT-T ^"^^1V^RT'^ trnncr'rir»f vr^rianf TT mPTsJA 

^xx-j-^^j yivijj X )^ LTaiiot^npL vdiiant xi, rruviN/A. 


NM 015478 


■txuiiwj odpiciib iciiim yp ) iiia.iigiid.iit xjicLiii ttiiilur n^j^inDt pioicm ^j_Arosopiiiia^ nu 
/^H-T f'^'^A/TRT^ trfl-ncrrint variant T mP'KrA 

yXX^iLf^ J^lVXXJ X IXdilaV/l 1(JL Vdilalll. X, lllJ[\J.Nx^ 


NM 004318 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 1, mRNA 


NM 032468 


xxumo sapiens aspartate ueia-nyaroxyiase \^/\oxxxj, transcript variant z, rnxviN/A. 


NM 032467 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 4, mRNA 


NM 032466 


Homo saniens asnartate beta-hvdroxvla<?e ( ASPH^ tran^^crint variarjt mRNA 


NM 020164 


Homo sapiens aspartate beta-hydroxylase (ASPH), transcript variant 5, mRNA 


NM_014217 


Homo sapiens potassium channel, subfamily K, member 2 (TREK-1) (KCNK2), 
mRNA 


NM_031498 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 
transducing activity polypeptide 2 (GNGT2), mRNA 
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XTTV/T fil 1 O 1 1 


Homo sapiens carboxypeptidase, vitellogenic-like (CPVL), mRNA 


INIVI UZZ/OO 


Homo sapiens KJNA binding motii protein 15 (RBM15), mRNA 


MM 021797 


Homo sapiens eosinophil chemotactic cytokine (TSA1902), mRNA 




Homo sapiens protein phosphatase 1, regulatory (inhibitor) subunit ISA 
(PPPlRI5A),mRNA 


NM 014522 


Homo sapiens protocadherin 1 1 (PCDHl 1), transcript variant a, mRNA 


NM 003004 


Homo sapiens secreted and transmembrane 1 (SECTMl), mRNA 


NM_002696 


Homo sapiens polymerase (RNA) 11 (DNA directed) polypeptide G (POLR2G), 
mRNA 


XTK>r AAA AO O 


Homo sapiens polymerase (RNA) n (DNA directed) polypeptide B (140kD) 
(rOLK2B), mRNA 


NM__001372 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 2, mRNA 


XnVvf A A/1 0 1 < 
iNlVl_UUHZ i 0 


Homo sapiens estrogen receptor binding site associated, antigen, 9 (EBAG9), 
mKJNA 


XTA/f AA<1 1 1 

InM. UyjD 111 


Homo sapiens crystallin, zeta (quinone reductase)-like 1 (CRYZLl), mRNA 


xr\jf f\f\A'^ c 1 

iNjVl_UU4ool 


Homo sapiens cAMP responsive element binding protein-like 1 (CREBLl), 

mJKJNA 


NM 000592 


Homo sapiens complement component 4B (C4B), mRNA 


JNJVL UU/Zy3 


Homo sapiens complement component 4 A (C4A), mRNA 


NM 032603 


Homo sapiens lysyl oxidase-hke 3 (LOXL3), mRNA 


XTAyr AO'S AO'? 


Homo sapiens mitochondrial ribosomal protein L34 CMRPL34), mRNA 


JNJVl_022567 


Homo sapiens nyctalopm (NYX), mRNA 


NJVL_0224o7 


Homo sapiens carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 
(CHS 1 8), mRNA 


JNJVL_Ulo55 / 


Homo sapiens orphan seven-transmembrane receptor, chemokine related 
(VSHKl), mRNA 


INIVI U 1 0 i 1 o 


Homo sapiens ankyrin repeat and SOCS box-containing 4 (ASB4), mRNA 


NM 016114 


Homo sapiens ankyrin repeat and SOCS box-containing 1 (ASBl), mRNA 


rMlVl U LOl 13 


Homo sapiens ankyrin repeat and SOCS box-containing 3 (ASB3), mRNA 


INIVI U 14 jy© 


Homo sapiens lysosomal-associated membrane protein 3 (LAMP3), mRNA 


JNm^U 14434 


Homo sapiens NADPH-dependent FMN and FAD containing oxidoreductase 
(NRl), mRNA 


XTNyT A A/1 Q/^A 
JNiVl_UU4oOU 


Homo sapiens nagile X mental retardation, autosomal homolog 2 (FXR2), 
mRNA 


XTA/T AA/COCA 

JNiVl UUOoDU 


Homo sapiens interleukin 24 (IL24), mRNA 


XT\>r AAiTOI 1 

JNJML 006541 


Homo sapiens thioredoxin-like 2 (TXNL2), mRNA 


XTlV>r AA/liC/^O 

JNJVl_004oo2 


Homo sapiens dynein, axonemal, heavy polypeptide 9 (DNAH9), transcript 
variant 1, mRNA 


XTliA^ AAAAOO 

JNJVl_00002y 


Homo sapiens angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A 
(alpha-1 antiproteinase, antitrypsin), member 8) (AGT), mRNA 


xnvyf AA/IA^A 
JNJVl UU4UDU 


Homo sapiens BCL2-like 2 (BCL2L2), mRNA 


NM 004049 


Homo sapiens BCL2-related protein Al (BCL2A1), mRNA 


InJV1_001o23 


Homo sapiens allograft inflammatory factor 1 (AIFl), transcript variant 3, 
mRNA 


NM_032955 


Homo sapiens allograft inflammatory factor 1 (AIFl), transcript variant 1, 
mRNA 


NG_000010 


Homo sapiens genomic cjrtochrome P450, subfamily IIA (phenobarbital- 
inducible) (CYP2A.2@) on chromosome 19 


NM_004847 


Homo sapiens allograft inflammatory factor 1 (AIFl), transcript variant 2, 
mRNA 


NM 005452 


Homo sapiens chromosome 6 open reading frame 1 1 (C6orf 1 1), mRNA 
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NM 031282 


Homo sanien^ iTnTYiiinotyloTiiiliTi ^iimprfaTnilv rpfip'ntnr ■fTfl'nQlf*f*ntir*n iiccof»i5»f*»H 1 

fIRTAl), inRNA 


NM 031281 

A ^ ATA V A ^ W A 


TTomO satlien*? iTmniiTinp'lnHnlin Qiinprfsinnilv TPPf*ntnr "trnnclrmfltirtn aQcnniat^H 0 

(IRTA2), mRNA 


NM_000767 


Homo saniens cvtoclirome P450 subfamilv TTR A'>henoViflrhif?il-inHiiriKlp^ 
polyp^eptide 6 (CYP2B6), mRNA 


NM 020165 


Homo SEDiens DOStreDlication reoair nrotein hRADl 8n fR ADl 8^ ml^T^A 


NM 001710 


Homo saDiens B -factor nroDcrdin fBF^ mRNA 


NM 021800 


Homo saoiens J domain containing nrotein 1 fJDPl^ mRNA 


NM 020404 


Homo sapiens tumor endothelial marker 1 precursor (TEMl), mRNA 


NM_006672 


Homo sapiens solute carrier family 22 (organic anion transporter), member 7 
(SLC22A7), mRNA 


NM 006398 


Homo sapiens diubiquitin (UBD), mRNA 


NM 005445 


Homo sapiens chondroitin sulfate proteoglycan 6 (bamacan) (CSPG6), mRNA 


NM 017495 


Homo sapiens seb4D (HSRNASEB), mRNA 


NM 001632 


Homo saniens alkaline nhosnhatase nlacental TRe^an i<;o7vmp^ (AJ PP^ mPtJA 


NM 030773 


Homo sapiens beta tubulin 1, class VI (TUBBl), mRNA 


NM 020643 


Homo saniens cliromosome 11 ooen reading frame 16 (C*^ lorflfi^ m'R'MA 

•M.'s^ A^M.'x^ X w A u. v^x XX V/ o X x X w X X V-/^-/ w J. X X wXXVXXXX^^ XX CXXXXW/ X \Jf X X \^X X X V.^ / j xxXX^X^iAX 


NM 020644 


Homo sapiens chromosome 1 1 open reading frame 15 (CI lorflS), mRNA 


NM 020642 


Homo saniens chromosome 11 ooen reading frame 17 ^^r^l lnrfl7^ rn'RlsJA 


NM 020201 


Homo saniens 5' micleotida^e mttocbonHriJil rNTTSA^^*^ mP'NrA 


NM_^003203 


Homo sapiens chromosome 2 open reading frame 3 (C2orf3), mRNA 


NM 007175 


■tx^jx-iiw o<i}jxcxxa c^ixxuxii^joi^ixic o upcii rcdumg xramc jl. ^v^oori^^, mj\iN/\ 


NM 007023 

i^XVX \J\J / \J^J 


xxuiiiu bcipicixb u/\ivj_r -rcguiaieu guanine nucieoiiae excnange lacior ll ^ a ivi r- 
GEFm mRNA 

>~*X_4X XJ^f^ XXXX^X^X^L 


NM 006589 


Homo sapiens chromosome 1 open readiQg frame 2 CClorfZ), mRNA 


NM 006105 


x^yjixisj odpicpiio x\.<x|ji ^uaxiixic-iiuL/ic(jLiuc'--CAonangc Xacior Qirectiy aciivareQ oy Ox\ 
fEPAO mRNA 

yA_/x. J. jy xAU.vx.^x X 


NM 005637 


Homo saniens svnovial sarcoma translocation rbromo«;nmf* 1 S ^991 mPTsIA 


NM 001213 


Homo saniens chromosome 1 onen reading frame 1 ^T^lorfl^ mP>JA 

■*--*.v^*A*v k^ti*|i^xwxxti7 WXXX vXXAV^iJ AAAw X V/^WlA X WUU>AAA^ XX UXAAw X ^^X.^* X \JX X X tit 1 T fT 


NM_002354 


Homo saniens tumor-associated calcium ^ional tran<5Hnrpr 1 ^TA(^^XF)1^ 

-■-xvAAiv oM^xwxxi;^ I.U.XXXV/X aoo\^wxcxiwvx wClAwXixXXA OX^XXAX LXAXXOVXLXW/wX X y X xvV^O X X 1^ 

mRNA 


NM 003492 


Homo sapiens chromosome X open reading frame 12 (CXorfl2)5 mRNA 


NM 003797 


Homo saniens embrvonic ectoderm develonment rPPP)"^ mPTvIA 


NM_032863 


Homo sapiens hypothetical protein FLJ 14927 (FLJ 14927), mRNA 


NM 032813 


Homo saniens hvoothetical nrotein FLJ 14624 rFLJ14624^ mPTsTA 


NM 032578 


Homo sapiens myopalladin (FLJ 14437), mRNA 


NM 032385 


Homo saniens chromosome S onen reading frame 4 (C^^nrfd^ mPMA 

AAV.^XXAV.' WV&J^ AWX-LkJ %</AJ-& VrA AXVOWAAAXp' V/J^^IA A Xo'Cl.U.AlA^ A^i^XXA^ ~T V_^»-' vIX X"y , 1 1 1 fX | X 


NM_032239 


Homo sapiens hvoothetical nrotein FLJ235 1 1 rFLJ2351 n mRNA 


NM 032012 


Homo saniens chromosome 9 onen reading frame 5 TCQorfS^ mPNA 


NM 031922 


Homo saniens RALBPl nrotein rLOC83859'i mRNA 


NM_031890 


Homo saniens cat eve svndrome chromosome ree:ion candidatf» f\ (C^^C^\if^ 

■■■ •■■ ^^li* t. w X xvx J. Vi/xxxw wxxx x/Xi-XV^ov^xxxVi/ x w^^xv/xx^ ^CXXAV^XvlCxL^' ^1 i i ^\__f*X^VJ I ^ 

mRNA 


NM 031456 


Homo sapiens chromosome 17 open reading fr ame lA (C17orflA), mRNA 


NM 030944 


Homo saniens chromo«iome 1 S onpn rpadincr frame S (C\ Sr^rf*S^ mPTsI A 
xxvxxxv ocx|^xwxxo v/xxx vxxxviouxxx^ X v|Jwxx iwaU-XXXg xxaxxx^ J \V«/ 1 »>^jxx Jy, xrjLI\J,N.A\. 


NM 030806 


Homo saniens chromo<5nmp 1 onen reaHina frame (C^'Xcwf^W ml? XT A 

xxvixxv k7U{^xwxX43 VXXX V/XXXV/OvfiXX& X Vr^wXX X bClUlXX^ XXdXXXw ^X X V^X J.^ X y 5 iriJVlN/\ 


NM 030790 


Homo sapiens hypothetical protein CDA08 (CD AOS), mRNA 


NM_018312 


Homo sapiens chromosome 11 open reading frame 23 (CI lorf23), mRNA 


NM_024298 


Homo sapiens malignant cell expression-enhanced gene/tumor progression- 
enhanc (LENG4), mRNA 


NM 022458 


Homo sapiens chromosome 7 open reading frame 2 (C7orf2), mRNA 


NM 022338 


Homo sapiens chromosome 1 1 open reading frame 24 (CI lorf24), mRNA 
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NM 022163 


Homo sapiens chromosome 15 open reading frame 4 (C15orf4), mRNA 


NM 022107 


Homo sapiens chromosome 6 open reading frame 9 (C6orf9), mRNA 


NM 006781 


Homo sapiens chromosome 6 open reading fi^me 10 ('C6orfl0\ mRNA 


ISIM 019895 


Homo sapiens chromosome 3 open reading frame 4 (C3orf4), mRNA 


NM 012265 


Homo sapiens chromosome 22 open reading frame 3 (C22orf3), mRNA 


NM 021254 


Homo sapiens chromosome 21 open reading frame 59 (C21orf59), mRNA 


NM 020645 


Homo sapirais chromosome 1 1 open reading frame 14 (CI lorf 14), mRNA 


NM 012112 


Homo sapiens chromosome 20 open reading frame 1 (C20orfl), mRNA 


NM 018555 


Homo sapiens zinc finger protein 331; zinc finger protein 463 (ZNF361), mRNA 


NM 019106 


Homo sapiens septin 3 (SEPT3), mRNA 


NM 020375 


Homo sapiens chromosome 12 open reading frame 5 (C12orf5), mRNA 


NM 020374 


Homo sapiens chromosome 12 open reading frame 4 (■C12orf4), mRNA 


NM 020373 


Homo sapiens chromosome 12 open reading frame 3 (C12orf3), mRNA 


NM 020367 


Homo sapiens chromosome 12 open reading frame 6 (C12orf6), mRNA 


NM 020130 


Homo sapiens chromosome 8 open reading frame 4 (C8orf4), mRNA 


NM 019596 


Homo sapiens chromosome 21 open reading frame 62 (C21orf62), mRNA 


NM 019063 


Homo sapiens chromosome 2 open reading frame 2 (C2orf2), mRNA 


NM 018956 


Homo sapiens chromosome 9 open reading frame 9 (C9orf9), mRNA 


NM 017586 


Homo sapiens chromosome 9 open reading frame 7 (C9orf7), mRNA 


NM 018691 


Homo sapiens chromosome 5 open reading frame 3 (C5orf3), mRNA 


NM 006134 


Homo sapiens chromosome 21 open reading frame 4 (C21orf4), mRNA 


NM 016940 


Homo sapiens chromosome 21 open reading frame 6 (C21orf6), mRNA 


NM 017438 


Homo sapiens chromosome 21 open reading frame 18 (C21orfl8), mRNA 


NM 013265 


Homo sapiens chromosome 1 1 open reading frame2 (CI lorf2), mRNA 


NM 016190 


Homo sapiens chromosome 1 open reading frame 10 (ClorflO), mRNA 


NM_015927 


Homo sapiens transforming growth frictor beta 1 induced transcript 1 
(TGFBIII), mRNA 


NM 016564 


Homo sapiens BM8S antigen (BM88), mRNA 


NM 016348 


Homo sapiens chromosome 5 open reading frame 4 (C5orf4), mRNA 


NM_014009 


Homo sapiens immime dysregulation, polyendocrinopathy, enteropathy, X- 
linked (IPEX), mRNA 


NM 015524 


Homo sapiens chromosome 6 op&a reading frame 5 (C6orf5), mRNA 


NM 006345 


Homo sapiens chromosome 4 open reading frame 1 (C4orfl), mRNA 


NM 015373 


Homo sapiens chromosome 22 open reading frame 2 (C22orf2), mRNA 


NM 014205 


Homo sapiens chromosome 1 1 open reading frame 5 (CI lorfS), mRNA 


NM 012264 


Homo sapiens chromosome 22 open reading frame 5 (C22orf5), mRNA 


NM 012111 


Homo sapiens chromosome 14 open reading frame 3 (C14orf3), mRNA 


NM 007211 


Homo sapiens chromosome 12 open reading frame 2 (C12orf2), mRNA 


NM 007176 


Homo sapiens chromosome 14 open reading frame 1 (C14orfl), mRNA 


NM_006706 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase II, S, 150kD (TAF2S), mRNA 


NM 006382 


Homo sapiens chromosome 17 open reading frame lA (C17orflA), mRNA 


1SIM_005967 


Homo sapiens NGFI-A binding protein 2 (EGRl binding protein 2) (NAB2), 

mRNA 


NM_005966 


Homo sapiOTS NGFI-A binding protein 1 (EGRl binding protein 1) (NABl), 

mRNA 


NM 005663 


Homo sapiens Wolf-Hirschhom syndrome candidate 2 CWHSC2), mRNA 


NM 005491 


Homo sapiens chromosome X open reading frame 6 (CXorf6), mRNA 


NM 005128 


Homo sapiens chromosome 21 open reading frame 5 (C21orf5), mRNA 


NM 004928 


Homo sapiens chromosome 21 open reading frame 2 (C21orf2), mRNA 


NM 004894 


Homo sapiens chromosome 14 open reading frame 2 (C14orf2), mRNA 


NM 004872 


Homo sapiens chromosome 1 open reading frame 8 (ClorfB), noRNA 
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NM 004709 




NM 004337 


XXUlilV/ oa]^iVlJlD Ki^lXI VJlIiVJOUlllW O UI^WXl XwaUlIig XlCilllC 1 ^V^'OL/IXl iiixvL>i.r\. 


NM 004913 


TTnTnA QSTiipriQ nliroino^ornp 1 6 ot^pti "rpflHincr "frflmp 7 ^'(^1 ^nr"P7^ m'R'NrA 

XXWIXIV^ Ou|Ji^llO wlXL ViyiliWo^IlI^ 1 VJ WJ^^li XWdUllig XXdlil^ / 1 Uiji X / liL[\J.NxA. 


NM 000956 


PTnmft ?:a"m'pn<i TirnQtaalanHin P" rpppntnr 9 ^'QiiKtvnp PPO^ *\'^lrT^ ^PT^Tp'R9^ 

xXiJiXi\J oa^iwiio ^iUotdgidilUllx J-> lwi^&|jLUI. <Cr ^oUULj^^C? J_«x i& J) , « i J ^x X.VJCxV^ 1^ 

mRNA 


NM 001586 


TTfimo sanienj? clirmnr\^fimp ^ rrnpn rpaHincr framp 9 ^^^'5^nrf9^ TnUXTA 


NM 001585 


l-Tomo sanien^i diromnsnmp 99 onen rpadinp^ "framp 1 r099nr"F1^ mT^lsJA 


NM 001214 


Homo saniens chromosome 16 ooen rearlinff framp 3 ^r^l fiorf*^"^ mTiJTsJA 

AXVys.XJ.V/ uU|^XWJLAu WXXX X^XXXV^ijVyXXXw X Vr V/^wXX X WCX^XAAXg XX mxxw y^V^ X WX X<_/ lXXXXX.^jlV 


NM 001584 


Homo sapiens chromosome 1 1 open reading frame 8 (CI lorfS), mRNA 


NM 003475 


TTomo QaTiiPtiQ rtTiromoQomp 1 1 otipti rpaHinty "framp 1 (C^^ 1 nf'Tl "^"N mT^'NTA 
xAV-fixx\j oapi^iio wxxx v^ixxwov/iii& XX yjyjs^ii. i^ciuiiig xiaixiw lXJlLLJ)^ lluVi^xT. 


NM 032496 


Homo sapiens rho-gtpase activating protein ARHGAP9 (ARHGAP9), mRNA 


MM 0079 "^4 


xx\jixxu odpiciib iiyiidCLiii D ypZtZ.) \±j\^ xrsD), iTciiibcripL vdriant i, rrLtviN/v 


NM 0'?434?s 


nuiiiu bapiciib uyiid-cLin d ^^.L-'^iiN^;, iranscopi variani rnivLN/v 


NM_021246 


Homo sapiens megakaryocyte-enhanced gene transcript 1 protein (MEGTl), 

mT?>JA 


NM 013291 

X^iVX \/X«7jb^X 


-Li-wii-i^ octpiC/llD L/Iwo. VctgC? cUlU pUijraUCIljrlclLlUIl, opCwlIlw laClOL 1, iOUlLL^ SUDUmX 

CCPSFl'i mRNA 

\_V^X ilJX X XXXLXX^X^ 


NM 014500 


Homo sanien<? HTV TAT snprifin fartnr 1 ^RTATSFl^ mRMA 

xxwxxxvj oa^iwiio xxx v xx».x o^wwiXxw XAv/LViX X ^XXX^^x OX^ X yj XIJU^XN/^ 


NM 005567 


Homo ^amPTiQ Ipptiti calaptriQiHp— HinHincr crkliiVilp Viinrlincr T*rrt+i*in 
xx»jxxxvi oa^l&Xio l\^i^Liix, ^ctici\./lVIS>liiw~LriIiUllXgj o^JlUUiCy D UiixUlIlg piULCiri 

CLGALSSBP) mRNA 


NM 005711 


Homo ^anipn^ TtOP'-liTrp rpnpatQ anH HicpoiHin T-lilrp Hrtmainc ^ rPT^TT %\ m'P'NIA 


NM 016*>93 


Homo <?aniP"nQ oxv^jtprol TalTiTia-TrvHrnvA/laQp Tr^VP'^QAI^ -n-iT?TvIA 


NM_021048 


Homo sapiens melanoma antigen, family A, 10 (MAGEAIO), mRNA 


NM 0?104Q 


xiumo adpicns mcianoma antigen, lamiiy /v, d v^iVLA.ijrii/\D )y mtviN/v 


NM OlQfiO'? 

X^iXVX \J \.J\J\J^ 


xxtJiiiu bapicnb Dutyropniim-iiKe z ^ivixiLx ciass n associaieQ^ (^xiiiNJLZ^, mKJNA 


NM 01R00? 


rxomu ddpicns OA.iciaLion resisiance i ^L/y^Jvi mxvLN/\ 


NM 013392 

J ^XVX \J i,J ^ 


nfr^tn/^ C5*TM#*nC tllir^lf^aT* T'#^r»/*"r*'l'/^l" VklT^rli-rmr r^TT^t^^i-r^ /"NTt?T5T^^ rmU'MA 
XZUlllvJ &a|JiCiio liU^lCal iCUCpiUx DlIlU.lIlg prUlCin ^xNxNJjx nixSJ.N/\. 


NM 012396 


xxuiiiu v>apiciib picuKbtrxQ nomoiogy-iiKc uomam, lanuiy a, memoer d 

(VVVLDAVi mRNA 

X XX-fX—/.iV«7 llXX>-X>.il. 


NM 006492 


Homo ^aniPriQ arista Ipqq-IiItp linmpfkVirkY TAT "V^'^^ mT?MA 


NM 005365 


H^omo ^ar^iPTiQ mplmioina anticrPTi frnYiilv A O ^AAArrT? AO"\ ■mTJ'WA 


NM 005364 


XJUJlllfJ odpiCXlb IllCia.Ix<Jlxla ctllLlgCIl, idlllliy /\, O ^lVl/\vJJZ//\.o J, IIxxvlN/\ 


NM 005366 


H^omo ^anipTiQ mplannma anticpn famil\/ A 11 ^'A/I A ^TtTh A 1 1^ ■mTJ'MA 
xxv/xxiv^ oa^xvxxo iXxwiuXxvFXXXa cuxil^&XA, Xailllijr rt., 1 X ^xvirVvJ X-//A. 1 i y, IIlJViNxV 


NM 024490 


Homo <iaTiipnQ ATPa^p r^la«!<! V tvnp 1 Of^ ('ATPl mPMA 


NM 020354 


H^omo ^ariiPTi^ IvQOQomal n'nvra^ip-liVp "nTT^fpin 1 ("i AT"P1^ mU^IA 

XXVFXXX^J OCl^XVllO 1 y o\^oV_fXXXCiX CijpjrXdO^ XlJx.W ^IV^LdXl X ^JL//»_l_»X X IXXJNJ.^/*. 


NM 018655 


Homo *5a'nipn9 lpn«; poitViplial "nrofpin T^^^^PP^ mT?7SlA 

XXV/XXXvr Om^XVIXo l^XXO w^XUXwXXAl |^X^L.^lXi ^X^i_^XNXJ/X /, 111 fX i N /"A 


NM 016448 


H^OTTIO ^ai^ipn^ P A— rPOiilatpH niiplpar ma"hHY-3c<5nr'iQf*^H r\mfpi-n Cn A\AT^\ mT?lsJA 


NM 014763 


Homo sapiens mitochondrial ribosomal protein LI 9 (MRPL19), mRNA 


NM 006099 


Homo «;ani pn Q nrntp in inViiHitor of artivat#»rl ^TAT"^ /'PTAQ'^"\ tyiPTJA 

XXVJIIXIJ OCl|JI&XiO [^XULwXXX XXXiXl XJX. dL^lXVcltwU i3Xx\.± J ^X X/vOJ" J, xXlXViNx\. 


NM 004221 


Homo sapiens natural killer cell transcript 4 (NK4), mRNA 


NM 002949 


xxuxxxvj oapxciib iiiiiUL/XXUxxLix xai nuoboiiidi pxoicin l^iz ^iVJJtvtrl^ 1 nuviNA. 


NM 016239 

X ^ X VX V/ X mJ ^ 


xxouio bdpiens myosin -a. v r\. ^iyl i 1 3/v ^, itlkjn/v 


NM 00S0Q4 


nomo sapiens soiuxe carrier lamiiy z / \^iauy aciQ transporter memoer h 

i^Ol^V-^Z IIirsJ.N/v 


NM 015077 

X ^ XT X \J X ^ \^ / / 


Ai-vixixu oapicxio k>icxiic dxpxxa axiu rxi3rvx//Aj.xxidciiiio moLii proicin, orxnoiog OI 

r>rrkcnnViila /'^APA/T^ mPMA 
M^i.\Jo\J\}Li\\.a. yO/TJCSJVl^, IlXx\_L>i,r\. 


NM 013239 


Homo sapiens protein phosphatase 2A 48 kDa regulatory subunit (PR48), mRNA 


NM 022363 


Homo sapiens LIM homeobox protein 5 (LHX5), mRNA 


NM 031966 


Homo sapiens cyclin Bl (CCNBl), mRNA 


NM 015559 


Homo sapiens SET binding protein 1 (SETBPl), mRNA 


NM 007178 


Homo sapiens unr-interacting protein (UNRIP), mRNA 


NM 005367 


Homo sapiens melanoma antigen, family A, 12 (MAGEA12), niRNA 
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NM 031275 


Homo sapiens testis expressed sequence 12 (TEX12), mRNA 


NM 032403 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant 3, mRNA 


NM 032402 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcnpt 
variant 2, mRNA 


NM 0025 88 


Homo sapiens protocadherin gamma subfamily C, 3 (PCDHGC3), transcript 
variant l,mRNA 


NM 014583 


Homo sapiens LIM and cysteine-rich domains 1 (LMCDl), mRNA 


NM 001389 


Homo sapiens Down syndrome cell adhesion molecule (DSCAM), mRNA 


NM 031894 


Homo sapiens ferritin, heavy polypeptide-like 17 (FTHLll), mRNA 


NM_032098 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcnpt 
variant 2 mRNA 


NM_003736 


Homo sapiens protocadherin gamma subfamily B, 4 (PCDHGB4), transcript 
variant 1 mRNA 


NM 03293S 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 3, 
mRNA 


NM 004489 


Homo sapiens G protein pathway suppressor 2 (GPS2), transcript variant 2, 
mRNA 


NM 032442 


Homo sapiens G protein pathway suppressor 2 XGPS2), transcript variant 1, 
mRNA 


NM 001887 


Homo sapiens crystaUin, beta Bl (CRYBBl), mRNA 


NM 005208 


Homo sapiens crystaUin, beta Al (CRYBAl), mRNA 


NM 001889 


Homo sapiens crystallin, zeta (quinone reductase) (CRYZ), mRNA 


NM__022132 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase 2 (beta) (MCCC2), 
mRNA 


NM 001288 


Homo sapiens chloride intracellular channel 1 (CLICl), mRNA 


NM 021624 


Homo sapiens histamine H4 receptor (HRH4), mRNA 


NM 032527 


Homo sapiens hypothetical protein FLJ14972 (KIAA1847), mRNA 


NM 005560 


Homo sapiens laminin, alpha 5 (LAMA5), mRNA 


NM 032931 


Homo sapiens hypothetical protein MGC13219 (MGC13219), mRNA 


NM 032924 


Homo sapiens hypothetical protein MGC16040 (MGC16040), mRNA 


NM 032920 


Homo sapiens hypothetical protein MGC15873 (MGC15873), mRNA 


NM 032913 


Homo sapiens hypothetical protein MGC14458 (MGC14458), mRNA 


NM 032893 


Homo sapiens hypothetical protein MGC14336 (MGC14336), mRNA 


NM 032889 


Homo sapiens hypothetical protein MGC 11308 (MGC11308), mRNA 


NM 032815 


Homo sapiens hypothetical protein FLJ14639 (FLJ14639), mRNA 


NM 032798 


Homo sapiens hypothetical protein FLJ14503 (FLJ14503), mRNA 


NM 032793 


Homo sapiens hypothetical protein FLJ14490 (FLJ14490), mRNA 


NM 032791 


Homo sapiens hypothetical protein FLJ14477 (FLJ14477), mRNA 


NM 032789 


Homo sapiens hypothetical protein FLJ14464 (FLJ14464), mRNA 


NM 032769 


Homo sapiens hypothetical protein MGC16212 (1MGC16212), mRNA 


NM 032760 


Homo sapiens hypothetical protein MGC14966 (MGC14966), mRNA 


NM 032696 


Homo sapiens hypothetical protein MGC12262 (MGC12262), mRNA 


NM 032665 


Homo sapiens hypothetical protein MGC4640 (MGC4640), mRNA 


NM 032662 


Homo sapiens hypothetical protein MGC 10600 (MGC10600), mRNA 


NM 032655 


Homo sapiens hypothetical protein MGC10997 (MGC10997), mRNA 


NM 032625 


Homo sapiens hvpofhetical brain protein my040 (MY040), mRNA 


NM 032621 


Homo sapiens X-linked protein (DJ79P1 1.1), mRNA 


NM 032525 


Homo sapiens tubulin beta-5 (TUBB5), mRNA 


NM_005485 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 3 (ADPRTL3), mRNA 


NM 005484 


Homo sapiens ADP-ribosyltransferase (NAD+; poly(ADP-ribose) polymerase)- 
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NM nOS447 


nomo bd.piens pcpiiayigiycme aipna-amiaanng monooxygenase CUUxl-tenninal 

intprartor rPAMPn mPKTA 


NM 000137 


xx^jiiiu oapicxia xuiiiai jriaucuJal/daLC liyurUictdC ^lUmaryiaCclOaC6iaS6j (JtAxX), 

mRNA 


NM 00 1888 


Homo saniens crvstallin mu ( CRYM^ inRNA 


NM 032608 


Homo sapiens hvnothetical nrotein bkl 95H9 1 rRK'195TT9 1^ mPMA 


NM 032607 


Homo sapiens CREB/ATF family transcription factor (CREB-H), mRNA 


NM 032602 


XXV/IXiV OCl.|^l&lXd I^VJIUACA,!!! ^V^'^VU^ IlUVLNxit. 


NM 032598 


Axvjiiiij oapiC'iio tcoic>:> U.C vciupiiicilL-rcialCU. IN x J_y-oJr^U ^IN x J_/-oxZU), nixvJNA 


NM 032592 


Homo sapiens 1-aminocyclopropane-l-carboxylate synthase (PHACS), mRNA 




nomo sapiens uown-reguiaiea oy tw^innDl, a vUKLxlJNNiJlA), mRNA 


NM 032579 


jiuniu sapiens coion ana smau miesiine-speciiic cysteme-ncn protem precursor 


NM 032570 


Homo sapiens NPC-related protein NAG73 (NAG73), mRNA 


NM 032565 


xxuiiiu bcipiciib cuiupamn uuiamg rexaiea proiem, Qeitao-cieita / sterol isomerase 
related nrntf^in rf'FRT^Pt TnR"MA 


NM 032561 


Homo <?flr>ipnQ FVrrl nrntpiTi /'FVOl^ mPTvrA 


NM 037555 


Axvjixnj c»<ipiciio IT i*T J pruLcm \^x a*+j nixviNA 


NM 037549 


xxviiliu aapiciio iiuicr miiuunonQriai memorane pepiiQase iiKe (iJVLMjr^LrK 
mRNA 


NM 032548 


Homo sapiens BPOZ protein (BPOZ), mRNA 


NM 015080 




NM 005676 


Homo sapiens RNA binding motif protein 10 (RBMIO), mRNA 




nomo sapiens cyiosoiic nucleotidase 1 (^JN-l), mKNA 


NM 0^">4S^ 


nomo sapiens n i Jr/\Jr proiem l Jr Ar^j, rnKJN A. 


NM 0'^70Q4 


nomo sapiens proiocaanenn gamma subiamily A, 12 (PCL)HCjA12), transcript 

varinTit 9 ■mU'WA 


NM 003735 


xxoiiio j>apicii5> proiowdonenn gamma suoiamiiy a, iz v.r^i^UxlvjA12j, transcript 
variant 1, mRNA 


NM 031887 


nomo sapiens pro-meiamn-concentrating normone-like 1 (PMCHLl), mRNA 


NM 032461 


Homo sapiens SPANX family, member Bl (SPANXBl), mRNA 




nomo sapiens melanoma antigen, lamily L), 1 (MAGEDl ), mRNA 


NM_ 005462 


Homo sapiens melanoma antigen, family C, 1 (MAGECl), mRNA 




Homo sapiens microtubule-associated protein 4 (MAP4), transcript variant 1 , 
mRNA 




nomo sapiens microuiDuie-associatea protein 4 ^JN4AJ:'4}, transcript variant 4 
mRNA 


NM 030885 


nomo sapiens micro lUDuie-associatea protein 4 (^JVLAP4)5 transcript variant 3 
mRNA 


NM 0^0884 


nomo sapiens microiUDuie-associatea protem 4 ^J\lAJr4}, transcript variant 2 
mRNA 


NM 009374 


nomo sapiens microtuDuie-associatea protem z ^JMAFz}, transcript variant 1 
mRNA 


TsIM 0'^ 1 5i47 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 4 
mRNA ' 


NM_031846 


Homo sapiens microtubule-associated protein 2 rMAP2'i tran<?crint variant 3 
mRNA 


NM_031845 


Homo sapiens microtubule-associated protein 2 (MAP2), transcript variant 2 
mRNA 


NM 032446 


Homo sapiens MEGFIO protein (MEGFIO), mRNA 


NM 032417 


Homo sapiens SPANX family, member D (SPANXD), mRNA 
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NM_013453 I 
I 


lomo sapiens sperm protein associated with the nucleus, X cnromosomc, ioixuiy 

nemberAl (SPANXAD.mRNA 


NM 020690 ] 
NM_012121 ] 

1 

NM ooioiy J 


^omo sapiens KIAA1085 protein (KIAA10»5), mRNA __ 

Homo sapiens Cdc42 effector protein 4; binder of Rho CilFases ^ ^t^Jir-*;, 

mRNA H 

CT^ « o»«^«.nc i-;Kncnmn1 nrntein S15a (RPS15A), mRNA 


NM 022551 
NM_005909 


Homo sapiens ribosomal protem S18 (KPS18), mRNA 

Homo sapiens microtubule-associated protein IB (MAPIB). transcript vanani 1. 

jjjJ^J^^ ^^^^^ ^ ^ i 


NM_032010 


Homo sapiens microtubule-associated protein IB (MAPIB), transcnpt variant 2, 


NM 002373 
NM_031366 


Homo sapiens microtubule-associated protein lA (MAPIA), mRNA J 

Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen; ^u.uL4A3;, 
transcript variant 6, mRNA n-'riT^x-i-L 


NM_031365 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 5 , mRNA - , , ■ 


NM_031364 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COL4A3), 
transcript variant 4, mRNA ^ — , . . 


NM_031363 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen; ^«^uL4Ai>, 
transcript variant 3. mRNA ^ //^r^r /i a -^^ 


NM_031362 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen) (COI>iA3), 
transcript variant 2. mRNA s /^r>T/i Ao^ 


NM_000091 


Homo sapiens collagen, type IV, alpha 3 (Goodpasture antigen; ccuL4Ai;, 
transcript variant 1. mRNA — ^ ^"l — 


NM_002140 


Homo sapiens heterogeneous nuclear ribonucleoprotem K (HNRPK), transcnpt 

variant 1, mRNA \ 


NM_0312o3 


Wr.mr^ cnniPTK; heteroeencous nuclear ribonucleoprotein K (HNRPK), transcnpt 
variant 3, mRNA 


NM_031262 
NM 003214 


Homo sapiens heterogeneous nuclear ribonucleoprotem K (HNKI-k;, rranscnpi 

variant 2, mRNA _ 

Homo sapiens prokineticin 1 precursor (PROKl), niEUSfA 

Homo sapiens TEA domain family member 3 (TEAD3), mRNA 


NM 015613 

NM 022064 
NM 017971 


Homo sapiens DKFZP434K091 protem fPAL), mRNA 

Homo sapiens apolipoprotein L, 4 (APOL4), mRNA 

Homo sapiens hypothetical protein FLJ12565 (FLJ12565), mRNA 

Homo sapiens mitochondrial nbosomal protem L20 (MRPL20), mRJNA 

Homo sapiens mitochondrial ribosomal protem L27 (MRPL27), mKJN A 


NM 016504 

NM 014050 
NM 000014 


Homo sapiens mitochondrial ribosomal protem L42 (MRPL42), mRNA 

Homo sapiens alpha-2-macroslobulm (A2M), mRNA 

Homo sapiens mitochondrial ribosomal protem L33 (MRPL33), mKJNA 


NM 004891 
NM 004864 
NM_000454 

NM 032391 
NM 032382 
NM 032365 


Homo sapiens prostate differentiation factor (PLAB), mRNA _ 

Homo sapiens superoxide dismutase 1, soluble (amyotrophic lateral sclerosis i 

(adult)) (SODl), mRNA 

Homo sapiens small nuclear protem PRAC (PRAC), mRNA 

Homo sapiens hypothetical nrotein FLJ22315 (FLJ22315), mRNA 

Homo sapiens hypothetical protein MGC5254 (MCi(J5254), mKJNA 


NM 032363 
NM 032335 
NM 032276 
NM_032272 

NM 032260 


j:lomo sapiens niiUL/Z. proicm v-n-i-'-^-'-'-^yj ^^"-^ . — 1 

Homo sapiens hvpothetical protein MGC14797 (MGC14797), mRNA 

- Homo saoiens hvpothetical protein DKFZp547E052 (DKFZp547E052), mRNA 
Homo sapiens hypothetical protein DKFZp586Gl 123 (DKFZp586Gl 123), 

mRNA — 

Homo sapiens hypothetical protein DKFZp434P144 (DKFZp434P144). mRNA_ 
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NM 032237 


Homo sapiens nypotnetical protein ri^JZjJjo (^rLJZo:5D07, nriKJN a 


NM 032220 


Homo sapiens nypotnetical protein ri^JZZZcSo trJ_.JZzZooj, niKJNA 


JNJVL 


Homo sapiens nypotnetical protein ri^Jzzzos/ ^rjLrJZZZoyj, iniviNA 


NM 032204 


Homo sapiens hypothetical protein FLJ21588 (FLJ21588), mRNA 


NM 032203 


Homo sapiens nypotnetical protein ri^J21423 (ri^Jzt4zJj, mKJNA 


NM 032202 


Homo sapiens hypothetical protein FLJ21404 (FLJ21404), mRNA 


NM 032173 


Homo sapiens hypothetical protein FLJ 12747 (rI.J 12747), mKNA 


NM 032157 


Homo sapiens hypothetical protein FLJl 1531 (FIJI 1 53 1), mRNA 


NM_032150 


Homo sapiens hypothetical protem DKFZp434P1735 (DKFZP434P1735), 
mRNA 


NM_021005 


Homo sapiens nuclear receptor subfamily 2, group F, member 2 (NR2F2), 
mRNA 


NM_020159 


Homo sapiens hypothetical protem DKFZp762K2015 (DKFZp762K2015), 
mRNA 


NM 015449 


Homo sapiens DKFZF586G1722 protein (DKrZ,r5boCjl722), niRNA 


NM 015424 


Homo sapiens DKFZP586N2124 protein (DKFZP586N2124), mRNA 


NM_015235 


Homo sapiens likely ortholog of mouse variant polyadenylation protein CSTF- 
64; KIAA0689 protein (KIAA0689), mRNA 


NM 015068 


Homo sapiens patemally expressed 10 (PEGIO), mRNA 


NM 014599 


Homo sapiens EH-domam containing 4 (EHD4), mRNA 


NM__014411 


Homo sapiens bram and nasopharyngeal carcinoma susceptibility protein (NSG- 
X), mRNA 


NM 007148 


Homo sapiens zmc finger protem 179 (ZNF179), mRNA 


NM_0072o6 


Homo sapiens XPA binding protem 1; putative ATP(GTP)-binding protein 
(NTPBP), mRNA 


NM 006313 


Homo sapiens ubiquitin specific protease 15 (USP15)5 mRNA 


NM 005726 


Homo sapiens Ts translation elongation factor, mitochondrial (TSFM), mRNA 


NM 005277 


TT * 1 i ' "\ A/" A /"/^T^A /r A \ T>"KT A 

Homo sapiens glycoprotein M6A (GPM6A), mRNA 


NM 005437 


Homo sapiens nuclear receptor coactivator 4 (NCOA4), mRNA 


NM 001439 


Homo sapiens exostoses (multiple)-like 2 (EXTL2), mRNA 


NM 001287 


Homo sapiens chloride channel 7 (CLCN7), mRNA 


NM_021194 


Homo sapiens solute earner family 30 (zmc transporter), member 1 (SLC30A1), 
mRNA 


NM_013986 


Homo sapiens Ewmg sarcoma breakpoint region 1 (EWSRl), transcript variant 
bWS-b, mRNA 


NM 001013 


Homo sapiens ribosomal protein S9 (RPS9), mRNA 


NM 005617 


Homo sapiens ribosomal protein S14 (RPS14), mRNA 


NM 006361 


Homo sapiens homeo box B13 (HOXB13), mRNA 


NM 000990 


Homo sapiens ribosomal protem L27a (RPL27A), mRNA 


NM 005821 


Homo sapiens NBR2 (NBR2), mRNA 


NM_003483 


Homo sapiens high-mobihty group (nonhistone chromosomal) protem isofomi I- 
C (HMGIC), mRNA 


NM_002129 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 2 
(HMG2), mRNA 


NM 005959 


Homo sapiens melatonin receptor IB (MTNRIB), mRNA 


NM 005958 


Homo sapiens melatonin receptor 1 A (MTNRl A), mRNA 


JNM. UU4/3y 


Homo sapiens metastasis-associated 1-like 1 (MTAILI), mRNA 


NM_021644 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9A, mRNA 


NM_012207 


Homo sapiens heterogeneous nuclear ribonucleoprotein H3 (2H9) (HNRPH3), 
transcript variant 2H9, mRNA 


NM 019597 


Homo sapiens heterogeneous nuclear ribonucleoprotein H2 (H') (HNRPH2), 
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mRNA 


NM_031203 


Homo sapiens heterogeneoiis nuclear ribonucleoprotein M (BQnUIPM), transcript 
variant 2, mRNA 


NM_005968 


Homo sapiens heterogeneous nuclear ribonucleoprotein M (BD^IRPM), transcript 
variant 1, mRNA 


MM 004966 


Homo sapiens heterogeneous nuclear ribonucleoprotein F (HNRPF), mRNA 


NM 032093 


Homo sapiens pregnancy-associated interferon (HTIFN), mRNA 


NM 020236 


Homo sapiens mitochondrial ribosomal protein LI (MRPLl), mRNA 


NM 016050 


Homo sapiens mitochondrial ribosomal protein Lll (MRPLl 1), mRNA 


NM_005520 


Homo sapiens heterogeneoiis nuclear ribonucleoprotein HI (H) (HNRPHl), 

mRNA 


NM 002226 


Homo sapiens jagged 2 (JAG2), mRNA 


NM 006805 


Homo sapiens heterogeneous nuclear ribonucleoprotein AO (HNRPAO), mRNA 


NM_005463 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 1, mRNA 


NM_031372 


Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), 
transcript variant 2, mRNA 


NM 031313 


Homo sapiens alkaline phosphatase, placental-like 2 (ALPPL2), mRNA 


NM 005080 


Homo sapiens X-box binding protein 1 (XBPl), mRNA 


NM__031267 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 
controller) (CDC2L5), transcript variant 2, mRNA 


NM_003718 


Homo sapiens cell division cycle 2-like 5 (cholinesterase-related cell division 

controller) (CDC2L5), transcript variant 1, mRNA 


NM_000106 


Homo sapiens cytochrome P450, subfamily IID (debrisoquine, sparteine, etc., - 
metabolizing), polypeptide 6 (CYP2D6), mRNA 


NM_031862 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 3, mRNA 


NM_031858 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 2, mRNA 


NM_005899 


Homo sapiens membrane component, chromosome 17, surface marker 2 (ovarian 
carcinoma antigen CA125) (M17S2), transcript variant 1, mRNA 


NM 032018 


Homo sapiens hypothetical protein DKFZp547N043 (DKFZP547N043), mRNA 


NM_0 14469 


Homo sapiens testes-specific heterogenous nuclear ribonucleoprotein G-T 
(HNRNPG-T), mRNA 


NM_002137 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 
transcript variant A2, mRNA 


NM_031243 


Homo sapiens heterogeneous nuclear ribonucleoprotein A2/B1 (HNRPA2B1), 

transcript variant Bl, mRNA 


NM_031157 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPAl), 
transcript variant 2, mRNA 


NM 009585 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 2, mRNA 


NM 032049 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 5, mRNA 


NM 031850 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 4, mRNA 


NM 004835 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 3, mRNA 


NM 000685 


Homo sapiens angiotensin receptor 1 (AGTRl), transcript variant 1, mRNA 


NM 003965 


Homo sapiens chemokine (C-C motif) receptor-like 2 (CCRJL2), mRNA 


NM_006641 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant B, 
mRNA 


NM__031200 


Homo sapiens chemokine (C-C motif) receptor 9 (CCR9), transcript variant A, 
mRNA 


NM_031409 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 2, 
mRNA 
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NM_004367 


Homo sapiens chemokine (C-C motif) receptor 6 (CCR6), transcript variant 1, 
mRNA 


NM 031371 


Homo sapiens RBPl -like orotein CBCAA'i tran<5crint variant 9 mPisiA 


NM 016374 


Homo sapiens RBPl-like protein (BCAA), transcript variant 1, mRNA 


NM 004281 


Homo sapiens BCL2-associated athanogene 3 (BAGS) mRNA 


NM_032048 


Homo sapiens extracellular elvconrotein FA/fTT TKr_9 nr#amircrkr /'P'mtt tkt o^ 
mRNA 


NM 032046 


Homo sapiens mosaic serine protease (MSP), mRNA 


NM_032045 


JtLOmO SanienS Icrmffle-^OlTtfliniTICy tTJinQ"mPml^*rsi'r»<» •rfcfrk+ia-Jr>" Xrt^r^nXe^ r>*^A^t^rr j-wc^-*^a. 

■»-M.-^.M.M..t.^ ^u.f^iv.'Axo jvLAii^xw^i^/xiLaxiiuig Liaiioiiidiiuiciiic proLcin, Knn2ie~coQm2 2cne 
markine the eve and the nose (^CREMEN^ mT^lsTA 


NM 032044 


Homo sapiens regenerating gene type IV (REG-IV), mRNA 


NM 032041 


Homo saoiens neurocalcin delta fMP AT D"^ mP>JA 


NM_032039 


Homo saoiens hvoothetical nrotein TylCT*7r\lf^^T^^'y'i i /min7'7T>'7An^noi i\ 
mRNA 


NM 032038 


Homo Saniens snin^vter-liVe nrotein fJ C^C*9l^QSl^'\ rviT?XTA 


NM_032020 


Homo sapiens hypothetical protein MGC1314 similar to fucosidase, alpha-L- L 

tissue fMGC 13 M") niRNA 


NM 032016 


Homo sapiens hypothetical protein MGC3251 (MGC3251), inRNA 


NM_000323 


xAv^iiiu oapiciib rcL proLo-oncogene v^muitipie enaocnne neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 1, mRNA 


NM_020975 


xxv^ixiu dctpiciib rcu proto-oncogene (^muiiipie endocrine neoplasia and medullary 
thyroid carcinoma 1, Hirschsprung disease) (RET), transcript variant 2, mRNA 


NM_020630 


j-Avjiiiu £>apicii£» ret pruLo-oncogene ^^muiiipie enaocnne neoplasia and medullary 

thvroid carcinoma 1 TTiT^pViQnni'no Hica5»cp*^ rQjJT*\ +r'<a<-»c«y-»«i-»+ tm-^in-^'t- a ^^"dxta 
vxAjrix^iva <-/a.i.v^iiiw*iia X, x^ii 2>t^ii&pL Luig uibcdbc^ ^ivii 1 ), iTanscript Variant h, mKJNA 


NM_020629 


Homo sapiens ret proto-oncogene (multiple endocrine neoplasia and medullar}^ 

thvroid carcinoma 1 HiT<?cVi«:"nni'no" Hic**ncp>^ /'T?T^'T'^ +T'or-ic>/^t~»T-\f Trn-*-^*^-*-.^- ^7 ■►^"dxta 
MAjrxv/xu v^axwxAwiixa 1, xaua^ii&pi ulig uibcas>c; ^ivc-i ), transcnpi variant 3, mKJNA. 


NM_016817 


Homo sapiens 2'-5'-oligoadenylate synthetase 2 (69-71 kD) (OAS2), transcript 
variant 1, mRNA 


NM 006187 


Homo sapiens 2*-5'-oligoadenylate synthetase 3 (100 kD) (OAS3), mRNA 


NM_002535 


xxyjiiiyj :»apxciib ^ - J -oiigoaaenyiaie synineiase z i^w- / i kD) (UAoz}, transcript 
variant 2, mRNA 


NM_002342 


Homo sapiens lymphotoxm beta receptor (TNFR superfamily, member 3) 
(LTBR) mRNA 


NM_002136 


Homo sapiens heterogeneous nuclear ribonucleoprotein Al (HNRPAl), 
transcript variant 1 , mRNA 


NM 001885 


Homo Sauiens crvstallin alnha Ft TPP VAPi^ mTJlsJA 


NM_015139 


Homo saniens TJDP-crlnpi irr*nir* cin-iA/TTr\iy "nt or»/»'^/'ir»oio^-fr^nrk-vM«*«A ^-.^i 
iAv/iiiv/ oo-jju-no v-^x-'A giuvi^uiumL' aciu/ijj^x^-iN-acexyigaiactosanune dual 

transporter fUGTRELT'i mRNA 


NM_024333 


Homo sapiens fibronectin tvne and SIPPV Homnin-r'onfaininrr m-rt+a^^ /ThCtm\ 

^•^'^ "•^r'*^*'"^ AX vyi j^v^ iiix J aiiu. oirxvl iltJlll£lllJl~W/OXlL<iUling prOXein (JTi^iJl 

mRNA 


NM 017947 


Homo sapiens molybdenum cofactor sulfurase THMCS'^ mPNA 


NM 017934 


Homo sapiens pleckstrin homolo^v domain interacting nrotein ^PWTP^ n-^"Pxr A 


NM 016492 


Homo sapiens homolog of veast MOGl fMOGl'^ mRNA 


NM 014185 


Homo sapiens homoloe of veast MOGl rMOGH mRNA 


NM 031965 


Homo sapiens haspin (GSG2), mRNA 


NM 031952 


Homo sapiens NYD-SP 1 6 protein CNYD-SP 1 6) mRNA 


NM 031950 


Homo sapiens Ksp37 protein (KSP37), mRNA 


NM 031949 


Homo sapiens NYD-TSPG protein (NYD-TSPG), mRNA 


NM 031945 


Homo sapiens oculospanin (OCSP), mRNA 


NM 031943 


Homo sapiens IFP38 fIFP38), mRNA 


NM 031942 


Homo sapiens c-Myc target JPOl (JPOl), mRNA 


NM 031941 


Homo sapiens AIE-75 binding protein protein (MCC2), mRNA 
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NM 031938 


Homo sapiens putative b,b-carotene-9',10'-dioxygenase (B-DIOX-U). mRNA 


NM 031937 


Homo sapiens EBP50-PDZ interactor of 64 kD (EPI64), mRNA 


NM 031921 


Homo sapiens AAA-ATPase TOB3 (TOB3), mRNA 


NM 031915 


Homo sapiens CLLL8 protein (CLLD8), mRNA 


NM_031911 


Homo sapiens complement-clq tumor necrosis factor-related protein 7 (ClKP?), 
mRNA 


NM_031910 


Homo sapiens complement-clq tumor necrosis factor-related protein 6 (CrRF6), 
mRNA 


NM_031909 


Homo sapiens complement-clq tumor necrosis factor-related protein 4 (CTRP4), 
mRNA 


NM 031904 


Homo sapiens hypothetical protein FKSG44 (FKSG44), mRNA 


NM 031903 


Homo sapiens mitochondrial ribosomal protein L32 CMRPL32), mRNA 


NM 031900 


Homo sapiens alanine-glyoxylate aminotransferase 2 (AGXT2), mRNA 


NM_031897 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 6 
(CACNG6), mRNA 


NM_031896 


Homo sapiens calcium channel, voltage-dependent, gamma subunit 7 
(CACNG7), mRNA 


NM 031939 


Homo sapiens B29 protein (B29), mRNA 


NM_031886 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 

member 7 (KCNA7), mRNA 


NM 020992 


Homo sapiens PDZ and LIM domain 1 (elfin) (PDLIMl), mRNA 


NM 031407 


Homo sapiens upstream regulatory element binding protein 1 (UREBl), mRNA 


NM 030582 


Homo sapiens collagen, type XVEI, alpha 1 (COL18A1), mRNA 


NM 020390 


Homo sapiens eukaryotic translation initiation factor 5A2 (EIF5 A2), mRNA 


NM 018980 


Homo sapiens taste receptor, type 2, member 5 (TAS2R5), mRNA 


NM 018417 


Homo sapiens soluble adenylyl cyclase (SAC), mRNA 


NM 016945 


Homo sapiens taste receptor, type 2, member 16 (TAS2R16), mRNA 


NM_004775 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
6 (B4GALT6), mRNA 


NM_003778 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
4 (B4GALT4), mRNA 


NM_003779 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 
3 (B4GALT3), mRNA 


NM 001296 


Homo sapiens chemokine binding protein 2 (CCBP2), mRNA 


NM_001497 


Homo sapiens UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 

1 (B4GALT1), mRNA 


NM 014451 


Homo sapiens PTH-responsive osteosarcoma B 1 protein (Bl), mRNA 


NM 031265 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 4, mRNA 


NM 031264 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 3, mRNA 


NM 017717 


Homo sapiens mucin and cadherin-Hke (MUCDHL), transcript variant 2, mRNA 


NM 021924 


Homo sapiens mucin and cadherin-like (MUCDHL), transcript variant 1, mRNA 


NM 019855 


Homo sapiens calcium binding protein 5 (CABP5), mRNA 


NM 016367 


Homo sapiens calcium binding protein 3 (CABP3), mRNA 


NM 031204 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 2, mRNA 


NM 005201 


Homo sapiens chemokine (C-C motif) receptor 8 (CCR8), mRNA 


NM_000786 


Homo sapiens cytochrome P450, 51 (lanosterol 14-alpha-demethylase) (CTVTSl), 
mRNA 


NM_030908 


Homo sapiens olfactory receptor, family 2, subfamily A, member 4 (OR2A4), 
mRNA 


NM 001009 


Homo sapiens ribosomal protein S5 (RPS5), mRNA 


NM 001032 


Homo sapiens ribosomal protein S29 (RPS29), mRNA 


NM 001014 


Homo sapiens ribosomal protein SIO (RPSIO), mRNA 
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MM 000991 


Homo sapiens nbosomal protein L28 (RPL28), mRNA 


NM_000782 


Homo sapiens cvtochrome P450 suhfamilv XXTV ^vitamin 'n "^a >l^r/^t-^>■v•^fl^>c<»^ 
(CYP24), mitochondrial protein encoded by nuclear gene, mRNA 


NM_031226 


Homo sapiens cytochrome P450, subfamily XDC (aromatization of androgens) 
(CYP19), transcript variant 2 mRNA 


NM_000103 


Homo sapiens cytochrome P450, subfamily XIX (aromatization of androgens) 
fCYP19), transcriot variant 1 mRNA 


NM_000498 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 
polypeptide 2 (CYPl 1B2), mitochondrial protein encoded by nuclear gene, 
mRNA 


NM_000102 


Homo sapiens cytochrome P450, subfamily XVn (steroid 17-alpha- 
hydroxvlase\ adrenal hvDemlasia (CYV 1 7"^ mRNA 


NM_000497 


Homo sapiens cytochrome P450, subfamily XIB (steroid 1 1-beta-hydroxylase), 

polypeptide 1 fCYPllBl^ mitochondrial nrotein enrnHf^H V»\/ rmr'l^^QT- rr/»t-»** 

mRNA 


lslM_0 17460 


Homo sapiens cytochrome P450, subfamily IQA (niphedipine oxidase), 
polypeptide 4 fCYP3 A4') mRNA 


NM_0 18482 


Homo sapiens development and differentiation enhancing factor 1 (DDEFl) 
mRNA 


NM 016366 


Homo sapiens calcium binding protein 2 (CABP2), transcript variant 1, mRNA 


NM_007255 


Homo saniens xvlo^svlnrotpin Hf^tnl ^.o-ii1strfrhc\/1fror^ef«k«-octa -r^yxixmAv^-i-friA n 
"**r'*^**" ^jiv/ojrii^iv/LCiin ucLuij't-'gaia.uiooyiiTansierase, poiypeptioe / 

(galactosvltransferase D fB4GALT7'^ mRNA 


1SIM_006668 


Homo sapiens cvtochrome P450 c;iihfflTnilv Af\ /'rVir^i^^ct^ri^i oa V\\7riT/^v^/iooo\ 
(CYP46), mRNA 


NM_000781 


Homo sapiens cvtochrome P4Sn <;iibfamil\/ ^'TA /'r'Virklf^cf^^T-rxi oiri*» /^v»o-i»^ 
cleavage) (CYPl 1A\ nuclear eene encodino^ mitnnVirvnHHsil r»rr\t*ai'r» tviPTsja 


MM 000579 


Homo sapiens chemokine (C-C motif) receptor 5 (CCR5), mRNA 


NM 001295 


Homo sapiens chemokine (C-C motifs rf»rpr»tnr 1 (cc*^ ^\ t^pxta 

""h'*^**^'-' ^A-iVi'AJ-iwivxxxC' x^V-^ w XllWLlZ/ iC^C|JLLIl i ^v^^V^XvX J, ITlxViN/V 


NM_031492 


Homo sapiens hvoothetical nrotein <;imilar tn PKTA KinHino- r^f/\f^in Iot-It 
*^**x^*^*'*-*^ Aijf ^-'vyi.iiv^t.xv/a.x j^xwLwiii oiiiiiia.1 uij xxj.N>rv.--uiiiLiiriK proiein lariv 

(MGC10871), mRNA 


NM 031488 


Homo sapiens hvoothetical nrotein DKF7n7filTl4l /"DI^ft^pt/^i ti^i^^ tmPxta 


NM_031469 


Homo sapiens SH3 domain bindino^ pliitamir jiriH-rirVi nrrtti^i-n \\\re» 9 

•^^A--' u-x^AXXUXXX Lyxxx\^AXX^ ^XLXlClllli^ <H./1LX 1 LIXvIlCXH lilvC *^ 

(SH3BGRi2), mRNA 


NM 031468 


Homo sapiens calneuron 1 (CALNl), mRNA 


NM_031462 


Homo sapiens hypothetical protein DKFZn761H2024 rr)l<rF7P7/=;i W9n94^ 
mRNA 


NM 031458 


Homo sapiens B aggressive Ivmohoma eene (BAL'i mRNA 


NM 031445 


Homo sapiens hypothetical protein MGC4268 fMGC4268'> mRNA 


NM 031440 


Homo sapiens transmembrane protein 7 (TMEM7), mRNA 


NM 031429 


Homo sapiens retbindin (RTBDN), mRNA 


NM 031427 


Homo sapiens hypothetical protein MGC12435 (MGC12435), mRNA 


NM 031426 


Homo sapiens hvoothetical nrotein FT T177^J'^ rFT T197R';^ mPXTA 


NM 031422 


Homo sapiens GalNAc-4-sulfotransferase 2 (GALNAC4ST-2), mRNA 


NM_031415 


Jtlomo sapiens melanoma-Hprivf^H Ipupin^ •yi-nnr^r *»Ytrfii-Tiiir»i**Qf ■ror»+/x*- /ji/rr '7T7\ 

'^•a-y^A.M.t.v uM^xwxM AxxwxoAxi^ixia u.wxivwu> ICUUliiC dipper, CA.IXd'nUClCar laCTOr ( iVI 1 ./fr*.} 

mRNA 


NM_031413 


Axv/xxx\^ ocxj^xwxx£3 cjTc &yiiiirom,c cnromosome region, canQiuaie Z, K^hy ^Kz) 
mRNA 


NM_022719 


Homo sapiens DiGeorge syndrome critical region gene DGSI; likely ortholog of 
mouse expressed sequence 2 embryonic lethal (DGSI), mRNA 


NM_000669 


Homo sapiens alcohol dehydrogenase IC (class I), gamma polypeptide 
(ADHIC), mRNA 


NM 000667 


Homo sapiens alcohol dehydrogenase 1 A (class I), alpha polypeptide (ADHl A) 
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I 

NM 018833 ] 
( 


tiRNA 

lomo sapiens transporter 2, ATP-binding cassette, sub-faimly B (MDR/TAP) 
'TAP2), transcript variant 2, mKNA 


NM_000544 ] 

1 


Homo sapiens transporter 2, ATP-binding cassette, sub-fannly B (MDR/TAP) 
fTAP2), transcript variant 1, mRNA __ 


NM_000593 


Homo sapiens transporter 1, ATP-binding cassette, sub-tamily B QMUKy i AF) 
fTAPamRNA 


NM 004678 
NM_012392 

NM 031308 


Homo sapiens variable charge, Y chromosome. 2 (V CY2), mRNA —rr—- — 

Homo sapiens PEF protein with a long N-termmal hydrophobic domain (petlinj 1 

(PEF), mKJN A — 

Homo sapiens epiplakin 1 (EPPKl), mRNA _| 

TT v,x7r>/^fV^f-t^f al nrntpin MGC2577 fMGC2577), rtiRNA 


NM 031299 
NM 012480 
NM_030881 


Homo sapiens zinc finger protein 73 (Cosl2) (ZNF73"), mRNA 

Homo sapiens DE AD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 7 (72kD) 
(DDX17), transcript variant 2, mRNA . 


NM_006386 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 / (. /zkL»; 
(DDX17), transcript variant i, nmjNA — j 


NM_003587 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 16 (DDX16), 
mRNA ^ \ , -— \ 


NM 000478 
NM_004820 


Homo sapiens ailcaline pnospnaiase, iiver/oonc/jguupy yrta^xi^;, im-w-i^^ _ — 

Homo sapiens cytochrome P450, subfamily VllB (oxysterol 7 alpha- 1 
hydroxylase), polypeptide 1 (CYP7B1), mRNA 


NM_000780 


Homo sapiens cytochrome P450, subfamily VIIA (cholesterol / alpna- 
monooxygenase), polypeptide 1 (CYP7A1), nuclear gene encoding 
mitochondrial protein, mRNA 


NM_016166 

NM 016373 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box bmdmg protein 1 

CDDXBPl).mRNA — 

Homo sapiens WW domam-containing oxiaoreauciase { w wv^^ j. mivi>irt. i 


NM 024164 
NM 003294 
NM_031310 

NM 031302 


Homo sapiens tryptase beta 2 (TPSB2), mRNA 1 

Homo sapiens tryptase beta 1 (TPSBl), mRNA 

Homo sapiens fenestrated-endothelial hnked structure protem; FV-1 protem 

(PVl), mRNA 

Homo sapiens gycosyltransferase (LOC83468), mRNA 


NM 031300 
NM_031297 

NM 031287 
NM 031286 
NM 031285 
NM 031279 


Homo saniens hypothetical protein MGC2383 (MGC2383\ mRNA 
Homo sapiens hypothetical protein DKFZp761H1710 (DKFZP761H1710), 

mRNA ^ 

Homo sapiens hypothetical protein MGC3133 (MGC3133), mKJNA 

Homo sapiens SH3BGRL3-like protein (SH3BGRL3\ mRNA 

Homo sapiens hypothetical protein PP1057 (PP1057), mRNA 

Homo sapiens alaiune-glyoxylate aminotransferase 2-like 1 (AGX12i.l), mkNA 


NM 030970 
NM 014357 
NM 030590 
NM 031246 
NM 017422 
NM_005956 

NM 005906 
NM 006389 
NM 004803 
NM 030984 


Homo sapiens hypothetical protein MGC3771 (MGC3771), mRNA 

Homo sapiens skin-specific protein (XP5), mRNA 

Homo sapiens matrilin 4 (MATN4), transcript variant 2, mRNA 

Homo sapiens pregnancy specific beta-l-glycoprotem 2 (PSG2), mRNA 

Homo sapiens cahnodulin-like skin protein (CLSP), mRNA 

Homo sapiens methylenetetrahydrofolate dehydrogenase CNADP+ dependent^, 

methenyltetrahydrofolate cyclohydrolase, fonnyltetrahydrofolate synthetase 

(MTHFDn, mRNA ^ 

Homo sapiens male germ cell-associated kinase (MAK), mRNA 

Homo sapiens oxygen regulated protein (150kD) (ORP150), mRNA 

Homo sapiens organic cationic transporter-like 4 (ORCTL4), mRNA 

Homo sapiens throniboxane A synthase 1 (platelet, cytochrome F450, subtanuly 
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V) (TEXAS 1), transcript variant TXS-II, mRNA 


NM 001061 


Homo sapiens thromboxane A synthase 1 (platelet, cytochrome P450, subfamily 
V) (TEXAS 1), transcript variant TXS-I, mRNA 


NM 000773 


Homo sapiens cytochrome P450, subfamily TTF (ethanol-inducible) (CYP2E), 
mRNA 


NM 030592 


Homo sapiens matrilin 4 (MATN4), transcript variant 3, mRNA 


NM 003833 


Homo sapiens matrilin 4 (MATN4), transcript variant 1, mRNA 


NM 005355 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 2, mRNA 


NM 030615 


Homo sapiens kinesin-like 3 (KNSL3), transcript variant 1, mRNA 




TTnmo <:fl"nipn€; Ivinp^sin-liVe 1 ^^TCNST 1^ mT^NA 

XxV/llXW Od^XV/lXO .^J.lXwOilX lllvV.' X y^X^X^LJX->X IXllAJ-^x^ 


NM_005000 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 5 

( 1 3kD B 1 3^ rNT)T IF A5^ nuclear ffene encoding mitochondrial orotein mRNA 


NM_004541 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 
(7 SlcO MAA/T*P^ rNDITFAl^ miclear pene encoding mitochondrial nrotein 
mRNA 


NM 000771 

x^XVJL \J\J\J ill. 


1-Tnmn «?ar»ipn<s rvtnrlimmp P4S0 QiiVifamilv TT(~! ^TnenViftnvtoin 4-hvdroxvlase'^ 
polypeptide 9 (CYP2C9), mRNA 


NM 000772 


T-ToTYio QflTiipn** pvtnpVimnnp T^4S0 QiiHfjiTnilv TTC^ rTriPT>lipnvtrtiTi 4-hvdrnxvlase^ 

XXvlxlvf OO-^lwAXO Jr tV/^XXl V/XXXw X "TJV/j OUL^XCiXXXXXjr XXV-f ^XxXw^XXWXXjr tVXXl "T XXjr \X1 XOOWy ^ 

polypeptide 18 (CYP2C18), mRNA 


TsIM 017778 


TTomr* QanipnQ ^W^Alf-TTiTQpViVirtm ^vTiHrTimp canHiHatp l-lik'P 1 rWTTSr^lT.l^ 

XXvfXXll^ OA^X&XIO VV v/XX XXXX OV/XXXXUX XI Ojr XiUX V/XXX^;.' VaXXU.XUCt.LW X XXA.V X ^ VV XXUV- / X Xj X 

transcrint variant short mRNA 


NM 023034 


Homo saniens Wolf-Hirschhom svndrome candidate 1-like 1 rWHSClLl^ 

^M.\Jlr±M.\J 04^&-/XV>'XXii7 TT \J XJL X Jk 1,1 O WXU, IV^X XX O V XX^XX X/XXXW W€#»XX%XX^i%l V^i^ X XXJlW^/ X \ * * A JL X ^ f« 

transcript variant long, mRNA 


NM 000766 


TTomn ^ar>ipn^ nvtrinTirninp P4S0 ^iiVifannilv TTA fr>Viennbflrhital-inducil^le^ 

XXV^XXXU DCLL/XWXXO w Y l>UVXXX UXXXV X ^mJXJy 9UI«rXCXXlXI.X V MJ.aX. IL/XXwXXlJL/aX uxlcex xxxuuwx i^xwy^ 

polypeptide 13 (CYP2A13), mRNA 


NM 006646 


T-TnTno QflTiiPTiQ AA/ASl "nTAtPin 'Pflmilv TTiPTnV^pr CSS/^ ASIT<"^^ ml^T^A 

XXV.IiXXVI OCt^XC'XXO VV ZAlj ^XULWili IdiXilijr, AxXv^iXlU^l — ' ^ VY zl-OX •J Jy XXXXVXNx^ 


NM 018560 


Homo sapiens WW domain-containing oxidoreductase (WWOX), mRNA 


NM 0141 1 0 

■INXVJ. yj 1 *T 1 i vr 


T-Tf%TYio cat^itf^T^c TMT^tiain T*VirkCT*Vi5if"!ac<» 1 fponilis'trvrv ^i"nVkil^ii*/M*'\ ciiTMinif 5? /^PPPll^Ri 
incmiu odpiCIlo ^lUldli pXx\J&>pildiaoC Xy xw^UlatUIjr ^xxxlllUlLUl J aUUUillL O ^x x x 

mRNA 


NM 0041 OQ 


TTfvTinr* qjitiiptiq "fpfrpHftYiT* 1 / Kl 1 niiplpaT orpnp PiiPrtHiTiO" iri'i'ffkpVifiTiH'rifil 

XXWXIXVI OCl^X&XXO X&Xl&UUAXXl 1 \^X X^,yV X IXlX^XwaX ^^XXw ^XXWV/UXXX^ XXlXLV/\/XXV7XXUX XCLX 

protein, mRNA j : ( 


NM 0^0671 

X ^ XVX \J J\J\J 1 L, 


T-TriTTin ^lanipn*; "nTritpin tvrn<;inp nVio^Jt^Vifltfl^^p TpnpTitor tvnp O HPTPRO^ 

XXVJXXXV^ OCXLyXV'XlO LyX\-/Lv^lXi LVl^OlXiV' LFXX^^oL/XXCXLClOV', XW/V.^^l«V7X LV L/W, v./ IX XX X\J\^ Jy 

transcript variant 5, mRNA 


NM 0^^0670 


T-Tomo Qa'niP'riQ Tifr^tpin tvTnQinp "oVinQnViatflQP TPPPT^fni* tvr^p O /T^ I'Pli CYS 

1,X\JL1.1\J Od^XC'Xio L^XV^LC-ill LYIUollX^ JLfXXUD^XX(xC£L&&j X&V/W^LUX Ljr^^^ V-/ ^X XX XX.V_/y, 

transcript variant 6, mRNA 


NM 030669 


T-Tmnn QnT^ipriQ Turifpiri tvrocinp TiTio^nlifitj^QP TPPPt^trn* tvrip O 1 'P"R CY\ 

XXUXllvr OCijJX&XXO LyXl^l&lli ljrXviaXXX& ^XXV^O^XXCiLCldV', X^V/^^IV/X LjTj^^, \_/ y^X XXXVV^^, 

transcript variant 3, mRNA 


NM 030668 


Hnmn <sa"nipn«s "nrotpin fvro«?i"np T>ho*snhata<5fi rpopntOT tvnf* O rPHTPRO^ 
transcrint variant 4 mRNA 


NM_030667 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcrint variant 1 mRNA 

■•X W^XXi«7 WX V V Xv41X V X ^ XIXXV^ ^ X X 


NM_002848 


Homo sapiens protein tyrosine phosphatase, receptor type, O (PTPRO), 
transcrint variant 2 mRNA 


NM 021979 


Homo saniens heat shock 70kD nrotein 2 fHSPA^'i mRNA 

X.XV/XX1V i7U|_/XwXXt? XXwMb OXXVwIV / V/iVXx' |-fXV/VVAXA ^ y^XXWX J. \ f t Jy XI.XXVX JL 


NM 024005 


Homo saniens DEAD/H rAsn-Glu-Ala-Asn/His^ box nolvoentide 3 rDDX3'> 
transcript variant 1 , inRNA 


NM_001356 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 3 (DDX3), 
transcript variant 2, mRNA 


NM 020216 


Homo sapiens arginyl aminopeptidase (aminopeptidase B) (RNPEP), mRNA 


NM 006990 


Homo sapiens WAS protein family, member 2 (WASF2), mRNA 


NM 012467 


Homo sapiens tryptase gamma 1 (TPSGl), mRNA 


NM 007317 


Homo sapiens kinesin-like 4 (KNSL4), mRNA 
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NM 004256 1 

NM_00U//4 J 
1 


aomo sapiens organic cationic transporter-like 3 (ORCTL3), mRNA 

anmn cnniPTKs cvtoclirome P450 subfamily lit*, polypeptide 1 (CYP2F1), 
mRNA 1 — 


NM_000769 ] 

1 1 

NM 031220 
1 NM 0312.1/. 


Homo sapiens cytochrome P450, subfamily HC (mephenytoin 4-hydroxylase;, 

polypeptide 19 (CYP2C19), mRNA 

Homo sapiens PYK2 N-terminal domam-mteractmg receptor 1 (NIRl), mRNA — 1 

Rnmn '-inipn'- TrsTtOthptl'^pl prntein NPD016 rNPD016\ mRNA 


NM 031211 
NM 031209 
NM 031206 


Homo sapiens LAT1-3TM protein (LAT1-3TM), mRNA 1 

Homo sapiens tRNA-guanine transelycosylase (TGT), mRNA 1 

Homo sapiens hypothetical protein FU12525 {FLJ12525\ mRNA 


NM_006904 


Homo sapiens protein kinase, DNA-activated, catalytic polypeptide (PRKJJCJ, 

TJ TvT A 1 

IHtviN/V — ■ — \ 


NM_030963 


Homo sapiens hypothetical protein DKFZp43401427 (DKFZP43401427), | 

lTLKJN/\ - — 


NM 030931 
NM_030905 


Homo sapiens eoididymal secretory protein ESP13.2 (ESP13.2), niRNA 

Homo sapiens olfactory receptor, family 2, subfamily J, member 2 (OR2J2), 1 

mRNA 


NM_030903 


Homo sapiens olfactory receptor, family 2, subfamily W, member 1 (OK2 W I), 
mRNA 


NM_0 12377 


Homo sapiens olfactory receptor, family 7, subtamily C, member 2 (OR7C2), 

mRNA 

TT^-r-n/-! <not-\if*nc 'sViiflll rr'l'H-hiTiHinp moteiTi n^ABlBV mRNA 


NM 030981 
NM_030974 


Homo sapiens hypothetical protein DKFZp434N1923 (DKFZP434N1923), 

mRNA 

TJ«^^ «r,ipn.= hvr.nthetical wrotein TCBAP0758 (TCBAP0758), mRNA 


jNjyi ujuy/o 
NM_030968 


Homo sapiens G protein coupled receptor mteracting protem, complement-c l q 
tumor necrosis factor-related (ZSIG37), mRNA 




TTnmn <:ar»ipn<; comnlement-cla tumor necrosis factor-related protein; likely 
ortholog of mouse CORS26 (collagenous repeat-containing sequence of 26-kDa 
protein) (CTRP3), mRNA 


InJVI VDvyjo 
NM 030935 
I NM uiuyzo 


w«rr,o «nr,ipn^ hvnothetical Ttrotcin DKFZp434C135 (DKFZP434C135f), mKNA 

Homo sapiens TSC-22-like (THG-1), mRNA 1 

xj^T-«r^ ooTAif*t-»c -intf^oTfil memhrflne nrotein 3 Q'lM3^, mRNA 1 


NM 030893 

1 JNJVl Ul^UO/ 
NM OiUooi 


Homo sapiens CDIE antigen, e polypeptide (CDIE), mRNA j 

U^«^^ eoT^t*»nc T T?P1 nrntpin rT.RP16^. mRNA 

TT/-iTi-ir» crrki^^n*? Vir\mpn linX A'^ CHOXAS). mRNA | 

XiOmo sapiciio iiuuicvj uva. .tx-j ^xxv,x^>~t *-^j9 1-*-'^^ i 


NM_(J3Uo/y 


Wr*rr»r^ cnr»i>TiQ ^^TTiall evolutionarilv couscrved RNA, resembling C/D buA small 
nucleolar CXI 02), mRNA 


NM_012373 


Homo sapiens olfactory receptor, tamily 3, subfamily A, member 3 (URiAi), 
mRNA 


1 JNJVl UlDv/^ 


tT/^rv,/^ co^^^nc ITT A AOOQR nrntein rKIAA0998\ mRNA 


1 INiVl yjjyjoo^ 


Wnmn saniftns anolinonrotein L, 2 f APOL2), noRNA 


NM 002623 


Homo sapiens prefoldin 4 (PFDN4), mRNA 


NM 022167 
NM_017506 


Homo sapiens xylosyltransferase n (XT2), mKJN A 

Homo sapiens olfactory receptor, family 7, subfamily C, member 1 (OR7C1), j 
mRNA — ) 


NM 003372 


Homo sapiens von Hippel-Lindau binding protein 1 (VBPl), mRNA 


NM 016097 


Homo sapiens HSPC039 protein (HSPC039), mRNA — j 
Homo sapiens lipin 2 (LPIN2), mRNA 


NM 014646 
NM_005880 

NM 006755 


Homo sapiens DnaJ (Hsp40) homolog, subfamily A, member 2 (DN AJA2), 1 

mRNA 

Homo sapiens transaldolase 1 (TALDOl), mRNA 1 
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MM" OO^T^? 

IN iVX V/ V ^ I J I 


Homo sapiens DiGeorge syndrome critical region gene 2 (DGCR2), mRNA 


NM 000022 


Homo sapiens adenosine deaminase (ADA), mRNA 




Homo sapiens tec protein tyrosine kinase (TEC), mRNA 


MM 01 84^75 


Homo sapiens phosphatidylinositol 4-kinase type II (PI4KII), mRNA 


NM 025238 


Homo sapiens BTB (POZ) domain containing 1 (BTBDl), mRNA 




Mnmn Qf^rii^^ns O nrntein-counled TCceDtor 10 (GPRIO), mRNA 


MM on 1 f%49 

INiVl \J\J i. 


Wr^mn c5»nimR nmvloid beta nrecursor-like protein 2 (APLP2), mRNA 


NM 030821 


Homo sapiens group Xn secreted phospholipase A2 (PLA2G12), mRNA 


xnv/i ft'irtR7n 

INiVl U^UoZU 


TTnTTin em^iVnc hvnntVie.tical nrotein DKFZt)564B052 0DKFZd564B052), mRNA 


NM_030816 


Homo sapiens hypothetical protein DKFZp566D1346 (DKFZP566D1346), 
mixiN/v 


JNJVl U3UoU/ 


TTrtTT-irk cQrv-i^a-nc o-liif»nc6* trnnQnorter Tirotein 10 (GLUTlOi. mRNA 


jNjyi_u ji/ / i^o 


Homo ^aniens hvnothetical orotein DKFZp434D0421 (DKFZP434D0421), 

mPMA 




Homo saniens hvDOthetical protein DKFZp566A1524 (DKFZP566A1524), 
mRNA 


MM O'^OVRR 


Homo sapiens DC-specific transmembrane protein (LOC81501), mRNA 


MM O'^0787 


Homo sapiens factor H-related protein 5 (FHR5), mRNA 


MM n'^n7R<^ 


TTomr* Q5ir»if-nR intermediate filament protein svncoilin (SYNCOILIN), mRNA 


MM 0'^n7RS 


Homo sapiens ortholog of mouse radial spokehead-like 1 (RSHLl), mRNA 


MM n'^n7RA 


Wnmn <!anipn«; brain expressed G-protein-coupled receptor PSP24 beta 
(PSP24B), mRNA 


xnvA n'^n7R'^ 

XNiVi 


PTnTnr* Qflnipnci nVin<;n}iatidv1 serine svnthase 2 (PTDSS2), mRNA 


M\A 0*^0770 


T-Trimo canien*? Pacr-related ffene member 2 fERG2), mRNA 


xnv/T n'^n77ii 

iNiVl \jD\) I / H- 


TTriTvir* Qflnipncs nrn^jtate ^necific G-protein coupled receptor (PSGR), mRNA 


NM 030772 


Homo sapiens connexin 59 (GJAIO), mRNA 


IN lVi_U J U / 


T4rkTnn canipnQ ^14? Hnmain-containinff nhosphatasc anchor protein 1 (SPAP1)» 

mPMA 


NM 030763 


Homo sapiens nucleosomal binding protein 1 (NSBPl), mRNA 


INiVl id I 


Wnm/^ canipnQ mnVnrin rinff finffcr nrotein 4 fMICRN4V mRNA 


INIVl__UZ 1 o 1 J 


Wrkmn cnnienQ "RTR and CMC homoloffv 1 basic leuclnc zippCT transcriptlon 


NM 020819 


Homo sapiens KJAA141 1 protein (KIAA141 1), mRNA 


xnv/r n'3n7^i 


TJr\rr>r* carkif»nQ tranQf»rintinn fartor S rrenresses interleukin 2 expression) (TCF8), 

mRMA 


NM 030754 


Homo sapiens serum amyloid A2 (SAA2), mRNA 


XTM n'5n7^9 


Wnmrk Qar\ipn<^ t-comnlex 1 TTCPl^ mRNA 


NM_030756 


Homo sapiens transcription factor 7-like 2 (T-cell specific, HMG-box) 
(TCV1\^">\ mRNA 


NM 006010 


Homo sapiens arginine-rich, mutated in early stage tumors (ARMET), mRNA 


xT\>r f\(\ 1 1 CO 


T4rkTnr» caTii(=*nQ alrleVi\7flp HehvHrnaenase 7 familv. member Al f ALDH7A1), 
mRNA 




TT^Tvirk canii»nc flMiaTivHi* He'hvHrriapna^je '\ familv member A2 f ALDH3A2), 
mRNA 


JNJVl_UU34ou 


eo-r»i/*-nc crklnf#a r»aT-rii»r familv 7 ^ratinnic amino acld trapsporter. V"t" 
system), member 5 (SLC7A5), mRNA 


NM 000694 


Homo sapiens aldehyde dehydrogenase 3 family, member Bl (ALDH3B1), 

mRNA 


NM_000693 


Homo sapiens aldehyde dehydrogenase 1 family, member A3 (ALDHl A3), 
mRNA 


NM_O30381 


Homo sapiens GLI-Kruppel family member GLI2 (GLI2), transcript vanant 3, 
mRNA 
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1S1M_030380 


Homo sapiens GLI-Kruppel femily member GL12 {iJLU.), transcnpt vanani ^, 

mRNA 


NM_030379 


Homo sapiens GLI-Kruppel family member GLI2 (GLE), transcnpt vanant i, 
mRNA 


NM_020166 


Homo sapiens methylcrotonoyl-Coenzyme A carboxylase i i^aipna; ^iviu^^^v^i;, 
mRNA 


NM_005270 


Homo sapiens GLI-Kruppel family member GLI2 (_uLLi;, transcnpi vananx h, 
mRNA 


MM 002381 


Homo sapiens matnlm 3 (MATN3) precursor, mRNA 


NM 030583 


Homo sapiens matnlm 2 (MATN2) precursor, transcnpt vanant misjN/\ 


NM 002380 


Homo sapiens matrilin 2 (MATN2) precursor, transcript variant U mRNA 


NM 002379 


Homo sapiens matrilin 1, cartilage matrix protein (MATNl), mRNA 


m4_000168 


Homo sapiens GLI-Kruppel family member GLI3 (Greig cephalopolysyndactyly 
syndrome) (GLI3), mRNA 


NM 003462 


Homo sapiens dynein, axonemal, lignt intermeaiate poiypepuae i^r^o;, huvln^ 


NM 017493 


Homo sapiens Hin-1 (HSHINl), mRNA 


NM_005602 


Homo sapiens claudin 1 1 (oligodendrocyte transmembrane protein) (CLDNl 1), 
mRNA 


NM 001195 


Homo sapiens beaded filament structural protein 1, filensm (BFSPl), mRNA 


NM 004987 


Homo sapiens LIM and senescent cell antigen-like domains 1 (LIMSl), mRNA 


NM 000412 


Homo sapiens histidine-rich glycoprotein (HRG), mRNA 


NM_024494 


Homo sapiens wingless-type MMTV integration site family, member 2B 
rWNT2B), transcript variant WNT-2B2, mRNA 


NM_004993 


Homo sapiens Machado- Joseph disease (spinocerebellar ataxia 3, 
olivopontocerebellar ataxia 3, autosomal dominant, ataxin 3) (MJD), transcript 
variant 1, mRNA 


NM_004185 


Homo sapiens wingless-type MMTV integration site family, member 2B 
(WNT2B), transcript variant WNT-2B1, mRNA 


NM 024415 


Homo sapiens VASA protein (VASA), transcnpt vanant 2, mRNA 


NM_004398 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 10 (RNA 
helicase) (DDXIO), mRNA 


NM_004397 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 6 (RNA 
helicase, 54kD) (DDX6), mRNA 


NM_004396 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 5 (RNA 
helicase, 68kD) (DDX5), mRNA 


NM_030588 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase H; leukophysin) (DDX9), transcript variant 2, 
mRNA 


NM_001357 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 9 (RNA 
helicase A, nuclear DNA helicase H; leukophysin) (DDX9), transcnpt vanant i, 
mRNA 


NM_004660 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide, Y 
chromosome (DBY), mRNA 


NM 019039 


Homo sapiens VASA protein (VASA), transcript vanant 1, mRNA 


NM 012382 


Homo sapiens osmosis responsive factor (OSRF), mRNA 


NM_000387 


Homo sapiens solute carrier family 25 (camitine/acylcamitine translocase), 

^.-.-.-i-, OA /'QT c^'JK AO(W mif r%n\\rmf\r\si} nrntein encodcd bv nuclcar cenc, 
memoer \^j~A^^DJ\j.\))f mixocnonunai piuLcui wiixvw»j.w*j. kjj xj.u.wfxv«u. ^w^-aw, 

mRNA 


NM 007240 


Homo sapiens dual specificity phosphatase 12 (DUSP12), mRNA 


NM_004940 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 7 (RNA 
hehcase, 52kD) (DDX7), mRNA 


NM 004939 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 1 (DDXl), 
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mRNA 


NM 013366 


Homo sapiens anaphase-promoting complex subumt 2 (APC2), mRNA 


NM_003791 


Homo sapiens membrane-bound transcnption factor protease, site 1 (MBTPSl), 
mRNA 


NM_00225 1 


Homo sapiens potassium voltage-gated channel, delayed-rectiiier, subfamily S, 
member 1 (KCNbl), mRNA 


NM 006903 


Homo sapiens inorganic pyrophosphatase (SID6-306), mRNA 


NM 020956 


Homo sapiens periaxin (KIAA1620), mRNA 


NM 015435 


Homo sapiens double nng-finger protem, Dorfin (DORFIN), mRNA 


NM 014338 


Homo sapiens phospnatidylsenne decarboxylase (PISD), mRNA 


NM 021954 


Homo sapiens gap junction protein, alpha 3, 46kD (connexin 46) (GJA3), mRNA 


NM 023068 


Homo sapiens sialoadhesin (SN), mRNA 


NM_022821 


Homo sapiens elongation of very long chain fatty acids (FENl/Elo2, SUR4/Elo3, 
yeast>like 1 (ELOVLl), mRNA 


NM 021126 


Homo sapiens mercaptopyruvate suliurtransferase (MPST), mRNA 


NM_030666 


Homo sapiens senne (or cysteine) protemase inhibitor, clade B (ovalbumin), 
member 1 (SERPINBl), mRNA 


NM 024014 


Homo sapiens homeo box A6 (HOXA6), mRNA 


NM 030665 


Homo sapiens retmoic acid mduced 1 (RAH), mRNA 


NM 030663 


Homo sapiens mitochondrial capsule selenoprotein (MCSP), mRNA 


NM 030664 


Homo sapiens phosphotriesterase related (PTER), mRNA 


NM 030662 


Homo sapiens mitogen-activated protein kinase kinase 2 (MAP2K2), mRNA 


NM 024896 


Homo sapiens hypothetical protein FLJ23309 (FLJ23309), mRNA 


NM_002183 


Homo sapiens interleukin 3 receptor, alpha (low affinity) (IL3RA), mRNA 


NM_021244 


Homo sapiens Rag D protein; hypothetical GTP-binding protein 

DKFZp761H171 (RAGD), mRNA 


NM_005088 


Homo sapiens DNA segment on chromosome X and Y (unique) 155 expressed 
sequence (DXYS155B), mRNA 


NM 016090 


Homo sapiens RNA binding motif protein 7 (RBM7), mRNA 


NM 013306 


Homo sapiens sorting nexin 15 (SNX15), mRNA 


NM_0 18362 


Homo sapiens likely ortholog of mouse LIN-7C; mammalian LIN-7 protein 3 

(LIN-7-C), mRNA 


NM 018300 


Homo sapiens zinc finger protein 83 (HPFl) (ZNF83), mRNA 


NM 014754 


Homo sapiens phosphatidylserine synthase 1 (PTDSSl), mRNA 


NM_006140 


Homo sapiens colony stimulating factor 2 receptor, alpha, low-affinity 
(granulocyte-macrophage) (CSF2RA), mRNA 


NM 004043 


Homo sapiens acetylserotonin O-methyltransferase (ASMT), mRNA 


NM__002414 


Homo sapiens antigen identified by monoclonal antibodies 12E7, F21 and 013 
(MIC2), mRNA 


NM 002186 


Homo sapiens mterleukin 9 receptor (IL9R), mRNA 


NM 030657 


Homo sapiens lens mtnnsic membrane protem 2 (19kD) (LIM2), mRNA 


NM 014349 


Homo sapiens apolipoprotein L, 3 (APOL3), mRNA 


NM 022566 


Homo sapiens mesoderm development candidate 1 (MESDCl), mRNA 


NM ^7Sri21 


Homo sapiens zinc finger protein 295 (ZNF295), mRNA 


NM 012074 


Homo sapiens cer-d4 (mouse) homolog (CERD4), mRNA 


NM 000861 


TT \ * a • jTTXH XT TT^ TT -t T^ T A 

Homo sapiens histamine receptor HI (HRHl), mRNA 


lNIVl__UUOZ / J 


Homo sapiens small inducible cytokine A7 (monocyte chemotactic protein 3) 
(SCYA7), mRNA 


NM 002395 


Homo sapiens malic enzyme 1, NADP(-f)-dependent, cytosolic (MEl), mRNA 


NM 024165 


Homo sapiens PHD finger protein 1 (PHFl), transcript variant 2, mRNA 


NM 002636 


Homo sapiens PHD finger protein 1 (PHFl), transcript variant 1, niRNA 


NM 001082 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 2 (CYP4F2), 
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1 I 

NM_007253 J 
1 


TiRNA. 

aomo sapiens cytochrome P450, subfamily IVF. polypeptide 8 (CYP4F8), 
•nRNA 


TvTNif A/\AT7Q 1 * 
JNM._UUU 1 ly J 

M 

NM 001514 ] 
NM 004127 
NM 024423 
NM 001941 


FTomo saoiens cvtochrome P450, subfamily IVB, polypeptide 1 (CYP4B1), 

mRNA ^ ^ . — 

Homo sapiens general transcription factor ilhJ (GTF2B), mRNA 

Homo sapiens G protein pathway suppressor 1 (GPS 1 ), mRNA 

Homo sapiens desmocoUin 3 (DSC3), transcript vanant Dsc3b, mRNA 
Homo sapiens desmocollin 3 (DSC3).ti:anscript vanant Dsc3a, mRNA 


NM 004949 
NM 024422 
NM 004948 
NM 024421 
NM 001923 
NM_000425 


Homo sapiens desmocollin 2 (DSC2), transcript vanant Dsc2b. mRNA 

Homo sapiens desmocollin 2 (DSC2), transcnpt vanant Dsc2a, mRNA 
Homo sapiens desmocollin 1 (DSCl), fanscnpt vanant Dsclb, mRNA 
Homo sapiens desmocollin 1 (DSCl), transcnpt vanant Dscla, mRNA 
Homo sapiens damage-specific DNA binding protein 1 (127kD) (DDBl), mRNA 
Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis oi aqueauci oi 
Sylvius 1, MASA (mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LICAM), transcnpt vanant l, mRNA 


NM_024003 


Homo sapiens LI cell adhesion molecule (hydrocephalus, stenosis of aqueduct ot 
Ci/Kni.c 1 MAS A ("mental retardation, aphasia, shuffling gait and adducted 
thumbs) syndrome, spastic paraplegia 1) (LICAM), transcript variant 2, mRNA 


NM_004110 


Homo sapiens fenedoxin reductase (FDXR), iranscnpt vanant 2, nuclear gene 

^-^r^rxAk^cr rvii+rtr*"hr*nHri nrntein. mRNA 1 


NM_024417 


Homo sapiens ferredoxin reductase (FDXR), transcnpt vanant l, nuclear gene 

encoding mitochondrial protein, nriRNA 

Tj^rr,.^ c^,T^il:^nQ nvtnchroTne P450 isoform 4F12 (CYP4F12), mRNA 


NiVL Ux3y44 

NM_022845 


Homo sapiens core-binding factor, beta subunit (CBFB), transcnpt vanant 1, 

mRNA 

Tir.m<^ oanif nc oiflut axonal ncuTOPathv (gigaxonin) (GAN), mRNA 


JNJVl UZZU41 

NM_021187 


Homo sapiens cytochrome P450, subfamily IVF, polypeptide 1 1 (C YPAi- 1 1), 

mRNA 

1 TT^»v,^ fofi^wnc t5ictf» TPOfrAnr tvne 2. member 1 (TAS2R1), mKNA 


NM. uiyjyy 
NM_017579 


Homo sapiens deleted in malignant brain tumors 1 (DMBTl), transcnpt vanant 
3, mRNA - 


NM 015670 
NM_012096 


Homo sapiens sentrin/SUMO-specific protease 3 (SENP3), mRNA 

Homo sapiens adaptor protein containing pH domam, PTB domam and leucme 
zipper motif (APPL), mRNA 


NM 005392 
NM_000896 

NM 022661 
NM 022573 
NM 022089 


1 Homo sapiens PHD finger protein 2 (PHF2), mRNA 

Homo sapiens cytochrome P450, subfamily IVF, polypeptide 3 (leukotnene B4 

omega hydroxylase) (CYP4F3), mRNA ^ 

Homo sapiens SPANX family, member C (SPANXC), mRNA J 

Homo sapiens TSPYql (TSPYOD, mRNA 

1 Homo sapiens putative ATPase (HSA9947), mRNA 

1 Homr. <=nr,iPns hvDothetical protcin dJ434014.3 (DJ434014.3). mRNA 


INiVi U^3ZZO 

NM 025013 
NM 025027 
NM 022102 
NM_021724 


1 Homo sapiens KIAA103 1 protein (KIAA103 1), mRNA 

1 Homo sapiens hypothetical protein FU14260 (FLJ14260), mRNA 

■ Homo sapiens hypothetical protein FLJ20958 (FU20958). mRNA J 

TTrk-mo car«>n<j niirlpflr recentor subfamilv 1* group D, member 1 (NRIDI), 

1 mRNA 

1 Homo sapiens hypothetical protein MGC10902 (MGCi09U2). mRNA 


NM 030570 
NM 025135 
NM 024317 
NM 021822 


Homo sapiens hypothetical protein FU22297 (KIAA1695). mRNA 

1 Homo sapiens immunoglobulin-like transcnpt 10 (ILTIO), mRNA . 

1 Homo sapiens phorbolin-like protein MDS019 (MDSUiy), mKWA 
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NM 017509 


Homo sapiens ACO tor senne protease nomologue ^Hc^KiNAbrrl), mKJNA 


NM 005583 


Homo sapiens lymphoblastic leukemia derived sequence 1 (LYLl), mRNA 


NM 020070 


Homo sapiens immunoglobulin lambda-like polypeptide 1 (IGLLl), mRNA 


NM_002383 


Homo sapiens MYC-associated zinc finger protein (purine-binding transcription 
lactorj \p/\J\i^), niiviN/v 


XSM Uioy44 


Jtlomo sapiens lasie recepior, lype z, mcmDcr ^ ^^i/\oZjv^j, ituvin/^ 


NM 016943 


Homo sapiens taste receptor, type 2, member 3 (TAS2R3), mRNA 


NM 000378 


Homo sapiens Wilms tumor 1 (WTl), transcript variant A, mRNA 


NM 024426 


Homo sapiens Wilms tumor 1 ( w 1 1), transcript variant u, mKJNA 


NM 024425 


Homo sapiens Wilms tumor 1 (WTl), transcript variant C, mRNA 


NM 024424 


Homo sapiens Wilms tumor 1 (WTl), transcnpt vanant B, mRNA 


NM_000765 


Homo sapiens cytochrome P450, subfamily lUA, polypeptide 7 (CYP3 A7), 
mRNA 


NM 021570 


Homo sapiens BarH-like nomeobox 1 (BARXl), mKJNA 


NM_0000o8 


Homo sapiens calcium channel, voltage-dependent, P/Q type, alpha 1 A subunit 
(CACNAIA), transcript variant 1, mRNA 


NM 030574 


Homo sapiens hypothetical protem MGC10327 (MCrC10327), mRNA 


NM 030573 


Homo sapiens hypothetical protem MGC10963 (MCjC10963), niKNA 


NM 024867 


Homo sapiens hypothetical protem FLJ23577 (FLJ23577), mRNA 


NM 002739 


TT • , ■ l ■ /'TkT* T^ \ T» "V T A 

Homo sapiens protein kinase C, gamma (PRKCG), mRNA 


NM__020548 


Homo sapiens diazepam binding inhibitor (GAB A receptor modulator, acyl- 
Coenzyme A bindrng protein) (DBl), mRNA 


NM 025176 


TT ^ 1 T^T A A AAOA /X/'T A A AAOAN «-.^T>"KT A 

Homo sapiens KJAA09bO protein (K1AA0960), mRNA 


NM 0037^9 


Homo sapiens INrRSr 1 A-associated via death domain (IRADD), mKNA 


NM 017541 


Homo sapiens crystallin, gamma S (CRYGS), mRNA 


NM 006891 


Homo sapiens crystallm, gamma D (CRYOD), mRNA 


NM 020989 


Homo sapiens crystallm, gamma C (CRYGC), mRNA 


NM 005210 


Homo sapiens crystallm, gamma B (CRYGB), mRNA 


NM 014617 


Homo sapiens crystallm, gamma A (CRYGA), mRNA 


NM_002396 


Homo sapiens malic enzyme 2, NAD(+)-dependent, mitochondnal (ME2), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 025268 


Homo sapiens hypothetical protein MGC4659 (MUC4659), mRNA 


NM 025244 


Homo sapiens testis speciiic, 10 (TbGAlO), mKJNA 


NM 025240 


Homo sapiens B7 homolog 3 (B / ~H3 ), mKJNA 


XTTi X A O C O O ^ 

NM 025237 


Homo sapiens sclerostm (SOSl ), mRNA 


NM 025236 


Homo sapiens HZFwl protein (HZriW 1), mKJNA 


NM 025235 


X T ^ ' J 1_ /• 1 ' X TT/^ X \ T^ "XT A 

Homo sapiens tankyrase 2 (iNi<LL), mRNA 


NM 025233 


Homo sapiens nucleotide binding protein (NBP), mRNA 


NM 025232 


Homo sapiens hypothetical protein FLJ22246 (FLJ22246), mRNA 


NM 025218 


XT • T TT" l^l'J' J. " 1 fX XT T» Tk 1 \ n "K T A 

Homo sapiens UL16-binding protein 1 (ULBPl), mRNA 


NM 025217 


TT • TTT <;^1*J* ' ^ iTTT T^Tl'^N TiTwT A 

Homo sapiens UL16-bmdmg protein 2 (ULBP2), mRNA 


NM 025215 


Homo sapiens pseudoundine synthase 1 (PUSl), mRNA 


NM 025214 


Homo sapiens CTCL tumor antigen se57-l (SE57-1), mRNA 


NM_025212 


Homo sapiens Dvl-bindmg protein ID AX (inhibition oi trie Uvi and Axm 
complex) (ID AX), mRNA 


XT\ >r A O C O "1 A 

jNiVl 025210 


Homo sapiens type 1 protein phosphatase inhibitor (1-4), mRNA 




iT-orno Sapiciib ennd-Ticer oi poiycoiriD i ^^jci^^i )^ wissAr^r^ 


NM 025205 


Homo sapiens hypothetical protein DKFZp434N185 (DKFZP434N185), mRNA 


NM 025198 


Homo sapiens transcription termination factor-like protein (LOC80298), mRNA 


NM_025193 


Homo sapiens 3 beta-hydroxy-delta 5-C27-steroid oxidoreductase (C(27)- 
3BETA-HSD), mRNA 


NM 025180 


Homo sapiens hypothetical protein FLJ13386 (FLJ 13386), mRNA 
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NM 025161 ] 
NM 025158 ] 
NM 025148 ] 
NM 025137 ] 
NM 025116 
NM 025114 
NM 025083 
NM 025054 


lomo sapiens hvpothetical protein FLJ22175 rFU22175), mRNA 

Homo saniens hvDOthetical protein FLJ2225 1 fFU2225 1 ), mKM A 

Homo sapiens hypothetical protem 1<J-.J izybo lJ 1/980), nuuNA 

Homo sapiens hypothetical protein FU21439 0FU21439), mRNA 

Homo sapiens hvpothetical protein FLJ12781 (FLJ12781). mRNA 1 

Homo sapiens hypothetical protein FU13615 (FU13615). mRNA 1 

Homo sapiens hypothetical protein FU21 128 (FU21 128), mRNA 

Homo sapiens hypothetical protem JfJUzi l (ri^JZJ i JZj, nusax/^. j 


NM 025017 
NM 025011 
NM 024995 
NM 024987 
NM 024900 


Homo sapiens hvpothetical protein FU13892 fFLJ13892), mRNA 

Homo sapiens hypothetical protein FLJ13744 (FLJ13744). mRNA _| 

Homo sapiens hypothetical protein FLJ12616 (FLJ12616), mRNA 

Homo sapiens hypothetical protein FU12345 (FLJ12345\ mRNA 

Homo sapiens hypothetcal protem l:'LJ224/y (i^uzz^/v;, huuna i 


NM 024874 
NM 024873 
NM 024861 
NM 024836 
NM 024822 


Homo sapiens hypothetical protein FLJ14225 (FU14225\ mRNA 

Homo sapiens hypothetical protein FU21 162 (FLJ21 mRNA 1 

Homo sapiens hypothetical protein FIJ22671 (FU2267n. mRNA J 

Homo sapiens hypothetical protein i-i^J/z^ui (,rj-,jzzjui;, uuvjn^^ 

Homo sapiens hypothetical protein FU22601 (FLJ2260n, mRNA J 


NM 024819 
NM 024816 
NM 024803 
NM 024795 


Homo sapiens hypothetical protein FLJ22955 0^^122955), mRNA 

Homo sapiens hvpothetical protein FLJ23282 fFLJ23282), mRNA 1 

Homo sapiens hypothetical protein FLJ2 1 665 (FU2 1 665), mRNA 

Homo sapiens hypothetical protein FLJ22800 (FLJ22800), mRNA 1 


NM 024767 
NM 024760 
NM 024741 
NM 024723 
NM 024720 
NM 024698 


Homo sapiens hypothetical protem JhJLJzl izu tJ'LJzi izuj, nuvxNrt. 

Homo sapiens hypothetical protein FLJ14009 (FLJ14009), mRNA 1 

Homo sapiens hypothetical protein FLJ12827 (FLJ12827), mRNA 

Homo sapiens hypothetical protein FU23471 (FIJ23471), mRNA 

Homo sapiens hypothetical protein FU23510 (FLJ23510), mRNA 

Homo sapiens hypothetical protein FU13044 (FU13044), mRNA 


NM 024692 
NM 024689 
NM 024687 
NM 024648 
NM 024622 
NM 024611 
NM 024591 


Homo sapiens hypothetical protein FU21069 (FLJ21069), mRNA 1 

Homo sapiens hypothetical protein FU14103 (FLJ14103), mRNA J 

Homo sapiens hypothetical protein FLJ23049 (FU23049), mRNA 

Homo sapiens hypothetical protein FLJ22222 (FU22222), mRNA J 

Homo sapiens hypothetical protein FIJ21901 (FLJ21901). mRNA 

Homo sapiens hypothetical protein FUl 1 896 (FLJl 1 896), mRNA 

— . \ T' 1 J. • T7T T1 ^nAC\ rc\ T1 1 '7/1Q^ ■m'P'NrA I 

Homo sapiens hypothetical protem FLJl 1749 (tLJ 1 1 /49), mKJNA 

Homo sapiens hypothetical protein FLJ22054 (FLJ22054), mRNA 


NM 024561 
NM 024540 
[NM 024518 
NM 024515 
NM 024504 


Homo sapiens hypothetical protein FLJ20917 (FU20917), mRNA 

Homo sapiens ULl 6-binding protem 3 (ULBP3), mRNA 

Homo sapiens hypothetical protein MGC4645 (MGC4645), mRNA 

Homo sapiens PR domain containing 14 (PRDM14), mRNA 


NM 024501 
NM 006821 
NM_006680 

NM 001944 
NM 001943 
NM 001942 
NM 024500 
NM 024498 
NM 018943 
NM 015640 


Homo sapiens homeo box D 1 (HOXDl), mRNA 

Homo sapiens peroxisomal long-cham acyl-coA thioesterase (ZAP128), mRNA — 
Homo sapiens malic enzyme 3, NADP(+)-dependent, mitochondrial (ME3), 

mRNA — 

Homo sapiens desmoglein 3 (pemphigus vulgaris antigen) (DSG3), mRNA 

tloiTio sspicns acsmogiciii z. iaiaxj.^^ , . — ^ 1 

Homo sapiens desmoglein 1 (DSGl), mRNA _J 

Homo sapiens likely ortholog of mouse polydom (POLYDOM), mRNA 

Homo sapiens zinc finger protein 117 (HPF9) (ZNFl 17), mRNA 1 

Homo sapiens tubulin, alpha-like 2 (TUBAL2), mRNA 

Homo sapiens PAI- 1 mRNA-bindine protein (P AI-RBPl), mRNA 
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NM 015332 


Homo sapiens KJAAlOob protein (KlAAlOoo), mRNA 


NM 022001 


Homo sapiens SMAD in the antisense orientation (DAMS), mRNA 


NM__021708 


Homo sapiens leukocj^e-associated Ig-like receptor 1 (LAIRl), transcript variant 
a, mRNA 


XTTV if A'^ITA^ 

JNM_02170o 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIRl), transcript variant 

D, mKJNA 


JNM_UU2Zo / 


Homo sapiens leukocyte-associated Ig-like receptor 1 (LAIRl), transcript variant 
a, mKJN/\ 


xnvyf CiCiAA'^A 

INIVI \j\J'¥\J/\ 


Homo sapiens E4F transcription factor 1 (E4F1), mRNA 


XTN/f m QCi/l 
rNlVl Ulooj^ 


TT _ r^n^l^^trt n 4---,'— .x O /X A" A ' |'L> 0\ __».T> XT A 

riomo sapiens matnn i (^JVLAiKij, iukjna 


NM 017830 


Homo sapiens ovarian carcinoma immunoreactive antigen (OCIA), mRNA 


JNiVl uuoyzo 


Homo sapiens surfactant, pulmonary-associated protein A2 (SFTPA2), mRNA 


XTN/f AA^/l 1 1 


Homo sapiens surfactant, pulmonary-associated protein Al (SFTPAl), mRNA 


JNJYl UZ44yZ 


Homo sapiens apolipoprotein (a) reJatea gene C (AtOARCjC), mRNA 


NM 024491 


Homo sapiens plO-binding protein (BITE), mRNA 


NM_0 15472 


Homo sapiens transcriptional co-activator with PDZ-binding motif (TAZ) 

/HP A TlT^T A 

( TAZ), mRNA 


NM 017797 


Homo sapiens BTB (POZ) domain containing 2 (BTBD2), mRNA 


NM 002826 


Homo sapiens quiescm Q6 (QSCN6), mRNA 


NM_024010 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (MTRR), transcript variant 2, mRNA 


NM 004972 


Homo sapiens Janus kinase 2 (a protein tyrosine kinase) (JAK2), mRNA 


NM_000761 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-inducible), 
polypeptide 2 (CYPl A2), mRNA 


NM_000104 


Homo sapiens cytochrome P450, subfamily I (dioxm-inducible), polypeptide 1 
(glaucoma 3, primary infantile) (CYPIBI), mRNA 


NM_000499 


Homo sapiens cytochrome P450, subfamily I (aromatic compound-mducible), 

— 1 . A. * J I /'/"^■^ TTk 1 A 1 X T> "VTA 

polypeptide 1 (CYPlAl), mRNA 


NM 024318 


Homo sapiens immunoglobulin-like transcript 8 (ILT8), mRNA 


NM 021806 


Homo sapiens 2.19 gene (2.19), mRNA 


NM_006208 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 1 (ENPPl), 

mRNA 


JNM 007076 


Homo sapiens Huntmgtm interacting protein E (HYPE), mRNA 


JNM_0 18571 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candiaate 2 (ALb2CR2), mRNA 


XTA A A 1 C A /I n 

JNJVl_Ul->U4y 


Homo sapiens amyotrophic lateral sclerosis 2 (juvenile) chromosome region, 
candidate 3 (ALS2CR3), mRNA 


JNJVl UziUJo 


Homo sapiens dynein intermediate chain 2 (DNAI2), mRNA 


JNM 022171 


Homo sapiens T-cell leukemia translocation altered gene (TCTA), mRNA 


JNJVL Ololzo 


Homo sapiens coat protein gamma-cop (LOC5 1137), mRNA 


TvTA/T AO 1 AAA 


Homo sapiens integral membrane protein 2B (ITM2B), mRNA 


XnV/f AO 1 A AO 

jNJVi_uz lyy/ 


Homo sapiens thymosin, beta, identified in neuroblastoma cells (TMSNB), 

nirvlN/V 


NM 021994 


Homo sapiens zinc finger protein 277 (ZNF277), mRNA 


XnVyf AATOCT 

JNJVl WlZof 


Homo sapiens paraneoplastic antigen MA2 (PNMA2), mRNA 


NM 021972 


Homo sapiens sphingosine kinase 1 (SPHKl), mRNA 


XTN/f no 1 

iNivi uz 1 y /o 


riomo sapiens retinoiu A receptor, beta ^kax<±> mJt<JN A 


NM 021963 


Homo sapiens nucleosome assembly protein 1-like 2 (NAP1L2), mRNA 


NM_021978 


Homo sapiens suppression of tumorigenicity 14 (colon carcinoma, matriptase, 
epithin) (ST14), mRNA 


NM_021977 


Homo sapiens solute carrier family 22 (extraneuronal monoamine transporter), 
member 3 (SLC22A3), mRNA 
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NM 021964 ] 
NM 021966 
NM 012186 
NM 012182 
NM 006893 
NM_021955 


Homo sapiens zinc finger protein 148 (pHZ-52) fZNF148), mRNA ZJ 

Homo sapiens T-cell leukemia/lymphoma 1 A (1 UJ^IA), mKJNA 

Homo sapiens forkhead box E3 (FOXE3), mRNA _J 

Homo sapiens forkhead box Bl (FOXBlXmRNA 

Homo sapiens ligatin (LGTN), mRNA 

Homo sapiens guanine nucleotide binding protein (G protem), gamma 
transducing activity polypeptide 1 (GNGTl), mRNA 


NM_021959 


Homo sapiens protein phosphatase 1 , regulatory (mhibitor) subumt 1 1 
(PPPlRll),mRNA _ 


NM_021951 


Homo sapiens doublesex and mab-3 related transcription lactor 1 (DMKl 1>, 

mRNA — 


JN jVl__UZ 1 you 


Wnmn cjaniens mveloid cell leukemia sequence 1 (BCL2-related) (MCLl), 
mRNA 


NM_021952 


Homo sapiens ELAV (embryonic lethal, abnormal vision, urosopnuaj-iiKe h v.^" 
antigen D) (ELAVL4). mRNA 


NM_021949 


Homo sapiens ATPase, Ca++ transportmg, plasma memorane ^ {,j\ir^i^Dj, 
mRNA 


NM 021953 
NM 021956 


Homo sapiens forkhead box M 1 (FOXMl), mRNA 

Homo saniens elutamate receptor, ionotropic, kainate 2 (GRIK2), mRNA 


NM_004886 


Homo sapiens amyloid beta (A4) precursor protem-bmdmg, family A, member i 
(Xll-like2)(APBA3),niRNA 


NM_006557 


Homo sapiens doublesex and mab-3 related transcription factor 2 (DMRT2), 
mRNA 


NM_002253 


Homo sapiens kinase insert domain receptor (a type m receptor tyrosine kinase) 
(¥Jm, mRNA 


NM 002178 


Homo sapiens insulin-like growth factor bmdmg protem 6 (IGFBP6), mRNA 


NM_003850 


Homo sapiens succinate-CoA ligase, ADP-forming, beta subumt QbUCLA^), 
mRNA 


NM 003802 
NM 006958 


Homo sapiens myosin, heavy polypeptide 13, skeletal muscle (MYH13J, hikjna 
Homo sapiens zinc finger protein 16 (KOX 9) (ZN 1* 1 6), mRNA 1 


NM 006852 


Homo sapiens tousled-like kinase 2 ( 1 LK2), mKJN A — 


NM 021229 


Homo sapiens netrin 4 {NTN4), mRNA J 


NM 015718 


Homo sapiens NADPH oxidase 3 (NOX3), mRNA J 


NM 015003 


Homo sapiens golgin-67 (KIAA0855), mRNA J 


NM 006178 


Homo sapiens N-efhylmaleimide-sensitive factor (NSF), mRNA 


NM 003116 


Homo sapiens sperm associated antigen 4 (J>±'A(jr4), mKJN A 


NM 018724 


Homo sapiens interleukin 20 (IL20), mRNA 


NM 019083 


Homo sapiens hypothetical protein (FLJ10287), mRNA 


NM 003114 


Homo sapiens sperm associated antigen 1 (SPAGl), mRNA . . 


NM_021097 


Homo sapiens solute carrier family 8 (sodium/calcium exchanger), member 1 

f SLCSAIX mRNA 


NM 021102 


Homo sapiens serme protease inhibitor, Kunitz type, z (brUN i z;, mKJN a 


NM 021101 


Homo sapiens claudm 1 (CLDNl), mRNA _| 


NM_021095 


Homo sapiens solute carrier family 5 (sodium-dependent vitamm transporter;, 
member 6 (SLC5A6), mRNA 


NM 021076 


Homo sapiens neurofilament, heavy polypeptide (200kD) {NtH^H), mKJNA _j 


NM 001751 


Homo sapiens cysteinyl-tKJNA svntJietase ji^Aivo imviNi-^. — ^ 


NM_021074 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotem 2 (24kD) 
(NDUFA^2), mRNA 


NM_020998 


Homo sapiens macrophage stimulating 1 (hepatocyte growth tactor-iike) 
(MSTl), mRNA 


NM 003147 


Homo sapiens synovial sarcoma, X breakpoint 2 (SSX2), mKJNA 
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NM_015392 


Homo sapiens neural proliieration, aiiierentianon ana control, i ^iNfUL^i^, 
mKNA 


NM 020482 


Homo sapiens activator oi CRliM m testis (Ak^ i nusJN a 


NM 014509 


Homo sapiens kraken-like (BK12oJ34.1;, mKJNA 


NM_005132 


Homo sapiens RecSp, a meiotic recombination and sister chromatid cohesion 
phosphoprotein of the rad21p family (REC8), mRNA 


NM_0 18896 


Homo sapiens calcium channel, voltage-dependent, alpha IG subunit 
(CACNAIG), mRNA 


NM 005329 


Homo sapiens hyaluronan synthase 3 (HAbi), mKJNA 


NM 015193 


Homo sapiens activity-regulated cytoskeleton-associated protein (ARC), mRNA 


NM_0 16203 


Homo sapiens protein kinase, AMP-activated, gamma 2 non-catalytic subunit 
(PRKAG2), mRNA 


NM_000627 


Homo sapiens latent transforming growth lactor beta bmaing protein i ^J^Ubr i;, 
mRNA 


N1VI_002454 


Homo sapiens 5-methyltetrahydrofolate-homocysteine methyltransferase 
reductase (MTRK), transcnpt variant 1, mKJNA 


NM_001091 


Homo sapiens amiloride binding protein 1 (amine oxidase (copper-containing)) 
(ABPl), mRNA 


NM 024016 


Homo sapiens homeo box Bo (HUXBb), mKJNA 


NM 024015 


Homo sapiens homeo box B4 (HOXB4), mKJNA 


NM 015227 


Homo sapiens KlAAUyDb protein (lsJLAAUy!>o), mKJNA 


NM_024430 


Homo sapiens proline-serine-threonine phosphatase interacting protein 2 
(PSTPIP2), mRNA 


NM 003588 


Homo sapiens cullm 4B (CUL4B), mKJNA 


NM 016059 


Homo sapiens peptidylprolyl isomerase (cyclophilin)-like 1 (PPILl), mRNA 


NM 014432 


Homo sapiens mterleulan 20 receptor, alpha (IL20RA), mRNA 


NM 000270 


Homo sapiens nucleoside phosphorylase (NP), mRNA 


NM_003021 


Homo sapiens small glutamine-rich tetratricopeptide repeat (TPR)-containing 
(SGT), mRNA 


NM_002038 


Homo sapiens interferon, alpha-mducible protein (clone IFI-o-lo) (G1P3), 
transcript variant 1, mRNA 


NM_022873 


Homo sapiens interferon, alpha-mducible protein (clone IFI-6-lo) (G1P3), 
transcript variant 3, mRNA 


NM_022872 


Homo sapiens mterferon, alpha-mducible protem (clone IFI-6-io) (G1P3), 
transcript variant 2, mRNA 


NM_022803 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant short, nuclear gene encoding mitochondrial protein, mRNA 


NM_003356 


Homo sapiens uncoupling protein 3 (mitochondrial, proton carrier) (UCP3), 
transcript variant long, nuclear gene encoding mitochondrial protein, mRNA 


NM_022S10 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant short, nuclear gene encoding mitochondrial 
protein, mRNA 


NM:_003355 


Homo sapiens uncoupling protein 2 (mitochondrial, proton carrier) (UCP2), 
nuclear gene encoding mitochondnal protein, mRNA 


NM_021833 


Homo sapiens uncoupling protein 1 (mitochondrial, proton carrier) (UCPl), 
nuclear gene encodmg mitochondnal protem, mRNA 


JNJVl_UUZZ3 1 


Homo sapiens kangai 1 (suppression of tumorigenicity 6, prostate* CD 82 antigen 
(R2 leukocyte antigen, antigen detected by monoclonal and antibody IA4)) 

(JCAIl), mRNA 


NM_004967 


Homo sapiens integrin-binding sialoprotein (bone sialoprotein, bone sialoprotein 

n) (IBSP), mRNA 


NM 000490 


Homo sapiens arginine vasopressin (neurophysin 11, antidiuretic hormone. 
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diabetes insipidus, neurohypophyseal) (A VP), iriRNA 


NM_022877 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant c, mKNA 


NM_022876 


Homo sapiens svirvival of motor neuron 2, centromeric (SMN2), transcript 

variant b, mRNA 


MM_022875 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant a, mRNA 


NM_017411 


Homo sapiens survival of motor neuron 2, centromeric (SMN2), transcript 
variant d, mRNA 


NM 005474 


Homo sapiens histone deacetylase 5 (HDAC5), mRNA 


NM 006037 


Homo sapiens histone deacetylase 4 (HDAC4), mRNA 


NM_003474 


Homo sapiens a disintegrin and metalloproteinase domain 12 (meltrin alpha) 
(ADAM12), transCTipt variant 1, mRNA 


]SIM_000344 


Homo sapiens survival of motor neuron 1, telomeric (SMNl), transcript variant 
d,inRNA 


NM_022874 


Homo sapiens survival of motor neuron 1, telomeric (SMNl), transcript variant 
b,mRNA 


NM 006400 


Homo sapiens dynactin 2 (p50) (DCTN2), mRNA 


NM_021969 


Homo sapiens nuclear receptor subfamily 0, group B, member 2 (NR0B2), 
mRNA 


NM 021967 


Homo sapiens small EDRK-rich factor lA (telomeric) (SERFl A), naRNA 


NM_001515 


Homo sapiens general transcription factor IIH, polypeptide 2 (44kD subunit) 
(GTF2H2), mRNA 


NM_003951 


Homo sapiens solute carrier family 25 (mitochondrial carrier, brain), member 14 
(SLC25A14), transcript variant long, nuclear gene encoding mitochondrial 
protein, loRNA 


NM_004277 


Homo sapiens uncoupling protein 4 (UCP4), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 004536 


Homo sapiens baculoviral TAP repeat-containing 1 (BIRCl), mRNA 


NM_000346 


Homo sapiens SRY (sex determining region Y)-box 9 (campomelic dysplasia, 
autosomal sex-reversal) (SOX9), mRNA 


NM_003645 


Homo sapiens fatty-acid-Coenzyme A ligase, very long-chain 1 (FACVLl), 
mRNA 


NM 024409 


Homo sapiens natriuretic peptide precursor C ONPPC), mRNA 


NM 024410 


Homo sapiens outer dense fibre of sperm tails 1 (ODFl), mRNA 


NM_004180 


Homo sapiens TRAP family member-associated NFKB activator (TANK), 
mRNA 


NM 024332 


Homo sapiens c6.1 A fC6.1A), mRNA 


NM 024324 


Homo sapiens hypothetical protein MGCl 1256 (MGCl 1256), mRNA 


NM 024315 


Homo sapiens hypothetical protein MGC4175 (MGC4175), mRNA 


NM 024311 


Homo sapiens hypothetical protein ET (ET), mRNA 


NM 024309 


Homo sapiens hypothetical protein MGC4289 (MGC4289), mRNA 


NM 024306 


Homo sapiens fatty acid hydroxylase (FAAH), mRNA 


NM 024300 


Homo sapiens hypothetical protein MGC2217 (MGC2217), mRNA 


NM 024296 


Homo sapiens hypothetical protein MGC1203 (MGC1203), mRNA 


NM 024294 


Homo sapiens hypothetical protein MGC4614 (MGC4614), mRNA 


NM 024292 


XX ^ — ^ • t_ • 1^1— C /TTm C\ ,.r.r.T>'NT A 

Homo sapiens ubiqmtin-like 5 fuBL5), mRNA 


NM 024012 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 5 A (HTR5A), mRNA 


NM 024123 


Homo sapiens putative Ly-6 superfamily member (G6E), mRNA 


NM_021904 


Homo sapiens gamma-aminobutyric acid (GAB A) B receptor, 1 (GABBRl), 
transcript variant 3, mRNA 


NM 021903 


Homo sapiens gamma-aminobutyric acid (GAB A) B receptor, 1 (GABBRl), 
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transcript variant 2, niRNA 


NM_001470 
NM 001858 


Homo sapiens ganima-aminobutync acid (GABA) B receptor, 1 (GABBRl) 
transcript variant 1, mRNA ' ' 


NM_0 15071 


Homo sapiens collagen, type XDC, alpha 1 (COL19A1), mRNA 

Homo sapiens GTPase regulator associated with the focal adhesion kinase 

ppl25(FAK); KIAA0621 protein (KIAA0621), mRNA 


NM_007329 

NM 023004 
JNM 005371 
NM 023033 
NM 023032 
NM 014289 
NM 023089 
NM 023088 


Homo sapiens deleted in malignant brain tumors 1 (DMBTl), transcript variant 
2, mRNA 

Homo sapiens nogo receptor (NOGOR), mRNA 

Homo sapiens methvltransferase-like 1 (METTLl), transcript variant 1, mRNA 
Homo sapiens methyltransferase-like 1 (METTLl), transcript variant 3, mRNA 
Homo sapiens methyltransferase-like 1 (METTLl), transcript variant 2, mRNA 
Homo sapiens calpam 6 (CAPN6), mRNA 

Homo sapiens calpain 10 (CAPNIO), transcript variant 7, mRNA 


NM 023087 
NM 023086 
NM 023085 
NM 023084 
NM 023083 
NM 021251 
NM_005083 


Homo sapiens calpain 10 (CAPNIO), transcript variant 6, mRNA 

Homo sapiens calpam 10 (CAPNIO), transcript variant 5, mRNA 

Homo sapiens calpain 10 (CAPNIO), transcript variant 4, mRNA 

Homo sapiens calpain 10 (CAPNIO), transcript variant 3 mRNA 

Homo sapiens calpam 10 (CAPNIO), transcript variant 2 mRNA 

Homo sapiens calpain 10 (CAPNIO), transcript variant 1, mRNA 

Homo sapiens calpam 10 (CAPNIO), transcript variant 8, mRNA 

Homo sapiens U2 small nuclear ribonnclponrnt^*in nn-vii-io-nr roi^+^^ «,,"u. •* 
^ .L»j.i.ALxxi ±i.iM^x%^ax Aiu^^iiuv/icupruicm auxiliary lacior, smaii suounit 

1 (U2AF1RS1), mRNA 


NM_023031 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer svndrome Jackson-Wpi<jQ cvn^^r/^TM^»^ rcri'CT>o\ 4. 
variant 13, mRNA ^ 


NM_023030 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

syndrome, Pfeiffer svndrome JacksoTi-Wpi<;c c^/nr^T•r^Tn^.^ /'TmT7^?o^ ^ ^ 

' *wij.i%^x ijjf iAunjiiiv*, «i awivouii-' vv cii>& bynuromej (pOr^xCz), transcnot 

variant 12, mRNA ^ 


NM_023028 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratmocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome Jackson-Wei<5<5 «5vnHrnTTK»^ n7r;Trp'7\ ffo^o^-^.»>^ 
variant 10, mRNA ^ 


NM_022976 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
S3aidrome, Pfeiffer syndrome Jackson- Weiss ^:vnf^r^kTn^>^ rpriT7P9\ ^^^e,^^-^* 
variant 9, mRNA ^ 


NM_022975 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 

keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 

syndrome, Pfeiffer svndrome Tacksnn-Wi^iQc cAm^^rriTn^^ /Tm.Tr'Do\ • 

^ , i3jrxxvij.\jint;, jat^ivauii- vv cibcs synoTome^ i^r' vjrr'jK^j transcript 

variant 8, mRNA 


NM_022974 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 7, mRNA 


iNM_022973 
NM 022972 


Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcript 
variant 6, mRNA 

Homo sapiens fibroblast growth factor receptor 2 (bacteria-expressed kinase 
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1 

c 


ceratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
jyndrome, Pfeiffer syndrome. Jackson-Weiss syndrome) (FGFR2), transcnpt 
/ariant 5, mRNA , , . 


NM 022971 ] 

1 


aomo sapiens fibroblast growth factor receptor 2 (bactena-expressea lanase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcnpt 
variant 4, mRNA 


NM_022970 


Homo sapiens fibroblast growth factor receptor 2 (bactena-expressed kmase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFiCZ), transcnpt 
variant 3, mRNA _ — 


NM_022969 


Homo sapiens fibroblast growth factor receptor 2 (bactena-expressea Kmase. 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcnpt 
variant 2, mRNA 


NM_015850 


Homo sapiens fibroblast growth factor receptor 1 (tms-related tyrosine kinase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 2, mRNA 


NM_023111 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosme kmase 2, 
Pfeiffer syndrome) (FGFRl), transcript variant 9, mRNA 


NM_023110 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosme kmase /, 1 
Pfeiffer syndrome) (FGFRl), transcript variant 8, mRNA 


NM_023109 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosme kmase z. 
Pfeiffer syndrome) (FGFRl), transcript variant 7, mRNA 


NM_023029 


Homo sapiens fibroblast growth factor receptor 2 (bactena-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcnpt 
variant 1 1 , mRNA 


NM_023108 


Homo sapiens fibroblast gro\\th factor receptor 1 (fins-related tyrosme unase z, 
Pfeiffer syndrome) (FGFRl), transcript variant 6, mRNA 


NM_000141 


Homo sapiens fibroblast growth factor receptor 2 (bactena-expressed kinase, 
keratinocyte growth factor receptor, craniofacial dysostosis 1 , Crouzon 
syndrome, Pfeiffer syndrome, Jackson-Weiss syndrome) (FGFR2), transcnpt 
variant 1, mRNA — 


NM_023107 


Homo sapiens fibroblast growth factor receptor 1 (tms-related tyrosme kmase i, 
Pfeiffer svndrome) (FGFRl), transcript variant 5. mRNA 


NM_023106 


Homo sapiens fibroblast growth factor receptor 1 (fins-related tyrosme Kinase z, 
Pfeiffer syndrome) (FGFRl), transcript variant 4, mRNA 


NM_023105 


Homo sapiens fibroblast growth factor receptor 1 (tms-reiatea lyrosmc luiidbc ^, 
Pfeiffer syndrome) (FGFRl), transcript variant 3 , mRNA 


NM;_000604 


Homo sapiens fibroblast growth factor receptor 1 (fms-related tyrosme kmase i 
Pfeiffer syndrome) (FGFRl), transcript variant 1 , mRNA 1 


JNJVl sjZhKjio 

NM 0I7614 


Mnmo ^nrnVnq bnts^onhilir» snhfamilv 2, member A3 (BTN2A3), naRNA 1 
Homo sapiens betaine-homocysteine methyltransferase 2 (BRMTl), mRNA 


NM 005434 
NM_000351 

NM 024105 


Homo sapiens BENE protein (BENE), mRNA J 

Homo sapiens steroid sulfatase (microsomal), arylsulfatase C, isozyme S (STS), 
mRNA —A 

TT : T^™^+U^*^r.ol rxrcx^(^\T\ ^/iCO^W^fs ^^MG^l 36\ UlRNA 1 


NM 024098 
NM 024096 

NM 024095 
NM 024091 
[NM 024089 


Homo sapiens hypothetical protein MGC2574 fMGC2574\ mRNA 

Homo sapiens hypothetical protein MGC5627 (MGC5627), mRNA 

Homo sapiens hypothetical protein MGC5540 (MGC5540^, mRNA 
Homo sapiens hypothetical protein MGC5297 (MGC5297\ mRNA 
Homo sapiens hvpoliietical protein MGC5302 (MGC5302\ mRNA 
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NM_024082 


Homo sapiens transmembrane eamma-carboxvelutamic acid nrotein 3 rrMTr'^^ 

mRNA 


NM_024081 


Homo sapiens transmembrane gamma-carboxyglutamic acid orotein 4 (TMG4'\ 
noRNA 


NM_024079 


Homo sapiens hypothetical protein MGC2840 similar to a putative 
glucosyltransferase (MGC2840), mRNA 


NM 024078 


Homo sapiens hypothetical protein MGC3 1 62 f MGC3 1 62^ mRNA 


NM 024075 


Homo sapiens LENG5 protein fLENGSV mRNA 


NM 024073 


Homo sapiens hypothetical protein MGC2875 (MGC2875), mRNA 


NM 024060 


Homo sapiens hypothetical protein MGC5395 (MGC5395), mRNA 


NM 024056 


Homo sapiens hypothetical protein MGC5576 (MGC5576) mRNA 


NM 024054 


Homo sapiens hypothetical protein MGC2821 (MGC2821) mRNA 


NM 024051 


Homo sapiens hypothetical protein MGC3077 (MGC3077), mRNA 


NM 024047 


Homo sapiens hypothetical protein MGC3037 (MGC3037) mRNA 


NM 024044 


Homo sapiens hypothetical protein MGC5 178 fMGCS 1 78^ mT^M A 


NM 024043 


Homo sapiens hypothetical protein MGC3r01 (MGC3101) mRNA 


NM 024035 


Homo sapiens hypothetical protein MGC3 113 (MGC3 1 13) mRNA 


NM_024034 


Homo sapiens hypothetical protein MGC3129 similar to eanelioside-induced 
differentiation-associated protein (MGC3129), mRNA 


NM 024009 


Homo sapiens gap junction protein, beta 3, 31kD (connexin 31) (GJB3) mRNA 


NM 024013 


Homo sapiens interferon, alpha 1 (IFNAl), mRNA 


NM 000521 


Homo sapiens hexosaminidase B (beta polypeptide) nFTEXB'k mRNA 


NM 000520 


Homo sapiens hexosaminidase A (alpha polvoeptide^ (HEXA^ mRNA 


NM 006044 


Homo sapiens histone deacetylase 6 (HDAC6), mRNA 


NM 003883 


Homo sapiens histone deacetylase 3 (HDAC3), mRNA 


NM 004964 


Homo sapiens histone deacetylase 1 (HDACl), mRNA 


NM 001492 


Homo sapiens growth differentiation factor 1 (GDFl) mRNA 


NM 018486 


Homo sapiens histone deacetylase 8 (HDAC8), mRNA 


NM_005089 


Homo sapiens U2 small nuclear ribnniicleonmtf*in siiiYiliiir\/ far^trk** on-ioii cm'Uiit-.^i- 
2 (U2AF1RS2), mRNA 


NM_004285 


Homo sapiens hexose-6-Dhosohate dehvdroffenaQe ^ffliir*r\ci* i-ri^ViA7/i-rr^rrAnaoA\ 
(H6PD),mRNA 


NM_007210 


Homo sapiens Ul^F-N-acetvI-alnha-r)-ffalartn«;;flrnirip-rir\lA/rif>rit4/l/:» XT 

acetylgalactosaminvl transferase 6 CGalNAc-Tfi'fc f^AT .NTf^^ mPMA 


NM_003774 


Homo sapiens UDP-N-acetyl-alpha-D-ealactosamine nolvnpntidp N- 
acetylgalactosaminyltransferase 4 rGalNAc-T4'i rGAT.NT4'i mRNA 


NM_020474 


Homo sapiens UI>P-N-acetyl-alpha-D-galactosamine:polypeptide N- 
acetylgalactosaminyltransferase 1 TGalNAc-Tn rGAT.NTn mRNA 


NM 015507 


Homo sapiens EGF4ike-domain, multiple 6 (EGFL6), mRNA 


NM 004942 


Homo sapiens defensin, beta 2 (DEFB2), mRNA 


NM 005218 


Homo sapiens defensin, beta 1 (DEFBl), mRNA 


NM_002474 


Homo sapiens myosin, heaw nolvoentide 1 1 «?montli miicri** /'iv/fvm i^ 
transcript variant SMI, mRNA 


NM_022870 


Homo sapiens myosin, heaw polvoeDtide 11 smooth mn^rlf* rK/rsnPTi 
transcript variant SM3, mRNA 


NM_022844 


Homo sapiens myosin, heavy polypeptide 1 L smooth muscle ^'MYTTl l^ 
transcript variant SM2, mRNA 


NM_001755 


Homo sapiens core-bmdmg factor, beta subunit (CBFB), transcript variant 2, 
mRNA 


NM 016458 


Homo sapiens hypothetical protein (LOC51236), mRNA 


NM 020836 


Homo sapiens KIAA1446 protein (KIAA1446), mRNA 


NM 015407 


Homo sapiens DKFZP5640243 protein (DKFZP5640243) mRNA 
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NM 015062 


Homo sapiens KIAA0595 protein (KIAA0595), mRNA 


NM 019100 


Homo sapiens DNA methyltransferase 1 -associated protem 1 (DMAPl), mRNA 


NM 015442 


Homo sapiens hypothetical protein FLJ12890 (FU12890), mRNA 


NM 023948 


Homo sapiens hypothetical protein AF053356_CDS3 (AF053356_CDS3), 
mRNA 


NM_022036 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 1, mRNA 


NM 018653 


Homo sapiens G protein-coupled receptor, family C, group 5, member C 
(GPRC5C), transcript variant 2, mRNA 


NM 000707 


Homo sapiens arginine vasopressin receptor IB (AVPRIB), mRNA 


NM 000706 


Homo sapiens arginine vasopressin receptor 1 A (AVPRl A), mRNA 


NM 021923 


Homo sapiens fibroblast growth factor receptor-like 1 (FGFRLl), mRNA 


mi_0020ii 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 1, 
mRNA 


NM 022963 


Homo sapiens fibroblast growth factor receptor 4 (FGFR4), transcript variant 2, 

mRNA 


NM 022965 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 2, mRNA 


NM 000142 


Homo sapiens fibroblast growth factor receptor 3 (achondroplasia, thanatophoric 
dwarfism) (FGFR3), transcript variant 1, mRNA 


NM 022336 


Homo sapiens ectodysplasin 1, anhidrotic receptor (EDAR), mRNA 


NM 018654 


Homo sapiens G protein-coupled receptor, family C, group 5, member D 
(GPRC5D), mRNA 


NM_002534 


Homo sapiens 2\5 -oligoadenylate synthetase 1 (40-46 kD) (OASl), transcnpt 
variant El 6, mRNA 


NM_016816 


Homo sapiens 2^5'-ohgoadenylate synthetase 1 (40-46 kD) (OASl), transcnpt 
variant El 8, mRNA 


NM 014501 


Homo sapiens ubiquitin carrier protein (E2-EPF), mRNA 


NM 000595 


Homo sapiens lymphotoxin alpha (TNF superfamily, member 1) (LTA), mRNA 


NM 007040 


Homo sapiens ElB-55kDa-associated protein 5 (E1B-AP5), mRNA 


NM 001232 


Homo sapiens calsequestrin 2 (cardiac muscle) (CAS02), mRNA 


NM_001231 


Homo sapiens calsequestrin 1 (fast-twitch, skeletal muscle) (CASQl), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003925 


Homo sapiens methyl-CpG binding domain protein 4 (MBD4), mRNA 


NM 002059 


Homo sapiens growth hormone 2 (GH2), transcript variant 1, mRNA 


NM 022558 


Homo sapiens growth hormone 2 (GH2), transcript variant 3, mRNA 


NM 022557 


Homo sapiens growth hormone 2 (GH2), transcript variant 2, mRNA 


NM 022556 


Homo sapiens growth hormone 2 (GH2), transcript vanant 4, mRNA 


NM 022562 


Homo sapiens growth hormone 1 (GHl), transcript variant 5, mRNA 


NM 022561 


Homo sapiens growth hormone 1 (GHl), transcript variant 4, mRNA 


NM 022560 


Homo sapiens growth hormone 1 (GHl), transcript vanant 3, mRNA 


NM 022559 


Homo sapiens growth hormone 1 (GHl), transcript vanant 2, mRNA 


NM 000515 


Homo sapiens growth hormone 1 (GHl), transcript variant 1, mRNA 


NM 021801 


Homo sapiens matrix metalloproteinase 26 (MMP26), mRNA 


NM 022718 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 2, 
mRNA 


NM_022468 


Homo sapiens matrix metalloproteinase 25 (MMP25), transcript variant 1, 
mRNA 


NM_006690 


Homo sapiens matrix metalloproteinase 24 (membrane-inserted) (MMP24), 
mRNA 


NM 004771 


Homo sapiens matrix metalloproteinase 20 (enamelysm) (MMP20), mRNA 


NM 002423 


Homo sapiens matrix metalloproteinase 7 (matrilysm, utenne) (MMP7), mRNA 
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NM_002422 


Homo sapiens matrix metalloproteinase 3 (stromelysin 1, progelatinase) 
(MMP3), mRNA 


NM_005941 


Homo sapiens matnx metalloproteinase 16 (membrane-mserted) (MMP16), 
transcript variant 1, mRNA 


NM_022564 


Homo sapiens matrix metalloproteinase 16 (membrane-inserted) (MMP16), 
transcript variant 2, mRNA 


NM_002421 


Homo sapiens matrix metalloproteinase 1 (interstitial coUagenase) (MMPl), 
mRNA 


NM_004995 


Homo sapiens matrix metalloproteinase 14 (membrane-inserted) (MMP14), 
mRNA 


NM 002427 


Homo sapiens matnx metalloproteinase 13 (collagenase 3) (MMPl 3), mRNA 


MM 005940 


Homo sapiens matrix metalloproteinase 1 1 (stromelysin 3) (MMPl 1), mRNA 


NM_022792 


Homo sapiens matrix metalloproteinase 19 (MMPl 9), transcript variant rasi-9, 
mRNA 


NM_022791 


Homo sapiens matrix metalloproteinase 19 (MMPl 9), transcript variant rasi-6, 
mRNA 


NM_022790 


Homo sapiens matrix metalloproteinase 19 (MMPl 9), transcript variant rasi-3, 
mRNA 


NM_002429 


Homo sapiens matrix metalloproteinase 19 (MMP19), transcript variant rasi-l, 
mRNA 


NM_004530 


Homo sapiens matrix metalloproteinase 2 (gelatinase A, 72kD gelatinase, 72kD 
type IV collagenase) (MMP2), mRNA 


NM_004994 


Homo sapiens matrix metalloproteinase 9 (gelatinase B, 92kD gelatinase, 92kD 
type IV collagenase) (MMP9), mRNA 


mi 004142 


Homo sapiens matrix metalloproteinase-like 1 (MMPLl), mRNA 


NM_002424 


Homo sapiens matrix metalloproteinase 8 (neutrophil collagenase) (MMP8), 
mRNA 


NM_002428 


Homo sapiens matrix metalloproteinase 15 (membrane-inserted) (MMPl 5), 
mRNA 


NM_002426 


Homo sapiens matrix metalloproteinase 12 (macrophage elastase) (MMPl 2), 
mRNA 


NM 002425 


Homo sapiens matrix metalloproteinase 10 (stromelysin 2) (MMPIO), mRNA 


NM_022804 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 2, 
mRNA 


NM_005678 


Homo sapiens SNRPN upstream reading frame (SNURF), transcript variant 1, 
mRNA 


NM_003097 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 1 , mRNA 


NM_022808 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 5, mRNA 


NM_022807 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 4, mRNA 


NM_022806 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 3, mRNA 


NM_022805 


Homo sapiens small nuclear ribonucleoprotein polypeptide N (SNRPN), 
transcript variant 2, mRNA 


WiVl_U/Z /If 


Homo sapiens Ul-snRNP binding protein nomolog (70kD) (UlbNRNrBP), 
transcript variant 2, mRNA 


NM 006759 


Homo sapiens UDP-glucose pyrophosphorylase 2 (UGP2), mRNA 


NM_001400 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 

receptor, 1 (EDGl), mRNA 


NM 005586 


Homo sapiens MyoD family inhibitor (MDFI), mRNA 
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NM 022978 


Homo sapiens small EDRK-rich factor IB (centromeric) (SERF IB), mRNA 


NM 023947 


Homo sapiens hypothetical protein MGC3234 (MGC3234), mRNA 


NM 023942 


Homo sapiens hypothetical protein MGC3036 (MGC3036), mRNA 


NM 023933 


Homo sapiens hypothetical protein MGC2494 (MGC2494), mRNA 


NM 005471 


Homo sapiens glucosamine-6-phosphate isomerase (GNPI), mRNA 


NM 023925 


Homo sapiens hypothetical protein FLJ22569 (FLJ22569), mRNA 


NM 004076 


Homo sapiens crystallin, beta B3 (CRYBB3), niRNA 


NM 015717 


Homo sapiens Langerhans cell specific c-type lectin (LANGERBST), mRNA 


NM_0 12329 


Homo sapiens monocyte to macrophage differentiation-associated (MMD), 
mRNA 


NM_007020 


Homo sapiens Ul-snRNP binding protein homolog (70kD) (UlSNRNPBP), 
transcript variant 1, mRNA 


NM_006465 


Homo sapiens dead ringer (Drosophila)-like 2 (bright and dead ringer) (DRIL2), 
mRNA 


NM_000015 


Homo sapiens N-acetyltransferase 2 (arylamine N-acetyltransferase) (NAT2), 
mRNA 


NM 000496 


Homo sapiens crystallin, beta B2 (CRYBB2), mRNA 


NM 001886 


Homo sapiens crystallin, beta A4 (CRYBA4), mRNA 


NM 023080 


Homo sapiens hypothetical protein FLJ209S9 (FLJ20989), mRNA 


NM 023039 


Homo sapiens ankyrin repeat, family A (RFXANK-like), 2 (ANKRA2), mRNA 


NM_021905 


Homo sapiens gamma-aminobutyric acid (GABA) B receptor, 1 (GABBRl), 
transcript variant 4, mRNA 


NM_020554 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6dl, 
mRNA 


NM_020553 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6cl, 
niRNA 


NM_020552 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6bl, 
mRNA 


NM_020550 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a3, 
mRNA 


NM_0 12468 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6al, 
mRNA 


NM_014418 


Homo sapiens T-cell leukemia/lymphoma 6 (TCL6), transcript variant TCL6a2, 

mRNA 


NM_p 16730 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 3, mRNA 


NM 016729 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 4, mRNA 


NM 016725 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 1, mRNA 


NM. 016724 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 7, mRNA 


NM 016025 


Homo sapiens CGI-81 protein (DREVl), mRNA 


NM_004406 


Homo sapiens deleted in malignant brain tumors 1 (DMBTl), transcript variant 
l,mRNA 


NM 000197 


Homo sapiens hydroxysteroid (17-beta) dehydrogenase 3 (HSD17B3), mRNA 


NM_001220 


Homo sapiens calcium/calmodulin-dependent protein kinase (CaM kinase) 11 
beta (CAMK2B), mRNA 


NM 019071 


Homo sapiens inhibitor of growth family, member 3 (ING3), mRNA 


NM 016731 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 8, mRNA 


INiVl U-iOUlo 


Homo sapiens hypothetical protein FLJ13052 (FLJ13052), mRNA 


NM 023016 


Homo sapiens hypothetical protein FLJ21870 (FLJ21870), mRNA 


NM 022911 


Homo sapiens solute carrier family 26, member 6 (SLC26A6), mRNA 


NM 021071 


Homo sapiens ADP-ribosyltransferase 4 (ART4), mRNA 


NM 022113 


Homo sapiens kinesin family member 13 A (KIF13A), mRNA 


NM 012449 


Homo sapiens six transmembrane epithelial antigen of the prostate (STEAP) 
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mRNA 




Homo <iflr)iens MAK-related kinase CKJAA0936) mRNA 


MM 014920 


Homo sapiens MAK-related kinase (KIAA0936), mRNA 


rNivi ui'+ooo 


Wnmn QnniRriQ rplpfpd tn tVie N termiTiiis of tre rRNTRR^ mRNA 


INiVi. vv/00*+V/ 


WnTYir\ ca-nirf^riQ A/TT T «if*"nti'n-likp fiiQion riVTSF"^ mRNA 


INlVl UUOU/U 




NM 004809 


Homo sapiens stomatin-like 1 (STOMLl), mRNA 


xNivi vKjyjzy / 


xxomo sapicnb poiyt/ybiiC/ Kjuncy uiocctoc ^auiuouiiiai u-vjiiiiixaiiLy yx 
mRNA 


INiVl U 1 0 / 


tIr»-r»-»/-k C!0-r\i*>-ne t^'a-i-r<=»r1 T^alcitl^H Vir*m#=»nV»r\'V' T^Trtf'f^in ^RR'V7^ mR'N^A 

nuino odpiciio pdircu. rcidicu huiiicouua. jjiL/i.C'iii ^^x^rwv^^, iixr\j.>y^ 


"MlVyf Ci(\7,O0A 
INlVl UUjizZ^ 


TJ/^Tv*r» oo-r*t<=»Tio T^Q-i-r^H 'm<acf\<^P»t*m Vir»Tnf*r\ViAY 7V» /nPAA^'f71R 1 nnR'M^A 
XXUinU odpiCxJlo pdirCU IllCaUUCHIi. IWJillCv/UV>A. \± l.v±j\^£jjy lllXVLN-ri. 


iNiVl__UU05'UZ 


xlOiriO SapidlS pairCQ IIlCb(JUdIIl IllJIilCvJP UKJA. 1 lVJLy\.l uailoL^ll^k vaiicuiu ^XiXA." 

1 c« TnRTsJA 
id. J irLtVlNr\ 


NM_022716 


Homo sapiens paired mesoderm homeo box 1 (PMXl), transcript variant pmx- 

ID, mJtviN/V 


NM 000916 


Homo sapiens oxytocin receptor (OXTR), mRNA 


JNM. uuuyo 


Homo sapiens oxyiocm, prepro- ^neuropnysm ij v.^-^-*- mtsjN-rt. 


NM 006188 


Homo sapiens oncomodulin (OCM), mRNA 


jNM_u22oo4 


riomo sapiens extracellular matrix protein i {px^Niijy uranscnpx vanant z, 

mrsJNA. 


NM_004092 


Homo sapiens enoyl Coenzyme A hydratase, short chain, 1, mitochondrial 
^xiLxXioi^, nuciear gene encoamg miiocnoncinai proiem, rnxviNrv 


JNJVl__UZ20D2 


riomo sapiens Quai speciiiciiy pnospnaiase o ^x-^ijijjro^, txanscripi vdriaiiL z, 
mRNA 




xiomo sapiens auai speciiiciiy pnospnaiase d yxjux^rDjy Tniss\i\ 


NM_004425 


Homo sapiens extracellular matrix protein 1 (ECMl), transcript variant 1, 
mKJNA 


NM 004418 


Homo sapiens dual specificity phosphatase 2 (DUSP2), mRNA 


JNJVL_UU4yo 1 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
(GABRE), transcript variant 1, mRNA 


TvT\>r A01QQA 

JNJVL_UZ 1 yyy) 


Jtiomo sapiens gamma-aminoDuiyric acia y\jj\DJ\) j\ receptor, epsiion 
(GABRE), transcript variant 4, mRNA 


iNM.__UZiyo / 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
^OAJtsivtij, iranscnpi vanant j, nuviN/v 


NM_021984 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, epsilon 
(OAxiKJbj, transcript variant z, mtciN/v 


TVlTV/l AA/tAQA 


xiomo sapiens ouai speciiiciiy pnospnaiase j vaccinia virus pnospnaiase v n i - 
reiaxeuj ^^uuoJr j ), tujsjsj\ 


iNiVl \J\JLD)70 


riomo sapiens enoyi v^^oenzyme j\ nyaraiase i, pcroxisornai v. J-^^^-Jni ^ Liit\±sr\. 




XXOinO SdpiCn2> ilUldl apCi/illUlLjr pillJopildLdoC \J \lJ\JiDx\fJy ULdixowix^L valldXll x, 

mRNA 




TTrvTYir\ eor\iiaTic Th7Th' ■h'C»ncr*fi'r\H ATI "Par'i'AT" ^ ( H 717^^ TnR'^rA 
XlLriliiJ odjJIdlo X->^X Udlxo^i l|JllVjiX Xd^LVJX v/ \^X^Z<X vly, lliXVX^x>- 




"PTrtmr^ ci^T^-i^nc ^717 trnriQori-nti An fjirtAr 4 nl n7/n1 '^O-binflinff rK2P4^ mRNA 

ilOint) odpidlb CfJitlr LXdllbV/IipiIIJil XdWliJX *T, |Jx V //pX.JV/''L/XllU.XlXg y^JL^^X *t^, ilXIVXN./TL 




nomo bapicuo sz/^r LidiibC/iipiioii idC/iui -3 ^xl^itj^ iiiis_iNrx, v^uo 




jiomo sapiens xz^zxr irdnscripLiuii idutui i \x2*^v i ^, xiunj-n/^ 


TvJN>l 079077 


Xiomo sapiens id-ity-dt/iti-i-^tjcnzymc x\ ii^dsc, iong-v»iidxii *t .rvv-'i^/t^, udiiouiipt 
variant 2, mRNA 


NM 004457 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 3 (FACL3), mRNA 


NM 021122 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 2 (FACL2), mRNA 


NM 002473 


Homo sapiens myosin, heavy polypeptide 9, non-muscle (MYH9), niRNA 


NM 001926 


Homo sapiens defensin, alpha 6, Paneth cell-specific (DEFA6), mRNA 


NM 005217 


Homo sapiens defensin, alpha 3, neutrophil-specific (DEFA3), mRNA 
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NM_021912 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 
(GABRB3), transcript variant 2, mRNA 


NM_021911 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 2 
(GABRB2), transcript variant 1 , mRNA 


NM_000814 


Homo sapiens gamma-aminobutyric acid (GABA) A receptor, beta 3 
(GABRB3), transcript variant 1, mRNA 


NM__000812 


Homo sapiens gamma-anMnobutyric acid (GABA) A receptor, beta 1 
(GABRBl),mRNA 


NM_022650 


Homo sapiens RAS p21 protein activator (GTPase activating protem) 1 
(RASAl), transcript variant 2, mRNA 


NM 003259 


Homo sapiens intercellular adhesion molecule 5, telencephalin (ICAM5), mRNA 


NM_022377 


Homo sapiens intercellular adhesion molecule 4, Landsteiner-Wiener blood 
group (ICAM4), transcript variant 2, mRNA 


NM_001544 


Homo sapiens intercellular adhesion molecule 4, Landsteiner-Wiener blood 
group (ICAM4), transcript variant 1, mRNA 


NM 002162 


Homo sapiens intercellular adhesion molecule 3 (ICAM3), mRNA 


NM 000873 


Homo sapiens intercellular adhesion molecule 2 (ICAM2), mRNA 


NM_022308 


Homo sapiens islet cell autoantigen 1 (69kD) (ICAl), transcript vanant 3, 
mRNA 


NM_022307 


Homo sapiens islet cell autoantigen 1 (69kD) (ICAl), transcript variant 1, 
mRNA 


NM_022581 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 
transcript variant 5, mRNA 


NM_0225S0 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 
transcript variant 4, mRNA 


NM_022579 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 
transcript variant 3, mRNA 


NM__022578 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 
transcript variant 2, mRNA 


NM_001318 


Homo sapiens chorionic somatomammotropin hormone-like 1 (CSHLl), 
transcript variant 1, mRNA 


NM_022646 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 4, mRNA 


NM_022645 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 3, mRNA 


NM_022644 


Homo sapiens chorionic somatomammotropin hormone 2 (CSH2), transcript 
variant 2, mRNA 


NM_020991 


Homo sapiens chorionic somatomammotropin hormone 2 (CSBC), transcript 
variant 1, mRNA 


NM_022642 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSHl), transcript variant 4, mRNA 


NM_022641 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSHl), transcript variant 3, mRNA 


NM_022640 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSHl), transcript variant 2, mRNA 


NM_001317 


Homo sapiens chorionic somatomammotropin hormone 1 (placental lactogen) 
(CSHl), transcript variant 1, mRNA 


NM_002371 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a, 
mRNA 


NM_022440 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant d, 
mRNA 


NM 022439 


Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant c. 
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niRNA 




jiomo Sapiens mai, i-ccii Qiiicrenuaiion pruLciii \i.yxr\x^j, iiaii£>c<ripi variaiii d, 
mRNA 


JNiVl UUl /y[) 


Jrlonio sapiens ceii aivision cycie zjL/- yy^uK^zDK^), iranscnpi vananc i, tiu\jn/\ 


NM 022809 


Homo sapiens cell division cycle 25C (CDC25C), transcript variant 2, niRNA 


jNM_021 141 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 

cells 5 (double-strand-break rejoining; Ku autoantigen, 80kD) (XRCC5), mRNA 




Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 4 PCRCC4), transcript variant 3, mRNA 


JNJVl_UZ^4UO 


llomo sapiens ^-ray repair compiemennng aeiccnve repair m C/nmese naiiisier 
cells 4 (^ysj\.\^v^4^j iranscripi variant z, inivLN/\ 


NM_005432 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 

cells J (JsJsX^K^J ITLKJN i\ 


JNJVL_UUJ4Ui 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
ceiis 4 ^yvj\.L^v_^4j, transcnpi varianL i, riitviN/v 


JNIVI UZZ4U!) 


xiomo sapiens rransponer protein j transcript vanani z, itiivin/y 


xnv/T n 1 #i 1 oo 
IN ivi_u 1 o i y z 


xiomo sapiens iransmemorane protein witn nvjr'-iiKe ana rwo lOiiisiatm-iiKe 
uomoins z ^iivxiipx'zj, miviN/\ 


iNlYl UUD/oO 


XjLUiliU Sapiens tirUlClldlll Z lOZ^, ura.lIoL'IliJt VdllcUXt lIIIVlNjrV 


XNiVL UZ 1 i^y^ 


Xiomo sapiens uroicnsm z loz^^ traiisuiipi variant i, miNj.Nr\ 


MM 003353 


Homo sapiens urocortin (UCN), mRNA 


iNiVi uz lyy i 


Homo sapiens junction plakoglobin (JUP), transcript variant 2, mRNA 


JNJVl Uz 1 / J / 


Jtiomo sapiens cruoriae cnannei o v^^^i^^inoj, iranscnpt variant i^n^-oa, inivLN/\ 


NM 021736 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6c, mRNA 


NM 021735 


Homo sapiens chlonde cnannei o (CLCJNo), transcript variant ClC-ob, mKIN A 


NM_006536 


Homo sapiens chloride channel, calcium activated, family member 2 (CLCA2), 
mKJNA 


NM 004000 


Homo sapiens chitinase 3-like 2 (CHI3L2), mRNA 


JNJVl_UUzo41 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIGA), transcript variant 1 , mRNA 


INJVl__UzU4 / o 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
nemogiODinuria^ ioa.^, transcript variant inxvj\i/\ 


NM_020472 


Homo sapiens phosphatidylinositol glycan, class A (paroxysmal nocturnal 
hemoglobinuria) (PIGA), transcript variant 2, mRNA 


NM 001699 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 2, mRNA 


JNM UzlVii 


Homo sapiens AXL receptor tyrosine kinase (AXL), transcript variant 1 , mRNA 


TvTN>f A1 iC1 OO 

JNJVl Uloloo 


Homo sapiens actm-lilce o (AClLo), mKJNA 


NM__000509 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

A, mKJNA 


NM__021870 


Homo sapiens fibrinogen, gamma polypeptide (FGG), transcript variant gamma- 

r>, mKJNA 


NM 005141 


Homo sapiens fibrinogen, B beta polypeptide (FGB), mRNA 


JNM_U21871 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha, 
mRNA 


iNM_000508 


Homo sapiens fibrinogen, A alpha polypeptide (FGA), transcript variant alpha-E, 
mKJNA 


1^ ivjl \j\f\j j/z w 


xiomo bapiCllo pyiUVclLC t/aroOXyia.oC \ Jl\^)^ \V\J\*VSfCL\. gdlC dlt/OUJllg lIUtOL/llOXlUlial 

protein, transcript variant A, niRNA 


NM_022172 


Homo sapiens pyruvate carboxylase (PC), nuclear gene encoding mitochondrial 

protein, transcript variant 2, mRNA 


NM 004358 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 1, mRNA 


NM 021874 


Homo sapiens cell division cycle 25B (CDC25B), transcript variant 4, mRNA 
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MM 021873 1 
NM 021872 
NM_020990 

NM 021962 


^oTTo saniens cell division cycle 25B fCDC25B), transcnpt vanant 3, mRNA 

^omo sapiens cell division cycle 25B (CDC25B), transcnpt vanant mW^A 

Homo sapiens creatine kinase, mitochondnal 1 (ubiquitous) (.uKMTl), nuclear 

?ene encoding mitochondrial protein, mRNA 

Homo sapiens active BCR-related gene (ABR\ transcnpt vanant 1, mRNA 


NM 001092 ] 
NM_021794 


Homo saoiens active BCR-related gene (ABR\ transcnpt vanant A mKNA 

Homo sapiens a disintegrin and metalloproteinase domam 30 (ADAM3U), 
transcript variant 1 , mRNA 


NM_001464 


Homo sapiens a disintegrin and metalloproteinase domain 2 (fertilm betaj 
rADAM2),mRNA AU29\ 


NM_021780 


Homo sapiens a disintegrin and metalloproteinase domam 29 (ADAJVUyj, 
transcript variant 2. mRNA i-ArLATi.nQ\ 


NM_021779 


Homo sapiens a disintegrin and metalloproteinase domam 29 (ADAJVUy;, 
transcript variant 3. mRNA , , .,,„n-, 


NM_014269 


Homo sapiens a disintegrin and metalloproteinase domam 29 (ADAMzy), 
transcript variant 1, mRNA . • /^AT^A^/f09^ 


NM_021723 


Homo sapiais a disintegrin and metalloproteinase aomam 22 (AJJAIVUZ), 
mRNA . . /AT^A^v,fo-^^ 


NM_021722 


Homo sapiens a disintegrin and metalloprotemase domain 22 (Ai>AiVLiZ>, 

TnRN^A. 1 


NM_021721 


Homo sapiens a disintegrin and metalloprotemase domain 22 (.AUAJvazzj, 
mRNA — _ — — 


NM_016351 


Homo sapiems a disintegrin and metalloproteinase domam (auanizz), 
mRNA 


NM_021832 


Homo sapiens a disintegrin and metalloproteinase domain 1 7 (tumor necrosis 
factor, alpha, converting enzyme) (ADAM17), transcript variant 2, mRNA 


NM_003183 


Homo sapiens a disintegrin and metalloprotemase domain 17 (tumor necrosis 
factor, alpha, converting cmyrae) CADAM17), transcript variant 1, mRNA 


NM_003815 


Homo sapiens a disintegrin and metalloproteinase domam 15 (metargimn) 
(ADAM15),mRNA _ . • i o 


NM_021641 


Homo sapiens a disintegrin and metalloprotemase domam 12 (meltrui iiiplm) 
(ADAM12"), transcript variant 2, mRNA ^ __J 


NM_021612 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (AUAMi l), 
transcript variant 2, niRNA 


NM_006437 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase)- 
like 1 (ADPRTLl), mRNA \ ^ — . — 


NM_001618 


Homo sapiens ADP-ribosyltransferase (NAD+; poly (ADP-nboseJ polymerase; 
(ADPRT),mRNA 


NM 021738 


Homo sapiens supervillin (SVEL), transcnpt vanant 2, mRNA 

Homo sapiens supervillin (SVIL), transcnpt vanant 1, mRNA 


NM 003174 
NM_002505 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcnpt vanant 1, 
mRNA : . 


NM_021705 


Homo sapiens nuclear transcription factor Y, alpha (NFYA), transcnpt vanani 2, 
mRNA _ — — — ~T~r~r7r^^DTMr\ 


NM_000832 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate i ^ukun 1), 
transcript variant NRl-1, mKNA _ __ 


NM_0O0673 


XT -1_~U...1 Aa'hirArr\mmaei> 7 fr\aiZ T\A TnU OT sidlia UOlVPeptlde 

Homo sapiens alcohol aenyorogenase / ^cia&& xv^, um w oibixm. y^^jf f " 
(ADH7), mRNA 


NM_000671 


Homo sapiens alcohol dehydrogenase 5 (class m), chi polypeptide (ADH5), 
mRNA 


NM_000670 


Homo sapiens alcohol dehydrogenase 4 (class U), pi polypeptide (ADH4), 
_ jnRNA 
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NM 001832 


Homo sapiens colipase, pancreatic (CLPS), mRNA 


NM_021795 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant b, mRNA 


NM 021709 


Homo sapiens CD27-Dinding (Siva) protem (SIVA), transcnpt variant 2, mRNA 


NM 006427 


Homo sapiens CD27-bindmg (Siva) protein (SIVA), transcnpt variant 1, mRNA 


NM_021804 


Homo sapiens angiotensin I converting enzyme (peptidyl-dipeptidase A) 2 
(ACE2), mRNA 


MM 020208 


Homo sapiens X transporter protein 3 (XT3), transcript variant 1, mRNA 


NM 021030 


Homo sapiens zinc finger protein 14 (KOX 6) (ZNF14), mRNA 


NM 020485 


Homo sapiens Rhesus blood group, CcEe antigens (RHCE), mRNA 


NM 016232 


Homo sapiens interleukm 1 receptor-like 1 (DLIRLI), mRNA 


NM__001680 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant a, mRNA 


NM_021603 


Homo sapiens FXYD domain-containing ion transport regulator 2 (FXYD2), 
transcript variant b, mRNA 


NM 005387 


Homo sapiens nucleoporin 98kD (NUP98), mRNA 


NM_021602 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 2, mRNA 


NM_000626 


Homo sapiens CD79B antigen (immunoglobulin-associated beta) (CD79B), 
transcript variant 1, mRNA 


NM_021601 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 2, mRNA 


NM_021599 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 2, mRNA 


NM_006988 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 1 (ADAMTSl), mRNA 


NM_004069 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant AP17, mRNA 


NM_021575 


Homo sapiens adaptor-related protein complex 2, sigma 1 subunit (AP2S1), 
transcript variant AP17delta, mRNA 


NM 021574 


Homo sapiens breakpoint cluster region (BCR), transcript variant 2, mRNA 


NM 004327 


Homo sapiens breakpoint cluster region (BCR), transcript variant 1, mRNA 


NM_007327 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRINl), 
transcnpt variant NRl-3, mRNA 


NM_021569 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 1 (GRINl), 
transcript variant NRl-2, mRNA 


JNM 020984 


Homo sapiens choline acetyltransferase (CHAT), transcript variant R, mRNA 


JNM 020985 


Homo sapiens choline acetyltransferase (CHAT), transcript variant Nl, mRNA 


NM 020549 


Homo sapiens choline acetyltransierase (CHAT), transcnpt vanant M, mRNA 


NM 001615 


Homo sapiens actin, gamma 2, smooth muscle, enteric (ACTG2), mRNA 


NM 020986 


Homo sapiens choline acetyltransferase (CHAT), transcript variant N2, mRNA 


NM 018662 


Homo sapiens disrupted m schizophrenia 1 (DISCI), mRNA 


NM 018406 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM 017783 


Homo sapiens hypothetical protein FLJ20357 (FLJ20357), mRNA 


NM 004532 


Homo sapiens mucin 4, tracheobronchial (MUC4), mRNA 


NM_012215 


Homo sapiens meningioma expressed antigen 5 (hyaluronidase) (MGEA5), 
mKJNA 


NM_020326 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 5, mRNA 


NM_020325 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 4, mRNA 


NM 020324 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
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1 

NM_020323 ] 

1 


lanscript variant 3, mRNA _ _ , 

Homo sapiens ATP-binding cassette, sub-fanuly D (ALD). member 4 (ABCD4), 
transcript variant 2, mRNA ^ . — 


NM_020298 


Homo sapiens ATP-binding cassette, sub-family C (CFTK/MKfJ, memoer y 
(ABCC9) transcript variant SUR2A-delta-14, mRNA 


NM_020297 


Homo sapiens ATP-binding cassette, sub-family C (CFTRMRP), member 9 
f ABCC9\ transcript variant StJR2B, mRNA 


NM_021270 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LA1K2), transcript vanani 
2. mRNA . — - 


NM_002288 
NM 020983 


Homo sapiens leukocyte-associated Ig-like receptor 2 (LA1K2), transcnpt variant 

l,mRNA 

Homo sapiens adenylate cyclase 6 (ADCY6), transcnpt variant 2, mRNA 


NM 015270 
NM_020987 

NM 020977 
JNIVL UUliHo 
NM 020481 
NM 020480 
NM 020479 
NM 020478 
NM 020477 


Homo sapiens adenylate cyclase 6 (ADCY6), transcnpt vanant 1, mRNA 
Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcnpt vanant 

l,mRNA ^ ^ 

Homo sapiens ankyrin 2, neuronal (ANK2), transcnpt variant 2, mKJNA 
WoTr.« cani>n5 anlfvrin 2. neuronal f ANK^), transcript variant 1, mRNA 
Homo sapiens ankyrin 1, erythrocytic (ANKl), transcnpt vanant 8, mRNA 
Homo sapiens ankyrin 1, erythrocytic (ANKl), transcnpt vanant 7, mRNA 
Homo sapiens ankyrin 1, erythrocytic (ANKl), transcnpt vanant 6, mRNA 
Homo sapiens ankyrin 1, erythrocytic (ANKl), transcnpt vanant 5, mRNA 
Homo sapiens ankyrin 1, erythrocyfac (ANKl), transcnpt vanant 2, mRNA 
Homo sapiens ankyrin 1, erythrocytic (ANKl), transcnpt vanant 3, mRNA 


NM 000037 

NM 020476 
NM 020475 
NM 021056 

NM 021055 
NM 000548 
NM 004041 
NM 020251 
NM_000872 


Homo sapiens ankyrin 1. erythrocytic (ANKl), transcript vanant 1, mRNA 
Homo sapiens ankyrin 1, erythrocytic (ANKl), transcnpt vanant 4, mRNA 
Homo sapiens tuberous sclerosis 2 (TSC2), transcnpt variant 3, mRNA 
Homo sapiens tuberous sclerosis 2 (TSC2), transcnpt vanant 2, mRNA 
Homo sapiens tuberous sclerosis 2 (TSC2), transcnpt vanant 1, mRNA 
Homo sapiens arrestin, beta 1 (ARRBl), transcnpt vanant 1, mRNA 
Homo sapiens anestin, beta 1 (ARRBl), transcnpt vanant 2, mRNA 
Homo sapiens 5-hydroxytryptamine (serotomn) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant a, mRNA 


NM_019860 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant b, mRNA 


NM_019859 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 7 (adenylate cyclase- 
coupled) (HTR7), transcript variant d, mRNA 


NM_004228 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains 2 (cytohesm- 
2) (PSCD2), transcript variant 2, mRNA 


NM_017457 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domams 2 (cytohesm- 
2) (PSCD2), transcript variant 1, mRNA 


NM_004302 


Homo sapiens activin A receptor, type IB (ACVRIB), transcnpt vanant 1, 

mRNA 


NM_020328 


Homo sapiens activin A receptor, type IB (ACVRIB), transcnpt vanant 3, 
mRNA 


NM_020327 


Homo sapiens activin A receptor, type IB (ACVRIB), transcnpt vanant z, 

mRNA - 


NM 012082 


Homo sapiens Fnend of GATA2 (FOG2), mKJNA 


NM_000578 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 1 (SLCl 1 Al), mRNA 


NM_021094 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3), mRNA 


NM 003739 


Homo sapiens aldo-keto reductase family 1, member C3 (3-alpha hydroxysteroia 
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denyarogenase, type 11) (AKKlCij, rtiKlNA 


NM 000735 


Homo sapiens glycoprotein hormones, alpha polypeptide (CGA), mRNA 


JnM_0 14272 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 7 (ADAMTS7), mRNA 


iMM__Ul9663 


Homo sapiens coagulation factor VIII, procoagulant component (hemophilia A) 
(F8), transcript variant 2, mRNA 


"KTK/f AAA 1*2 0 

JMM_0U0132 


Homo sapiens coagulation factor VIII, procoagulant component (hemophilia A) 
(F8), transcript variant 1, mRNA 


XTN if A 1 1 ^ 

NM_0i9o1d 


Homo sapiens coagulation factor VII (serum prothrombin conversion 
accelerator) (F7\ transcript variant 2, mRNA 


JNJVL_UUU13 1 


Homo sapiens coagulation factor VH (serum prothrombin conversion 
accexeraior^ yr / )y iranscnpL vanani i, miNJNA. 


MM 007219 


Homo sapiens ring finger protein 24 (RNF24), mRNA 


INIVI UZiUiU 


jiomo sapiens ueiensin, aipna r^anein ceii-speciiic yLjrLrj\j)j nuxiN/v 


MM 016250 


Homo sapiens N-myc downstream-regulated gene 2 (NDRG2), mRNA 


XTTVyT AOAd< 


Homo sapiens interleukin 22 (IL22), mRNA 


NM 006774 


Homo sapiens indolethylamine N-methyltransferase (INMT), mRNA 


XT\ if A 1 /I O 1 A 

NM_014310 


Homo sapiens similar to mouse Ras, dexamethasone-induced 1 (RASDl), 
mRNA 


NM__U20322 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 3, mRNA 


NM_020321 


Homo sapiens amiloride-sensitive cation channel 3, testis (ACCN3), transcript 
variant 2, mRNA 


NM_020334 


Homo sapiens a dismtegrin and metalloprotemase domam 30 (ADAM30), 
transcript variant 2, mRNA 


NM_0 19559 


Homo sapiens coagulation factor XI (plasma thromboplastm antecedent) (Fl 1), 
transcript variant 2, mRNA 


NM_000128 


Homo sapiens coagulation factor XI (plasma thromboplastin antecedent) (Fl 1), 

transcript variant 1, mRNA 


NM_000443 


Homo sapiens ATP-bmdmg cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant A, mRNA 


NM_0 18850 


Homo sapiens ATP-bindmg cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant C, mRNA 


NM[__0 18849 


Homo sapiens ATP-bmdmg cassette, sub-family B (MDR/TAP), member 4 
(ABCB4), transcript variant B, mRNA 


XTTV il" AOAAO O 

NM_U2003o 


Homo sapiens ATF-bindmg cassette, sub-tamily C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3B, mRNA 


XlX>r AOAAOT 

jNM_02U037 


Homo sapiens ATF-bindmg cassette, sub-iamily C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3 A, mRNA 


NM_0037oo 


Homo sapiens ATP-bmdmg cassette, sub-iamily C (CFTR/MRP), member 3 
(ABCC3), transcript variant MRP3, mRNA 


NM_0 1 9624 


Homo sapiens ATP-bindmg cassette, sub-family B (MDR/TAP), member 9 
(ABCB9), transcript variant 2, mRNA 


XT\ if AIA^OC 

NM_0 19625 


Homo sapiens ATP-bindmg cassette, sub-iamily B (MDR/TAP), member 9 
(ABCB9), transcript variant 1, mRNA 


NM_004yyo 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 

V-^^JDv^v_/i ), iranscnpi variant i, rrux_LN/\ 


NM_0 19902 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCCl), transcript variant 7, mRNA 


NM_019901 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
(ABCCl), transcript variant 6, mRNA 


NM 019900 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 1 
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NM 019899 1 
( 


ABCCl), transcript variant 5, mRNA r — 

lomo sapiens ATP-binding cassette, sub-tamily C (CFTR/MRP), member 1 1 
ABCCl), transcript variant 4. mRNA ^- — 


NM 019898 ] 
( 


"^-^ — . ^ ■ T- 7i fom^iir n /T'TJTR/MRP^ member 1 

HLomo sapiens ATP-bmding cassette, suD-iamiiy ^ \.^r irv/ivixxi j, — 

ARCCI >. transcript variant 3, mRNA A 


NM_0 19862 ] 
• 

NM 019903 
NM 001640 


Homo sapiens ATP-binding cassette, sub-family C (CFIK/MKP), memoer i 

f ABCCl), transcript variant 2, mRNA ^ ] 

rTr.«-,r. ri-nir-r," iHrlnriTi 3 amma'l f ADn3), transcript vanant z, mRNA 

tlomo sapiens aoout/in j ^gdiiuna^ vj-u^j->-»/, i_t: ^ ^ ^ ^ 1 

Homo sapiens N-acylaminoacvl-peptide hvdrolase (Al-Htl), mRNA 


NM 019858 
NM 000407 
NM_015675 


Homo sapiens protein A (A). Iianscnpt vanant A-2. mRMA — ^ 

TT^mr. <-iT^ira<- al^frnnrntpin Tb fplatpilft), beta polypeptide (LiP IBB), mKiNA 
Momo sapiens gtycopruucm xu v^|jtoi.«^ivv, f — -> r r i T-vT-\/icti\ 1 

Homo sapiens growth arrest and DNA-damage-mducible, beta ^vaAL»lj4i>B;, 
mRNA : -r 


NM 016824 
NM_020039 


Homo sapiens adducin 3 (gamma) fADD3), transcript vanant l, iiikNa 

Homo sapiens amiloride-sensitive cation channel 2, neuronal (A^UAl), 
transcript variant 1 , mRNA ^ 


NM 005388 
NM_017585 


Homo sapiens phosducin-like (PDCL), mRNA __J 

Homo sapiens solute earner family 2 (facilitated glucose transponer), member 6 
(SLC2A6),mRNA — 


NM_020238 


Homo sapiens iimer centromere protein antigens (135kD, ISSkD) (INCEIMP), 


NM_006908 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho family, small GTP 
binding protein Racl) (RACl), transcript variant Racl, „ ,.^\ 


NM_018890 


Homo sapiens ras-related C3 botulinum toxin substrate 1 (rho lamily, small GTP 
binding protein Racl) (RACl), transcript variant Raclb, mRNA ^ 


NM_018891 


Homo sapiens laminin, gamma 2 (nicein(100kD).kalmm(105kD).BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript vanant 
2 mRNA 


NM_0 13430 


Homo sapiens gamma-glutamyltransferase 1 (GGTl), transcnpt vanant 3, 
mRNA — — ■ 


NM_0 13421 


Homo sapiens gamma-glutamyltransferase 1 (GGTl), transcnpt vanant 2, 
mRNA — 


NM 004954 


Homo sapiens ELKL motif kinase (EMKl). transcnpt vanant 2, mRNA 

Homo sapiens ELKL motif kinase (EMKl). transcnpt vanant i, mRNA 


NM 017490 
NM 004105 


Homo sapiens EGF-containing fibulin-like extracellular matrix protein 1 
(EFEMPl). transcript variant 1. mRNA . ___ — 


NM_002403 


Homo sapiens microfibrillar-associated protein 2 (MF APZ), transcnpt vanani 2, 
mRNA — 1 


NM_017459 
NM 005115 


Homo sapiens microfibrillar-associated protein 2 (Ml^ AP2), transcnpt vanant 1 , 

mRNA 

Homo sapiens maior vault nrotein (MVP), transcnpt vanant z, mRNA _ 


NM 017458 
NM_0 18894 

NM 016519 
NM 017492 
NM 007193 


Homo sapiens maior vault protein fMVP). transcnpt vanant i,mKJjA : 

Homo sapiens EGF-containing fibulin-like extracellular matrix protem 1 

(EFEMPl), transcript variant 2, mRNA 

Homo sapiens ameloblastin, enamel matrix protem (AMBN), mRNA 

Homo sapiens ataxin 2 related protein (A2LP\ transcnpt vanant 2, mRNA 
Homo sapiens annexin AiU (AJNAj^iUj, mjvi>Lrt^ ^ 


NM 019102 
NM 018971 
NM 003379 
NM_0 16830 


Homo sapiens homeo box A5 (HOXA5), mRNA ^ _ 

Homo sapiens G protein-coupled receptor 27 (GFR27), mKJNA 

Homo sapiens villin 2 fezrin) (VIL2), mRNA _ 

Homo sapiens vesicle-associated membrane protem i i^synapiobrevin i) 
fVAMPl), transcript variant VAMP-IB, mRNA — 
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1SIM_0 14231 


Homo sapiens vesicle-associatea memDrane proiein i ^synd-piourcvm 
(VAMPl), transcript variant VAMP- 1 A, mKNA 


MM_0 17489 


xlonio sapiens teioineric repeal Dinaing lacior ^^xNHYL^-miciat/Luig^ i v^xi^rsjr i^, 
transcript variant 1, mRNA 


NM_003218 


Homo sapiens teiomenc repeat oinaing lacior v^iNiivj7\-iiiierd.oLiiAg^ i v.-«--ti-i>^ ^j-i 
transcript variant 2, mRNA 


NM_017455 


Homo sapiens siromai ceii aenveo. lacior rcccpior i ^^oi-zrivi^, uaiiawiipt vaiiaiii, 
aipna, mKJNA 


NM__0070yo 


jniomo sapiens ciauirin, neavy poiypcpiiuc-iiivc i ^^-zi-riv-^j-ri^, uaiiav/iipi vaiiaiiL ^5 

mtsJN/A. 


JNIVI U i /4D 1 


TJfi^-i^i-^ oot-»4or»c ATI -QccAfinfpH -nrntpirj 7 transcrint variant 2 mRNA 


JNiVl Ui /4DU 


TT/^-mrk o*a-r*i*»rtc "RATI accAri5it*»H nrntfin 9 rRATAP'^^ transcrint variant 1 niRNA 


VnVyf AAl /CI '7 
iNiVl UUlOi / 


XJ/-k»-rirk cQT\-t^nc c»r1/1nr»in 9 H-ipfn^ T Am*^9^ tran<;rrint variant Heta-1 mRNA 


"N.T\>1 Al'7/IQO 


UrvwrA cToi-t-ifs-nc oH/lnr-iTi 9 /'VM=»tn^ AT^T^9^ tranQPTint variant Heta-4 mRNA 


JNJVl Ui /4o / 


tJ^Tr\r\ ca-ni4:kTiG 5iHHiir»in 9 THpta^ T AT^F)9^ trarmcrint Variant V>eta-6l) mRNA 


JNJVl UI /4oO 


TUr>-»-n/^ c?o-r-ii/anc orlHi loi-n 9 rV\<»fa\ ^ AT^09^ trariQprirvt variant V)eta-6a mRN^A 
jnLomo sapiens acmuv/ixi ^ \^ucici/ v^y^-L/j-^z.^, ii<iiio^iii-rL vaiicuit uwta vjo., iiu.'vi.'^.t^ 


JNJVl U 1 /4oj 


TTrt-r«i-\ cQY^ip»nc c^A^^^^n{n 9 /'V>pta^ 1^ AT^T^9^ trandcrint variant Heta-5 a mRNA 


JNJVl U i /4o4 


XJr>iY-»-»y-v c^AA^^^'\r^ 9 ^l-\f»fci^ /' AT^T^9^ tranQf*rint variant Vipt^i-'^H mRN^A 
XxOmO sapiens d.ClClU.L'm Z. yvyx^vci) \t\JLJX^^j*, uallaL/^lllJl va-iiaiit l/wlo. iiixvi^-n. 


NM 017483 


Homo sapiens adducin 2 (beta) (ADD2), transcript variant beta-3a, mRNA 


JNJVL U174b2 


Jrlomo sapiens auaucin z ^^Deiaj iranbcnpL vdiiciiiL ucia-z,, iiirsj.N-rv 


TVTIV if A 1 O C /CI 

NJVl UloDol 


U^-r»^ 001^1 fkno T^Trtr'7P^R/^ri999'^ r%rntp'in ^F>K"'R7PSRf^F>999'^^ mRMA 
jjxOmo sapiens i^i\J:^ZjJr.i!>oOi-/z.zzj pruicm \jLfL\^£^rjo\jx^z*j^^j)^ nusjrii^ 


NNL 018413 


jbiomo sapiens cnonoroinn *f-suiiouransierase ^^_/**o i rnxvLN^ 


NjVI 017835 


Homo sapiens cnromosome zi open leaumg irame lyjssj: jy iiu\xsi^ 


NiVl_0 18226 


Homo sapiens argmyi aminopeptiuase v^aminopcpuudbc iD^-ini.c.i \isAyiri:jrx->k)^ 

mKJNA 


NM 018204 


Homo sapiens cytoskeleton associated protein 2 (CKAP2), mRNA 


iSM 018200 


Homo sapiens nign-moDiiiiy group zu/\ \j:i}yL\jjA3Jt\)y mssssrs. 


NM 017595 


Homo sapiens I-kappa-B-interacting Ras-like protein 2 (KBRAS2), mRNA 


NM 017613 


Homo sapiens downstream neigJibor oi ^sljjn \^iJLJiN^>^jN nuvLNA 


NM 017596 


Homo sapiens KIAA0449 protein (KIAA0449), mRNA 


NM_0 17456 


Homo sapiens pleckstrm homology, Sec7 and coiled/coil domains ncytonesm i) 
(PSCDl), transcript variant 2, mRNA 


NM_0 16829 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcript variant 2e, mRNA 


NM^O 16828 


Homo sapiens 8-oxoguamne DJNA glycosylase (^UoCjI^, nuclear gene encoomg 
mitochondrial protein, transcript variant 2d, mRNA 


NM_0 16827 


Homo sapiens o-oxoguanme jjjna glycosylase (.uovjij, nuciear gene encoamg 
mitochondrial protein, transcript variant 2c, mRNA 


NM._016826 


Homo sapiens o-oxoguanme jjjna glycosylase ^ijVjrLri j, nuciear gene encoamg 
mitochondrial protein, transcript variant 2b, mRNA 


NM_0 16821 


Homo sapiens o-oxoguanme JJJNA glycosylase ^wijrLri nuciear gene encoamg 
mitochondrial protein, transcript variant 2a, mRNA 


NM_0 16820 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitochondrial protein, transcnpi van am ic, mKiN/v 


NM_016819 


Homo sapiens 8-oxoguanine DNA glycosylase (OGGl), nuclear gene encoding 
mitocJiondnai protem, transcnpi vanani i d, miviN/v 




TTrkTYirt cQni*»nc arrknitaQP 1 <5nluhle TACIOI^ mRNA 


NM_0 16841 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 4, 
mRNA 


NM_016835 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 1, 
mRNA 


NM 016834 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 3, 



415 

BNSDOCID: <WO 03074654A2_L> 



wo 03/074654 



PCT/US03/05028 



]SIM_016938 


HlKJNA . ; 

Homo sapiens EGF-containing fibulin-like extracellular matrix protein 2 

/xn7T7AyrDO\ ♦vi'D'KT A 

(JbrJri/jVLrZJ, mKJN/v . 


NM 005569 


Homo sapiens LIM domain kinase 2 (L1MK2), transcript variant 2a, mRN A 


NM 016733 


TT ^ft-M.-iA-^n T /^/^-rvioii-* l-i-nooj» 9 C\ W/{\CO\ tmnQpTHnt variant 2b niRNfA 
domo sapiens l_flJVi uomam Kinase z yi^iysxts^)^ uaiist/iijjL vanani ^i/, axaavx^^ 


NM 002314 


Homo sapiens LIM domain kinase 1 (LIMKl), transcript variant 1, mRNA 


NM 016735 


lomo sapiens LUM domain Kinase i ^j-riiviJvij, iranscripL vaxidiii ui-rxiYuv, iiuvi^-r*. 


NM_006855 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein 
retention receptor 3 (JsJJbLKJ ), transcnpi variant i , mruN/v 


NM_0 16657 


Jomo sapiens IsJDxiL (^JLys-Asp-Liiu-JL/euj enaopiasmic rcucuium piutcui 
retention receptor 3 (KDELR3), transcript variant 2, mRNA 


NM_002101 


Homo sapiens glycopnorm C (^LjerDicn diooq groups \ yj\r\^)^ irmiboiipt vaiimii 
l,mRNA 


NM_016815 


Homo sapiens glycopnorm C ^Oeroicn Diooa group; ^^oirv^jj xxdnbi^npi vaiioin 
2, mRNA 


NM 005242 


Homo sapiens coagulation lactor 11 (tnromDinj receptor-iiKe i i^rz-jsj-ri mruN-rt. 


NM_016818 


Homo sapiens ATP-binding cassette, sub-family G (WHll E), member 1 
(ABCGl), transcript variant z, mKiNA 


NM_004915 


Homo sapiens Alir-Dinamg cassette, suD-iamiiy o wniin;, mcniuci i 
(ABCGl), transcript variant 1, mRNA 


NM_002542 


Homo sapiens 8-oxoguanme ujna giycosyiase ^^wooi nuciecu gciic cuouu-mg 
mitochondrial protein, transcript variant la, mRNA 


NM__000665 


Homo sapiens acetylcnolmesterase \ \l Diooa group; ^/vi^rm;, xranscnpL vaiicuit 
E4-E6, mRNA 


NM 013999 


TT ^ ' .^^.^^'.^^'U-.rw^is 'Ui-wM-iAi-h Vfc/xv 1 /Tv/fT7l^Y1^ "tran cr»TTnt "variant mRN^A 

Homo sapiens mesenchyme nomeo Dox i vavihu-a.!;, uanscnpi vcuiciiit hunj-^^^ 


NM_003927 


Homo sapiens metiiyl-CpG binding domain protein 2 (MBD2), transcript variant 
l,mRNA 


NM_015832 


Homo sapiens methyl-CpG binding domain protein 2 (MBD2), transcript variant 
testis-specific, mRNA 


NM_002384 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
4, mRNA 


NM_015847 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 

T^r*^Tv >r-i Ti'VT A 

PCMl, mRNA 


NM_015846 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
1, mRNA 


NM„015845 


Homo sapiens methyl-CpG binding domain protein 1 (MBDl), transcript variant 
2, mRNA 


NM_015844 


Homo sapiens metnyl-CpCj oinding oomam proiem i v,avlda-/i;, transunpi v<ui<iiil 
3, inKJNA 


NM__002311 


Homo sapiens ligase ill, ujna, /\ir^-aepenacnL yL^iKJoj, ucui&^iipi voiiauL ut^ux, 
mRNA 


NM_013975 


xjr^t^rx nA«-t-iAMe« li^oPA TTT T^XT A A TP-i^ #»r»#*nr[ PTit TCr*^^ tran^sfiritit variant alnba. 
rlomO sapiens llgase i ■ I3 1-/iN/\., a1 jr-acpdiu.ciit \i^±\jj u.aiia^j.ijjt voiicuiL aiyxxd., 

mPTSJA 
mrviNA 


XTX K /\ 1 /I 1 C\f\ 

NM 014190 


XJy^wv/^ cpoT^-io-nc* o/4/4iir»4¥i 1 /"olriVto^ T AT^T^I^ tran^oHTit variant mRNA 

xiomo sapiens aaaucm i ^aipnaj {^/axjlj i utniov^ii^i vaiiaiit j, 


NM 014189 


Homo sapiens aoQucm i ^aipnaj y^j\xj3LjLj) Liaii&Vi/i.ijji vaiiain ^, nixN-iN-n. 


XTTV/T nn 1 1 1 Q 


Homo «iar)ien«5 adducin 1 ^'alnha'^ CADDl), transcript variant 1, mRNA 


NM_015831 


Homo sapiens acetylcholinesterase (YT blood group) (ACHE), transcript variant 
E4-E5, mRNA 


NM 016572 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM 016388 


Homo sapiens T-cell receptor interacting molecule (TRIM), mRNA 


NM 016272 


Homo sapiens transducer of ERBB2, 2 (TOB2), mRNA 


NM 016135 


Homo sapiens transcription factor ets (TEL2), mRNA 
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NM_0 16247 


Homo sapiens interpnotoreceptor mainx proieogiycan zuu ^oi'/v^^jvv^/vln )^ 


NM 016334 


Homo sapiens putative G-protein coupled receptor (SH120), mRNA 


NM 016124 


rlomo sapiens Kiiesus Diooa group, jj antigen vJt^JtiJL»7s nuvJN/v 


NM_0 15865 


Homo sapiens solute carrier family 14 (urea transporter), member 1 (Kidd blood 
group) (SLCi4Al}, mKNA 


JNM 016112 


Homo sapiens polycystic kidney disease 2-like 1 (PKX)2L1), mRNA 


NM_016318 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 (P2RX2), 
mRNA 


xTK^r Ai unci 
IMM_0166d3 


Homo sapiens sterile-alpha motif and leucine zipper containing kinase AZK 
(ZAK), mRNA 


NM 016556 


Homo sapiens (jrl lyo, complete UKr (rlUMVjl lyoAj, mKNA 


NM_0 16431 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MArKoir2), mKNA 


NM 016377 


Homo sapiens A Kinase tJrKJs^j ancnor protein / ^AJsAr / mKNA 


NM__0 16346 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2E3)5 

mKJNA 


INiVi UlO^ZZ) 


riomo sapiens zmc imger proiein z/h yz^r^r ih), inj\iNr\ 


NM 016324 


Homo sapiens zinc finger protein 274 (ZNF274), mRNA 


INM 0 162^3 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


NM oi5yuy 


Homo sapiens neuroblastoma-amplified protein (LOC5 1594), mRNA 


NM OlDoVU 


Homo sapiens spondyloepiphyseal dysplasia, late, pseudogene (SEDLP), mRNA 


NM 015885 


Homo sapiens PCFl Ip homolog (PCFl 1), mRNA 


NM_0 15991 


Homo sapiens complement component 1, q subcomponent, alpha polypeptide 
(ClQAXmRNA 


NM 016201 


Homo sapiens Leman coiled>coil protein (LCCP), mRNA 


NM 016157 


Homo sapiens trophmm (TKO), mRNA 


NM_015869 


Homo sapiens peroxisome proliferative activated receptor, gamma (PPARG), 
mKNA 


NM_UiOOl5 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GAB A), 
memoer u \^oi^\^o/vij), niKJN/v 




riomo sapiens iNoi-Dmomg proxem ^iNoi-ojr^, iruxiNA 


XNIVI UlOO^o 


xiomo sapiens xnAJ\^rv\j\.Lor proiem ^^jnLJ>-'^ivi/\iox ^, iilkjn/v 


NM Ul052/ 


Homo sapiens hydroxy acid oxidase 2 (long chain) (HA02)5 mRNA 


NM Ulo2o3 


Homo sapiens Fzrl protein (FZRl), mRNA 


NM UI00O2 


Homo sapiens G protein-coupled receptor 2 (GPR2), mRNA 


NM 015892 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 


NM Uloio/ 


Homo sapiens bridging integrator 2 (BIN2), mRNA 


NM 003373 


Homo sapiens vinculin (VCL), transcript variant VCL, mRNA 


ivTAvr AI A f\f\r\ 
NM 0140U0 


Homo sapiens vinculin (V CL), transcript variant meta-VCL, mRNA 


JNIVL U13yy2 


xiomo sapiens paired Dox gene o (^Jr/\y^o n^anscnpi vanani jr/\-A.oji, rnKiN a 


NM_U139oo 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
yrPdsjs^i)^ transcript variant mtsjNA 


xnv>f AI i€sQn 
JNJVl_U13yo / 


Homo sapiens Parkinson disease (autosomal recessive, juvenile) 2, parkin 
(^x^/vkjSwZ), iranscnpL variant z, ituvina 


TsTA/f A1 11 QC^ 
iNlVl Ulji70J 


xiomo sapiens neureguim z i^iNjxLjz^, Lranscnpi vandui u, iiuvin/^ 


NM 013984 


TTnmo <;ar>ienci nenrpoiilin 2 rNR02^ transcrint variant 5 mRNA 


NM 013983 


Homo sapiens neuregulin 2 (NRG2), transcript variant 4, mRNA 


NM 013982 


Homo sapiens neuregulin 2 (NRG2), transcript variant 3, mRNA 


NM 013981 


Homo sapiens neuregulin 2 (NRG2), transcript variant 2, mRNA 


NM 013964 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-alpha, mRNA 


NM 013962 


Homo sapiens neuregulin 1 (NRGl), transcript variant GGF2, mRNA 
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NM 013961 


Homo sapiens neuregulm 1 (NRGl), transcnpt vanant UKjt, mKJNA 


NM 013960 


Homo sapiens neuregulm 1 (NRGl), transcnpt vanant ndt43, mKJN A 


NM 013959 


Homo sapiens neuregulm 1 (NRGl), transcnpt vanant SMDF, mKJN A 


NM 013958 


Homo sapiens neuregulin 1 (NRGD. transcript variant HRG-beta3, mRNA 


NM 013957 


Homo sapiens neuregulin 1 (NRGl), transcnpt vanant HRCj-beta2, mKJNA 


NM 013956 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-betal, mRNA 1 


NM 013955 


Homo sapiens NADPH oxidase 1 (NOXl), transcript variant NOH-lLv, mRNA 1 


NM 013954 


Homo sapiens NADPH oxidase 1 (NOXl), transcript variant NOH-1 S, mRNA 1 


NM_0 13995 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2B, mRNA 


NM_007334 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRDl), 1 
transcript variant 2, mRNA 


NM_002262 


Homo sapiens killer cell lectin-like receptor subfamily D, member 1 (KLRDl), 1 

transcript variant 1, mRNA 


NMjO 13976 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene I 
encoding mitochondrial protein, transcript variant 2, mRNA 


NM_015841 


Homo sapiens adenosine deantiinase, RNA-specific (ADAR), transcript variant 
ADAR-c, mRNA 


NM_0 15840 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-b, mRNA 


NM_001111 


Homo sapiens adenosine deaminase, RNA-specific (ADAR), transcript variant 
ADAR-a, mRNA 


NM 014925 


Homo sapiens KIAA1002 protein (KIAA1002), mRNA 1 


NM 014905 


Homo sapiens glutaminase (GLS), mRNA 


NM 014833 


Homo sapiens KIAA06 1 8 gene product (KIAA06 1 8), mRNA 


NM 014863 


Homo sapiens B cell RAG associated protein (BRAG), mRNA 1 


NM 015646 


Homo sapiens RAPIB, member of RAS oncogene family (RAPIB), mRNA 1 


NM_0 15423 


Homo sapiens aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl 
transferase (AASDHPPT), mRNA 


NM 015523 


Homo sapiens small fi-agment nuclease (DKFZP566E144), mRNA 1 


NM 014397 


Homo sapiens NIMA (never in mitosis gene a)-related kmase 6 (NEK6), mRNA 


NM_0 14249 


Homo sapiens nuclear receptor subfamily 2, group E, member 3 (NR2B3), 
mRNA 


NM 014361 


Homo sapiens contactin 5 (CNTN5), mRNA 1 


NM_014341 


Homo sapiens mitochondrial carrier homolog 1 (MTCHl), nuclear gene 

encoding mitochondrial protein, mRNA 


NM 014556 


Homo sapiens Ellis van Creveld syndrome (EVC), mRNA | 


NM 014306 


Homo sapiens hypothetical protein (HSPCl 17), mRNA j 


NM 014593 


Homo sapiens CpG binding protein (CGBP), mRNA 1 


NM 014567 


Homo sapiens breast cancer anti-estrogen resistance 1 (BCARl), mKJNA 


NM_014273 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 1 
thrombospondin type 1 motif, 6 (ADAMTS6), mRNA 


NM_0 14244 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 1 
thrombospondin type 1 motif, 2 (ADAMTS2), transcript variant 1, mRNA 


NM 014449 


Homo sapiens protein A (A), transcript variant A-1, mRNA 1 


NM_007319 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSENl), transcript variant I- 
374., mRNA 


1SIM_007318 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSENl), transcript variant I- 
463, mRNA 


NM 013953 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAXSD, mRNA 


NM 013952 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8C, mRNA 


NM 013951 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8B, mRNA 
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NM 013945 


Homo sapiens paired box gene 7 (PAX7), transcript variant 2, mRNA 


NM_0 13942 


Homo SSOien^ nflirpH Hoy crpnf* % (^O^cn^xtKe^T^cwwct cvmrlrr^TnA 1\ /~DA <-i-#it-» c/^i-^i-k-f 
o<»j-nt'iio paii^u uuA. gciic D \^ vv adx uciiuuig oyiiLHUinc i ) ^JrrvA.j K tTdllSCnpl 

variant PAX3B, mRNA 


NM_013411 


protein, transcript variant AK2B, mRNA 


NM_000631 


Homo saniens neutronViil nvtnQnlir "fflptrir A (AO^rVW ^K^^^'Pzl^ -fvo-nfin.«Mrx-f -crai-^o-m-f 1 

-^■^'-'■^Aiv iiw-uu v/|^iixi wjrLuauii^ *T ^*T\/ivj-«r^ ^xn\^x7't^j txanscnpt vaTiant i 
mRNA 


NM_013416 


Homo saniens neutronTiil f^vtnQnlir •i'^r\c\r A (AO\rW\ rMr^T?id.\ ^o^r. -.roi^i'rk*^^ o 
-■■AviAiw ouj^Awiio xA^^uLi v^pxiii iv/ouiAL> iduivii *T \^\j]\xj j \i\K^i:^)y transcnpi variant a 

mRNA 


NM_006125 


Do.^iC'na iviiu vjxir asc auLivaung proicul o ^AjNjtivjAirOL transcnpt variant 
3, mRNA 


NM_0 13427 


Homo saniens RllO rrTPaQi* nntivcitincr nrrfctAi-ri /'AT>TmAT>A\ ^^t>-%e*r>-^-^^ -^t^^-U^^^*- 

^"-pi^iio iviiu vjj.xraac auuvd.iiiig piotcm o ^jf\jKJrivjAJroy, iTanscnpt van^it 
1, mRNA 


NM 013423 


xAwnnj aci|jic.ii2) jxiwj kjii^dbc doiivd-img protein o v^/\Jvtio/\i:^oj, transcript variant 
4, mRNA 


NM_0 13422 


Homo saniens RllO CrTPfl^e flrtivfltino- nrntpin ^\ ^APTmAP^^ i<r^'noi^«^'t-«+ 

^■M.^Li.xvj oA^AWAxo vj X J. awuvdiiixg piuLciii o ^/\jRxio/vjr o tTanscnpL Variant 
5, mRNA 


NM_001174 


Homo saniens Rlio frTPaQp activjitiTio" ■n-rritpin ^ A'P'H'^^■A'D^^ im-Mn-M^- 
x^ax\7 vj xj. aov duii vaiiii^ piuiciii D ^/^jrjljlvjxVl o iTanscnpx vanant 

2, mRNA 


NM 013436 


Homo saniens NCK -a <?<5oci a fpH nrnfpiTi 1 nsICl^'APi^ n-iPXTA 


NM 012310 


Homo sapiens kinesin family member 4A (KIF4A), mRNA 


NM_0 13449 


Ax^jiiiu £>a-jpic«iia ui uiiiuuuiiiaui aiijdceni to zmc linger Gomain, JiA ( ka^>/^A ) 
mRNA 


NM 007333 


xauiiiu bdpicnb juiier ceii leciin-iiKe receptor suoiamily member 3 (K.LRC3)5 
transcript variant NKG2-H, mRNA 


NM 007328 


xioinu 2>apxciib Killer ueii lecLin-nKe receptor suoiamily C^, member 1 (Kx,RCl)j 
transcrint vari ant TMTC 07 mTJ M A 

***A'JWX X|y t VCXXXCLIXL A>X^V_J^ XJj lllXA-LNjCi. 


NM_002259 


Homo Sanien<; Icillpr PpII Iprtin-lilrp rpo^-nfrtr eiil-»foi-»-i-Il-«7 'mA-m'Ufkv 1 nrf T>/^1\ 

•■-A^-i*-^*^ ^^"i-'it/iio isanci L/Cii icL/iiii-iiKc rcc-cpior suDiamiiy memoer i (^jvJ^xCL^l), 
transcript variant NKG2-A mRNA 


NM_004214 


Homo sapiens fibroblast growth factor (acidic) intracellular binding protein 
(FIBP), mRNA 


NM 006350 


Homo sapiens follistatin (FST), transcript variant FST317, mRNA 


NM 013409 


Homo Sanien«s folllQtafin rP^T^ tr5»ncr'TnT\+ xro-t*i«amf "PCTI/I/l -rv-»PXTA 


NM 013324 


Homo sapiens cytokine inducible SH2-containing protein (CISH), mRNA 


NM 012486 


nuiiiu i)cipiciib picbcmim z ^Aizneimer uisease 4j (^x'oiiiN^), transcnpt vanant 2 

mRNA 


NM_012485 


Homo saniens Vivalnronan-mpHiafprl Tno+il-it\r -r^a/^pi-n+rtf /T?TI Aiv>rA.>f\ /XT\>nvyrD\ 
-^■^vixxv c>u.^Avxio xij' ciiLxi\jiicm-ixicLiiaLCU. ixHJllllty iGCcpior ^^JKJtlAJVLLVl^ (XliVllVLiv), 

transcript variant 2, mRNA 


NM_012484 


Homo saniens hvaluronan-mediaterf mntilitv rpppntnr /'PT^"A^v^^/^^ /'TT^/^^/rp^ 

vwKj^AWAAk^i Axjr «*i«x vfxxcxix xxx^uxaii^u. xxx*ji,iiiuj' i^V'CjJLUx ^rv n /A ivi ]V[ J ^XxiVJULYliv^j 

transcript variant 1 , mRNA 


NM 012483 


Homo sapiens granulysin (ONLY), transcript variant 519, mRNA 


NM 006433 


Homo saniens eranulvsin TGNT tran<;nrmt variant TsJVO^ mPTvTA 


NM 001930 


Homo Sat)ienS deOXVhvnU^ine ^vntba<?P TDTTPJ^^ lT'ancr*r-ir>+ xro-riont 1 -tmPXTA 


NM 013407 


Homo saniens deoxvlivmicinp cvntlnacp /T^WPQ^ +T*o nc<->»-i irr»-»~i<»-M+ 1 ♦%-iX>XTA 

«3*4.pxwxxo vtw\j^yiiypua)Uic ajriiiridbc yLjrLsr^ )y transcript variant j, mKJNA. 


NM 013406 


Homo sapiens deoxyh^TDUsine synthase (DHPS), transcript variant 2, mRNA 


NM_013229 


utt^xwxxo ap^pLuui,/ pruLcabc auuvdiiiig xauior 1 /\_L /vt 1 j, tTansciipt vanant I, 
mRNA 


NM 013251 


Homo sapiens tachykinin 3 (neuromedin K, neurokinin beta) (TAC3), mRNA 


NM 013396 


Homo sapiens ubiauitin specific protease 25 (USP25), mRNA 


NM_0 13255 


Homo sapiens muskelin 1, intracellular mediator containing kelch motifs 
(MKLNl), mRNA 


NM 013290 


Homo sapiens GT198, complete ORF (HUMGT198A), mRNA 
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NM_005102 


Homo sapiens fesciculation and elongation protein zeta 2 (2ygin II) (FEZ2), 
mRNA 


NM_004830 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 3 
(130kD) (CRSP3), ntiRNA 


NM_009588 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 2, mRNA 


1SIM_0 13227 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody A0122) (AGCl), 
transcript variant 2, mRNA 


MM 012475 


Homo sapiens ubiquitin specific protease 21 (USP21), mRNA 


NM_0 12428 


Homo sapiens stromal cell derived factor receptor 1 (SDFRl), transcript variant 
beta, mRNA 


]SiM_012226 


Homo sapiens purinergic receptor P2X, ligand-gated ion channel, 2 ^RX2), 

mRNA 


NM_012369 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1), 
mRNA 


NM 012218 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


]S[M_012324 


Homo sapiens mitogen-activated protein kinase 8 interacting protein 2 
(MAPK8IP2), mRNA 


NM 012405 


Homo sapiens isoprenylcysteine carboxyl methyltransfefase (ICMT), mRNA 


NM 012070 


Homo sapiens attractin (ATRN), mRNA 


NM 006874 


Homo sapiens E74-like factor 2 (ets domain transcription factor) (ELF2), mRNA 


NM_007308 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 
(SNCA), transcript variant NACPl 12, mRNA 


NM_000345 


Homo sapiens synuclein, alpha (non A4 component of amyloid precursor) 

(SNCA), transcript variant NACPl 40, mRNA 


NM 009589 


Homo sapiens arylsulfatase D (ARSD), transcript variant 2, mRNA 


NM_001158 


Homo sapiens amine oxidase, copper containing 2 (retina-specific) (AOC2), 
transcript variant 1, mRNA 


NM_005910 


Homo sapiens microtubule-associated protein tau (MAPT), transcript variant 2, 
mRNA 


NM_007338 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLECl-Ll, mRNA 


NM_007337 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLEC 1 -S3, mRNA 


NM_007336 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLEC1-S2, mRNA 


NM_007335 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLECl-Sl, mRNA 


NM_005106 


Homo sapiens deleted in lung and esophageal cancer 1 (DLECl), transcript 
variant DLECl-Nl, mRNA 


NM_005002 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 
(39kD) (NDUFA9), mRNA 


NM 003771 


Homo sapiens keratin, hair, acidic, 6 (KRTHA6), mRNA 


NM_000438 


Homo sapiens paired box gene 3 (Waardenburg syndrome 1) (PAX3), transcript 
variant PAX3A, mRNA 


NM 007052 


Homo sapiens NADPH oxidase 1 (NOXl), transcript variant NOH-IL, mRNA 


NM 006715 


Homo sapiens maimosidase, alpha, class 2C, member 1 (MAN2C1), mRNA 


NM_007325 


Homo sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flip, mRNA 


NM 005813 


Homo sapiens protein kinase C, nu (PRKCN), mRNA 


NM 000398 


Homo sapiens diaphorase (NADH) (cytochrome b-5 reductase) (DIAl), nuclear 
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gene encoding mitochondrial protein, transcript variant M, mRNA 


NM_007306 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
exon4, mRNA 


NM_007305 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl - 
delta9-10-l lb, mRNA 


NM_007304 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
deltallb,mRNA 


NM_007303 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
deltall,inRNA 


NM_007302 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
delta9-10, mRNA 


NM_007301 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
deltal5-17, mRNA 


NM_007300 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
deltal4-18,mRNA 


NM_007299 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl - 
delta 14- 17, mRNA 


1SIM_007298 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
delta9-H,mRNA 


NM_007297 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAl- 
delta2-10, mRNA 


NM_007296 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAla', 

mRNA 


MM_007295 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAlb, 
mRNA 


NM_007294 


Homo sapiens breast cancer 1, early onset (BRCAl), transcript variant BRCAla, 
mRNA 


NM_007322 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-d, 

mRNA 


NM_007321 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-C, 
mRNA 


NM_007320 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-b, 
mRNA 


NM_000754 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant MB- 
COMT, mRNA 


NM_007310 


Homo sapiens catechol-O-methyltransferase (COMT), transcript variant S- 
COMT, mRNA 


NM_000714 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR, mRNA 


NM_007311 


Homo sapiens benzodiazapine receptor (peripheral) (BZRP), nuclear gene 
encoding mitochondrial protein, transcript variant PBR-S, mRNA 


]SIM_007314 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 2 (arg, 
Abelson-related gene) (ABL2), transcript variant b, mRNA 


>M_007313 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 
(ABLl), transcript variant b, mRNA 


NM_005157 


Homo sapiens v-abl Abelson murine leukemia viral oncogene homolog 1 

(ABLl), transcript variant a, mRNA 


NM 006325 


Homo sapiens RAN, member RAS oncogene family (RAN), mRNA 


NM_000902 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 

enkephalinase, CALLA, CD 10) (MME), transcript variant 1, mRNA 


NM_007289 


Homo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
enkephalinase, CALLA, CDIO) (MME), transcript variant 2b, mRNA 
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NM_007288 I 
e 


fomo sapiens membrane metallo-endopeptidase (neutral endopeptidase, 
mkephalinase, CALLA, CDIO) nv/fMF.V transcript variant 2a, mRNA ^ 


NM_007287 1 
« 


iomo sapiens membrane metallo-endopeptidase (neutral endopeptidase, | 
>nVe.phalinase. CALLA, CDIO) CMME). transcript variant Ibis, mM^A 


NM_006481 ] 

i 


aomo sapiens transcription factor 2, hepatic; i.i<-B3; variant hepatic nuclear 
factor (TCF2), transcript variant b, mRNA ,^ 1 


NM_006884 ] 


^ : 1 ^ _A ^ o /'GXJOY0^ traTtcnrint variant SJiO-X-Za, 

Homo sapiens short stature homeobox 2 (S^JIUAZ}, transcnpx varidni oxxv>f^ , 
mRNA — ^ — ott/^vou 


NM_OO3030 


Homo sapiens short stature homeobox 2 (SHUA^J, transcript variant ^i^UAZD, 
iriRNA . . 


NM_003005 


Homo sapiens selectin P (granule membrane protem 140IcU, antigen v^D62) 
rSELPy mRNA — 


NM_006718 


Homo sapiens pleiomorphic adenoma gene-like 1 (PLAGLl), transcript vanant 
2, mRNA — 1 


NM_0O5888 


Homo sapiens solute carrier family 25 (mitochondrial earner; phosphate earner), 
member 3 (SLC25A3), nuclear gene racodmg mitochondrial protem, transcript 
variant la, mRNA : — - — 


NM_006491 


Homo sapiens neuro-oncological ventral antigen 1 (NOVAl), transcript vanant 
3, mRNA 


MM_006489 


Homo sapiens neuro-oncological ventral antigen 1 (NOVAl), transcnpt vanant 
2. mRNA 


NM_007088 


Homo sapiens calbindin 2, (29kD, calretinm) (CALB2), transcnpt vanant 
CALB2c, mRNA ^ ■: — | 


NM_007087 


Homo sapiens calbindin 2, (29kD, calretinm) (CALB2), transcnpt vananx 
CALB2b, mRNA 


NM_001740 


Homo sapiens calbindin 2, (29kD, calretinm) (CALB2), transcnpt vanant 
CALB2, mRNA : 


NM_007292 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyi (ACUAi;, transcnpt 

variant 2, mRNA — — 


NM_004035 


Homo sapiens acyl-Coenzyme A oxidase 1, palmitoyi (ACJUXi), transcnpt 
variant 1, mRNA — 1 


NM_000632 

NM 007097 
NM 007099 
NM 007177 
NM 007245 


Homo sapiens integrin, alpha M (complement component receptor i, aipna, aiso 
known as CDllb (pl70), macrophage antigen alpha polypeptide) (llOAM), 

mRNA 

Homo sapiens clathrin, light polypeptide (Lcb^ (CLIB), mRNA _ — ^ 

" Homo sapiens acid phosphatase 1, soluble (ACPI), transcnpt vanant b, mKKA 1 

Homo sapiens TU3A protem (TU3A). mRNA , _ 

Homo sapiens ataxin 2 related protein fA2LP), ti-anscnpt vanant 1, mKJNA 1 


NM 006487 
NM 006486 
NM 006485 
NM 006721 
NM_006132 


Homo sapiens fibulin 1 (FBLNl), transcnpt vanant A, mRNA 1 

Homo sapiens fibulin 1 (FBLNl), transcnpt vanant D, mRNA J 

Homo sapiens fftulin 1 (FBLNl), transcnpt vanant B, mRNA 

Homo sapiens adenosine kinase (ADK), transcnpt vanant ADK-long, mRNA 

Homo sapiens bone morphogenetic protein 1 (BMPl), tiranscnpt vanani BMFl- 
4 xnR.'N^-A. 1 


NM_006131 


Homo sapiens bone morphogenetic protem 1 (BMPl), transcnpt vanant BMl' l- 


NM_006130 


"n oor^i#»nc \^rxr^f> TYiomlirfcapnetic rirotein 1 (BMPl), transcript variant BMPl- 
rlomo sapiens Done morpnogcncuc* piuidxi * \x-f*.^^ --/j f 

6. mRNA 1 


NM_006129 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcript vanant uMPl- 
3. mRNA — 


NM_006128 


Homo sapiens bone morphogenetic protein 1 (BMP i), tiranscnpt vanant jiiVlPl- 
2. mRNA 
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NM 002516 


Homo sapiens neuro-oncological ventral antigen 2 (NOVA2), mRNA 


JNIVI UU /UUo 


Homo sapiens reticulon 4 (RTN4), mRNA 


JNIVI UU /U^O 


Homo sapiens elastin microfibril interface located protein (EMILIN), mRNA 


1SIM_007037 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
tnrombosponam type 1 motii, o (ADAMTSo), mRNA 


JNjYL_UU /Ujo 


Homo sapiens a disintegrin-like and metalloprotease (reprolysin type) with 
thrombospondin type 1 motif, 5 (aggrecanase-2) (ADAMTS5), mRNA 


XTTv/r AA/C'7QO 

XNJVi uuo/yy 


Homo sapiens protease, serine, 21 (testisin) (PRSS21), mRNA 


JNlYl__UUOo Ih- 


Homo sapiens proteasome (prosome, macropain) inhibitor subunit 1 (PI31) 
(PSMFl), mRNA 


IN ivi uu :5 H-o 0 


Homo sapiens paired box gene 8 (PAX8), transcript variant PAX8A, mRNA 


iNivi wo /yv 


Homo sapiens titin immunoglobulin domain protein (myotilin) (TTID), mRNA 


INIYL vUO / OZ 


xiomo sapiens zmc imger proiem-iike i \ZjrrL.i)^ niKJNA 


iNivi UUO / yo 


Homo sapiens EH domain containing 1 (EHDl), mRNA 


NM_006588 


Homo sapiens sulfotransferase family, c3^osolic, IC, member 2 (SULT1C2), 

misJNA 


iNivi uuooyH- 


Homo sapiens jumping translocation breakpoint (JTB), mRNA 


iNJVl uuoDy/ 


Homo sapiens neat snocK 7UkL) pro tern 8 (HSPAS), mRNA 


NM 006708 


Homo sapiens glyoxalase I (GLOl), mRNA 


NM__U06703 


Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 3 

/XTT Tr^T"? \ XT A 

(jNUUli), niRJSlA 


XTA/T AAA/C^*: 

JNJVl UUUOD^ 


Homo sapiens selectin L (lymphocyte adhesion molecule 1) (SELL), mRNA 


JNJVl UUo4oo 


Homo sapiens ketohexokinase (fiuctokinase) (KHK), transcript variant b, mRNA 


NM_006297 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 1 (XRCCl), mRNA 


NM 006339 


Homo sapiens high-mobility group 20B (HMG20B), mRNA 


NM 006469 


Homo sapiens NSl-bindingj3rotein (NSl-BP), mRNA 


NM 006340 


Homo sapiens BAH -associated protein 2 (BAIAP2), transcript variant 3, mRNA 


NM_001353 


Homo sapiens aldo-keto reductase family 1, member CI (dihydrodiol 
dehydrogenase 1; 20-alpha (3-alpha)-hydroxysteroid dehydrogenase) (AKRICI), 
mRNA 


XTIV>f A A AO AO 

JN ivl_UUU2U2 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 
1, mKJNA 


INiVl WD oy U 


Homo sapiens growth arrest-specific 7 (GAS7), transcript variant b, mRNA 


NM_006123 


Homo sapiens iduronate 2-sulfatase (Hunter syndrome) (IDS), transcript variant 

z, mKJNA 


NM 006053 


Homo sapiens T-cell, inmiune regulator 1 (TCIRGl), mRNA 


XTTV^ AACAAA 


Homo sapiens serme/threomne kinase 10 (STKIO), mRNA 


NM 006019 


Homo sapiens T-cell, immune regulator 1 (TCIRGl), mRNA 


NM_00o041 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3B1 
(HS3ST3B1), mRNA 


NM_006042 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 3A1 

(HS3ST3Al),mRNA 


XTN/r AAiCA/IO 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 2 (HS3ST2), 
mRNA 


NM_000557 


Homo sapiens growth differentiation factor 5 (cartilage-derived morphogenetic 


NM_005847 


Homo sapiens solute carrier family 23 (nucleobase transporters), member 2 
(SLC23A2), mRNA 


NM 005751 


Homo sapiens A kinase (PRKA) anchor protein (yotiao) 9 (AKAP9), mRNA 


NM_005691 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 9 
(ABCC9), transcript variant SUR2A, mRNA 
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NM_005688 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 5 
rABCCS"), mRNA 


NM 005730 


Homo sapiens conserved gene amplified in osteosarcoma (Ub4), niKM A 


NM_005562 


Homo sapiens laminin, gamma 2 (nicem (lOOkD), kalmm (105kD), BM600 
(lOOkD), Herlitz junctional epidermolysis bullosa)) (LAMC2), transcript variant 
l,mRNA 


NM_O05534 


Homo sapiens interferon gamma receptor 2 (interferon gamma transducer 1) 
aFNGR2), mRNA 


NM 005682 


Homo sapiens G protein-coupled receptor 56 (GPR56), mRNA 


NM 005666 


Homo sapiens H factor (complement)-like 3 (HFL3), mRNA 


NM_OO5503 


Homo sapiens amyloid beta (A4) precursor protem-bmdmg, family A, member 2 
(XI 1-like) (APBA2), mRNA 


NM_005431 


Homo sapiens X-ray repair complementing defective repair in Chinese hamster 
cells 2 (XRCC2), mRNA 


NM_005465 


Homo sapiens v-akt murine thymoma viral oncogene homolog 3 (protein kinase 
B, gamma) (AKT3), mRNA 


NM_005446 


Homo sapiens purinergic receptor P2X-like 1, orphan receptor (P2RXL1), 
mRNA 


NM_005336 


Homo sapiens high density lipoprotein binding protein (vigilin) (HDLBP), 
mRNA 


NM_005265 


Homo sapiens gamma-glutamyltransferase 1 (GGTl), transcript variant 1, 

mRNA 


NM_005243 


Homo sapiens Ewing sarcoma brealqjoint region 1 (EWSRl), transcript vanant 
EWS, mRNA 


NM_005236 


Homo sapiens excision repair cross-complementing rodent repair deficiency, 
complementation group 4 (ERCC4), mRNA 


NM_005075 


Homo sapiens solute carrier family 21 (organic anion transporter), member 3 
(SLC21A3),mRNA 


NM_005050 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 4 (ABCD4), 
transcript variant 1 , mRNA 


NM_005006 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 1 (75kD) 
(NADH-coenzyme Q reductase) (NDUFSl), mRNA 


NM_005135 


Homo sapiens solute carrier family 12 (potassium/chlonde transporters), member 
6 (SLC12A6), mRNA 


NM_004968 


Homo sapiens islet cell autoantigen 1 (69kD) (ICAl), transcript vanant 2, 
mRNA 


NM_005114 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 1 (HS3ST1), 
mRNA 


NM_004958 


Homo sapiens FK506 binding protein 12-rapamycin associated protein 1 
(FRAPl), mRNA 


NM_001478 


Homo sapiens UDP-N-acet3^1-alpha-D-galactosamine:(N-acetylneuraminyl)- 
galactosylglucosylceramide N-acetylgalactosammyltransferase (GalNAc- 1 ) 
(GALGT),mRNA 


NM 004031 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript vanant d, mRNA 


NM 004030 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript vanant c, mRNA 


NM 004029 


Homo sapiens interferon regulatory factor 7 (IRF7), transcript vanant b, mRNA 


NM 004034 


Homo sapiens aimexm A7 (AJNAA/), transcnpi vanani z, inisa>j/\ 


NM 001156 


Homo sapiens annexin A7 (ANXA7), transcnpt variant 1, mRNA 


NM 004033 


Homo sapiens annexin A6 (ANXA6), transcript variant 2, mRNA 


NM 001155 


Homo sapiens annexin A6 (ANXA6), transcnpt vanant 1, mRNA 


NM 004629 


Homo sapiens Fanconi anemia, complementation group G (FANCG), mRNA 


NM 004738 


Homo sapiens VAMP (vesicle-associated membrane protein)-associated protein 
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TJ QTirl /'\/AP"R^ -mPXTA 
D aXlQ. ^ ^V/VrJjJ, TIli\IN/V 


PsM UU4 / /4 


xiomo Sapiens JrJr/vjx Diiiuirig proicm ^r^jr/^ivijjL iiuxi^ir^ 


JNJVl UU4oiy 


xiomo Sapicna sympicKui, nuiiLiiigLiii iiiidavuug fjiuLwiii x ^^/^ liAxxi-^jn. 


NM 004169 


Homo sapiens serine hydroxy methylti'ansferase 1 (soluble) (SHMTl), mRNA 


XTA 4" f\f\AtO/Z 

jNM_004l5o 


jdLonio sapiens sema aomam, iinniunogioDuiin aoniain yx^j^ ^li^ii- uabiLr uuiiiam, 

secreicG, \^semapnorinj s>r ^^oiiivi/vjr j, nii\j.N/v 


NM 004730 


Homo sapiens eukaryotic translation termination factor 1 (ETFl), mRNA 


NM 004161 


Homo sapiens KAbl, member J<Ao oncogene lamiiy ^J:Cax>ij, mKJNA 


NM_004762 


Homo sapiens pleckstrin homology, Sec7 and coiled/coil domains l(cytohesin 1) 
(FoCDlj, transcript variant 1, mKJNA 


NM 004253 


Homo sapiens pnospnoiipase AZ-acuvaimg proiem {^ri^j\j\), mxsj.M/\ 


jNM_0045o2 


iriomo sapiens x^arKinson uisease ^auxosomai recessive, juvcnne^ z., pdijuii 
^r^rVJKJfwZ^, iranscnpi variant i, iiixsj.n/^ 


iNJVl_U04 / Uj 


XJ^f-rt/\ oo-n-tA-no T^i-r%+*>i-ri V-i-noop* •inf"<=»r"f#^TATi— iTif^nr*il^lp* HAllVilf QtTJITirif*n KT^A. 

jtiomo sapiens proiem"*j\j.n<ioc, iiitciicnjii"*iiivAu.\^iuic ^.v^iu-uiw dtxauviwu. x\j.^.f^ 
QepencicnL mniDiior, rcprcobur v>i ^ir icpicoouj.^ ixj%jxjlix^, iiuvi^r^ 


JNiVl UU4oo3 


xiomo sapicnb neureguim ^ \^iN^\.^JZr^, u.aii2>L/iipi vaiiaiiL x, iiuxj.>t^ 


JNJVl UU4^Dy 


xiomo sapiens nuclease senbiuvc ciemeni uiiiciiiig piuLciii i ^inoj-^x ijy iiixvi^x^ 


JNJVL UU4o40 


riomo sapiens nepnrosis i, cungeniiai, i/iiiiiidii type ^iiepiiiiii^ ^i^jxxaoi^, iiixvi^x^ 


JNJVl U04oy/ 


Jtiomo sapiens muiLipic mosiLui poiypnospiiaLc piiuopiiaiaoe i ^ivxainx jt xy, nixvx^x^ 


JNJVl U04->Z/ 


iriomo sapiens mesencnymc nurnco l?oa i ^ivxnifvyyv i iiaiioL'iipL vaiiaiiL x, iijxvj.^j^ 


JNJVL UU4yiZ 


riomo sapiens cereorai cavemous uiaiiurmaLiLuib i ^v^v-^ivix^, nuvi^irTk. 


JNJVl 


Xiomo sapiens mtericron XCgUlaliJiy xox^IKJI / \^Xx\-r uailiaV/XipL vanauL a, nuxx^rx 


NM 004516 


Homo sapiens interleukin enhancer binding factor 3, 90kD (ILF3), mRNA 


JNM 004505 


riomo sapiens uoicjuitin speciiic piotease o ^ire-z oncogene^ v^^-'^^Oyj hxivln/v 


NM 004761 


irlomo sapiens rCA±52, memoer k^Vo oncogene lamiiy-iiKe \}SJ\ojLi-,)y miviN/\ 


NM 004495 


Homo sapiens neuregulin 1 (NRGl), transcript variant HRG-gamma, mRNA 


NM 004821 


Homo sapiens heart and neural crest derivatives expressed 1 (HANDl), mRNA 


NM_004458 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 4 (FACL4), transcript 
variant 1, mRNA 


NM 004091 


Homo sapiens E2t transcription tactor 2 (nzrz), mKNA 


NM_004714 


Homo sapiens dual-specificity tyrosine-(Y) -phosphorylation regulated kinase IB 
(DYRKIB), transcript variant a, mRNA 


NM 004859 


Homo sapiens clatnnn. Heavy poiypeptiae \r\.c) ^^J^ii-.>, mKiN/\ 


Xnv A" A A /I A1 1 

NM_004921 


Homo sapiens cJilonae cJiannei, calcium aciivatea, lamiiy memoer o ^v^juv^/vj^, 
itiKNA 


NM 004344 


Homo sapiens centnn, jbr-nanci protein, 2 (^L^xiiJNZj, mKJN/\ 


NM_004332 


Homo sapiens bipnenyl nyarolase-liKe (^serine nyctroiase, oreast epimeiiai mucm- 
associated antigen") CBPHL\ mRNA 


TvTK /f AA /I O /I O 

NM 004842 


Homo sapiens A Janase (rKJ?LfVJ ancnor protein / (^At^-AJt mjvJN/\ 


NM__004194 


Homo sapiens a disintegrin and metalloproteinase domain 22 (ADAM22), 
mRNA 


NM 004300 


Homo sapiens acid phosphatase 1, soluble (ACPI), transcript variant a, mRNA 


NM_0047o9 


Homo sapiens amilonde-sensitive cation channel 3, testis ^/\l.L/JNjj, transcnpi 
variant 1 , mRNA 


XTTV /f A A A AO "7 

NM__004027 


Homo sapiens inositol polypnospnate-4-pJiospnatase, lype i, iu/JCJLJ \\r\rr^i\.)^ 
transcript variant a, mRNA 


1^ ivx _v/vj*m \j D 


Wattia cQni<a-nc na-miti-nrfa «if»*»*K/ltT'nnc"ft»raQ<» AT"^ nuclear ffene encoding 
mitochondrial protein, transcript variant peroxisomal, mRNA 


NM 004028 


Homo sapiens aquaporin 4 f AOP4y transcript variant b, mRNA 


NM 001650 


Homo sapiens aquaporin 4 (AQP4), transcript variant a, mRNA 


NM_002390 


Homo sapiens a disintegrin and metalloproteinase domain 1 1 (AD AMI 1), 
transcript variant 1, mRNA 
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NM 001604 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


NM_003995 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor B) (NPR2), mRNA 


NM 003994 


Homo sapiens KIT ligand (KITLG), mRNA 


NM 001063 


Homo sapiens transferrin (TF), mRNA 


NM 003990 


Homo sapiens paired box gene 2 (PAX2), transcript variant e, mRNA 


NM 003989 


Homo sapiens paired box gene 2 (PAX2), transcript variant d, mRNA 


NM 003988 


Homo sapiens paired box gene 2 (PAX2), transcript variaat c, mRNA 


NM 003987 


Homo sapiens paired box gene 2 (PAX2), transcript variant a, mRNA 


NM 000278 


Homo sapiens paired box gene 2 (PAX2), transcript variant b, mRNA 


NM 000221 


Homo sapiens ketohexokinase (fructokinase) (KHK), transcript variant a, mRNA 


NM 000115 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 1, mRNA 


NM_000755 


Homo sapiens carnitine acetyltransferase (CRAT), nuclear gene encoding 
mitochondrial protein, transcript variant mitochondrial, mRNA 


NM 001292 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3/152, mRNA 


NM 001291 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2/139, mRNA 


NM_001282 


Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1), 
mRNA 


NM 001272 


Homo sapiens chromodomain helicase DNA binding protein 3 (CHD3), mRNA 


NM 001268 


Homo sapiens chromosome condensation 1-Hke (CHCIL), mRNA 


NM 000734 


Homo sapiens CD3Z antigen, zeta polypeptide (TiT3 complex) CCD3Z), mRNA 


NM_000657 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant beta, mRNA 


NM„000633 


Homo sapiens B-cell CLL/lymphoma 2 (BCL2), nuclear gene encoding 
mitochondrial protein, transcript variant alpha, mRNA 


NM 000055 


Homo sapiens butyrylcholinesterase (BCHE), mRNA 


NM_003594 


Homo sapiens transcription termination factor, RNA polymerase II (TTF2), 
mRNA 


NM_003722 


Homo sapiens tumor protein 63 kDa with strong homology to p53 (TP63), 
mRNA 


NM 003856 


Homo sapiens interleukin 1 receptor-like 1 (ILIRLI), mRNA 


NM 003140 


Homo sapiens sex determining region Y (SRY), mRNA 


NM_003615 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
7 (SLC4A7), mRNA 


NM_003759 


Homo sapiens solute carrier family 4, sodium bicarbonate cotransporter, member 
4 (SLC4A4), mRNA 


NM 002980 


Homo sapiens secretin receptor (SCTR), mRNA 


NM_002890 


Homo sapiens RAS p21 protein activator (GTPase activating protein) 1 
(RASAl), transcript variant 1, mRNA 


NM_003624 


Homo sapiens RAN binding protein 3 (RANBP3), transcript variant RANBP3-a, 

mRNA 


NM_002817 


Homo sapiens proteasome (prosome, macropain) 26S subunit, non-ATPase, 13 
(PSMD13), mRNA 


NM_000447 


Homo sapiens presenilin 2 (Alzheimer disease 4) (PSEN2), transcript variant 1, 
mRNA 


NM_000021 


Homo sapiens presenilin 1 (Alzheimer disease 3) (PSENl), transcript variant I- 
467, mRNA 


NM 002768 


Homo sapiens procollagen (type m) N-endopeptidase CPCOLN3), mRNA 


NM 002752 


Homo sapiens mitogen-activated protein kinase 9 (MAPK9), mRNA 


NM_002656 


Homo sapiens pleiomorphic adenoma gene-like 1 (PLAGLl), transcript variant 
l,mRNA 


NM 002635 


Homo sapiens solute carrier family 25 (mitochondrial carrier; phosphate carrier). 
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membei' 3 (SLC25 A3), nuclear gene encoding mitochondrial protein, transcript 
variant lb, mRNA 




Homo sapiens paired box gene 7 (PAX7), transcript variant 1 , mRNA 


NM 000280 


Homo sapiens paired box gene 6 (aniridia, keratitis) (PAX6), mRNA 


NM_002555 


Homo sapiens solute carrier family 22 (organic cation transporter), member 1- 
like (ISl^CzzAlJL), mJKJNA 


JNlvl_000yU7 


Homo sapiens natriuretic peptide receptor B/guanylate cyclase B (atrionatriuretic 
peptide receptor r> ) (NrssJL), mKJN A 


NM_002515 


Homo sapiens neuro-oncological ventral antigen 1 (NOVAl), transcript variant 

1 f^T> XT A 

1, mKJNA 


NM 003204 


Homo sapiens nuclear factor (erythroid-derived 2)-like 1 (NFE2L1), mRNA 


JNM 003970 


Homo sapiens myomesin (M-protein) 2 (165kD) (MYOM2), mRNA 


NM 000899 


Homo sapiens KIT ligand (KITLG), mRNA 


NM__002394 


Homo sapiens solute carrier family 3 (activators of dibasic and neutral ammo 
acid transport), member 2 (SLC3A2), mRNA 


NM_001879 


Homo sapiens mannan-bmdmg lectin serme protease 1 (C4/C2 activating 
component of Ra-reactive factor) (MASPl), mRNA 


NM_002353 


Homo sapiens tumor-associated calcium signal transducer 2 (TACSTD2), 
mRNA 


NM_002341 


Homo sapiens lymphotoxin beta (TNF superfamily, member 3) (LTB), transcript 
variant 1 , mRNA 


NM_U02294 


Homo sapiens lysosomal-associated membrane protein 2 (LAMP2), transcript 
variant LAMP2A, mRNA 


NM 002264 


Homo sapiens karyophenn alpha 1 (importm alpha 5) (KPNAl), mRNA 


NM_002261 


Homo sapiens killer cell lectm-like receptor subfamily C, member 3 (KLRC3), 
transcript variant NKG2-E, mRNA 


NM. 002230 


Homo sapiens junction plakoglobm (JUP), transcript variant 1, mRNA 


]SIM_001566 


Homo sapiens inositol polyphosphates-phosphatase, type I, I07kD (INPP4A), 
transcript variant b, mRNA 


NM 002164 


Homo sapiens indoleamine-pyrrole 2,3 dioxygenase (INDO), mRNA 


NM_003822 


Homo sapiens nuclear receptor subfamily 5, group A, member 2 (NR5A2), 
mRNA 


NM_000836 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2D 
(GR1N2D), mRNA 


NM_000828 


Horno sapiens glutamate receptor, ionotrophic, AMPA 3 (GRIA3), transcript 
variant flop, mRNA 


INM 002056 


Homo sapiens glutamine-fructose-6-phosphate transaminase 1 (GFPTl), mRNA 


NM_000161 


Homo sapiens GTP cyclohydrolase 1 (dopa-responsive dystonia) (GCHl), 

mKJNA 


NM_000159 


Homo sapiens glutaryl-Coenzyme A dehydrogenase (GCDH), nuclear gene 
encoding mitochondrial protein, transcript variant 1 , mRNA 


INM UU3o44 


Homo sapiens growth arrest-specific 7 (GAS7), transcript variant a, mRNA 


TVnVvr AAAOIT 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GADl), transcript 
variant GAD67, mRNA 


"KTN Jf AAAO 1 1 

NM_000813 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, beta 2 
CGABRB2), transcript variant 2, mRNA 




riomo sapiens lerritm, lignt poiypeptiae yr il^)^ mtsJNA 


NM 001996 


Homo sapiens fibulin 1 (FBLNl), transcript variant C, mRNA 


NM_001995 


Homo sapiens fatty-acid-Coenzyme A ligase, long-chain 1 (FACLl), nuclear 
gene encoding mitochondrial protein, mRNA 


NM_001973 


Homo sapiens ELK4, ETS-domain protein (SRF accessory protein 1) (ELK4), 
transcript variant a, mRNA 



427 

BNSOCX:iD: <WO____03074654A2.L> 



wo 03/074654 



PCT/US03/05028 



NM 003991 


Homo sapiens endothelin receptor type B (EDNRB), transcript variant 2, mRNA 


NM 001925 


Homo sapiens defensin, alpha 4, corticostatin (DEFA4), mRNA 


NM_001359 


Homo sapiens 2,4-dienoyl CoA reductase 1, mitochondrial (DECRl), nuclear 
gene encoding mitochondrial protein, mRNA 


NM- 001337 


Homo sapiens chemokine (C-X3-C) receptor 1 (CX3CR1), mRNA 


NM_001835 


Homo sapiens clathrin, heavy polypeptide-like 1 (CLTCLl), transcript variant 1, 
mRNA 


NM_001834 


Homo sapiens clathrin, light polypeptide (Lcb) (CLTB), transcript variant 
nonbrain, mRNA 


NM 003992 


Homo sapiens CDC-like kinase 3 (CLK3), transcript variant phclk3, mRNA 


NM 003993 


Homo sapiens CDC-like kinase 2 (CLK2), transcript variant phclk2, mRNA 


NM 001286 


Homo sapiens chloride channel 6 (CLCN6), transcript variant ClC-6a, mRNA 


NM_001285 


Homo sapiens chloride channel, calcium activated, family member 1 (CLCAl), 
mRNA 


NM_001825 


Homo sapiens creatine kinase, mitochondrial 2 (sarcomeric) (CKMT2), nuclear 
gene encoding mitochondrial protein, mRNA 


NM 003465 


Homo sapiens chitinase 1 (chitotriosidase) (CHTTl), mRNA 


NM_001783 


Homo sapiens CD79A antigen (immunoglobulin-associated alpha) (CD79A), 
transcript variant 1, mRNA 


NM_001199 


Homo sapiens bone morphogenetic protein 1 (BMPl), transcript variant BMPl- 
l,mRNA 


NM 001669 


Homo sapiens arylsulfatase D (ARSD), transcript variant 1 , mRNA 


NM 001170 


Homo sapiens aquaporin 7 (AQP7), mRNA 


NM_001160 


Homo sapiens apoptotic protease activating factor (APAFl), transcript variant 2, 
mRNA 


NM_001149 


Homo sapiens ankyrin 3, node of Ranvier (ankyrin G) (ANK3), transcript variant 
2, mRNA 


NM_001625 


Homo sapiens adenylate kinase 2 (AK2), nuclear gene encoding mitochondrial 
protein, transcript variant AK2 A, mRNA 


NM_001135 


Homo sapiens aggrecan 1 (chondroitin sulfate proteoglycan 1, large aggregating 
proteoglycan, antigen identified by monoclonal antibody AO 122) (AGCl), 
transcript variant 1, mRNA 


NM 001123 


Homo sapiens adenosine kinase (ADK), transcript variant ADK-short, mRNA 


NM_003812 


Homo sapiens a disintegrin and metalloproteinase domain 23 (ADAM23), 
mRNA 


NM_001095 


Homo sapiens amiloride-sensitive cation channel 2, neuronal (ACCN2), 
transcript variant 2, mRNA 


NM_016184 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domain) 
lectin, superfamily member 6 (CLECSF6), mRNA 


NM 003186 


Homo sapiens transgelin (TAGLN), mRNA 


NM 004084 


Homo sapiens defensin, alpha 1, myeloid-related sequence (DEFAl), mRNA 


NM 022908 


Homo sapiens hypothetical protein FLJ12442 (FLJ12442), mRNA 


NM_022906 


Homo sapiens hypothetical protein FLJ13195 similar to stromal antigen 3 
(FU13195),niRNA 


NM 022903 


Homo sapiens hypothetical protein FLJ12800 (FLJ12800), mRNA 


NM 022902 


Homo sapiens hypothetical protein FLJ12496 (FLJ12496), mRNA 


NM 022900 


Homo sapiens hypothetical protem FLJ21213 (FLJ21213), mRNA 


NM 022895 


Homo sapiens hypothetical protein FLJ12448 (FLJ12448), mRNA 


NM_006997 


Homo sapiens transforming, acidic coiled-coil containing protein 2 (TACC2), 

mRNA 


NM„020979 


Homo sapiens adaptor protein with pleckstrin homology and src homology 2 
domains (APS), mRNA 
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NM_018557 


Homo sapiens low density lipoprotein-related protein IB (deleted in tumors) 
(LKPIB), mKNA 


"KTK K rtl >l fkO 1 

NM 014921 


Homo sapiens lectomeam-2 (KlAAUo21), mKJNA 


Vnv K A 1 /I 1 1 o 

JNM U14112 


Homo sapiens trichorhinophalangeal syndrome I gene (TRPSl), mRNA 


iNM_0(}0539 


Homo sapiens rhodopsin (opsin 2, rod pigment) (retinitis pigmentosa 4, 
autosomal dominant) (RHO), mRNA 


xnv/T mo/KO 


xiomo sapiens transmemurane acnvaior ana \^/\ivijLf imeracior yuw^ij^ niKJN/v 


JNiVl UUoD04 


xiomo sapiens transgeiin z ^ i alti^jnzj, nuviNA 


iNM UU3o3Z 


Homo sapiens contactin associated protein 1 (CNTNAPl), mRNA 


JNJVl UUodUo 


Homo sapiens JKAo pzl protein activator z (^JbCAoAZj, niKJNA 


JNM Ui44z/ 


Homo sapiens copme vii (UirJNii/j, mKJNA 


JNM u0oU32 


Homo sapiens copine VI (neuronal) (CPNE6), mRNA 


NM 005338 


Homo sapiens himtingtin interacting protein 1 (HIPl), mRNA 


Xnv K A*^ 1 AT^ 

NM 021973 


Homo sapiens heart and neural crest derivatives expressed 2 (HAND2), mRNA 


NM 005339 


Homo sapiens nuntingtm interacting protein 2 (HIP2), mRNA 


Xnv K AO 1 AO A 

NM 021920 


Homo sapiens secretin (bCT), mRNA 


XTA yf A 1 /T y1 A 1 

NM 016491 


Homo sapiens mitochondrial ribosomal protein L37 (MRPL37), mRNA 


XTA if A 1 /I O 1 1 

NM_01421 1 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, pi (GABRP), 
mRNA 


JNM 004oDo 


Homo sapiens KAo protein activator liJce 1 (CjAJrl iiKe) (KAoAl^l), mKJNA 


XTAvT AA/tOA*? 

NM 004oO/ 


Homo sapiens heparan sulfate 6-O-sulfotransf erase (HS6ST), mRNA 


JNM UU2ozZ 


Homo sapiens preiolain 1 (rrDNl), mKNA 


xnv >r A A c 1 o iC 
JNM 003 loo 


Homo sapiens calpain 1, (mu/I) large sub unit (CAPNl), mRNA 


XTN K A A 1 T /I O 

NM UOl /4o 


Homo sapiens calpain 2, (m/il) large subunit (CAFN2), niRNA 


XTTV K A 1 /1 1 A A 

JNM 014299 


Homo sapiens bromodomain-containing 4 (BRJD4), mRNA 


XTli yf AATIAO 

NM 007205 


Homo sapiens mitochondrial ribosomal protein L3 (MRPL3), mRNA 


NM 022838 


Homo sapiens hypothetical protein FLJ12969 (FLJ12969), mRNA 


XTA if AOOOI'^ 

NM 022837 


Homo sapiens hypothetical protein FLJ22833 (FLJ22833), mRNA 


NM 022830 


Homo sapiens hypothetical protein FLJ22347 (FLJ22347), mRNA 


NM 022819 


Homo sapiens phospholipase A2, group IIF (PLA2G2F), mRNA 


NM 020245 


Homo sapiens tubby super-family protein (TUSP), mRNA 


1S[M_020061 


Homo sapiens opsin 1 (cone pigments), long-wave-sensitive (colorblindness, 
protan) (OPNILW), mRNA 


NM_000513 


Homo sapiens opsin 1 (cone pigments), medium-wave-sensitive (color blindness, 
deutan) (OPNIMW), mRNA 


XTTV if AAI'TAO 

JNM_00170o 


Homo sapiens opsin 1 (cone pigments), short-wave-sensitive (color blindness, 
tntan) (UrNIoW), mKNA 


NM 016363 


Homo sapiens glycoprotein VI (platelet) (GP6), mRNA 


XTlVyf AO 0 1*5 A 

NM 022139 


Homo sapiens CjDjnF lamily receptor alpha 4 (CjI^RA4), mRNA 


JNM 0024oD 


Homo sapiens Nijmegen breakage syndrome 1 (nibrin) (NBSl), mRNA 


NM 006052 


Homo sapiens Down syndrome critical region gene 3 (DSCR3), mRNA 


NM 005867 


Homo sapiens Down syndrome critical region gene 4 (DSCR4), mRNA 


NM_005087 


Homo sapiens fragile X mental retardation, autosomal homolog 1 (FXRl), 
mRNA 


NM 004403 


Homo sapiens deafness, autosomal dominant 5 (DFNA5), mRNA 


"VTX M r\.r\r\ A'^'y 

NM_000433 


Homo sapiens neutrophil cytosolic factor 2 (65kD, chronic granulomatous 
aisease, autosomal zj (JNC^rZ), mKJNA 


NM 000111 


Homo sapiens solute carrier family 26, member 3 (SLC26A3), mRNA 


NM_000044 


Homo sapiens androgen receptor (dihydrotestosterone receptor; testicular 
feminization; spinal and bulbar muscular atrophy; Kennedy disease) (AR), 
mRNA 


NM 000333 


Homo sapiens spinocerebellar ataxia 7 (olivopontocerebellar atrophy with retinal 
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1 ( 
]SIM_003776 ] 

1 

NM 003941 


degeneration) (SCA7), mRNA 

Homo sapiens nuclear localization signal deleted in velocardiotaciai syndrome 

fNLVCF), mRNA ^ 

Homo sapiens Wiskott-Aldrich syndrome-like CWASL). mKJNA 


NM 020680 
NM 022789 
NM_022787 

NM 022786 
NM 0227 OD 
NM 022775 


Homo sapiens N-terminal kinase-like (N l KL), mRNA 
Homo sapiens interleukin 17E (IL17E), mRNA 

Homo sapiens NMN adenylyltransferase; nicotinamide mononucleotide adaiyiyi 

transferase (NMNAT), mRNA _ 

Homo sapiens likely ortholog of yeast ARVl (ARVl), mRNA 

v.'.rn/xfV.ot^ool nrntmn PT.T7^SS8 CFTJ23588'>. mRNA 

Homo sapiens hypothetical protein FLJ22127 (FU22127y mRNA 


NM 02z 1 li 
NM 022772 
NM 022761 
NM 022756 


xT„,v,<, oo«;^nc v.imritv«ptina1 nrntftin FLJ12681 fFLJ12681"), mRNA 
Homo sapiens hypothetical protein FLJ21935 (FLJ21935\ mRNA 
Homo sapiens hypothetical protein FLJ23499 (FLJ23499\ mRNA 
Homo sapiens hypothetical protein FLJl 1730 (FLJl 1730), mRNA 


NM 022739 
NM 022725 


Homo sapiens E3 ubiquitin ligase SMURF2 (SMURF2), mRNA 

Homo sapiens Fanconi anemia, complementation group F (FANCF), mRNA 

Homo sapiens tRNA isopentenylpyrophosphate transferase (IPT), mRNA 


NM 017646 
NM_005443 


Homo sapiens 3*-phosphoadenosine 5'-phosphosulfate synthase 1 (PAPSSl), 
mRNA ^ 


NM_004670 


Homo sapiens 3'-phosphoadenosine 5 -phosphosulfate synthase 2 (PAPbt>Z), 
1 mRNA . 


NM_001084 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 (FLODJ), 
mRNA 


NM 022720 


Homo sapiens DiGeorge syndrome critical region gene 8 G3GCR8), mRNA 


NM 007331 
NM_007123 


Homo sapiens Wolf-Hirschhom syndrome candidate 1 (WHSCl), mRNA 
Homo sapiens Usher syndrome 2A (autosomal recessive, mild) (USH2 A), 
mRNA 


NM 000553 


Homo sapiens Werner syndrome (WRN), mRNA 


NM 006531 

1 


Homo sapiens Probe hTg737 (polycystic kidney disease, autosomal recessive, m) 
(TG737), mRNA 


NM 018962 


Homo sapiens Down syndrome critical region gene 6 (DSCR6), mRNA 


NM 018848 


Homo saniens McKusick-Kaufman syndrome (MKKS), mRNA 


NM_0 17424 


Homo sapiens cat eye syndrome chromosome region, candidate i (^ctc^Ki;, 
mRNA 


NM 015889 


Homo sapiens TPA inducible gene-1 (TIG-1), mRNA 


NM 016430 


Homo sapiens Down syndrome critical region gene 5 CDbCKD j, mKJN/v 


NM 004414 


Homo sapiens Down syndrome critical region gene 1 (DSCRl), mRNA 


NM_0 13441 


Homo sapiens Down syndrome critical region gene 1-like 2 (DSCR1L2), mRNA 


NM_^0 12436 


Homo sapiens sperm associated antigen 8 (SPAG8), mRNA 


NM 012227 


Homo sapiens Pseudoautosomal GTP-bindmR protein-like (PGPL), mRNA 


NM^007173 


Homo sapiens protease, serine, 23 (SPUVE), mRNA 


NM_000501 


Homo sapiens elastin (supravalvular aortic stenosis, Wilhams-Beuren syndrome) 
(ELN), niRNA 


NM 006025 


Homo sapiens protease, serine, 22 (PI 1), mRNA 


NM_005609 


Homo sapiens phosphorylase, glycogen; muscle (McArdle syndrome, glycogen 
Storage disease type V) (PYGM), mRNA 


NM .004991 


Homo sapiens myelodysplasia syndrome 1 (MDSl), mRNA 


NM_004600 


Homo sapiens Sjogren syndrome antigen A2 (60kD, nbonucleoprotem 
autoantigen SS-A/Ro) (SSA2), mRNA 


NM_004380 


Homo sapiens CREB binding protein (Rubinstem-Taybi syndrome) (CKbBBF), 
mRNA 
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MM 000551 


Homo sapiens von Hippel-Lindau syndrome (VHL), mRNA 


NlVl_0004o2 


Homo sapiens ubiquitin protein ligase E3A (human papilloma virus E6- 
associated protein, Angelman syndrome) (UBE3 A), mRNA 


XT\ if Ark 1 f\il A 

NM 001 064 


Homo sapiens transketolase (Wernicke-Korsakoff syndrome) (TKT), mRNA 


NM 000356 


Homo sapiens Treacher CoUins-Franceschetti syndrome 1 (TCOFl), mRNA 


NM_000455 


Homo sapiens serine/threonine kinase 1 1 (Peutz-Jeghers syndrome) (STKl 1), 
mRNA 


NM_002351 


Homo sapiens SH2 domain protein 1 A, Duncan's disease (lymphoproliferative 

syndrome) (SH2D1 A), mRNA 


NM__000336 


Homo sapiens sodmm channel, non voltage-gated 1, beta (Liddle syndrome) 
(SCNNIB), mRNA 


NM_000335 


Homo sapiens sodium channel, voltage-gated, type V, alpha polypeptide (long 
(electrocardiographic) QT syndrome 3) (SCN5A), mRNA 


NM_000318 


Homo sapiens peroxisomal membrane protein 3 (35kD, Zellweger syndrome) 
(PXMP3), mRNA 


NM_000311 


Homo sapiens pnon protein (p27-30) (Creutzf eld- Jakob disease, Gerstmann- 
Strausler-Scheinker syndrome, fatal familial insomnia) (PRNP), mRNA 


NM_000299 


Homo sapiens plakophilin 1 (ectodermal dysplasia/skin fragility syndrome) 
(PKPl), mRNA 


]nM_000283 


Homo sapiens phosphodiesterase 66, cGMP-specific, rod, beta (congenital 
stationar^^ night bimaness 3, autosomal aommant) (I'DlioB), mKJNA 


NM 003731 


Homo sapiens Sjogren's syndrome nuclear autoantigen 1 (SSNAl), mRNA 


NM_000260 


Homo sapiens myosin VHA (Usher syndrome IB (autosomal recessive, severe)) 
(MY07A),mRNA 


NM 003720 


Homo sapiens Down syndrome critical region gene 2 (DSCR2), mRNA 


NM 000195 


Homo sapiens Hermansky-Pudlak syndrome (HPS), mRNA 


NM_000194 


Homo sapiens hypoxanthine phosphonbosyltransferase 1 (Lesch-Nyhan 
syndrome) (HPRTl), mRNA 


NM_000171 


Homo sapiens glycine receptor, alpha 1 (startle disease/hyperekplexia, stiff man 
syndrome) (GLRAl), mRNA 


NM_003494 


Homo sapiens dysferlin, limb girdle muscular dystrophy 2B (autosomal 
recessive) (DYSF ), mRNA 


NM 000081 


Homo sapiens Chediak-Higashi syndrome 1 (CHSl), mRNA 


NM_000052 


Homo sapiens ATPase, Cu-H- transporting, alpha polypeptide (Menkes 
syndrome) (Alr7A), mRNA 


NM_001635 


Homo sapiens amphiphysin (Stiff-Mann syndrome with breast cancer 128kD 
autoantigen) (AMrH), niKNA 


JNM Ozzooi 


Homo sapiens CTAGli-1 protein (CI AGb-1), mRNA 


JNJVl VZJ^OOZ 


Homo sapiens meiotic checkpoint regulator (MCPR), mRNA 


NM 022658 


Homo sapiens homeo box C8 (HOXC8), mRNA 


NM_0005oy 


Homo sapiens Fc fragment of IgG, low affinity nia, receptor for (CD 1 6) 

fX2r^r^X>1 A\ .-.r.T>XT A 

IrCCjRjA), mKNA 


INiVL UUUoUZ 


Homo sapiens folate receptor 1 (adult) (FOLRl), transcript variant 2, mRNA 


■xTA/T AA/CQOI 

JNJVL uuoyyi 


riomo sapiens zinc linger protein iv / ^z,Nr l V / j, mKJNA 


NM_0 18946 


Homo sapiens N-acetylneuraminic acid phosphate synthase; sialic acid synthase 
toAc)), mKJNA 


MM 003979 


rTrtm/^ CQT%i<*Tie T*»'H'n/%i/^ or'i/H iTiriiifpH (1? AY'S i ■mT^'^TA 
XJ.VJXI1LI od-piCIlo iClinUlL/ d.L/lU. IIICIUWCVJ. D \ISur\XD )^ 1IIJAJ.N/A. 


NM 021785 


Homo sapiens retinoic acid induced 2 (RAI2), mRNA 


NM 001436 


Homo sapiens fibrillarin (FBL), mRNA 


NM_012151 


Homo sapiens coagulation factor VIH-associated (intronic transcript) (F8A), 
mRNA 


1 NM_007170 


Homo sapiens testis-specific kinase 2 (TESK2), mRNA 



431 

BNSDOCID: <WO 03074654A2_L> 



PCT/US03/05028 

WO 03/074654 



NM 006285 I 
NM_016424 I 
I 


lomo sapiens testis-specific kinase 1 (TESKl), mRNA , , , , , ■ 

lomo sapiens cisplatin resistance-associated overexpressed protein (LUC7A), 
nRNA , ^ — — TTP; 


NM_012152 1 
( 


iomo sapiens endothelial differentiation, lysophosphanaic acid u-protcm- 

:ouoled receptor, 7 {EDG7^. mKNA , \ 


NM_007360 ] 

NM 004924 1 


Eiomo sapiens DNA segment on chromosome 12 (unique) 2489 expressed 

sequence (D 1 2S2489E), mRNA 

Homo sapiens actinin. alpha 4 (ACmSf4), mRNA ^ J 


NM 001102 
NM_012128 


tlomo sapiens acunm, dipua i * _ — _ _ ^ r^K a\ 1 

Homo sapiens chloride channel, calcium activated, tamily memoer 4 (CLCA4>, 

mRNA 


NM 014551 
NM 018977 
NM 001103 


Homo sapiens hvpothetical protein 384D8 6 (384D8-2), mKNA 

Homo sapiens neuroligin 3 (NLGN3). mRNA 

Homo sapiens actinin, alpha 2 CACTN2), mRNA 


NM 022569 
NM 005892 
NM 016370 
NM_012135 


Homo sapiens N-deacetylase/N-sulfotransferase 4 {NDS14), mKNA 

Homo sapiens formin-like (FMNL), mRNA _ 

Homo sapiens RAB9-like protein (RAB9U, mRNA 

Homo sapiens DNA segment on chromosome 6Cunique) 2054 expressed 
seauence fD6S2654E), mRNA 1 


NM_007161 


Homo sapiens DNA segment on chromosome 6 (unique) 49 expressed sequence, 
NK cell triggerine receptor, p30 (D6S49E). mRNA ^ 


NM_006114 


Homo sapiens DNA segment on chromosome 19 (unique) 1 1 / / expressed 
sequence (D19S1 177E), mRNA 


NM_006014 


Homo sapiens DNA segment on chromosome X (unique) 9879 expressed 
seauence fDXS9879E), mRNA 


NM_004699 


Homo sapiens DNA segment on chromosome X (umque) 9926 expressed 
sequence (DXS9928E), mKNA -— 


NM_003683 

NM 015484 
NM 013263 
NM 022157 


Homo sapiens DNA segment on chromosome 21 (umque) 2U50 expressed 

sequence (D2 1 S2056E), mRNA _ 

Homo sapiens GCDP-interactmg protein p29 (P29), mKNA I 

Homo sapiens bromodomain-containmg 7 (BRD7), mRNA J 

Homo sapiens Rag C protein (GTR2), mRNA ^ 


IN IVl U 1 *+DU*t 

NM 001915 
NM 012188 
NM 016148 

NM 022482 
NM 022493 


Homo sapiens Tax interaction protein 1 (TIP-1), mRNA. _ 

Homo sapiens cytochrome b-561 (CYB561), mRNA ^ 

Homo sapiens forkhead box 11 (FOXIl), mRNA J 

Homo sapiens somatostatin receptor-mteractmg protem (SSTRIP), mRNA 

Homo sapiens hypothetical protein FU21794 fFU21794), mKJNA 

" Homo sapiens hypothetical protein FLJ21988 fFLJ21988), mRNA 

" Homo sapiens hvpothetical protein FU22056 (FU220b6), mKNA 


NM 022489 
NM 022485 
NM_022464 


■ "Homo sapiens hvpothetical protein FU22405 fFLJ22405 ), mKM A 

TT^-««. nn-M^Avict Ai^/i/x¥\i<iomir> ri»tir*iiliim chancrone SILl, homolog of yeast (Sll-»ijj 1 
jionio sapiens enQopiasnaic rcLiouiuiii wiiaji/^j-vi.iw k^^^^, a^^u ^ ^ ^ ■ 

mRNA 


NM_022456 


Homo sapiens hypothetical protein FLJ22548 similar to gene trap l^Al 12 

/T7T T'>'?^4R^ mPTsTA 


NM_022450 


Homo sapiens hypothetical protein FU22357 sinnlar to epidermal growth factor 
receptor-related protein (FLJ22357\ mRNA 


NM 022443 
]SIM_022136 


Homo sapiens myeioio. leuKemid idoiui i v-»->a-i-^a x^, ^^^^^^ _ — . 

Homo sapiens SAM domain, SH3 domain and nuclear localisation signals, 1 
fSAMSNl), mRNA 


NM 012217 
NM_020366 


Homo sapiens mast cell tryptase (TPSDl), mRNA 

Homo sapiens retinitis pigmentosa GTPase regulator mteractmg protem 1 
fRPGRIPl). mRNA 
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"NTN A A 1 ^ /I 1 

JNJVL Ulo^41 


xlomo Sapiens guanine nucieouQe Dinumg pr oiein i j , gaiiuiid v^oin o i j iruviN-^v 


NM 004204 


Homo sapiens phosphatidylinositol glycan, class Q (PIGQ), mRNA 


XT\>r f\'\ ACSAti 


xionio sapiens spasnc paraplegia 4 ^auiosoniai aonunani, spasiin^ ^oJr04^j 


IN jyi__uzz 1 40 


rxomo sapiens neuropepiicie i, jNJ7aiTiiue-reiai.eapeptiav rcocptor v,^-*- ' 
mRNA 


INlVl__UU*f o o J 


jiOino sapiens neuropepiitie o protein''CuupiccL rcQepior^ neurupepiiu.c rr* ^ 

^INx VJi XVj, iniVLN/\. 


"Miv/f nnoQ^s 

INJVl UUZi^JO 


xiomo Sapiciid Jx X cv. rcucpLui'iiivc lyrooiiic Kiii<toc \^xvxfw^, nii\j.>i/^ 


TsnV^ 0090'^ 1 
iNiVl lyv/Z!7^ 1 


XiOmo odpiciio ring iiiigcx piuiciii i ^jvunvji ^, iiuevinxa. 


IN iVl UZ. 1111 


XlLimO oapiCIlo lCVdolUll''lllULlVlllg''WyoLClliC**l Iwl piULCIll Willi iVCL^dl lllvrLlXo 

(RECK), mRNA 




tTrtmr* o*aT\i*»Tio ott^I'^qi'M 1 i Al?f~^"Wl i tviT?^TA 
jnOIIlU IxipiCIlb dlUllalll 1 \^/^-CVV^IN 1 )^ IIIIVIN/A. 


NM 016639 


Homo sapiens type I transmembrane protein Fnl4 (FN 14), mRNA 


JNiVl UUOOcSO 


Jtionio sapiens aciin-iiKe /r> i^/\.v^ij^/r>j, rnjKj>i/\ 


NM 006687 


Homo sapiens actin-like 7A (ACTL7A), mRNA 


jSIM_005c>5o 


Homo sapiens receptor (calcitonin) activity modifying protein 3 (RAMP3), 
mRNA 


NM_005854 


Homo sapiens receptor (calcitonin) activity modifying protein 2 (RAMP2), 
mKJNA 


JN ivi_uu J o r> J 


Homo sapiens receptor (calcitonin) activity modifying protein 1 (RAlVIPl), 
mRNA 


XnVyT AAA/1 'T^: 


Homo sapiens nuclear receptor subfamily 0, group B, member 1 (NROBl)^ 

rvi'DXIA 

nUKJNA 


XTTV/T AA^/IC^ 
iNiVi \j\jo"r7D 


xiomo sapiens ixAiN Dinamg proiein y niivXN/v 


INiVl UU4DJ4 


xiomo sapiens oromoQomain ana rriij linger coniaimng, i ^jDxsjrr i ^, niixiN/\ 


Xr\>f AAA! /I A 
JN1YI__UUU i 4U 


Homo sapiens ferrochelatase (protoporphyria) (FECH), nuclear gene encoding 
miLOcnonuriai pruicm, mtviN^ 


NM 000031 


Homo sapiens aminolevulinate, delta-, dehydratase (ALAD), mRNA 


XnV/f AAAA97 
iNiVl \j\}\j\JjL / 


xiomo sapiens aspanyigiucosaminiaase ^^/\.vjr/\^, mivrN/v 


NM 000026 


Homo sapiens adenylosuccinate lyase (ADSL), mRNA 


XTA/T AAAAO^ 


Homo sapiens adrenergic, beta-3-j receptor (ADRB3), mRNA 


NM 000020 


Homo sapiens activin A receptor type Il-like 1 (ACVRLl), mRNA 


XTNyf A AAA 1 A 


Homo sapiens acetyl-Coenzyme A acetyltransferase 1 (acetoacetyl Coenzyme A 
thiolase) (ACATl), nuclear gene encoding mitochondrial protein, mRNA 


XTAyr AAAA1 c? 


Homo sapiens acyl-Coenzyme A dehydrogenase, very long chain (ACADVL), 
nuclear gene encoding mitochondrial protein, mRNA 


xnv>f A AAA 1 n 


Homo sapiens acyl-Coenzyme A dehydrogenase, C-2 to C-3 short chain 
(^/vv^AL/o j, nuclear gene encoQing miLOcnononai proiem, mj\iN/\. 




riomo sapiens acyi-^-'Oenzyme j\ aenyurogenase, v_/-*f to ^-iz scraignx cnam 
yjw^rSAJiyL)^ nuL/iCd.r gciic ciiL/Otimg rniiovnunurioi proicm, iiusj.N,rY 


NM 000476 


XJLOlllU oapiCIlo ctLlCliyidlC^ ivllldaC 1 ^/VT^l ^, IIUXINZ^ 


NM 001 R'^O 

iNlVJL WIO-jV/ 


XJ.01I10 odpiciio C/iuuriuic oiidiinci t ^^jl/\-/^i>i*t jy iiuvl^xy 


NM 022365 


Homo sapiens hypothetical protein similar to mouse Dnajll (DNAJLl), mRNA 


NM n9'?'^^0 


xiomo sapiens ammopeptiaase ^^i^vjv-^oh i o / inr\j.>/\ 


NM 022335 


Homo sapiens hypothetical protein PR02849 (PR02849), mRNA 


NM 00S9SQ 


XlUmU oa.piCno glOWLll LliXld CllllallUIl ld.UHJl O \\JLJr Ojy IlUVL^-rV 


NM 001789 


Homo sapiens cell division cycle 25 A (CDC25A), mRNA 


NM_022006 


Homo sapiens FXYD domain-containing ion transport regulator 7 (FXYD7), 
mRNA 


NM_022003 


Homo sapiens FXYD domain-containing ion transport regulator 6 (FXYD6), 
mRNA 
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NM 020655 


Homo sapiens junctophilin 3 (JPH3), tnKNA 


NM_002855 


Homo sapiens poliovirus receptor-related 1 (heipesvirus entry mediator C; 
nectin) (PVRL 1), mRNA 


NM_012340 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 2 (NFATC2), mRNA 


NM_006599 


Homo sapiens nuclear factor of activated T-cells 5, tonicity-resonsive (NFAT5), 
mRNA 


NM_006162 


Homo sapiens nuclear factor of activated T-cells, cytoplasmic, calcineurin- 
dependent 1 (NFATCl), mRNA 


NM 022061 


Homo sapiens ribosomal protein L17 isolog (LOC63875), mRNA 


NM_022095 


Homo sapiens hypothetical C2H2 zinc finger protein FLJ22504 (FLJ22504), 

mRNA 


NM 022091 


Homo sapiens dJ467Nl 1.1 protein (DJ467N1 1.1), mRNA 


NM 022084 


Homo sapiens hypothetical protein dJ102H19.4 (DJ102H19.4), mRNA 


NM 022077 


Homo sapiens hypothetical protein dJl 141E15.2 (DJ1141E15.2), mRNA 


NM 022098 


Homo sapiens hypothetical protein LOC63929 (LOC63929), mRNA 


NM 022081 


Homo sapiens hypothetical protein bK1048E9.5 (BK104SE9.5'), mRNA 


NM 021081 


Homo sapiens growth hormone releasing hormone (GHRH), mRNA 


NM 022168 


Homo sapiens melanoma differentiation associated protein-5 (MDA5), mRNA 


NM 022165 


Homo sapiens Lin-7b protein (LIN-7B), mRNA 


NM 022161 


Homo sapiens livin inhibitor-of-apotosis (LIVTN), mRNA 


NM 022159 


Homo sapiens ETL protein (ETL), mRNA 


NM 022156 


Homo sapiens PP3 1 1 1 protein (PP3 111), mRNA 


NM 022151 


Homo sapiens MAP-1 protein (MAP-1), mRNA 


NM 022150 


Homo sapiens RFamide-related peptide precursor (RFRP), mRNA 


NM 022149 


Homo sapiens MAGEFl protein (MAGEFl), mRNA 


NM 022144 


Homo sapiens myodulin protein (LOC64102), mRNA 


NM 022141 


Homo sapiens gamma-parvin (PARVG), mRNA 


NM 022134 


Homo sapiens glycoprotein beta-Gal 3'-sulfotransfaase (GP3ST), mRNA 


NM 022131 


Homo sapiens calsyntenin-2 (CS2), mRNA 


NM 022129 


Homo sapiens MAWD binding protein (MAWBP), mRNA 


NM 022123 


Homo sapiens basic-helix-loop-helix-PAS protein (NPAS3), mRNA 


NM 022121 


Homo sapiens p53-induced protein PIGPCl (PIGPCl), mRNA 


NM 022120 


Homo sapiens hypothetical protein FKSG25 (FLJ00030), mRNA 


NM 022114 


Homo sapiens PR domain containing 16 (PRDM16), mRNA 


NM 022112 


Homo sapiens p53-regulated apoptosis-inducing protein 1 (P53AIP1), mRNA 


NM 022111 


Homo sapiens homolog of Xenopus Claspin (CLASPIN), mRNA 


NM 022101 


Homo sapiens hypothetical protein FLJ22965 (FLJ22965), mRNA 


NM 022087 


Homo sapiens hypotiietical protein FLJ21 634 (FLJ21634), mRNA 


NM 022083 


Homo sapiens niban protein (NIBAN). mRNA 


NM 022078 


Homo sapiens hypothetical protein FLJ12455 (FLJ12455), mRNA 


NM 022076 


Homo sapiens hypothetical protein IMAGE 109914 (LOC63904), mRNA 


NM 022072 


Homo sapiens hypothetical protein FU22609 (FU22609), mRNA 


NM 022067 


Homo sapiens hvpothetical protein FLJ12707 (FIJ12707), mRNA 


NM 022049 


Homo sapiens G-protein coupled receptor 88 (GPR88), mRNA 


NM 022044 


Homo sapiens stromal cell-derived factor 2-like 1 (SDF2L1), mRNA 


NM_022042 


Homo sapiens solute carrier family 26 (sulfate transporter), member 1 
(SLC26Al),mRNA 


NM_022039 


Homo sapiens split hand/foot malformation (ectrodactyly) type 3 (SHFM3), 
mRNA 


NM 021173 


Homo sapiens polymerase (DNA-directed), delta 4 (POLD4). mRNA 


NM 016371 


Homo sapiens hydroxysteroid f 17-beta) dehydrogenase 7 (HSD17B7), mRNA 
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XTliyf AAA ATI 

JNM_000U23 




IN jvi__uu D uy y 


XJ/^rvir^ eoT^i^nc a /licint^aorin-lilrf* 5»nH mpfallA'ATntPfl^e rrfiOrolvSUl tVDCi With 

tVirAmhn<;r>nndin tvne 1 motif 4 f ADAMTS4'^ mRNA 


INlVi uiQjyu 


TT/M-nr% e!ar\if»nc nrActatf smdrncrRn-rf^OllljltpH tran^cri"nt 1 iPARTl K ITIRTnA. 
inumu o<l}Jidlo jJXvJoLalc^ diAillUgwii iwguia.wv.'Vi uaiiov/xi)^!. x v. a/j ai.jj.va *. 




T-Tnmrk cQTiip^nc ■niir»lf»5ir trnncnri'ntiAn fantnr Y ffamTna rNTFYCV mRNA. 

XxOiilv/ oa-l^lCIlo llUwlCAL U.dilov'X IJJtlVilxX Idv/LUl x j gaxiixxic*' ^x-^j. a- ^^/^ aam.'vj. ». 


NM 006166 


Homo sapiens nuclear transcription factor Y, beta (NFYB), mRNA 


JNJVL UUZZOo 


rromo sapiens KaiyopncOIl aipna. *+ V^^iAipui lUi aipiia \xr%^ x^rx-r^, xi.uy^^jrK 


iNiVl UUjZZ!/ 


Watyia cdi-iiVriQ PT T<r 1 mpmfipr nf FTS nnroffene familv fELKl^ mRNA 


TvTTV/f no 170/^ 

INiVJt UZl /!70 


T-Tr»mrk cQT^i^^-nc ■r»l5mf»r»tn-Q'npr»'!'fir' 1 ^PT AC^l"^ TTlR'MA 

XX-UlllVJ dU-piOXXo JJldUCllLC* ojJCL/lXlV^ 1 X^JTW^ 1 XIXXXX^./^ 


iXllVl KJiOD "O 


Wr\mA canimc VQllilrrpitl 1 '\ HCJ 1C'\'W mRNA 
.nomo oapiCIlo JvclliliULdii u ^xvx-<x^ x «j ^ , iixt\jL^.r\. 


IN Nx^Vj DOj 


WnmA cei-niianc r^l-PsiffArv rf^fpntAr fnmilv 1 ^iiVifamilv H member 1 TORlEl^ 
mPMA 


NM 021926 


Homo sapiens aristaless-like homeobox 4 (ALX4), mRNA 


xTN/r no 1 
JNJVl U/IV-)/ 


riOmO sapiens glycogen syntiiaac ^ ^iivcr^ v^^j x o^;, hu\x^^ 


NM 020980 


Homo sapiens aquaporin 9 (AQP9), mRNA 


NM 001d14 


Homo sapiens actin, gamma 1 (ACTGl), mRNA 


XTAvT A1 O^QA 

NM uiooyu 


riomo sapiens apoiipoproiem r>*fo receptor ^/vr^oH'oixy, inxsjL^irv 


NM_005230 


Homo sapiens ELK3, ETS-domain protein (SRF accessory protein 2) (ELK3), 

inKJNA 




riomo sapiens a uismtegnn anu meiaiioproiemase uomam y v^mciinii gdiiuiicty 


NM 000847 


Homo sapiens glutathione S-transferase A3 (GST A3), mRNA 


NM_021814 


Homo sapiens homolog of yeast long chain polyunsaturated fatty acid elongation 
enzyme 2 (xlJbJLO i ), mKJNA 


XTTV A AO 1 /CO O 


riomo sapiens aracniuonaie lipoxygenase j \j\Lj\jj^u:z>d ), mxviN/\. 


NM 012419 


Homo sapiens regulator of G-protein signalling 17 (RGS17), mRNA 


NM_U14oo5 


riomo sapiens nomocysteine-mQuciDiej enaopiasmic reucuium bucbo-uiuu^iuic, 

UDiC[Uitin-iiKe aomam memoer i ^rxjc-xsjrijjL'i/, iiixsj-n/^ 


NM 005705 


Homo sapiens pan-hematopoietic expression (PHEMX), mRNA 


iNM UU4yUD 


riomo sapiens wiinis tumour i-associaung proicm ^rvxrvrvuiuj^, iiusj-^rv 


NM_003101 


Homo sapiens sterol O-acyltransferase (acyl-Coen2yme A cholesterol 
acyltransierasej i i j, mKJNi*\ 


NM UZiyoj 


Homo sapiens phosphoglucomutase 5 (PGMS), mRNA 


XTlVyr AA'7CCC 

NM__UU3d55 


riomo sapiens oiiactory receptor, lamiiy i, suDiamiiy vj, mcmucr i ^v^jvivji^, 

•rv»T?XT A 

misJNA 


IN 1V1_UU J DjZ 


jtiomo sapiens oiiaciory receptor, lamiiy i, auuiamiiy jl/, ixicxxiuci *r yyjis.i.xj*'*)^ 

TYiT?MA 


iNiVl UU 1 J'f J 


nOmU odpiCIlo UldL'y igiyCCiOX JVlXXaoC, aXJJXia yO\Jr\S^ ) ^x_>'vjx'\.x-x/, iiix>^^r^ 


INIVL 1 OZU 


TTrtmn cc»-r*i<>nc P"R HAmsiin mntsiinincr 1 rPRT^lVTl mRNA 

rxilirxU ddpiCIXo nV UUIIldllX LfiJXXtdiliXXXg XJ ^^ir X>J-/iVX ^ /, iiixvi--^^i- 




TTatyia c5»"ni**nQ nf^nrAcrpnin /TsJ H'T TR OCt^"^ mRNA 

XXVlXXXd odJJXwXio XXwlXl LP^Ci'iXXll J X-( V-/" XWVvJ J llxXvJ->.£». 


MM 090997 


Watvia ccir*i/»nc PT? H Amain PAntflinina Q rPRT^A/TQ^ TTlRNA 
rxUUlU odf/lCIlo xrxv. UUXiXdllX ^uxiLdXixixx^ y yL XNJ-^ivx^y, nxxNj.'H.i^ 


MM 090991^ 


WrtmA CQnip^-nc PP dA-main OAntainincJ R ^PRT^lVTS^ mRN^A 
XlUlXlO bdpidlo X XV. UUIxldlXl V/UXXlaXXXilXg O \^x Xxj-xivxo^, ixxxv-l^x^ 


NM 020229 


Homo sapiens PR domain containing 1 1 (PRDMl 1), mRNA 


NM 020228 


Homo sapiens PR domain containing 10 (PRDMl 0), mRNA 


NM Ulo412 


riomo sapiens insulm-liKe growtn lacior z, annsense \\sjr miviN^ 


MM 006161 


T-Tnmo ^flnien^ neiirn0enin 1 fNEUROGl^ mRNA 

XXVxXlV/ dw^lV^XXO XlwUl VJ^wXXXXi X ^ X-/ V>' x.x.v^ VJ x Axxxxa. z x. 


NM 005734 


Homo sapiens homeodomain-interacting protein kinase 3 (HIPK3), mRNA 


NM_001818 


Homo sapiens aldo-keto reductase family 1, member C4 (chlordecone reductase; 
3 -alpha hydroxysteroid dehydrogenase, type I; dihydrodiol dehydrogenase 4) 
(AKR1C4), mRNA 


NM 004363 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 5 
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(CEACAM5), mKNA 


NM 002841 


Homo sapiens protein tyrosine phosphatase, receptor type, G (PTPRG), noRNA 


NM_002716 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 
65), beta isoform (PPP2R1B), mRNA 


NM 001785 


Homo sapiens cytidine deaminase (CD A), mRNA 


NM_003554 


Homo sapiens olfactory receptor, family 1, subfamily E, member 2 (OR1E2), 
mRNA 


NM_021961 


Homo sapiens TEA domain family member 1 (SV40 transcriptional enhancer 
factor) (TEADl), mRNA 


NM_002847 


Homo sapiens protein tyrosine phosphatase, receptor type, N polypeptide 2 
(PTPRN2), mRNA 


NM_002778 


Homo sapiens prosaposin (variant Gaucher disease and variant metachromatic 
leukodystrophy) (PSAP), mRNA 


NM_000934 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 2 (SERPINF2), mRNA 


NM_000932 


Homo sapiens phospholipase C, beta 3 (phosphatidylinositol-specific) (PLCB3), 
mRNA 


NM_000709 


Homo sapiens branched chain keto acid dehydrogenase El, alpha polypeptide 
(maple syrup urine disease) (BCKDHA), mRNA 


NM 001666 


Homo sapiens Rho GTPase activating protein 4 (ARHGAP4), mRNA 


NM_021815 


Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), 
mRNA 


NM 014885 


Homo sapiens anaphase-promoting complex 10 (APCIO), mRNA 


NM_021948 


Homo sapiens chondroitin sulfate proteoglycan BEHAB/brevican (BCAN), 
mRNA 


NM 021946 


Homo sapiens hypothetical protein FLJl 1362 (FLJl 1362), mRNA 


NM 021942 


Homo sapiens hypothetical protein FLJ12716 (FLJ12716), mRNA 


NM 021940 


Homo sapiens hypothetical protein FLJ13159 (FU13159), mRNA 


NM 021922 


Homo sapiens Fanconi anemia, complementation group E (FANCE), mRNA 


NM 002644 


Homo sapiens polymeric immunoglobulin receptor (PIGR), mRNA 


NM_002470 


Homo sapiens myosin, heavy polypeptide 3, skeletal muscle, embryonic 
fMYH3), mRNA 


NM 001700 


Homo sapiens azurocidin 1 (cationic antimicrobial protein 37) (AZUl), mRNA 


NM 003949 


Homo sapiens huntingtin-associated protein 1 (neuroan 1) (HAPl), mRNA 


NM_021021 


Homo sapiens syntrophin, beta 1 (dystrophin-associated protein Al, 59kD, basic 
component 1) (SNTBl), mRNA 


NM 018953 


Homo sapiens homeo box C5 (HOXC5), mRNA 


NM 012120 


Homo sapiens CD2-associated protein (CD2AP), mRNA 


NM„007121 


Homo sapiens nuclear receptor subfamily 1, group H, member 2 (NR1H2), 
mRNA 


NM 006753 


Homo sapiens surfeit 6 (SURF6), mRNA 


NM 006200 


Homo sapiens proprotein convertase subtilisin/kexin type 5 (PCSK5), mRNA 


NM 006426 


Homo sapiens dihydropyrimidinase-like 4 (DPYSL4), mRNA 


NM_005670 


Homo sapiens epilepsy, progressive myoclonus type 2, Lafora disease Gaforin) 
(EPM2A), mRNA 


NM 006877 


Homo sapiens guanosine monophosphate reductase (GMPR), mRNA 


NM 004619 


Homo sapiens TNF receptor-associated factor 5 (TRAF5), mRNA 


NM 002627 


Homo sapiens phosphofructokinase, platelet (PFKP), mRNA 


NM 002433 


Homo sapiens myelin oligodendrocyte glycoprotein (MOG), mRNA 


NM 002207 


Homo sapiens integin, alpha 9 (ITGA9), mRNA 


NM 002113 


Homo sapiens H factor (complement)-like 1 (HFLl), mRNA 


NM 002074 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 1 
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/'^;"^v^R1^ mPTJA 


INiVl UUj / j J 


XlOmO oapiCIli* Z ~J UilgUdUCnyialC oyilLiiCLaow-iiivw \\/r^iji^j^ iiu\^^r\. 


xnv/r n/TXi^i 


XJr\r\^r\ eo-Tkl^T^C r*l"fcir»+rvi-\/ ■i"^r«<»r*f"/\T' "fo-miW/ CnV^'fsiTYI'll'V A TYIPTTll^PT* 9 l{^T?^A9i 

mRNA 




TJrkm/-* cQT^iPTio rT^/»TVilM-a'n/a r*r\"fVir»l*/M' "rvrr^fpin ^^^1^4,^ tTriT^VinV^lcicf— Ix/TnnVir^P'Vf'P PfAQQ— 
XXOmU od.piCIlo IXlCiriUru.nc UUlawlUI piULCUl ^v^X-/*tVj U\jpiiUUiaoL~ljriiipilLili/jrlw ^i^oo 

reactive antigen) (MCP), mRNA 


XNiVi VJUwo/l/ 


"PTr^mo canipnc ^-TT\/HmY\/tr\mt5^Tni'TiP ^QPrAtATiin"^ TPHPntAi* 4 ^WT*T?4^ 1111? A 
XxUXIlU odpiCllo J'^lljrtllv/Ajf liypiclllllllC ^oc»iV->tv<Fiiiii^ "r ^j:; JL Jl xv-ry^ xiJx\j.^y^ 


IN iVl UUUO 1 J 




NM_000377 


Homo sapiens Wiskott-Aldrich syndrome (eczema-thrombocytopenia) (WAS), 

TIlIXJlNrv 




'H'i*\tT^rt ooT^i^t^o •niK^l^oT* r^/^ i^r\i'i\r ciirtTQTT^i 4. <T1*/\11T^ A TnPTnhPT* A iM \i 4 A ^ i 
JuLOIIlO bapiCIlo nLlUlCai rCt/CpUUr buDXallUiy *+5 ^i^up .rV, illClllUCI J ^1nXvt-^J>^j 

ml^TsTA 

llLIViN-rV. 


NM 000368 


Homo sapiens TSCl gene (hamartin) (TSCl), mRNA 


INIVL U 1 1 0 


xiomo sapiciib iriLcricuKiii i rcucpLor doccbisuiy piuLciii-iiJs.c z, yi±^Lx\j^jri^z,j, 
mRNA 


iNlVX vlUOZoO 


J710IT1U odpiCIlo LljpUioUIIiCId.bC yl^rHr\.J X ^ 1 V-zXT 1 J, HJUlSJ.>I/^ 


i > lYl v/U 1 UDO 


XlUmU odpiCIlo LUpUloUIllCi£loC ^J_</1N/X^ JJL L/C Id \ i 0\J rkJu^ J yXK^Mr^J^Jf XiJXNJ.>ljrV 


IN iVX VZr VT / U 


TTrkTvi/\ eQ-r»ipne mi+uf'ivp +T"OTicTnpnriV\TSiTiP Tifrtt'PiTi • V*rM*inrk1ricy r\'F'\/^P5*ct rf*Tr»lcTi 

xiumu odpxcxxo pixidiivc udiioixiciiiL^idixc piULciix, iiuxiiuiug ux ycdat vjuxgx 
mpmV>T5^Tip TiTAtpiTi 'Vi'fl'n /'Y*it>1 D-iritprf^pti'nO' "F^iPtAi*^ ^'S4'T'1\4^^ 1x1!? M^A 

IXICXXIUI dXXC pivJldll J. IXXp \^ X IJJ i P"llltt'l dV^Llll^ xav/LVl y \^«^^AXVAyj HXlXi>.r^ 


NM_006562 


Homo sapiens transcription factor similar to D. melanogaster homeodomain 

piUlCXIl XdUy UXTil IdlC ^1^0 yv X llu\l^r\. 


NM 017545 


Homo sapiens hydroxyacid oxidase (glycolate oxidase) 1 (HAOl), mRNA 




xiomo sapiens regulator oi vj-proiem signalling lu ^^ivvjoxu^, uuvlna 


NM 012263 


Homo sapiens tubulin tyrosine ligase-like 1 (TTLLl), mRNA 




Homo sapiens complement component 1 , q subcomponent binding protein 
(CIQBP), nuclear gene encoding mitochondrial protein, mRNA 


XTAyf AAA/1 01 


Homo sapiens complement component 1 , q subcomponent, beta polypeptide 


XIA>r 004790 


Xiomo sapiens eixooLnciiax aiiiereiiixdiiuix, xy2»upxxubpnd liu.il> doiu vj-pxutciix** 

LrULXpXCU XCv-CpLUL, t yCfJLJKJ^J^ XIXCvXNjTV 


TOTV/T 00/=i917 


XXUXXiU SdpXCXXb oCXlXXC V^UI V/yoLClXlCy pXUlCXXldaC XXIIXXUXLUX3 UXdUC X ^XiCUX uocxpxix^9 

member 2 (SERPINI2), mRNA 


Kr\A 01979*^ 


XIUTIIU odpiCIXS dldXlIX Z-DXIlQlIlg prULCill X \±\^Dsr X )y ixxxvx>/-\. 


MM OOA^A'^ 

INIVJL yjXJHj^j 


1-Tr\7^<^ CQT\1PT\C UpTmiIitI /"MTPT^l TYtU^IA 

XxUilXU ddpXCXXo llCULXXXIX ^X^OP IXXTvlN^ 


NM 016151 


Homo sapiens prostate derived STE20-like kinase PSK (PSK), mRNA 


xnv/r oif^^9» 

iNiVl UIOjZo 


jnoiTiu odpxciit) xiyuroAyduiu. oxiudbc j ^mctiiurn.-C'XXdxix^ \ jrLr\\JD j, iixivin/a. 


XTA/T 0001 8^ 


Xiomo sapiens senne v^or cysteine^ proieinasc inniDiLor, ciauc u ^neparm 
rnfactnr^ mpmher 1 C^PPPrNTDI^ m'R'NrA 


TsTM 00S410 


l-Torno QJinipriQ QplpTiATirofpin P "nlaQtrifi 1 ^Sil-'PPl^ Tn"RT^A 


NM_005226 


Homo sapiens endothelial differentiation, sphingolipid G-protein-coupled 

rprpntnr CFDrr'^^ mPTvJA 

XCV^W^L^JI, ^ 1 « I../VJ »J IXlXvlN-fTi. 


TsnVf 00^179 


TTomo QaniPTiQ f»tr\n5il Vir^mAl act 1 rT^rAQA'nliila^ ( AT'OT-Tl'^ ml^T^A 

jrXUill\J OdJJlV/llo dLUlXdi XXUXXIUXU^ 1 ^J-^i V/oV/^llllCl/ yx^XV^XXl iliXVLNx^k. 


"NTN/r OOSlOO 


TTrtTVirfc CS1T41PTIC r*viHo'H"\rp_c'H*pcc ■rpcT*r>*nciVP 1 i(^ST? 1^ TnU^JA 
XlUXliU OdpXCiio UAXvldLl VC'SLXCoo XCopUXioXVC 1 \^v^01VX XlXlXX^.r\. 


Xr\/f 0014QR 
INiVJL UU 1 '+!7 0 


xioiTxu odpxcns giULamaLe-cysiemc xigdoc, t/dLdxyLXL/ slxuuixil ^vj\^x-/V^j, iiiixin/\ 


"KTIVyT 00'^Q99 


jnuiiiu Jbapxcxib xiccL ^^nomoiogoub lu liic jzltU^xtjt \\j xjszi-d r\^) ud,iuuAyi Lciiixiiiuo^ 


NM 002061 


Homo sapiens glutamate-cysteine ligase, modifier subunit (GCLM), mRNA 


NM 001088 


Homo sapiens arylalkylamine N-acetyltransferase (AANAT), mRNA 


NM 021828 


Homo sapiens heparanase-like protein CHPA2), mRNA 


NM 021826 


Homo sapiens hypothetical protein FLJ13149 (FLJ13149), mRNA 


NM 021823 


Homo sapiens hypothetical protein MDS018 (MDS018), mRNA 


NM 021820 


Homo sapiens MDS024 protein (MDS024), mRNA 
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NM 021819 ] 


Homo sapiens ERGL protein (ERGL), mRNA — 


MM 021818 ] 
NM_021812 ] 


Homo sapiens WW Domain-Contammg Gene (W W4^), mKiN/\ 

Homo sapiens blepharophimosis, epicanthus mversus ana piot>ii>, t.diiu.iuaic i 
fBPESCl), mRNA — — — 


NM 021809 


Homo sapiens TGF(beta)-mduced transcnption lactor z {lkjit^j, iiu>^-*r^ 


NM 021805 


Homo sapiens smgle Ig IL-lR-relatecl molecule (m<jxkkj, niraN a . 


NM 021803 


Homo sapiens mterleukm 21 (IL21), mKNA . 


NM 021798 


Homo sapiens mterleukm 21 receptor (iLziKj, mKiSA 


NM 020982 


Homo sapiens claudin 9 (CLDN9), mRMA — 


NM 006657 


Homo sapiens formimmotransferase cvc lodeaimnase i^uh mtsa>i/\. 


NM 021784 


Homo sapiens hepatocvte nuclear tactor 3, beta (illNr jp). misjNA 


NM 014375 


Homo sapiens fetuin B (FETUB), mRNA 


NM 021032 


Homo sapiens fibroblast growth factor 12 (rur 12), mKJNA _ 


NM 019595 


Homo sapiens mtersectin 2 (rrSN2), mRNA ^ 


NM 018991 


Homo sapiens DKFZp434A0131 protein (DKFZP434A013 1 ), mKNA 


NM 014574 


Homo sapiens nuclear autoantigen {GS2NA), mKJN A ^ _ 


NM 021002 


Homo sapiens interferon, alpha 6 (1FNA6), mRNA , _ 


NM_001676 


Homo sapiens ATPase, H+/K+ transporting, nongastric, alpha polypeptide 
(ATP12AXmRNA . 


NM_0 19886 


Homo sapiens carbohydrate (N-acetylglucosamme o-uj suiioiransiciafi»c / 
rCHSTVV mRNA 


NM_017581 


Homo sapiens cholmergic receptor, nicotimc, alpha polypeptide y (L,tUfJSAy), 
mRNA 


NM_001695 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pumpj 
42kD (ATP6C), mRNA 


NM 006303 


Homo sapiens JTVl gene (JTVl K mRNA 


NM 014413 


Homo sapiens heme-regulated initiation factor 2-alpna ianase (nKi;, mtu^NA 


NM 012149 


Homo sapiens double homeobox, 5 (DUX5), mRNA . 


NM 012146 


Homo sapiens double homeobox, 1 (DUXl ), mRNA 


NM 021733 


Homo sapiens testis-specific kmase substrate ( 1 bKt>), mKJN A _ — _ 


NM_004339 


Homo sapiens pituitary tumor-transformmg 1 mteracting protein 1 1 GUP), 
mRNA ^ 


NM 004219 


Homo sapiens pituitary tumor-transformmg 1 (Fl ICjI), mKJN a 


NM_003860 


Homo sapiens Breakpoint cluster region protein, utenne leiomyoma, i, oaincr lu 
automtegration factor (BCRP 1 ), mRNA 


NM 007281 


Homo sapiens scrapie responsive protein 1 (bCKUl), iiikjna 


NM 006618 


Homo sapiens putative DNA/chromatm bmamg mom jri^u-i misaNi^ — 


NM 005797 


Homo sapiens epithelial V-like antigen 1 CBV Ai ), mKiN/v _ 


NM 005508 


Homo sapiens chemokine (C-C motif) receptor 4 CCCR4), mRNA 


NM 005283 


Homo sapiens chemokme (C motii) XC receptor i (i^l.x<^k.i;, hiivln/^ 


NM 002547 


Homo sapiens oUgophrenin 1 (OPHNl), mRNA — ^ 


NM_020056 


Homo sapiens major histocompatibility complex, class ii, jjv^ aipna ^,xu_/^- 
D0A2), mRNA — 


NM_001085 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiprotemase, antitrypsin), member 3 (SERPDN Ai ), mKJN A 


NM 013974 


Homo sapiens dimethylargmine dimethylammohydrolase 2 (UDAm), mKJN/\ 


NM_001756 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpna-i 
antiprotemase, antitrypsin), member 6 (SbRFLIN AO), mKJN a 


JNiVL UUU*+jU 


Hnmn '=*inipns splectin F fendotbelial adhesion molecule U (SELE), mRNA 


NM 006228 


Homo sapiens prepronociceptin (PNOC), nnRNA 


NM 001319 


Homo sapiens casein kinase 1, gamma 2 (CSNK1G2), mRNA 


NM 000444 


Homo sapiens phosphate regulating gene with homologies to endopeptidases on 
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the X chromosome (hypophosphatemia, vitamin D resistant rickets) (PHEX), 
mRNA 


NM_021183 


Homo sapiens hypothetical protein similar to small G proteins, especially RAP- 

2A (LOC57826), mRNA 


NM 021179 


Homo sapiens hypothetical protein LOC57521 (LOC57821), mRNA 


NM 002744 


Homo sapiens protein kinase C, zeta (JPKKCZ), mRNA 


XTTk K f\f\f\ y1 

NM_000624 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 5 (SERPINA5), mRNA 


NM_000602 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade E (nexin, 
plasminogen activator inhibitor type 1), member 1 (SERPINEl), mRNA 


NM 020422 


Homo sapiens hypothetical protein irom clone 24796 (LOC57146), mRNA 


NM 020183 


Homo sapiens transcription factor BMAL2 (LOC56938), mRNA 


NM 019598 


Homo sapiens kallikrem 12 (KLK12), mRNA 


NM 019103 


Homo sapiens hypothetical protein (LOC55954), mRNA 


NM_012397 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 13 (SERPEMB13), mRNA 


NM_000527 


Homo sapiens low density lipoprotein receptor (familial hypercholesterolemia) 
(LDLR), mRNA 


NM_0 16200 


Homo sapiens U6 snRNA-associated Sm-like protem LSmS (LOC51691), 
mRNA 


NM 014766 


Homo sapiens KIAA0193 gene product (KIAA0193), mRNA 


NM 014309 


Homo sapiens RNA binding motii protem 9 (RBM9), mRNA 


XT\ ;r /M /I AO A 

NM 0140oO 


Homo sapiens dual oxidase-like domains 2 (DUOX2), mRNA 


NM 014516 


Homo sapiens CCR4-NOT transcription complex, subunit 3 (CNOT3), niRNA 


NM 015032 


Homo sapiens KIAA0979 protem (KIAA0979), mRNA 


NM 014656 


Homo sapiens KIAA0040 gene product (KIAA0040), mRNA 


NM 015383 


Homo sapiens hypothetical protein (DJ328E19.CL1), mRNA 


NM 012407 


Homo sapiens protein kinase C, alpha binding protein (PRKCABP), mRNA 


NM_002208 


Homo sapiens integrin, alpha E (antigen CD 103, human mucosal lymphocyte 
antigen 1; alpha polypeptide) (ITGAE), mRNA 


NM_002309 


Homo sapiens leukemia inhibitory factor (cholinergic differentiation factor) 
(LBF), mRNA 


NM_006919 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 3 (SERPBNB3), mRNA 


NM__006220 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 2 (SERPINA2), mRNA 


NM__006215 


Homo sapiens serine (or cysteme) proteinase inhibitor, clade A (alpha- 1 

antiproteinase, antitrypsin), member 4 (SERPr[SfA4), mRNA 


NM 006021 


Homo sapiens deleted in lymphocytic leukeima, 2 (DLEU2), mRNA 


xrx jf r\t\ coon 

NM 005oo7 


Homo sapiens deleted in lymphocytic leukemia, 1 (DLEUl), mRNA 


NM 005603 


Homo sapiens ATPase, Class I, type 8B, member 1 (ATP8B1), mRNA 


NM 005232 


Homo sapiens EphAl (EPHAl), mRNA 


NM_005024 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 10 (SERPINBIO), mRNA 


NM 004779 


Homo sapiens CCR4-NOT transcription complex, subunit 8 (CNOT8), mRNA 


NM_004155 


Homo sapiens senne (or cysteine) proteinase inhibitor, clade B (ovalbumin), 

mF»mV\<ar Q /'C'PT? ■pTK^DO^ tv\P"MA 


NM_004568 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 6 (SERPINB6), mRNA 


NM 004408 


Homo sapiens dynamin 1 (DNMl), mRNA 


NM 004409 


Homo sapiens dystrophia myotonica-protein kinase (DMPK), mRNA 


NM 004717 


Homo sapiens diacylglycerol kinase, iota (DGKI), mRNA 
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MM 000214 


Homo sapiens lagged 1 (Alagille syndrome) (JAGl), mRNA 


NM 001347 


Homo sapiens diacylglycerol kinase, theta f 1 lOkD) (DGKQ), mRNA 


MM 003454 


Homo sapiens zinc finger protein 200 (ZNF200), mRNA 


NM_003334 


Homo sapiens ubiquitin-activating enzyme El (A1S9T and BN75 temperature 

sensitivity complementing) (UBEl), mRNA 


]SnM_000354 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha- 1 
antiproteinase, antitrypsin), member 7 (SERPINA7), mRNA 


]SIM_000945 


Homo sapiens protein phosphatase 3 (formerly 2B), regulatory subunit B (19kD), 
alpha isoform (calcineurin B, type I) (PPP3R1), mRNA 


NM 000305 


Homo sapiens paraoxonase 2 (PON2), mRNA 


NM:_000928 


Homo sapiens phospholipase A2, group IB (pancreas) (PLA2G1B), nuclear gene 
encoding mitochondrial protein, mRNA 


]SIM_000295 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade A (alpha-1 
antiproteinase, antitrypsin), member 1 (SERPINAl), mRNA 


NM_002640 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member S (SERPINB8), mRNA 


NM_002639 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 5 (SERPINB5), mRNA 


1SIM_002615 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade F (alpha-2 
antiplasmin, pigment epithelium derived factor), member 1 (SERPINFl), mRNA 


NM_002575 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), 
member 2 (SERPINB2), mRNA 


NM_000220 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 
(KCNJl), mRNA 


NM_000191 


Homo sapiens 3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase 
(hydroxymethylglutaricaciduria) (HMGCL), mRNA 


NM_001978 


Homo sapiens erythrocyte membrane protein band 4.9 (dematin) (EPB49), 
mRNA 


NM 003646 


Homo sapiens diacylglycerol kinase, zeta (104kD) (DGKZ), mRNA 


NM 001346 


Homo sapiens diacylglycerol kinase, gamma (90kD) (DGKG), mRNA 


NM 003647 


Homo sapiens diacylglycerol kinase, epsilon (64kD) (DGKE), mRNA 


NM_001235 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade H (heat shock 
protein 47), member 2 (SERPINH2), mRNA 


NM_001694 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 
16kD (ATP6L), mRNA 


NM_000488 


Homo sapiens serine (or cysteine) proteinase inhibitor, clade C (antithrombmj, 
member 1 (SERPINCl), mRNA 


NM 021156 


Homo sapiens hypothetical protein (DJ971N18.2), mRNA 


NM 000875 


Homo sapiens insulin-like growth factor 1 receptor (IGFIR), mRNA 


NM 000605 


Homo sapiens interferon, alpha 2 (IFNA2), mRNA 


NM 021647 


Homo sapiens KIAA0626 gene product (KIAA0626), mRNA 


NM 021645 


Homo sapiens KIAA0266 gene product (KIAA.0266), mRNA 


NM 021109 


Homo sapiens thymosin, beta 4, X chromosome (TMSB4X), mRNA 


NM_021642 


Homo sapiens Fc Augment of IgG, low affinity Ua, receptor tor {fJU5^) 
(FCGR2A), mRNA 


NM 021240 


Homo sapiens testis-specific protein (LOC58524), mRNA 


NM 021189 


Homo sapiens hypothetical protein rUiUoycS (LL/^^j /oooj, iiuuna 


NM_021129 


Homo sapiens pyrophosphatase (inorganic) (PP), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 015140 


Homo sapiens KIAA0153 protein (KLVA0153), mRNA 


NM 021635 


Homo sapiens UC28 protein (UC28), mRNA 


NM 021631 


Homo sapiens apoptosis inhibitor (FKSG2), mRNA 
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NM_021615 


Homo sapiens carbohydrate (N-acetylgJucosamine 6-0) sulfotransferase 6 

(CHST6), mRNA 


NM 012334 


Homo sapiens myosin X (MYOlO), mRislA 


NM 020363 


Homo sapiens deleted m azoospermia 2 CDAZ2), mRNA 


NM 020364 


Homo sapiens deleted m azoospermia 3 (DAZ3), mRNA 


NM 017445 


Homo sapiens H2B histone family, member S (H2BFS), mRNA 


NM_021132 


Homo sapiens protein phosphatase 3 (formerly 2B), catalytic subunit, beta 
isoform (calcineurin A beta) (PPP3CB), mRNA 


NM 021016 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 3 (PSG3), mRNA 


NM 015705 


Homo sapiens hypothetical protein (DJ1042K10.2), mRNA 


NM_021572 


Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 5 (putative 
function) (ENPP5), mRNA 


NM_021216 


Homo sapiens endothelial zinc finger protein induced by tumor necrosis factor 
alpha (EZFIT), mRNA 


NM_001332 


Homo sapiens catenin (cadherin-associated protein), delta 2 (neural plakophilin- 
related arm-repeat protein) (CTNND2), mRNA 


NM_021185 


Homo sapiens hypothetical protein DKFZp434A1022 (DKFZP434A1022), 
mRNA 


NM 018955 


Homo sapiens ubiquitin B (UBB), mRNA 


NM 017533 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA 


NM 014621 


Homo sapiens homeo box D4 (HOXD4), mRNA 


NM 000618 


Homo sapiens insulin-like growth factor 1 (somatomedia C) (IGFl), mRNA 


NM 021571 


Homo sapiens ICEBERG caspase-1 inhibitor (ICEBERG), mRNA 


NM 000045 


Homo sapiens arginase, liver (ARGl), mRNA 


NM_005692 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 2 
(ABCF2), mRNA 


NM_001090 


Homo sapiens ATP-binding cassette, sub-family F (GCN20), member 1 
(ABCFl),mRNA 


NM_002S58 


Homo sapiens ATP-binding cassette, sub-family D (ALD), member 3 (ABCD3), 
mRNA 


NM_001172 


Homo sapiens arginase, type n (ARG2), nuclear gene encoding mitochondrial 

protein, mRNA 


NM_001117 


Homo sapiens adenylate cyclase activating polypeptide 1 (pituitary) 
(ADCYAPl), mRNA 


NM 004036 


Homo sapiens adenylate cyclase 3 (ADCY3), mRNA 


NM 019843 


Homo sapiens eIF4E-transporter (4E-T), mRNA 


NM 006454 


Homo sapiens Mad4 homolog (MAD4), mRNA 


NM_002355 


Homo sapiens mannose-6-phosphate receptor (cation dependent) (M6PR), 
mRNA 


NM 014287 


Homo sapiens pM5 protein (PM5), mRNA 


NM_004102 


Homo sapiens fatty acid binding protein 3, muscle and heart (mammary-derived 
growth inhibitor) (FABP3), mRNA 


NM 000134 


Homo sapiens fatty acid binding protein 2, intestinal (FABP2), mRNA 


NM 005354 


Homo sapiens jun D proto-oncogene (JUND), mRNA 


NM 005159 


Homo sapiens actin, alpha, cardiac muscle (ACTC), mRNA 


NM 019848 


Homo sapiens Protein P3 (P3), mRNA 


NM_003948 


Homo sapiens cychn-dependent kinase-like 2 (CDC2-related kinase) (CDKL2), 
mRNA 


NM_021131 


Homo sapiens protein phosphatase 2 A, regulatory subunit B' (PR 53) (PPP2R4), 
mRNA 


NM 021268 


Homo sapiens interferon, alpha 17 (IFNA17), mRNA 


NM 002339 


Homo sapiens lymphocyte-specific protein 1 (LSPl), mRNA 
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MM 001166 



NM_003399 



KM 000541 



NM 013262 



NM 005393 



rXPNPEP2), inRNA 



- y,"Z, 4' ^.-»'r,„,1.,orv light cha i rin le r«=tmgproKm (ME), mKNA 



NM 021098 



NM 021257 



NM 021253 



NM 021247 



S^iens calcium channel, voltege-dependent, alpha IH subumt 
rnACNAlH).mRNA 



H omo sapiens npiiroglobin (NGB). "'R^^^ — —— 
7T;;^^^^:5g^rg;;^n.er protein 23 (RNF23). ihBNA 



NM 021242 



NM 021238 



Ho^nosaEiens protamine 3 0PRM3)' (STBATTl 1499), mRNA 
H^^» co pj^n^; hvnothetical protem STR A TTl 1499 (t> iKAii i i 1 



NM 021223 



NM 021221 



NM 021210 



NM 021208 



NM_021200 



NM_021199 



NM 021198 



NM 021193 



NM 021192 



NM 021188 



TF.R a protein {lUfiA). ^,,r 

T^r^ /ncn\ -r«"D>JA 



JX UiliW OO-hTAW** ^ W — 

c<,pif.ns G5b protein (G SB-), mRNA 

. «-r-nw /r^ /AATTAyfO\ n 



Homo 5;a Diens MUM2 protein (MUM2), mRNA 
^^irr^ xrTNi n m 



^^^l^ ^i^i^EST-YPl proteitii MST:YDl)^ NA 
TT^^^^^r:::; ^?;^^ containmg pro te m m^ na 1 J-J^^ 

Sl^ns CGI-44 protein; sulfade dehydrogenase hke ^yeasy ,CGI-44), 

mRNA 



HOmO sapicu a xmviw^c*!. ^M^^^ ^ ^_ _ 

l^[^;^^^^;7^^^^^h^e.c. box D12 (HUAUl2),n^ 



TTon^o sapiens homp nHnxDll(HUAL;ll) :^A - ^^jT^,,^ 

- ^T^^^ .,^^^;^^r ... 2^667 and 23775^0 finger protem (LOC57862). mKJNA 




NM_021133 



NM 021130 



^o\apiens ribonuclease L (2',b--oh g^soadenylate synthetase-depend^^ 
rEUSlASED.mKNA 



NM_021120 



NM 004239 



NM 004238 



NM_004745 



NM 004687 



^ mo sapiens discs, lar^ Fp^^i^Whomolog 3 (neuroendocnne-dlg) 
fPLGS). mRNA 



Homo s apiens thyro in n^r^"^^ '^^'^p'^^- 7^'" . ^ ^ o 

rDLGAP2), mRNA 
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XTTV jT AA AO 


xlonio sapiens runL-reia-iea iranscnpiion lacior z \s\.Kjx^y\^), xiu\s^r\. 


jNM.__uz 1 uy o 


xioiiio sapiens caiciuni cnannci, voiLagc-acpcnucnij dipiia ij. ouuuiiit 


XTAyf no 1 1 (\< 
rNJVi uziiuj 


jciomo sapiens pnobpinjiipiu bt/raiiiuicit>c i v^a joov^xvi ^, iijjxj.^rx 


iNlVl UUZyj / 






riomo sapiens lecjuicnij dpopiobib rcopuii&c zaiw* iiiigci gciic \^x\j^vc/j ■*-AiJcsj.N<ri. 


NM 001106 


Homo sapiens activin A receptor, type HB (ACVR2B), mRNA 


JNJVl UUlOiO 


Jtlonio sapiens activm a receptor, type jjl (^/vl> v Jtvzj, mrsJN/\ 


XTTVA" AA1 1 A-Q 


xiomo sapiens acnvin /\ receptor, type i v,/x^ vivi ^, nuviN/\. 


NM 005570 


Homo sapiens lectin, mannose-binding, 1 (LMANl), mRNA 


XT\ AOIAO'5 

NJVl 021Uo3 


Homo sapiens Kell blood group precursor (McLeod phenotype) (XK), mRNA 




Homo sapiens apop to sis-associated speck-like protein containing a CARD 


NM 006518 


Homo sapiens small proline-rich protein 2C (SPRR2C), mRNA 


"VTA >r A rv ^ C A ^7 

NM_0065(}7 


Homo sapiens regenerating islet-derived 1 beta (pancreatic stone protein, 
panel eatic tnreaa protein) ^KJtsvjio), mKJN/v 




Homo sapiens Kruppei-iiKe lactor i ^erytnroiaj (^JsJ^r i ^ mJKjN/\ 


NJM 006256 


xlomo sapiens protein Kinase, cijJVLr-aepenaent, type i (^JtKIvVj i ), nusJN/v 


XTX >r AA^OffO 

NM_006353 


Homo sapiens high-mobility group (nonhistone chromosomal) protein 17 -like 3 

^HlVHjrl /JL3j, ITIKJNA 


NM 005987 


Homo sapiens small proline-rich protein 1 A (SPRRl A), mRNA 


XTXiT AACACO 

NJNd U05y32 


Jblomo sapiens metaiiotnionein lA ^jvii iJ^)y mKJNA 


XTN>r AACA^A 


Homo sapiens metallothionein IG (MTIG), mRNA 


XnV/T AAC/CAA 

NM 005oyy 


Homo sapiens mterleuKin lo Dinamg protein t^JULioox^j, mrUN/v 


JNiM UU4010 


Homo sapiens topoisomerase v^jjinaj ill aipna ^^iv-iJrjA), miviNA 


NM_0D1136 


Homo sapiens advanced glycosylation end product-specific receptor (AGER), 

mKJNA 




Homo sapiens D-nyoroxytryptamine ^seroioninj receptor ir ^Jtiiivirj, miviNrv 


NM 000637 


Homo sapiens glutathione reductase (GSR), mRNA 


NM 000636 


Homo sapiens superoxide dismutase 2, mitocnondnal (bUD2J, niKJNA 


NM_000635 


Homo sapiens regulatory factor X, 2 (influences HLA class n expression) 
(RFX2), mRNA 


XTX /T AAAZTO A 

NM 000629 


Homo sapiens interferon (alpha, beta and omega) receptor 1 (IFNARl ), mRNA 


XTTV 4" AAA^OC 

NM_000o25 


Homo sapiens nitric oxide synthase 2A (inducible, hepatocytes) (NOS2A), 
mKNA 


NM_003998 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 

1 /'^1AC\ /XTCT-''T3 1 \ -vv^DXTA 

1 (pl05) (NrKiilj, niKNA 


XTN>r AAA^O 1 

NM 000621 


Homo sapiens 5-hydroxytryptamine (serotonin) receptor 2 A (HTR2A), mRNA 


NM 000620 


Homo sapiens nitric oxide synthase 1 (neuronal) (NOSl), mRNA 


"V TTV VT AAA^IA 

NM 000619 


TT * * - - - - /"l I7XT/~^\ .maT^XTA 

Homo sapiens interieron, gamma (ItNCj), mKJSIA 


NM_000617 


Homo sapiens solute carrier family 1 1 (proton-coupled divalent metal ion 
transporters), member 2 (bJLCl 1 A2), mKJNA 


NM 000616 


Homo sapiens CD4 antigen (p55) CCL)4), mKJNA 


NM_000611 


Homo sapiens CD59 antigen pi 8-20 (antigen identified by monoclonal 
antibodies 16.3A5, JiJ lo, JbJiU, JbL32 and Lr344) (^L^U2>y), mrvJNA 


NM_000610 


Homo sapiens CD44 antigen (homing function and Indian blood group system) 

(C^T\A^ ml? XT A 


NM 000603 


Homo sapiens nitric oxide synthase 3 (endothelial cell) (NOS3), mRNA 


NM_000597 


Homo sapiens insulin-like growth factor binding protein 2 (36kD) (IGFBP2), 
mRNA 


NM_000594 


Homo sapiens tumor necrosis factor (TNF superfamily, member 2) (TNF), 
mRNA 
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NM 000585 


Homo sapiens interleukin 15 (EL 15), mRNA 


NM 000586 


Homo sapiens interleukin 2 (IL2), mRNA 


NM 000577 


Homo sapiens interleukin 1 receptor antagonist (ELIRN), mRNA 


NM 000576 


Homo sapiens interleukin 1, beta (ILIB), mRNA 


NM_000574 


Homo sapiens decay accelerating factor for complemoit (CD55, Cromer blood 
group system) (DAF), mRNA 


NM 000572 


Homo sapiens interleukin 10 (ILIO), mRNA 


NM_000570 


Homo sapiens Fc fragment of IgG, low affinity IHb, receptor for (CD 16) 
(FCGR3B), mRNA 


NM 000567 


Homo sapiens C-reactive protein, pentraxin-related (CRP), mRNA 


NM_000566 


Homo sapiens Fc fragment of IgG, high afOnity la, receptor for (CD64) 

fFCGRl A), mRNA 


NM 000564 


Homo sapiens interleukin 5 receptor, alpha (IL5RA), mRNA 


NM 000561 


Homo sapiens glutathione S-transferase Ml (GSTMl), mRNA 


NM_000555 


Homo sapiens doublecortex; lissencephaly, X-linked (doublecortin) (DCX), 
mRNA 


NM_000298 


Homo sapiens pyruvate kinase, liver and RBC (PKLR), nuclear gene encoding 
mitochondrial protein, mRNA 


NM 000259 


Homo sapiens myosin VA (heavy polypeptide 12, myoxin) (MY05A), mRNA 


NM_000525 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 1 1 
(KCNJll),mRNA 


NM 021090 


Homo sapiens myotubularin related protein 3 (MTMR3), mRNA 


NM 021077 


Homo sapiens neuromedin B (NMB), mRNA 


NM 021068 


Homo sapiens interferon, alpha 4 (IFNA4), mRNA 


NM 006512 


Homo sapiens serum amyloid A4, constitutive (SAA4), mRNA 


NM 006607 


Homo sapiens pituitary tumor-transforming 2 (PTTG2), mRNA 


NM_021075 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 3 (lOkD) 
(NDUFV3), mRNA 


NM 005951 


Homo sapiens metallothionein IH (MTIH), mRNA 


NM 000330 


Homo sapiens retinoschisis (X-linked, juvenile) 1 (RSI), mRNA 


NM_005597 


Homo sapiens nuclear factor I/C (CCAAT-binding transcription factor) (NFIC), 
mRNA 


NM 005268 


Homo sapiens gap iunction protein, beta 5 (connexin 31.1) (GJB5), mRNA 


NM_004268 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 6 
(77kD) (CRSP6), mRNA 


NM_004355 


Homo sapiens CD74 antigen (invariant polypeptide of major histocompatibility 
complex, class H antigen-associated) (CD74), mRNA 


NM 002760 


Homo sapiens protein kinase, Y-linked (PRKY), mRNA 


NM_002520 


Homo sapiens nucleophosmin (nucleolar phosphoprotein B23, numatrin) 
(NPMl), mRNA 


NM_002167 


Homo sapiens inhibitor of DNA binding 3, dominant negative helix-loop-helix 

protein (ID3), mRNA 


NM 002028 


Homo sapiens famesyltransferase, CAAX box, beta (FNTB), mRNA 


NM_003491 


Homo sapiens N-acetyltransferase, homolog of S. corevisiae ARDl (ARDl), 
mRNA 


NM 001770 


Homo sapiens CD19 antigen (CD19), mRNA 


NM 001664 


Homo sapiens ras homolog gene family, member A (AEIIA), mRNA 


NM 003919 


Homo sapiens sarcoglycan, epsilon (SGCE), mRNA 


NM_003841 


Homo sapiens tumor necrosis factor receptor superfamily, member 10c, decoy 
without an intracellular domain (TNFRSFIOC), mRNA 


NM 003455 


Homo sapiens zinc finger protein 202 (ZNF202), mRNA 


NM 003452 


Homo sapiens zinc finger protein 189 (ZNF189), mRNA 
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NM 003316 


xxv/liivi ddpiwiio iciiau IL'UpcpilvJC repeal ClOITlain J ^1 1 v-'j^, ITLIVlNA. 


NM_003166 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 


NM 003117 


xxuziiu ^apic^iid dpc/iin auncbion moiccuie i ^jrxi-^u nyaivironiciase, zona peiluciua 
bindine') fSPAMl'i mRNA 


NM 002222 


HoTnO saniens innQltol 1 A S-fri-nlmcnVint<a rp»r*#*ntr»r t\7T\rf» 1 ^'m>"D1^ t^"DXTA 
AJ>viiik^ aai^AWiio iijvjoilwi 1 ,*Ty^~U. ipilvJopiJalC ICC/Cpiiii) lypc 1 ^li. J^JtvA HlXSJNA 


NM_001532 


Homo sapiens solute carrier family 29 (nucleoside transporters), member 2 
fSLC29A2^ mRNA 


NM 001437 


Homo saniens e^trna^n rpnp-ntnr ^ TPT? Vipfa^ /^T7Q1?'7^ ml? XT A 


NM 001331 


Homo SanienS Cfltenin f'naHViPrin-accnni?iff»rl ■r»rr*t<»^n^ H#:k1fo 1 /r^'nvTMTM\ -rv«l>XTA 
^■^^i-^i-yj odj^iwiio vaL^iiiii v^C'du.iiC/Uii-ciooiJt/ia.LCLi proLcm^, UCllo 1 \^v-^ X INiNl-' 1 nTiviN/V 


NM 001307 


Homo saoiens claudin 7 TPT D>J7'^ mT^TvIA 


NM_001194 


H^omo saniens nvnemfila'ri^^'Hfin aptivjitpH pv/^lir* niir»l#»r*'fiH«a rrofo/l T-kz-w-fooo-invvt 

oo-^AWAxo Jixjr^\ifi|^\7i<i'Li^<ai.iVFii Civil VclLCU wYVliv llU.t.'lCLILlUv7''^aieO pOLaSSlUm 

channel 2 ('HCN2) tnRNA 


NM 001175 


Homo saniens Rho GDP dissociafinn inhihitnr rrJT^"n Vipfa /'APPrri'nTO\ rviPXTA 


NM 000936 


Homo saoiens nancreatic lir>a<;p fPNT TP^ mU'WA 


NM 000641 


Homo saniens inter! pi ilcin 1 1 ^TT 1 1^ mT?TsJA 


NM 000640 


Homo saoiens interleulcin 1 rprpnfnr nlr^'ha 9 ^TT 1 '^1? A9^ ml? XT A 


NM 000615 


Homo saniens neural cell aHliPQion mnlpmlp 1 ^^J^^AA/^1^ tv^'DXTa 

■•"AVixxv/ oct.|yiv>'XAO ixVi/Ui.cii vib^ix auil^oi^ll IIIUICL'U.IC 1 ^1NV_^/AJVI 1 Ij iTl'Vl^rt 


NM 000609 


Homo 9ar>ipn^ stromal ppll-Hpt-ii^F^rl fciotnr 1 /QT^'^71^ t-i-»T>XTA 


NM 000600 


Homo 55anien9 infprlpiilrin /^intprfprr^n Vif*t?» '7^ ^TT T-nT?XTA 
AAVfAixvr 0ci.|^i.wxAo u.ti,fk>xiwu..nj.xi \j \^xiixd icivii, Lfda jLj [^LL^yjjj iTi,iv IN 


NM 000599 


Homo sar>ien9 in^iilin-lilrp orowtln ■Tar^frkr Kin/li-ncT r^t-/^+ia^^-l ^ /'ir^x^T>T>^\ ■•-v^'dxta 

xj-vxxxw oa|/xw/xxo iixouiiii-iiivi? ^lOWUl XaOlUI DllxClUlg prOICin D \X\jr DxJ )^ mKJNA 


NM 000590 


Homo sar)ien<; interlpiilcin ^ TTT mRXTA 


NM 000584 


Homo sapiens interleukin 8 (IL8), mRNA 


NM 000581 


xxuiuu dctpicnb uiainione peroxiuase i ^^Lix^uVl mJKJNA 


NM 000560 


Homn Qani pn<5 P*!^^'^ antirrpn /'r^T^^'^'\ -rviTJXTA 
Ji±.yjin\i oapidio V--JL-rj J cUlLlgCIl ^v^J-/^0 J J UllvxN/\ 


NM 000528 


xxuiiiu bdpiciib rriaimobiaasc, aipna, Class zjt>, memoer i (^JVlAJNZrJlj, mK-NA 


NM 000404 


Homo sapiens galactosidase, beta 1 (GLBl), mRNA 


NM 001275 


nuniu sapiens cnromogranm j\ \paramyroiu secretory protem 1} (CHGA), 
mRNA 


NM 006768 


TTOTTIO ^vamPTlQ Tll^OA 1 accr%r»iaf<aH t-i-rrkf-fi-in /"RT? A "DA ■r>-iTI>XT A 
J-AV'A-iw ocxpidld ±>S\\^J^1 a.doOL/ld.lCCl prOLein \^Jt3iv/\_x ), mJtsJN/v 


NM 003469 


Homo SanienS RPnrPtoornTlin TT t rhrr%mt\tTrar\^n CQr^r^O\ T-rtlJXTA 
•xAvxixv/ oo-^xwxxo o^«^x^ivJgiailllx LX V^i/luUIIlUgiallin \^) ^oV_-.VjZ.y, nixVLN/\ 


NM_0 12326 


H^omo sarjipno! m"iprotiiV>iilp-5iccr*pinl"p/1 r^iritpi-n 'D'p/wu ■fot-n-ii'«/ -mA-m-t'UkA«- o 
j-j-v/xxiv-r oo-pi^^iio xxxi^x^jLLiuu.ic~cioaui/id.icu. pruLciKj xvx / tz-iy lamiiy, memoer j 

(MAPRE3), mRNA 


NM 021057 


Homo ^ar^lPTiQ infprfprnn alr»liQ 'T TTPXTA^^ T-nt?XTA 


NM 021062 


Homo ^aniPn^; TT'7T^ Viictonp fia-miK/ me^ml^i^r' T7 /^H■On■mT^ -r>-»T>XTA 


NM 021063 


Homo 9flr*lPn<3 T-T'^T-l Viictr\n<a -fd-miKr r»i*>mK^i- "D /'14'OT5T715\ ■rv»"DXTA 

±x\jkn\j •^a.pi^ii^b XXX. X? iuc>L(jiic lainiiy, niemuer jd ^inzx^jrJD mtviNA 


NM 021065 


Homo <sar>ipn<5 1-T9 A Tiicfr*n*» famiHr m^mKa^- /TJO A■l7n^ -rv*T>XTA 

xxvjxxx*-r £>apidii> xxz-^ iiibionc lamiiyj memoer o mJvJNA 


NM_004146 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 7 (ISkD, 

xj X V^i^X-y wx lj f )^ llxxviN/A. 


NM 001746 


Homo sapiens calnexin (CANX), mRNA 


NM 003661 


n.\Jiii\j £>apidib apoiipoproiem i-j \J\Jl\J»-,)^ mivlNrV 


NM 02105'^ 


xxuiliu ^dpiciib xiz,/A. niSionc lamiiy, memoer a ^xxZ/Vta.^, niKJNA 


NM 020988 


xxuiiiu ddpicii^ gu<inuic nucieonae oinaing proiem \ \j protem^, aipna activating 
activitv nolvnentiHp O rrrXTAOl ^ mPTMA 


NM 000133 

^J-TJL \J\J\/ X^tJ 


xxeriiiu ^dpiciia i^odguiaiion lacior jla. ^lasma inromDOpiastic component, 
Christmas disease hpmor>Tiilia fFO^ mPXIA 

V^^XXJ. AkXkXAiMkJ u.xi3va.OW, XiV^XXX^pilIXlu XJ ) \X.^)y lllXVlN/^ 


NM 000130 


Homo sapiens coagulation factor V (proaccelerin, labile factor) (F5), mRNA 


NM 001993 


Homo sapiens coagulation factor HI (thromboplastin, tissue factor) (F3) mRNA 


NM 020689 


Homo sapiens sodium calcium exchanger (NCKX3), mRNA 


NM 021033 


Homo sapiens RAP2A, member of RAS oncogene family (RAP2A), mRNA 


NM 021023 


Homo sapiens complement factor H related 3 (FHR-3), mRNA 


NM 021026 


Homo sapiens ret finger protein-like 1 (RFPLl), mRNA 
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NM 021008 E 

0 

NM 020993 I 
NM 020994 I 
NM 021000 I 


[omo sapiens suppressin (nuclear delonned epidermal autoregulatory factor-1 

DEAF-n-related^ f SPN), mRNA 

lomo sapiens B-cell CLL/lvmphoma 7A mRi>IA 

Tor^o sapiens cancer/testis antigen 7. (UiAoz, inKi>l/^ 

lomo sapiens pituitary tumor-transtormmg 3 (PTTG3),mKNA . 


NM 020997 I 
NM 021014 I 
NM 021015 1 
NM 021007 ] 

( 


lomo sapiens left-richt determination, tactor B (LEFTB),mRNA 

• r,nr^r\mo V Krpalmnint 3 fSSX3l, mRNA J 

lomo sapiens synovial sa^coI^c^ ^ ui^aty^uiiiv — v — ^ — TTiTA 

-T^^n sapiens Rvnovial sarcoma. X breaKpomt d ^SSX3K u^Ki^A^ 

ttomo sapiens sodium channel, voltage-gated, type H, alpha z polypeptide 
SCN2A2), mRNA ^ ; — — , ^^^^ 


NM_021012 ] 


Homo sapiens potassium inwardly-rectifying channel, subtamiiy J, membci 12 
fKCNJ12), mRNA ^ H 


NM 020995 
NM_000347 

NM 007032 


Hnn.o sapiens haptoelobin-related protein ^tirk), n«NA ^ 

Homo sapiens spectrin, beta, erythrocytic (includes spherocytosis, cnmcai .ypc 1; 

fSPTB\ mRNA — — 1 

p.-^. putative nuclear protein (HRIHFB2122), mRNA 


NM 001320 
NM_013252 

NM 020978 
NM 020636 
NM 020547 
NM 020974 


TTon^o sapiens casein kinase 2, beta polypeptide(CSNK2B), mRNA 

Homo sapiens C-type (calcium aependent, carbohydrate recogniuou , 

^.rfir. superfamilv member 5 (CLECSF5), mRNA J 

vfr^r^c sapiens amvlase, alpha 2B; pancreatic lAiVliiB), mRNA 

Homo sapiens zinc finger protein 275 (ZNi<zn> m^.^A 

Homo sapiens anti-Mullerian hormone receptor, type H (AMHR2), mKJ^< A 

Homo sapiens CEGPl protein fCEGPl), mRNA . 


NM 020681 
NM 020676 
NM 020672 
NM 020661 
NM 020657 
NM 020654 
NM 020646 


Wnmo sapiens HTOl 8 protein fHTOl 8), mRNA ^ _ \ 

Homo sapiens lipase protein (i.UL.D/^^o;. rrii^iNrv .nn-, ' ttt J A 1 

«i oo-tvpe calcium bmdmg protem A14(LOCM4UZ) mi^-JA 

Homo sapiens activation-induced cvtidine deaminase (Pa^DA), mRNA 

Homo sapiens zinc tinker protein 304 (ZNF304), mKJNA 

Homo sapiens sentrin/StJMO-specific protease (iSENP7), mRNA 

Homo sapiens reserved (ASCL3), mRNA — 

TT . r.».^:r.n<- 'PP/1') Vinmnlof <'T?P4?.\ mRNA 1 


NM 020640 
NM 020639 
NM_020632 

NM 020648 
NM 018970 


Homo sapiens istr^z nomoiog y^xs-rTz.;, im.>-L 

Wnmn sapiens ankvrin repeat domam i (ArJkkbi), i»J^>IA J 

" Homo sapiens ATPase, H(+)-transporting, lysosomal, noncataiync acce..uiy 

protein IB (ATP6N1B), mRNA 

Homo sapiens twisted gastrulation ( lt>0^ mKJNA _ 

Homo sapiens G protein-coupled receptor 6d <.oFR85), mRNA _ 


NM 003901 
NM 014292 
NM 006735 
NM_019041 


XX =,pi^s sphineosine-l-phosphate lyase 1 (SGPLl), mRNA J 

Homo sapiens chromobox homolog 6 {CBX6), mKJNA 

Wn^o sapiens homeo box A2fHOXA2), mRNA 

- Homo sapiens similar to prokaryotic-type class I peptide Cham release ±acu,x» ^ 


NM 014428 
NM 020466 


Homo sapiens ti^ht iunction protein 3 (zona occludens i )( 1 JP3). n^A 


NM 020448 
NM_020425 


Homo sapiens hvpothetical protem dJ4t>^< >/i ^ <bJ4o202i.Z . .xUU 

Homo sapiens hypothetical protein DKFZp586E1923 CUKJ- Aroaonii^ii;, J 


NM 020424 
NM 020317 
NM 020315 


--T\ -T„,„ 1 iiirii, il nrotrin A ?1 1^6 1 fT nr'/;7149\ mRNA 

Hnmo sapiens nvpotneticai protein ^ i \^ ^ , , ,. ^tTtT 

sapiens hvpothetical protein dJ465N24.2.1 (DJ465N24.2.1), mRNA 

J^,^. hvpothetical protein dJ37El6.5 (DJ37E16.5),n^aA 


NM 020313 
NM_0 19897 


Hnmo sapiens hvpothetical protein aOC570iy), mKNA ^ 

Homo sajiens olfactory receptor, family 2. subfamily S, member 2 (OR2S2). 
mRNA 



446 



BNSDOCID- <WO 030746S4A2_L> 



wo 03/074654 



PCT/US03/05028 



NM 019605 


Homo sapiens hypothetical protein (JJJoo /±ii z.z;, niKJN/\ 


NM 019601 


Homo sapiens Sushi domain (bCK repeat; conxainmg i^i5Js.oDivo.z;, mKiN/v 


NM 018433 


Homo sapiens putative zinc imger protein d o i bj, nuKJN a 


NM 019095 


Homo sapiens hypothetical protein (LvJCD4o/dj, mKJNA 


NM_0 19089 


Homo sapiens hairy and enhancer oi split (,urosopniia^ nomoiog z ^iiiii>z_), 

mRNA 


NM 018982 


Homo sapiens hypothetical protein (UJ lo / Aiy. l j, mKJN A 


NM 018974 


Homo sapiens unc93 (C.elegans) homolog A (UiNcyjA), mKJNA 


NM 014499 


Homo sapiens putative purinergic receptor (P2Y10), mRNA 


NM 020530 


Homo sapiens oncostatm M (OoM), mKJNA 


NM_020529 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
mniDitor, aipna (JNrisJbSiAj, niKJNA 


NM 014204 


Homo sapiens rSL^J-^z-reiaiea ovarian Kiner \d\J3S.)^ itijnjna 


NM 020527 


Homo sapiens rlUvji gene ^Jbiuiai j, mKJNA 


NM 006093 


Homo sapiens proteoglycan 3 (PRG3), mRNA 


NM 020533 


Homo sapiens mucolipm 1 (MCUJ^JN l ), mKJNA 


NM 007345 


Homo sapiens zinc finger protein 236 (ZNF236), niRNA 


NM 002217 


Homo sapiens pre-alpha (globulin) inhibitor. Hi polypeptide (liltli;, mKJNA 


NM 018693 


Homo sapiens vitiligo-associated protein VIT-1 (VTTl), mRNA 


NM 006777 


Homo sapiens Kaiso (ZNF-kaiso), mRNA 


NM 020436 


Homo sapiens similar to SALLl (sal (Drosophila)-liKe (LOC57167), mKJNA 


NM_020142 


Homo sapiens NADH:ubiquinone oxidoreductase MLRQ subunit nomoiog 
fLOC56901 ), mRNA 


NM_020123 


Homo sapiens endomembrane protein emp/O precursor isolog (LUCSobby), 
mRNA 


NM 018845 


Homo sapiens stromal cell protein (LOC55974), mKJNA 


NM 018842 


Homo sapiens insulin receptor tyrosine kinase substrate (LOC55971), mRNA 


NM 018841 


Homo sapiens G-protem gamma- 12 subunit (LOC55V7U), mKJNA 


NM 018839 


Homo sapiens p47 protein (LUCDDyob), mKJNA 


NM 016352 


Homo sapiens carboxypeptiaase Ai (LUUO izuu;, mKJNA 


NM 016302 


Homo sapiens protein x 0001 (LOC5 1 1 85), mRNA 


NM 014332 


Homo sapiens small muscle protein, X-linked (SJVLPX), mKJNA 


NM 018948 


Homo sapiens Gene 33/Mig-6 (MIO-6), mKNA 


NM 014587 


Homo sapiens SRY (sex determining region y)-dox b (c>OAo), mKJNA 


NM 005745 


Homo sapiens accessory protems BAP3 1/BAF29 (DXbl35 /b), mKJNA 


NM_001094 


Homo sapiens amiloride-sensitive cation channel 1, neuronal (degenerin) 
(ACCNl), mRNA 


NM 019609 


Homo sapiens metallocarboxypeptidase CPX-1 (CPX-1), mRNA 


NM 018844 


Homo sapiens B-cell receptor-associated protein BArzy (JbSAJrzyj, mKJNA 


NM 017572 


Homo sapiens G protein-coupled receptor kinase 7 (GPRK7), mRNA 


NM 016418 


Homo sapiens clone FLB5214 (LOC51219), mRNA 


NM 016301 


Homo sapiens protein x 0004 (LOC5 1 1 84), mRNA 


NM_013387 


Homo sapiens ubiqumol-cytochrome c reductase complex (7.2 kD) (HSPC051), 
mRNA 


NM_020469 


Homo sapiens ABO blood group (transferase A, alpha 1-3-N- 
acetylgalactosaminyltransferase; transferase B, alpha 1-3-galactosyltransferase) 


NM 020445 


Homo sapiens actin-related protein 3-beta (ARP3BETA), mRNA 


NM 020435 


Homo sapiens connexin46.6 (CX46.6), mRNA 


NM 020426 


Homo sapiens lysozyme homolog (LOC57151), mRNA 


NM 020379 


Homo sapiens 1 ,2-alpha-mannosidase IC (HMIC), mRNA 


NM 020407 


Homo sapiens Rh type B glycoprotein (RHBG), mRNA 
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NM 020406 ] 
NM_020377 

NM 020355 


Homo sapiens polycythemia rubra vera l, ceii sunacc rcucpiui yrsw xj, nuxi^ii-v — 

' • A • 1 i^..i,^-f^»«^^ r^T/oT TO Tf=^rf^r\fnr' cDNA PSEC0146 from 
Homo sapiens cystemyl leukotnene CysJ^ i z recepior, ^.i^in^ jroxzrv.u itu uum 

clone PLACE1006979 (LOC57105), mRNA 

Homo sapiens HRPAP20 short form (LOC57090), mRNA J 


MM 020350 
NM 020380 


Homo sapiens ATRAP protein (ATRAP), mRNA 1 

Homo sapiens AF15ql4 protein (AF15014), mRNA 


NM 020368 


Homo sapiens disrupter of silencing 10 (bAb lUj, mKJNA 


NM_020344 


Homo sapiens solute earner family 24 ^soaium/potassium/caiciura cxonaiigci^, 

member 2 (SLC24A2),mKNA J 

Homo sapiens BCL2-like 10 (apoptosis facilitator) (BCL2L10), mRNA J 


NM 020396 
NM 020384 


Homo sapiens claudm 2 (Ci^DNz), miaNA 


NM 007260 


Homo sapiens lysophospnohpase 11 (l^YrL.AZ), imuN/v _ 


NM 000390 


Homo sapiens choroideremia (Kab esconproiein i; iv^ruvi;, iiuviNi^ 


NM 001994 


Homo sapiens coagulation tactor Alll, t$ poiypepnae i^o;, nuviNi-i. 


NM 000129 
NM 000505 


Homo sapiens coagulation factor Xm, Al polypeptide (F13A1), mRNA 

Homo sapiens coagulation factor Xll (Hageman lactor; iz;, nusjNA j 


NM 000504 


Homo sapiens coagulation factor X (FIO), mRNA 1 


NM 005509 


Homo sapiens Dmx-hke 1 (DMXLl), mRNA 


NM 001300 


Homo sapiens core promoter element binding protein (COPEB), mRNA 


NM_0 12089 


Homo sapiens ATP-bmdmg cassette, sub-iamily a ^jvluk/ i/vr;, memocr iv 
( ABCB 1 0), nuclear gene encoding mitochondrial protein, mRNA 


NM_007188 


Homo sapiens ATP-binding cassette, sub-lamuy 13 (MUt^iAr), memoer o 
(ABCB8), nuclear gene encoding mitochondrial protein, mRNA ..1 


1 NM_005689 


Homo sapiens ATP-bmdmg cassette, sub-lamiiy ts (JVLUK/ iyvrj, memoer o 
(ABCB6), nuclear gene encoding mitochondrial protein, mRNA 


NM 001216 


Homo sapiens carbonic anhydrase IX (CA9), mKJN A 


NM 000717 


Homo sapiens carbonic anhydrase IV (CA4), mRNA 


NM 001218 


Homo sapiens carbonic anhydrase XII (CA12), mKiNA 


NM 001217 


Homo sapiens carbonic anhydrase XI (CAl 1), mKJN A I 


NM_006384 


Homo sapiens calcium and integrin bmdmg protem (DNA-dependent protein 
kinase mteractmg protem) (SIP2-28), mRNA 


NM_016734 


Homo sapiens paired box gene 5 (B-cell lineage specific activator protein) 
(PAX5), mRNA 


NM 000687 


Homo sapiens S-adenosylhomocysteine hydrolase (AHCY), mRNA 1 


NM_004482 


Homo sapiens UDP-N-acetyl-alpna-D-galactosamme.poiypepuae in- 
acetylgalactosammyltransferase 3 (GalNAc-T3) (OALIN 1 i), mKJNiV 


1 NM_004481 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamme.poiypepnae jn- 
acetylgalactosammyltransterase 2 (oalJN Ac- 1 z; i^u/vj-iN i z^;, uunj^n/v 


NM_000512 


Homo sapiens galactosamine (N-acetyl)-6-sulfate sulfatase (Morquio syndrome, 
mucopolysaccharidosis type IV A) (CjAJLiNb), mKJNA 


1 NM_000403 


Homo sapiens galactose-4-epimerase, uur- (^u^aui^;, ihjmna 


NM 020310 


Homo sapiens MAX bmdmg protem (MJN 1 ), mKJN a 


NM 006250 


Homo sapiens prolme-nch protein Haelll subiamiiy i i^rKtii;, mruN/^ 


NM_005164 


Homo sapiens ATP-binding cassette, sub-iamily u Kr^u)^ memoer z yi\s^\^u^h 
mRNA 


NM 020300 


Homo sapiens microsomal glutathione S-transferase 1 (MGS 11), mRNA 


JNXVi UUU/Z6 


xjrt^/N eo'Tki^nc nnlnitrt-nin-rptlnteH nolvnentide. beta CCALCB), mRNA 1 


NM 020127 


Homo sapiens tuftelin 1 (TUFTl), mRNA J 


NM 020040 


Homo sapiens tubulin, beta polypeptide 4, member 0 (TUBB4Q), mRNA 


NM 020126 


Homo sapiens sphingosine kinase type 2 isoform (SPHK2), mRNA 


NM_020203 


Homo sapiens matrix, extracellular phosphoglycoprotem with ASARM motif 
fbone) (MEPE), mRNA 1 
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JNJyi \)Z\jZd i 


TJi^rvirt eor*-i^*Tic v 010 n-rr^ff^-i-n ^"N/rri^OlO^ tTlT^NA 

xiomo sd.piciio A uiu proicin ^^ivii^ovjiv/j iillnj.^^^ 


xTTvyf riom 10 


rIOmO Sapiens iyoOpn05pild.Lltllt/ a.UlU. duyiuaiiaACiaow gaiiuixai. 
gamma I )y miVINrv 




TlrkTYin cciT%i#*nc r^a+iAri-f^VilrtriH** rTktraTicriAT'tpr-in'fp'raf Hncx nrAtelTl i T_^OC56996i 
xlOinO SapiCIlo UaLlUIl OlllUriLlC L/Ullallopui ICl^UilCiaL^tlllg ^iwwiii y^x^v-^v-^*/ v-^-^vry. 


xnwr n'7n'>A'i 

INIVL Ui&UZ'f J 


TTA-mrfc cn-ni^^riQ mitApViATi/lrifil imnArf" renentor XoTn22 rL,OC56993^ mRNA. 


MM 09094.0 


Hnmn <;ani>Ti9 nnn-ldna«;e Pdc42 effector nrotein SPEC2 fLOC56990'>, mRNA 


NM 020184 


Homo sapiens ancient conserved domain protein 4 (LOC56939), mRNA 




Wnmn cdr^iPTic r^arKnnir* i^nVivHrfl ci=»-rf*l?ltf*d TirotPlTI 10 rT ,OC!56934^ mR^IA 


NM 020155 


Homo sapiens chromosome 1 1 hypothetical protein ORF4 (LOC56834), mRNA 


JNJVl UZUl/V 


Jtiomo sapiens jtino proxein ^jriN j miviN/v 


jNM vZvlo/ 


jtiomo sapiens jl^v^iz proiem v^uv^izj, eikjn/v 


NM_020156 


Homo sapiens corel UDP-galactose:N-acetylgalactosamine-alpha-Rbeta 1,3- 
galactosyl iransierase ^^v^ivj/vL»i i mruNA 


"KTXiT AAA'S Cr> 

NM_0U0352 


xiomo sapiens /vii^-Dinamg casseice, suo-iamiiy iiviYusjr^, mcmucr o 
/'ATir^r^s^ ml? "MA 


NM 000374 


Homo sapiens uroporphyrinogen decarboxylase (UROD), mRNA 


XTNyf AA0C70 

JNJVl_UUZo /Z 


Jtiomo sapiens ras-reiaieu v-^j DOtuimum xoxm suDStraLe z ^rno lamny, biruiii vj x x 
DinQing protein jxaozj ^jcvrt.v-/Z^, iiixsj-n^ 


IN iVl UU^ 1 Z) Z 


Xiomo Sapiciia oiniiniiic ixcoaiuvjA.yiaov aiiLiZiyiiic i yv^.r\z-ii^j iijx>j.n/^ 


"MA/T 009^97 
iNiVi UUZ DZ / 


Xiomo sapicuo ncuroiropiiiii d \^ "j^j iuxsj.>i.rt. 


IN 1V1__UUZZ1/ J 


Xiomo sapiens laminin rccepiur i ysyiisxj^ nDus>tjiiiai pruLciii ojtl^ ^j-»rvLvjjvx^, 

■mT^TsJA 
inx\j\i/\. 


NM 002293 


Homo sapiens laminin, gamma 1 (formerly LAMB2) (LAMCl), mRNA 


JNJVl ifUzzyz 


Jtiomo sapiens lammin, oeia z \^iaminin ^^j_//\jvij5z.j, itlisj.n/\ 


NM_002290 


Homo sapiens laminin, alpha 4 (LAMA4), mRNA 


JNjVl UDoiyz 


Homo sapiens paired box gene 1 (PAXl), mRNA 


NM 019896 


Homo sapiens DNA polymerase epsilon pl2 subunit (P12), mRNA 


NM_000583 


Homo sapiens group-specific component (vitamin D binding protein) (GC), 
mRNA 


NM_0 19691 


riomo sapiens encloplasmic reticuiutn oxiaoreauctm i-Loeia \c,sfX}\-iJjaE,\.t\.)), 
mRNA 


NM_00o705 


Homo sapiens growth arrest and DNA-damage-inducible, gamma (GAIDD45G), 
mRNA 


NM_u01924 


Homo sapiens growth arrest and DNA-damage-inducible, alpha (GADD45 A), 
mRNA 


NM_Ul9o44 


Jtiomo sapiens so Jute earner lamiiy zi (^organic anion xransporierj, memocr o 
(SLC21A8), mRNA 


XTATT A1A/^/I/1 

N JVl__U i yo44 


Ji.omo sapiens testis-speciiic anj^yrin mom containing proiem ^i-r\^i_/^oj 1 1^> 

•n-»l>XT A 


NM_019842 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 5 


NM_012281 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 

Z (^JvV^JNJJZj, mrsJNA 


NM 019857 


Homo sapiens CTP synthase H (CTPS2), mRNA 


NM_019b3y 


Homo sapiens seven transmembrane receptor JtsjLlKz, leujcotnene s5^ receptor 
BT T9 rRT mRNA 


NM_005757 


Homo sapiens C3H-type zinc finger protein; similar to D. melanogaster 
muscleblind B protein (MBLL), mRNA 


NM_004299 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 7 
(ABCB7), nuclear gene encoding mitochondrial protein, mRNA 


NM 004683 


Homo sapiens regucalcin (senescence marker protein-30) (RGN), mRNA 
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NM 019618 H( 


^.apiens interleukindhomo^^lg^^ 


NM 018950 il( 
NM 019610 H 




|NM 000523 H 
NM 019607 H 
1 NM_019604 H 

IT 

NM 012328 Jt) 
NM 013303 i: 


^^^^^^^^^^^^ 


NM 013298 J: 
1 NM 013386 1 
PNM 013313 1 
NM 019116 1 
NM_018961 ] 
1 1 

InM 018968 




\lM 018967 
NM 018969 
NM_018964 

NM 018945 
NM 019066 
NM 019060 
NM 019099 
NM 019003 
NM 018952 
NM 018951 
1 NM 018942 
NM 019109 
NM 019052 


Homo sapiens syntropbm, satmna l^bH 1^1). ^^^^^^^r-^^ 

l^^^^^^S^^^^ — "ZZZZZZZZ 

'^:^^^^^^^^^A^ 


NM 018985 
NM 019096 
NM 018949 
NM 019048 
NM 019086 
NM 019040 
NM 018988 
NM 019005 
NM 019027 
NM 019008 
NM 019000 
NM 019087 
NM 018996 
NM 019021 
NM 019018 


^^^^^^^^^^ 
^^^^^^^^^^ 

iHomo sapiens hypothetical proxem ^ty^^^^Liri^— 
-f^o sapiens hypothetical protcmtuyv§^5JFU}^h^^^^^ nu 


NM 019084 

■KTM 019070 

NM 019088 
NM 019002 
NM 019114 
NM 018972 


«,1INA 
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MM _0 18959 


Homo sapiens DAZ associated protein 1 (DAZAPl), mRNA 


NM 0iyU9cS 


"LT^-r^^ (^o^4^i^c> />i/r»l-ir» T-mr-l^arifirlia crafpH rVianripl hetfl ^C!NOB3^ tTlRNA 
j-lOmO SSpiCnS CyCllC XIUL-ICULILIC ^alCU k^xuxwxis^^ ~i )^ j.iij.vx'^ir^ 


NM OlsyDo 


idlomo sapiens cnrornosoinv i«) open rcauiu^ iimiic ^ ^\_^i-?s^xnj. x^)^ iiirvx^r^ 


NM 000379 


Homo sapiens xanthene dehydrogenase (XDH), mRNA 


NM 000552 


Jblomo sapiens von wiiieDrana lactor \y yyrj, iiusjMr\. 


NM_000362 


Homo sapiens tissue inhibitor of metalloproteinase 3 (Sorsby fimdus dystrophy, 

pseuQOiniiammaiory ) xjyi±j ), iiitvi>i/^ 


NM 003255 


jLjLomo sapiens iissue mniDiior oi m,cLa.iiupnjLcui<xoc y^x jllvut^^, 1111x1^^^ 


NM_003001 


Homo sapiens succinate dehydrogenase complex, subunit C, integral membrane 
protein, IDICU (^oUrlv^j, nuciear gene cncoamg miiot/nonurid.i pruicni, iiiru.>rv 


NM_003000 


Homo sapiens succinate dehydrogenase complex, subunit B, iron sulfur (Ip) 
(SDHJd), nuciear gene encoding mitocnonanai proiein, mKiN/v 


NM 006745 


rlomo sapiens steroi-L^4— meinyi oxiaase-iiKc v,iJv^'Tiviv-/i^j5 uusj-n/^. 


NMl__006860 


Homo sapiens putative (jr i F-Dinaing proiein simiiai xo x i isj\jy \}sj\. \ i^j, 

mKJNA 


NM_000531 


xlonio sapiens omiinme carDamoynransierasc ^v^iv-/^, iiuuiccti gciic cuL^uuiiig 
miiocnonunai proiem, inxviNi-v 


JNJVl UUUoU/ 


riomo sapiens orosoxnucoiu. i yyjMSjyxi), iiu\xsr\. 


JNIVL UUZDjo 


nomo sapiens occiuam v.^^i-'^^/j iiixsj.n/^ 


JNJVl UUzJUl 


Urt-rvi/^ i:?or\i#*nc lonto+f* Hp»li\/^rlrrio-f»Tia cf» {\ T^T-fr^^ trfin^pri'nt variant 1 TnRN^A 

XlOmO sapiens laClaiC tlcnyClIOgCllcl&C \^ yi^^JMrxy^^^ umiowiii^t vaiiciiii X, A.xiA.'s^'^jry. 


JNM 01/44O 


xiomo sapiens laciaie aenyarog6na.i>c \^ \x^Ljrx\^)<i maii^vihyji vmiam 


JNJVl UUUcSi/Z 


nomo sapiens KaiiiKrein o, piasma ^jriciciicj: i^nyiui^ i ^xs^x->jnj:> j.^, iiuxj.'s^ 


JNJVl ouziyi 


riomo sapiens mniDin, oeta o v^acLivin /^j-> ocid. puxypcpLiuc^ ^u-nxu^j:?^, iiix\j.N.f^ 


XTTvyT AA'^IAI 

JNJVL OOziyi 


JnLomo sapiens inniom, aipna ^unjci/v^, ixuvln/a. 


x"r\>r AAOA1 ^ 
JNJVl UUZUIj 


iiomo sapiens lorKneaQ dox vj i r\ ^rnaouoiiiyuatfiit/uiiia.^ ^jtw./w./i/^^, iijjvx^-r\. 


NM 004473 


Homo sapiens forkhead box El (thyroid transcription factor 2) (FOXEl), mRNA 


NM 00Ub04 


Homo sapiens loiate receptor d ^^gammaj v^jrL^i^iN.jj, misj>i/\ 


NM 000803 


Homo sapiens folate receptor 2 (fetal) (FOLR2), mRNA 


NM 004742 


Homo sapiens r>Ali-associatea protein i i)j xnixiN/v 


NM 004925 


Homo sapiens aquaporm 3 (Ayr 3 }, mKJNA 


NM_007182 


Homo sapiens Kas association ^KaivjUo/Ar-oj aomam lamiiy i ^^jv/\oor i), 

-.^T> XT A 

mKNA 


NM_0 18941 


Homo sapiens ceroid-lipofuscinosis, neuronal 8 (epilepsy, progressive with 
mental retaraation) (CL/iNb), mKJNA 


JNM 016936 


Homo sapiens uDinuciem i (^ursiN i j, mKJN/\ 


NM 012406 


rlomo sapiens ris. uomain contammg h v^jrrsj-^ivi^j, iiuvln/a. 


"KTAiT Al 0'7'>0 

NM 01o72o 


Homo sapiens myosin \jyi x kjds^), m£sj.N/\. 


Tvni>r A1 TC/IA 


riomo sapiens nypotnexicai protem jL'JSj'Z4>joDxiuD-iij ^r./jsj'z^pjoujravu-^j^, 

mKJN/V 


XnVyf A1 QiCC 1 
INiVl U I o03 i 


xiomo sapiens zmc imgcr proicin v^z-^nr;, huvln^ 


"MAyf ni '7<CA1 


Homo sapiens surieii ^^ouisj-^^, iiirsj.Njrv 


INiVl UlO^iV 


rxomo sapiens oJxi ^ocx ciddiiiiiiiiig icgiun x ^-uua. 10 ^L>vy-/^io^, 


JNJVl Ulo42/ 


jtiomo sapiens Ivin/a. polymerase i iraubunpuiuii lauLur xsjnj.^^ iiuvin^ 


JNJVl Uioj4j 


rlomo sapiens nypotneticai protein risxjjLyjj jwjjLy j j ) , nu\j.^r^ 


TvTNA" Al O^O-C 

JNJVL UiojZj 


rlomo sapiens nypotneticai proiem ri\.\^z,D\jy \^rj\\j^j\jy), iixs\^^r^ 


TsJ\/f Al SJ^IA 
INiVl UloDZU 


riomo sapiens nypotneticai proiciii xjwj^^xjo yx r<\j^^\jo nirvi^^ 


NM 018605 


Homo saniens hvoothetical nrotein PR01777 (PR01777), mRNA 


NM 018573 


Homo sapiens hypothetical protein PRO1068 (PRO1068), mRNA 


NM 018572 


Homo sapiens hypothetical protein PRO1051 (PRO1051), mRNA 


NM 018569 


Homo sapiens hypothetical protein PRO0971 (PRO0971), mRNA 


NM 018592 


Homo sapiens hypothetical protein PRO0800 (PRO0800), mRNA 


NM 018563 


Homo sapiens hypothetical protein PRO0758 (PRO0758), mRNA 
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NM 018699 I 
NM_017534 I 
r 


lomo saoiens PR domain containing 5 (FKDM5), mRNA 

lomo sapiens myosin, heavy polypeptide 2, skeletal muscle, adult (MYH2), 

p|^"{vj^ . ; 


NM 018461 I 
1 

NM 018559 ] 
NM 018694 ] 

NM 018663 ] 


lomo sapiens uncharacterized hematopoietic stem/progemtor cells protem 

VIDS026 (MDS026), mRNA — — 

lomo sapiens lipopolysaccharide specific response-7 protem (LSR7),mKNA 

qnmn sapiens HSVI binding protein (LO(j:)5yiJJ, nuuxl^ 

Rnmn saoiens 22kDa peroxisomal membrane protem-hke (LUt.55895), mKNA . 


NM 018640 ] 
NM 018639 
NM 018449 
NM_018658 

NM 018671 
NM 018439 


5?^^!^^..nrnnri snecific transcription factor DATl (LOC55885), m^JAj 

Homo sapiens CS box-containinp WD protein (LOC558»4^ mKTMA 

HoiTio sapiens AD-0 12 protein f LOC55833), mRNA ^ 

Homo sapiens potassium inwardly-rectifying channel, subtamuy J, member 16 

(KCNJ16), mRNA 

Womo sapiens hypothetical protein fIRO039700), mRNA 

Homo sapiens hypothetical protein IMPACT (IMP AC 1 ), mKJNA_ 

Wnmo sapiens FEV protein (HSRNAFEV), mRNA 


NM 017521 
NM 017526 
NM 017513 
NM 017532 
NM 018682 
NM 018680 
NM 018428 
NM 017528 
NM 017964 


Homo sapiens leptin receptor eene-related protein (HSOBRCiKl').,n^NA 

Homo sapiens metaphase chromosome protem 1 (HSMCR30), mRNA _ 

Homo sapiens p65 protein (HSAJ7475) mKNA 

Wnmo saniens hypothetical protein HDCMC04P (HDCMCU4i' j, mkNA 

TTnnno sapiens hypothetical protein HDCGC21P (ipCGC21P) mKiNA 

Homo sapiens hepatocellular carcmoma-associated antigen 66 (riCA66), mKN A 

Homo sapiens putative methyltransferase (HASJ4442), mRNA 

Hntno sapiens hypothetical protein FLJ20837 fFLJ20837), mKISA 
Homo sapiens hypothetical protein FLJ20758 (FLJ20758), mRNA 


NM 017952 
NM 017936 

NM 017933 
NM 017931 
NM 017911 
NM 017898 
NM 017888 
NM 017865 
NM 017855 


Womo sapiens hypothetical protein FLJ20707 (FLJ20707), mKNA 

Wnr,io sapiens hypothetical protein FLJ20701 (FLJ20701). mKNA _ 

TTnTTin -nnif-n- h"POth''tir.i,1 protein FU20699 rFLJ20699), mRNA 

Wnmo sapiens hypothetical protein FU20635 (FLJ2063M, mKJNA 

Homo saniens hypothetical protein FU20605 (FLJ20605), mKJNA 

Wo^o sapiens hypothetical protein FU20581 (FLJ20581), mKMA 

Homo sapiens hvDothetical protein FU2053 1 (FLJ2053 1 ), mKiN A 
Hon.n sapiens hypothetical protein FU20513 (FU20513), mKMA 


NM 017849 
NM 017845 
NM 017842 
NM 017820 
NM 017806 
NM 017800 
NM 017795 
NM 017794 
NM 017768 
NM 017757 
NM 017749 
NM 017733 
NM 017732 
NM 017730 
NM 017723 
NM 017720 
NM 017715 
NM 017667 
NM 017652 


Wnr^o sapiens hypothetical protein FLJ20507 (FLJ20507), mKJNA 
Hnnno sapiens hypothetical protein FLJ20502 (FLJ20502), mKMA 
Homo sapiens hypothetical protein FLJ20489 (FLJ20489). mKMA 
Homo sapiens hypothetical protein FU20433 (FLJ20433), mRNA 
■ Womo sapiens hypothetical protein FLJ20406 fFLJ204U6), mKMA _ 
Homo sapiens hypothetical protein FLJ20393 (FLJ203y3), mKNA 

" Homo sapiens hypothetical protein FLJ20378 fFLJ20378), mKMA _ 

Homo sapiens hypothetical protein FU20375 (FLJ20375 ), mKMA 
Homo sapiens hypothetical protein FU20331 (FLJ20331), mKJNA 
" Homo sauiens hypothetical protein FU20307 fFLJ20307 ), mRNA 
Homo sapiens hypothetical protein FU20294 (FLJ20294), mRNA 
Homo sapiens hypothetical protein FLJ20265 (FLJ20265 ), mKMA 
Homo sapiens hypothetical protein FTJ20262 (FLJ20262), mRNA 
Homo sapiens hypothetical protein FLJ20259 (FLJ20259), mRNA 
Homo sapiens hypothetical protein FLJ20245 (FU20245), mRNA 
Homo sapiens hypothetical protein FU20234 (FIJ20234), mRNA 
Homo sapiens hypothetical protein FU20216 (FLJ20216), mRNA 
" Homo sapiens hypothetical protein FLJ20097 fFLJ20097\ mRNA 

Homo sapiens hypothetical protein FLJ20070 fFLJ20070), mRNA 
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JNJVl Ul /OJj 


Hnmn ^aniens hvDothetical OTotein FLJ20039 (FLJ20039), inRNA 


iNiVl U 1 / O^Z 


prr.mn Qanims hvnothetical nrotein FLJ20036 fFLJ20036), mRNA 


LNiVi U 1 / OZ-H- 


Homo sapiens hypothetical protein FLJ20019 (FLJ20019), mRNA 


IMiVl VJ i / OZ J 


Homo sapiens hypothetical protein FLJ20018 (FLJ20018), mRNA 




Homo sapiens hypothetical protein FLJl 1323 (FLJl 1323), mRNA 




Homo sapiens hypothetical protein FUl 1292 (FLJl 1292), mRNA 




Homo sapiens hypothetical protein FLJl 1 137 (FLJl 1 137), mRNA 


Tvnv/f 01 ^^^90 

INXVx \J 1 OiJZvi 


Hnmo saniens hvnothetical nrotein FLJl 1099^(FLJ1 1099), mRNA 




Homo sapiens hypothetical protein FLJl 1082 (FLJl 1082), mRNA 


iNlVl V/ 1 O J v 1 


Watt\a saniPTis hvnothetical nrotein FLJl 1016 (FLJl 1016), mRNA 


NiVi U i oZ.yD 


Hnmo <?aniens hvnothetical nrotein FLJl 1000 (FLJl 1000), mRNA 




Mnmn sanims hvnothetical nrotein FLJ10986 fFLJ10986), mRNA 


"NJiv/f niR9on 


TTnmo saniens hvnothetical nrotein FLJ10983 fFLJ10983), mRNA 


TsJA/T A1R9Rn 

LNiVX V/ i OA<j\J 


Hnmo saniens hvnothetical nrotein FLJ10945 (FLJ10945), mRNA 


IN iVl U 1 OZOO 


Hnmn saniens hvnothetical nrotein FLJ10902 (FLJ10902), mRNA 


TMA/T niS96^ 


Hnmn saniens hvnothetical nrotein FLJ10898 fFLJ10898), mRNA 


XTA/T niR9zlQ 
iNiVl U i o^Hy 


Homo sapiens hypothetical protein FLJl 0867 (FLJl 0867), mRNA 


TsJA/T ni R9'^'^ 
INIVI UioZOj 


Homo saniens hvnothetical nrotein FLJ10826 (FLJ10826), mRNA 


XTA/T n 1^909 
INiVl U 1 oZUZ 


Homo saniens hvnothetical nrotein FLJl 0747 fFLJ10747), mRNA 


TvTA/T n 1 fil OA 


Hnmn saniens hvnothetical nrotein FLJ10724 rFLJ10724), mRNA 


XTiv vf m 5? 1 Q 1 
iNiVl UiOl^l 


Hnmn saniens hvnothetical nrotein FLJ10716 fFLJ10716), mEUSfA 


XNivi U i o i 


Hnmn saniens hvnothetical nrotein FLJ10547 fFLJ10547), mRNA 


iNiVi Uioi^i 


Hnmn saniens hvnothetical nrotein FLJ10540 (FLJ10540), mRNA 


iNiYt viol Z*+ 


Homo saniens hvnothetical nrotein FLJ10520 (FLJ10520), mRNA 


xnv/r ni Ri 1 A 

iNiVl U i o i i*T 


Homo saniens hvt->othetical nrotein FLJl 0496 (FLJl 0496), mRNA 


INiYi U 1 o 1 / 


Hnmn saniens hvnothetical nrotein FLJ10482 (FLJl 0482), mRNA 


iNivi V/ i oxjyo 


Homo saniens hvnothetical nrotein FLJ10461 (FLJl 0461), mRNA 


iNiVl U i oUo^ 


Hnmn saniens hvnothetical nrotein FLJl 0402 (FLJl 0402), mRNA 


7<r\/r ni Rn7Q 


Homo saniens hvnothetical nrotein FLJ10379 (FLJ10379), mRNA 


IN IVl U i O WOO 


Homo saniens hvnothetical nrotein FLJ10339 (FLJ10339), mRNA 


iNlYl U i oUOZ 


Homo saniens hvnothetical nrotein FLJ10335 (FLJ10335), mRNA 


INiVl UioUDl/ 


Hnmn sanienc; hvnothetical nrotein FLJ10324 fFLJ10324), mRNA 


INIVl U I oUD J 


Hnmn saniens hvnothetical nrotein FLJ10307 (FLJ10307), mRNA 


IN iVi u i o U^O 


Hnmn sanien*; hvnothetical nrotein FLJ10283 (FLJ10283), mRNA 

XxLIIllw 0<IIJ1C/J.10 11 y L/U Lilt' LI Wdl L/1 Vf Lw'l.ll X ±~ttS l.\Jd^\J^ yx x^*r i.v^w^y, & 


iNIVL V i ovUO 


Hnmo sani en s hvnotheti c al nrotein FL J 1 0 1 40 (FL J 10140), mRNA 


IN IVI V/ i O U v/*+ 


Hnmn saniens hvnothetical nrotein FLJ10134 (FLJl 0134), mRNA 


INIVl \j L i yyy 


Hnmo saniens hvnothetical nrotein FLJIOI 1 1 (FLJIOI 1 1), mRNA 


IN IVi \j\.iyyz* 


Homo saniens hvnothetical nrotein FLJ10083 (FLJ10083), mRNA 


INIVI \j X. lyy Y 


Homo saniens hvnothetical nrotein FLJ10081 (FLJ10081), mRNA 


NM 017979 


Homo sapiens hypothetical protein FLJ10043 (FLJ10043), mRNA 


iNJVl vji/y/j 


Vr^rrtr\ cQniens hvnnfhetiral nrotein FT Tl 00*^6 fFLJ10036). mRNA 


NM 017973 


Homo sapiens hypothetical protein FLJ10034 (FLJ10034), mRNA 


JNIVL Ul /olU 


W/%TYirt cQnienQ hvnnthetiral nrotein DKF7n761D081 (DKFZd761D08 1), mRNA 


NM 018457 


Homo sapiens DKFZp564J157 protein (DKFZP564J157), mRNA 


NM_0 175^0 


TJr^Tr./^ ccirtii^ns hvrkofh<»tiV5i1 nrntein r>l<rF7n434K0920 flDKFZn434K0920'i. 

riomo sapiens nypomexicai proiciii jL-'jwr'^p*+j*Trw;'— v ^x-^r^ ^^p-rj-Txv.v-i^^v^, 
mRNA 


NM_017566 


Homo sapiens hypothetical protein DKFZp434G0522 (DKFZp434G0522), 

mRNA 


NM:_017612 


Homo sapiens hypothetical protein DKPZp434E2220 (DKFZp434E2220), 
mRNA 


NM 018641 


Homo sapiens chondroitin 4-O-sulfotransferase 2 (C4S-2), mRNA 


NM 018659 


Homo sapiens cytokine-like protein C17 (C17), iriRNA 
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NM 018656 H 
NM_018702 H 
ir 


..pien. bladder cancer-over^cBresse_d protein (BLOVl), mRN^__IlJ 
S^ens double-stranded RNA specific adenosine deaminase (AUAK.;, 

iTiNA " ^ 


NM 014160 H 
NM 004288 E 

J3 

NM 004060 I 
NM 006521 I 
NM 007035 I 
NM 000546 1 
NM 003015 
NM 003012 ] 
NM 017414 ] 
NM 016525 


r. ,inn -nninTT: HF^'"'^'^" protein (HSPCU /{)), uAil^A 

S^l^ns pleckstrin homology, Sec7 and coiled/coil domams, binding 

TOteinfPSCDBPVmRNA 

i.r,,o sapiens cvclin Gl (CUNOn, mRNA 

Tomo .aLns transcription factor binding to TGHM enhancer 3 (TFE3). mR^jA__ 

PTonio saniens secreted tri^gd:rglated protem 5 bFRF. . n^ 

Romo saniens secrete^ frizzled-related protem l(SFRPl),mRNA 

i^iii^i^iiiiiub^ 

HoTr.0 saoiens ubiquitin associated orotem i^ubAP). mRNA 


NM 017442 
NM 016937 
NM 016931 
NM 017433 
NM 016946 
NM 005536 
NM 017410 
NM 017409 
NM_015922 


Homosnpiensto11-like_receptor 9 (TIF9> mRNA 

Hnmo^t^ri'^'^r"^^^^ ^I>NA directed), alpha (fUi^>,mKNA _ 

Homo saoiens NADPH oxidase 4 (NOX4), mM^A 

H^T"- "f'^"'' "^^osin niA (MY03A), mRNA 

H^-- «pi«r.fi iunctional adhesion molecule {JAJsy mK iNft ^ ,|r fj a 

Ti:;;^sapiens inositol(myo)-Hor 4Vmonophosphatase 1 (IMPAl), mRNA 

Horn- -p-"" V,nmeo box C13 (HOXC13), mRNA 

H c.p^^« bnnieo box CIO (HOXCIO) niRNA 

Homo sapiens NAD(P) dependent steroid dehydrogenase-iike, H105e3 


NM 004129 
NM_017423 

NM 016947 
NM 017434 
NM 012143 


Homo sapiens UDP-N-acetyl-alpha-D-galactosamme^^ 

.tyV.i;ctosaminvltransferase 7 rGalNAc-T7-> (GALNT7), mRNA 

Wnmo sapiens G8 protein fG8), mRNA ^ — 

t^osapinn.- dnnl oxidase 1 (DTTOXn, mRNA 

tl^saBignstuftplin-interacting protem (1 ^^^^ ^^^^ -"ZZZJ 




NM 017418 
NM 016929 
NM 017413 
NM 000477 
NM_007235 


• -P'^"s deleted in esophageal cancer i (ut^U,u^^A . 

e,p^.n. chlnride intracellular channel Mv^i^iv..; niRNA 

- ^n^^^^^i^E^^^mil^^ receptor (APbLlN), mRNA 

Homo sapiens albumin (ALB) niKJNA ^.^^ for fRNAs^ OCPOT) 

Homo sapiens exportin, tRNA (nuclear export receptor lor iRNA:.) (Ai-ui;, 




NM_004585 
NM 002134 


" "Homo sapiens retinoic acid receptor responder (tazarotene induced) 3 

- Hnmo^sISi'^^oxygenaseid^^ 




NM 002100 
NM 002099 
NM 005708 
NM_013280 


"Homo sapiens glyrnphorin A (includes MN blood proup) (Uir a;, mRNA 

Homo sapiens glypican 6 (GFL-b), mKiNA 

Homo sapiens fibronectin leucine nch transmembrane protem i ^ri^i^Tl), 


[NM 001304 
NM_013410 


Homo sapiens carboxypeptidase D (CPD), mRNA ■ 

Homo sapiens adenylS^ase 3 (AK3), nuclear gene encoding mitochondrial 

<r-»-t-i-*+<aii-j ml^^JA . 


NM_002161 


Homo sapiens isoleucineWA synthetase (lARS), transcript vanant short. 


rNM_013417 
[NM 015836 


Somo^sapiens isoleucine-tRNA synthetase (lARS). transcnpt vanant long, 
iHomtsanienstrvptopha^lR^ synthetase 2 (mitochondnal) (WARS2)rZlj 
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tiuciCEr gene cncoaiiig iiiHOC/nonuiiai piuLcin, iiixvj.'^.rv 


NM 004992 


o^*-.^^ oor-*i*£»nc Tn<»fViwi r^r^rj HinHiria rvrnfein 2 i'Rett svndrome'i fMECP2V iriRNA 


NM 003926 


Uz-v^z-v ct<»^i^r^c Tn<*+Vii7l-r^r»rT KinHincr HAtnain nroteiTi 3 fJ\^JSI!)3^- ITlRNA 

IfxOTTlO Sa.|JlCIlo 1 1 IC lO jr 1 V_^jJVj UlliUllig uviliiaiii jJiw^iii a***.'*-*.^**. 


NM 006150 


XJ^-t-v^z-^ oot-*-t/anc T T\/f r1rvm5»ir» onlv (\ A/f06^ TTlT^NA 


XTXif Al '2/111 

JNM_Ui34J i 


Unrvirw c'STMVnt: Villpr rell lentiTi-like reccDtor subfaniilv C. meniber 4 (KLRC4), 

TllKJN/\ . 


INiVi UUl^Z/ 


TTriTY-io o?ir\i<=»n<; enorailed hoTTioloff 2 rEN2V mRNA 


JNJVl UUi4ZO 


T-T/\TMr* carviianG i=»noTailpH ViATTiolno" 1 THNl ^ niRNA 


XT\/r f\(VlAA'\ 

JNJyi 


TTnmrt cqtmVtiq Txrxr. flricrer nrotein 155 fDHZ-96^ TZNFISSV niRNA 


TVTN 4" A 1 /CO O A 

NM 01622U 


TJrtnnr* coni^anc rr\r\c finapr •nrotein (7V\yi'^\ rZFD25^ mRNA 


NM OIjojj 


xj/-kwi/-k oo-r»-t<»nc XATilrYic tiimnr flQQAPiatefl nrotein f Wl'V-l^ mRNA 


NM UIjo/J 


Urtrvirt Qoi-kiia-nc 'inllin-liVe C^W T ^ TtlRNA 


NM 016379 


Homo sapiens variable charge protein on X with eight repeats (VCX-8r), mRNA 


NM 0163/0 


xi/^wrw ooi-in<anc Train aHlp rViarap nrntein on X with two reoeats rVCX-2r\ mRNA 


NM 01o4o/ 


XXr\rY>r\ cor\ip»ric fiilMilin cramma 9 ("XirRCr^^ mRNA 


NM 016575 


Homo sapiens TU12B1-TY protein (TU12B1-TY), mRNA 


NM 0160b9 


jflomo sapiens JSJtvAJj~zinc imger pruiciii ozjr i-i \^oz^i ly, iiu.xj.^-rv 


NM_013272 


Homo sapiens soiuie carrier lamiiy zi ^orgauio aiiiuii uciu&|j*Jitt>i/, m^inL/wi j.^ 

(bl^CzlAl 1), niKJN/V 


NM 015926 


xlomo sapiens puiaiive secreiea proiem ^^oivji i;, iiuxi^j^ 


NM_0 16224 


rioino sapiens orlo ana JtA. aomain-couidinmg piuiciii ojriji voaajx -^^jy 
mRNA 


NM 016276 


rlomo sapiens serurn/giucocoriicoici reguiaiea Ajuas>c v^ovjjv^^, iii^xi^r^ 


NM 015884 


rlomo sapiens c>Zr protein (^ozr miviN/\ 


NM 016356 


TT^.^^ r^r^-»;^>-tO X>TTOQ ^T?TT'7^ TT^'PlSTA 

Homo sapiens icuzo (^kuz;, nuviN/v 


NM 016321 


hiomo sapiens kji lype \^ giyoopruLcm \ssjn\^\j), nus^^r^ 


NM_015900 


Homo sapiens phosphatidylserine-specific phospholipase Al alpha (PS-PLAl), 

mKJNA 


NM 016533 


rlomo sapiens nmjunn z ^^iNiiNJzj, huvln^ 


NM 01oo41 


Horno sapiens memorane mieraoLing piuiciii ui ixvjoiu v^ivxxxvxvj^, iuxxa-^^ 


NM 014319 


Homo sapiens integral inner nuclear membrane protein (MANl), mRNA 


NM_0 16249 


Homo sapiens melanoma anngen, lamiiy 11,1, cancer/ ic:>ui> s^pcunn^ ^ivj_f^vjj--j^i^, 

_^T> XT A 


NM 016153 


Homo sapiens LW-i ti^w-ij, mjKJNA 


NM 016551 


xiomo sapiens seven ixansmcmui<iiic jjiulciii axyx/ox -j y^xavx/^jx iiu.va.iii. 


NM_0 16529 


xji-ii-*-»/% co-rit^a-rtc A'T'"P'ic<=» amirirkT^lnr^Qnholi'nifl transnorter-lilce Class I. tvoe 8 A, 
jtiomo sapiens jrvixasc, <iiiiiiiijpiitJopii*jiipi*j. u<iiiopwj.i.w/i ixiw^, v_/xw.kjo j., tj^w 

niemoer z ^xa-utoxv^^, iiuviNrt. 


xnvvr Al /C/iio 
NM U 16432 


iriomo sdpiciio oynoxciiii ^j-#wv-/-j i /^-7^, iixLN_L^.i^ 


•X TA K A 1 /CI /CO 

NM 016362 




XTTVyf Al /CO OA 

NM 0162/0 


Wi-iTnr^ CQnif>nc Trmrir»^*l_lilrf» fartor (\ OP51 TlS'i mRNA 


NM 016243 


Homo sapiens cytochrome b5 reductase 1 (B5R.1) (LOC51706), mRNA 


NM 016231 


Homo sapiens nemo-iiKe Kinase ^a^w^:? i /ux^, nixvi^^ 


NM 016225 


xlomo sapiens kjuJ type uuLa proxcm ^^j^v^v-^j iu:^oy, nxiviN-rv 


NM 016219 


Homo sapiens alpha 1,2-mamiosidase (LOC51697), mRNA 


NM 016217 


j-j[QjY10 sapiens iXH.JL'L^ lOr nomOlOg OI L/ro&upiiiia ncau^-a&c iuj/u^, iiixxx-^^v 


NM_01ol99 


TT^-^y^ oo-n^o-nc T o*il?Xf A o ccnr«-i 5»t<*rl ^m-lllvP nTOtfiin LSm7 ^7^005 1690^ 

j-j^omo sapiens uo snjxiNx\."'assot^id.Lcu oiii"iii^-t' ^iv^i-v-ziii 
niRNA 


NM 016171 


Homo sapiens prothymosin al4 (LOC51685), mRNA 


NM_016447 


Homo sapiens MAGUK protein p55T; Protem Associated with Lms 2 
(LOC51678), mRNA 


NM 016126 


Homo sapiens HSPC034 protein (LOC51668), mRNA 


NM 016118 


Homo sapiens NY-REN-18 antigen (LOC51667), mRNA 
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NM 016079 ] 

NM 016062 ] 
NM 016057 ] 
NM 016056 ] 
NM 016047 
NM 016016 
NM 016008 
NM 015995 
NM 015980 
NM 015958 
NM 015941 
NM 015937 
NM 015929 
NM 015921 
NM 015908 
NM 015875 


aomo sapiens CGI-149 protein (LOC5 1652), mRNA J 

Homo sapiens CGI-128 protein aOC5 1647), mRNA 

Homo sapiens CGI-120 protein (LOC51644), mRNA 

Homo sapiens CGI-1 19 protein (LOC51643), mRNA J 

Homo sapiens CGM 10 protein aOC5 1639). mRNA 

Homo sapiens CGI-69 protein (LOC5 1 629). mRNA 

Homo sapirais CGI-60 protein (LOC5 1626), mRNA 

Homo sapiens Kruppel-like factor 13 fKLF13), mRNA 1 

Homo sapiens HMP19 protein (LOC5 1617), mRNA . — J 

Homo sapiens CGI-30 protein (LOC5 1611), mRNA 

TT fTii 1 1 »M-r>t<>in H CtC^I f\Ofi\ mRNA 1 

^omo sapiens i-^oi-i i piutcm v^xjv^v^^ njwy, i 

Homo sapiens CGI-06 protein (LOC5 1604), mRNA 1 

Homo sapiens lipoyltransferase (LOC51601), mRNA 

Homo sapiens divalent cation tolerant protein CUTA (LOC5 1 596), mRNA 1 

Homo sapiens arsenate resistance protem ARS2 (ARS2), mRNA j 

Homo sapiens unnamed HERV-H protein (LOC5 1581), mRNA 


NM 015874 

NM 016283 
NM 016644 
NM 016643 
NM 016642 
NM 016638 
NM 016637 


Homo sapiens H-2K binding factor-2 (LOC5 1580), mRNA 

Homo sapiens adrenal gland protem AD-UU4 ^JLUC^ 13/6), mKiNi\ 

Homo sapiens mesenchymal stem cell protem DSC54 (LOC5 1 334), mRNA 
Homo sapiens mesenchymal stem cell protem DSC43 (LOC5 1333), mRNA J 

Homo sapiens beta V spectrin (BSPECV), mRNA 1 

Homo sapiens SRp25 nuclear protem (LOC5 1329), mRNA 1 

Homo sapiens ncaml (LOC5 1328), mRNA 1 


NM 016633 
NM 016625 
NM 016622 
NM 016621 
NM_0 16609 


Homo sapiens EDRF protein (LOC5 1327), mRNA 1 

Homo sapiens hypothetical protein (LOC5 1319), mRNA J 

Homo sapiens hypothetical protein (LOC5 1318), mRNA 

Homo sapiens hypothetical protein (LOC5 1317), mRN A 

Homo sapiens hBOIT for potent bram type organic ion transporter i^i.vjv^:? i j i v^, 
mRNA 


NM 016606 
NM_016591 


Homo sapiens SGC32445 protein (LOC5 1308), mRNA 1 
Homo sapiens core 2 beta-l,o-N-acetylglucosaminyitransierase :> ^^i^i^v^^uwi^, 

mRNA —J 


NM 016585 


Homo sapiens testicular haploid expressed gene (THEG), mRNA 


NM 016573 


Homo sapiens Gem-interacting protem (i^uco izy i misaN/Y 


NM_016568 


Homo sapiens G-protein coupled receptor bALii'K; somatosiatm ana angioiciiaui- 
like peptide receptor (L(JC!> 1 Zoy), mKJN/\ ^ 


NM 016566 


Homo sapiens pparl (LOC5 1255), mKiNA 


NM 016563 
NM 016548 


Homo sapiens Ris CLOC5 1285 ), mKJN A . 

Homo sapiens golgi membrane protein GP73 (LOC5 1280), mRNA 


NM 016499 


Homo sapiens hypothetical protein (LOC51259), mRNA 


NM 016490 


Homo sapiens hypothetical protein (LOC51252), mRNA 


NM 016466 


Homo sapiens hypothetical protein (LOC5 1239), mRNA 


NM 016459 


Homo sapiens hypothetical protein (LOC51237), mRNA 


NM 016449 


Homo sapiens hypothetical protein (LOC5 1233), mRNA 


NM 016440 
NM_016427 


Homo sapiens VRK3 for vaccmia related kinase 3 (LUeo iz j i j, nmiN a 
Homo sapiens transcription elongation tactor (blU) eiongm ^,i^nr> 

mixIN/Y 


NM 016423 
NM_016361 


Homo sapiens zinc finger protein 219 (ZNF219), mRNA 

Homo sapiens LPAP for lysophosphatidic acid phosphatase (LOC5 1205), 

mRNA 


NM 016353 


Homo sapiens rec (LOC5 1201), mRNA 


NM 016349 


Homo sapiens susceptibility protem NSG-x (LOC5 1 198), mRNA 
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NM 016341 


Homo sapiens pancreas-enriched phospholipase C (LOC5 1 196), mRNA 


NM 016323 


rlonio sapiens cyciin-n Dinaing pruicm a v.^^^^^^-'^/* kiu^^r^ 


nM Oloi 1 / 


jlorno Sapiens ncuirai spningomycinicioc ^j-rv-'v-^^ 1 1 ^v^j iiixvo.'^irx 


iSiM OloZoo 


XaOITIO Sapiens CaiDOnyi rcuuC/LdoC ^i-v^v^-^ i xox^, nu.Nj.'H.rx 


MM Olozoy 


Ur^-rvii^ oor^'i«>nc Kfi-n-nVirii H i^n'hanf'f'r KinHiTicr ffif^tnr-1 TLOCISI 176"^ mRNA 
"xoxno Sapiens lympnoiu cnnaiiC'Ci uiiiumg xox^wjl j. v^x-'v^^^ a x / v/y, hiavj.-^^ »- 


NM_0 16245 


. riomo Sapiens rexinai snoix-wnam u.ciiyvii\jgwiiaoc/ic;u.u.v/uiow iv^toj^xx^ 
rr r^r^^ 1 1 new -mPM a 


MM 016241 


.iomo Sapiens enaoniucin-i lo^^, iiuviNin. 


NM 01623U 


"lomo Sapiens iiavoncmoproiciii i i y, hixvj.'nxt. 


NM 016221 


Homo sapiens dynactin p62 subunit (LOC51 164), mRNA 


MM 016215 


riomo sapiens JNiiu i proiein i lo-^^, iruviNrY 


MM 016210 


riomo sapiens gzu proiem i lu ly, iiirsj.N/^ 


NM 016161 


XJ/^*vi/-k ooi-x-ioi-io o1r%l-*<» 1 A-XT-arfk'H/l orliiPAQnminvllrflTiQfprfl^e TT^OCIS 1 146^. mRNA 
nl_OmO sapiens aipna*ijH'"iN~a.»./CiyiglU-^^.'^aiiiiiij'itia**^-*-^AaoV' i. x-rwy, xxaa-vx 


NM 016123 


xj/xr«r» ooT^i<*nc TMifc»tiA7<=» ArAff^i'n l<rmfi<;p NV-RT<N-64 antiffen TLOCSllSS^. mRNA 
riomo sapiens puuiiivc pruLciii isj.ii<*oc i>i x x\j-fi> ancx^wn v-^^-^^-^*^ * *■ 


NM_0 16120 


riomo sapiens pu.iaiive nng luigci piuLciii x x\j->x^~t*j ai^Ligvi'ii 


NM 016033 


riomo sapiens ^^o^i-!7U proiem ^x-rv^^j 1 1 1 jy, iiuvin^ 


XTX >r A1 ZTAOO 

NM 016032 


riomo sapiens i-^vji-o!? proiem ^i^vy^j 1 1 1'ty, 


XTX A A1 /CATA 

NM 016030 


riomo sapiens ^vjri-o / protein \^j-/V^v-/*> 1 1 1^)9 iiirsj.>irv 


XTK /T A 1 O 

NM 016028 


riomo sapiens ^01- protein ^^i^wi^ j 1111;, iixi\j.n/a. 


NM 016027 


riomo sapiens \^vji-o ^ pioicin v^jl-v-/^^*> 1 1 iv/^j unvi^iT. 


XTX iT Al^A'^O 

NM 016022 


riomo sapiens v^oi- / 0 protein v.i-'vj^^ l ikj / iiuviN^ 


XTX Jf A 1 /TA "1 O 

NM OI6OI0 


riomo sapiens i^vjrl-/z proiem \^i-»v_/v^ji ilu\±\s^ 


xnv >r Ai ^Ai "5 

NM 016013 


riomo sapiens v_^oi-oj proiem v^rvv^v^j i ), iiuvin^ 


NM 016011 


riomo sapiens \-/vji-oj proiem i^i-^wv^-' i iiu\a^j^ 


XTX >r A1 zTAA/T 

NM 016006 


riomo sapiens i^^vji-oo proiem ^^j-fwv.^o ivyy), nusj.\r\ 


NM 015999 


riomo sapiens <^vj1-4D protein v.i-'VJv-xD lyjyHj^ mixrM/\ 


XTX if 1 ^AOO 

NM 015982 


riomo sapiens germ ceu speciiic x -oox omamg pruicui v,j->v^^>^ i\jo f j, iiixvj.^-£-v 


XTX >r A "1 ca^'j 

NM 015963 


riomo sapiens l^oi-jo protein ^^i^w^j lu /o^, imNj.Nrv 


XTX /T A1CACA 

NM 015959 


riomo sapiens i^vjio i proiem (^juuv-^^iu/ iiirsj.NA 


XTX VT Al CACA 

NM 015950 


riomo sapiens k^kji-aj. protein ^i-f^v^-? i vo^'^, iiuvi^fr^ 


NM 015938 


riomo sapiens iw/Vji-u/ proiem ^^i-.v-/v^j luooy, lluvlNr^. 


NM 015916 


Homo sapiens hypothetical protein (LOC51063), mRNA 


XTX a 1 ^A1 A 

NM 015914 


riomo sapiens nypomencai protein ^ijW^:>iuoi^, iiuNaN/^. 


XTX JT A 1 ^ A 1 A 

NM 015910 


riomo sapiens nypotnencai proiem ^j_^vj\^3 ivd / jy msKiM^ 


XTX Jf /\ "1 ^AAI 

NM 015901 


Homo sapiens unknown (^hjl.!) iuddj, mjviN/\ 


XTX vT AT COA'5 

NM 015893 


riomo sapiens preproproiaciin-reieasmg pepnuc ^i-.v^Vw^-> lujz.^, nxixi^^z-v. 


NM_015887 


Homo sapiens putative peroxisome microbody protein 175.1 (LOC51051), 

mKJNA 


XTX VT A1 COOA 

NM 015880 


riomo sapiens KJLLf-iiKe i^-i [^i^Kjy^D ivh / TnsKi\i\ 


XTX yT A1 CO^'~l 

NM 01587/ 


riomo sapiens Jsxuppei-associaieG dox proiem yjuxjy^j nu\i^r\ 


XTX >r A1 CO/CI 

NM 015863 


riomo sapiens suriactant protem d {^Lj\j\^j lxjh^i iiirsj.N/A. 


XTX >r A 1 c 0 C /I 

NM_0 15854 


riomo sapiens rennoic acia recepior-ueio. aobov./iaLcu upcxi icauxiig naiiit^ 

(^JLUL^J iU3o^, rnlvLN/v — 


X TX iC A 1 ^ 0 /1 0 

NM 015849 


riomo sapiens pancieatic eiastase ujd yi^yjy^j iiiisj.n/-v 


NM 0160/5 


riomo sapiens v^vji-ih-d proiem ^i^v^^v^-'iwz.o^, iiuviN^ 




Womn QflniftTici nOT-M*^ nrotein rLOC51027\ mRNA 


NM 016063 


Homo sapiens CGI-130 protein (LOC51020), mRNA 


NM 016048 


Homo sapiens CGI-111 protein (LOC51015X mRNA 


NM 016044 


Homo sapiens CGI-105 protein (LOC51011), mRNA 


NM 015947 


Homo sapiens CGI-1 8 protein (LOC51008), mRNA 


NM 016058 


Homo sapiens CGI-121 protein (LOC51002). mRNA 
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NM 015948 ti 
NM 016040 H 
NM 016571 H 
NM 015868 H 
NM 016281 a 
NM 016358 ti 
NM 016291 F 
NM 015848 t 
NM 016506 I 
NM 016498 I 
NM 016460 I 
NM 016390 J 
NM 016091 ] 
NM 016522 
NM 016258 
NM 016173 
NM 016516 
NM 016540 


.^n ««piens CGM9 protein (I^c:5 1000), xn^A 

^Z^. CGI-100 protein (LgC50999), mRNA . ^ 

«mr. sapiens lenssm (LGS), mKJNA 

KK-r.ceptor fKm-023GB) T5^^}A__ 

omo sapiens STE20-like kinase(J^,i^^^^^ : 

fom^ c,ppi<.r,« iroquois homeobox proicra 4 (1K^4), roKN/^ - 

kinase 2 (1P6K2), xnRNA, 

lon,o sapiens cytokeratin 2 (HUMCYr2AXt5^i^?L^ 

l.vp«thetical protem (HSPC192),it^i^ A 

iTninn "HTiiPTi- H^P'^n^^ mSF(JU25), mRNA ^ 

:10ino bdyiciio xx»jA ^v**- £ 

flomo sapiens neurotnimn ( H N i ), mkl>IA -T^JA 

Homo sapiens high-glucose-reRulatedH2tgl^g^£^^^ —A 

hnn.n-.ri-n-"^'^ l^n-olo^ 7kb (HEMK), n«NA ^ -A 

^^^^^^^^^^ 


NM 012196 
NM 015898 
NM 016357 
NM 016218 
NM 016240 
NM 016073 
NM 016315 
NM 016620 
NM 015896 
NM 016426 
NM_01592t> 

NM 016238 


Honno sapiens CSRl protemiC^A),^?^r^!A^^ . 

Honno sapiens CGI-142 (CGI-142), mRJj^ 

iHomo sapiens CED-6 protHn (^^-^fl^^^^ ' 

' — Ti^T^^^Jh^t^pal nrotein (BM-005), mRNA . — ^ 

Homo sapiens nypomeiicai prutcm v^-ui^x [ 

Hnn.0 sapiens BLu protein (BLu), mRNA_ 

XlUlllvl 0<»^lwiAi3 ******* 1 

" i^^T Tir""r~"'"'^'^"™' "f^^ 


TvTA/T (\\f%'^lf% 
INIVI \/100/v» 

NM 016282 
NM 016453 


- U?"- .^^vl.„ kinase 3 alpha like (AK1.3L). mRNA J 


NM 016614 
NM_015365 


11 , ,,,r„.ir rVirnmrnnmnl rerion, fff^np- 1 (AMMfaL-Kl), xiuu>ia__ 

pHiptor-vtosis Chromosomal rcKt""» P ' ,p t i TT 

-bf^,^^^.«c ^.Insin-contamms protem (VCP), 


NM 007126 
NM 001059 
NM_005963 

NM 005561 


H^TT^ .»,piens tachykinin receptor 3 ( i ACki;,iiibiiA ^ , ^..-.r^m 

"Sl^iens myosin, heavy polypeptide 1, skeletal muscle, adult (MYHl). 1 

-fgSST^piens Ivsosomal-associaMiggg^ggS^g^ j 


Hm 006407 
NM 000854 
NM 002046 
NM_001953 




NM_000927 

IjM 015686 
NM 01407C 
NM 014069 


-^^iens ATP-binding cassett-^riubS^^^R/TAP), member 1 

(ABCBIV mRNA _ — 

TTnmn ^nr""' '^^ P'-"tein ( I tU), mkHA ^ ^ 

H^T"'^ sapiens STG protein lUl^mRNA 

Homo sapiens SPRl protem (ai-K-i). mRi>IA 
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iivJlll^ oCl|JlC'llo OJLrX^XVX ^OXiXIiXv^ 1 yj 111X\J.>J». 


NM 0140S1 




J. > X V JL \J l.'~r L\J^ 


TTnmn ^flnipn?; PRO9000 nrntpin rPP 09000^ ty-»RNA 


NM 014107 


PTnmn c:ar)ipn«; PPO1009 -nrntpi-n rPTJO1009^ mPNA 


NM 014095 

l^XVX \J Ji't\J ^mJ 


TTomn <ianipn<; PRO1600 nrntpin ^'PPni600^ mPNA 


NM ni40IR4 




NM 014130 


Homo sapiens PRO0483 protein (PRO0483), mRNA 


NM m^OR? 


rionio sapiens risxjKjjy / proiein \rx\\JKjjy / ^, mKJN A 


NM A1419^ 


riomo sapiens rj\\j\jjA i proiem (^x^xvUUjz / niKJN/\ 


NK4 OlzinRl 


riomo sapiens rssxj\jz.y i protein (Jrivvjuzy / ^, itikjn/v 


NM ni4n'^7 


nomo sapiens in 1 1 j protein ^iN 1 1 d^, miviN/v 


NM 01 S*^^? 


nomo sapiens ivLLLri proicin ^^jvulL/I ^, nuciear gene encoomg mitocnonGriai 

T^TTit'P'ln mP'NFA 

pUJl-dli., lHX\J.N.rTL 


NM 014060 


T-Tnmn Qanipn^ Mf^X-l -nrntpin ^Mf^X-l ^ mPNA 


NM 014897 


TTntTin Qnnipnq K'TA A 1 1 1 6 nrrktpiTi nc\tx A 1 1 1 6^ ■m'RN A 


NM 014Q68 


TTomn QaniPTiQ l^TA All 04 rimfpin rPTT A All 04^ mT?7sJ A 


NM 014Q1S 


xxumo isapicns ivi/vrt^iu proiem (^jSuj/\/\.iU i^)^ mixjN/v 


NM 014Q11 


xioino oapiciib j\.x/\/\ lu-H-o protein \^isjl/v/v1U^o^5 miviN/v 


NM 014Q6S 


xiomo sapiens ivjirvrv i z protein \jSAj\Jrx\.\}^£*)^ nxAviN/v 


NM 014Q47 


nomo sapiens i u*+ i proiem ^^JsJL/VA-iU^i ^, mKJN/\ 


NM 01492*^ 


TTnmn Qn-nipriQ tCTA A0070 nmfpin /"liTTA A0070^ mPTSJA 


NM 01 S'^10 


nomo sapiens JVLrvrvvfi^HZ proiem \jsx£\e\Sjy^Ji niKJN A 


NM 01S0S7 


nomo sapiens jsj/vrvuyiD proiem \^jSkJL'\/vU"io^5 njJKJN/\ 


NM 0 1 AS^AA 


nomo sapiens jsj/v/vui^i i proiem v.JSJLf\/\.ui^ 1 1 )^ mtsJN/V 


NM 0140^^1 


nomo sapiens jsjaauo / 1 proiein vJ^JLfVfVUo / 1 7, mivLNA 


NM 014Q41 


nomo sapiens jsj/\/vuojz proiem ^ivLfV/vuoDZ mJtsJNA 


iNiVl vl i -> J / O 


nomo sapiens js.jl/va.uo'^-o protein (^js.ia/vUo4oJ5 mKJNA 


NM 01471*; 


nomo sapiens isJi/v/vu / iz gene proauct (^JtvlAAU / izj, mKJNA 


NM 014R71 


nomo sapiens js.xf\/\u / lu gene proQuci (^js^xAAU / iU;, mKJNA 


NM 014700 


nomo sapiens nepnaesim (^niiJrnj, nuKJNA 


NM ni4f^7R 


nomo sapiens jsjl/\auoo3 gene proauct ^jvJL/v/vuocJjJ, niKJNA 


NM 0 1 40 1 1 


nomo sapiens ivja/vuo / 1 gene proauct (^jvlaauo / 1 J, niKJN/v 


NM 014741 

JIN IVX V 1 *T / *T 1 


nomo sapiens jsj/\/\uojz gene proauct yjsAJx^KjoDZ.)^ miviNA 


NM 014669 


nomo sapiens jsjLA/vuo^tD gene proauct v^jsJLAAUO'frj ^, miviN a 


NM 014R'^R 


nomo sapiens jsjaauoj / gene proauct (^jsjaaudj / rnKJN A 


NM 0 14774 


nomo sapiens JsJAAU^y^ gene proauct vJsJAAU4y4j5 mKJNA 


NM 014S70 


nomo sapiens j\jaauh / o gene proauct ^^JnJAAUh /oJ, mKJNA 


NM 0145sS6 

1 N IVX V X *-rO J U 


nomo sapiens js.xaau4/o gene proauct (^jsjaau^ /oj, mKJNA 


NM 014Rfi4 


numo sapiens A«hXrvAU*+ id gene proauct ^jsjlaav/4 mKJNA 


NM 014857 


Wnmn en-nipnc T^TA A 0471 <rf>r\(* -r^rrkHiir'f n^TA AA2l71^ rvi'DXTA 

xx\jiiwj oo-piciib rvXAAUH- / A gene prouuw^t v^jsjaauh / ij^ iiikjn A 


NM 014812 


XXVJllMk/ oopiCllo .Mh.X-fVrt.\./*T / U gene pilJUUOt \^JSJ.rVA.V/H/\/J, miNdNA. 


NM 0148^6 


numo bdpiens jsjj\jwjhd i gene prouuci v^jvjlaauhd i }, mKJNA 


NM 014675 


nomo sapiens xvxAAUH-'fD gene proauct ^JSJAAO'f^D mKJNA 


NM 014751 


xauiiiu oapicnb jNXrVAi/H'Zi^ gene prouuci. ^j\jlaauH'Z^ /, mtviN A 


NM 0^d7?A 


nomo sapiens jsjaauhzo gene proauct v^isJAAU^zoj, mKJNA 


NM 014684 


Homo saniens KIAA0373 ffene nroduct rKIAAOSTS'i mPNA 


NM 014809 


Homo sapiens KIAA0319 gene product (KIAA0319), mRNA 


NM 014727 


Homo sapiens KIAA0304 gene product (KIAA0304), mRNA 


NM 014807 


Homo sapiens KIAA0285 gene product (KIAA0285), mRNA 


NM 014767 


Homo sapiens KIAA0275 gene product (KIAA0275), mRNA 


NM 014785 


Homo sapiens KIAA0258 gene product (KIAA0258), mRNA 
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NM 015153 I 
NM 014747 1 
NM 014873 ] 
NM 014846 
NM 014738 
NM 014640 ] 
NM 014666 
NM 014641 
NM_014737 

NM 014770 


iomo sapiens KIAA0244 protein (KIAA0244), mRNA 

iomo sapiens KIAA0237 gene product (KIAA0237), mRNA 

^omo sapiens KIAA0205 gene product (KIAA0205), mKNA 

acme sapiens KIAA0196 Rene product (KIAA0196), mKMA 

Homo sapiens KIAA0195 gene product (KIAA0195), mRNA 1 

• rrr A A A1 -r^r-r^A^tn-t n<rT A A01 7'^^ TTlRNA 

Homo sapiens KIAAU i / j gene prouuct a / j/, txix>a^^ 

Homo sapiens KIAA0171 gene product (KIAA017n, mRNA 

Homo sapiens KIAA0170 gene product (KIAA0170), mKNA , 

Homo sapiens Ras association (RalGDS/AF-6) domam family 2 (RASSF2), 

mRNA 

Homo sapiens KIAAO 167 gene product (KIAAU 10/ ), mRNA 


NM 014739 
NM_014865 

NM 014748 
NM 014876 
NM 014764 
NM 014875 


Homo sapiens KIAA0164 gene product (KIAA0164), mRNA 

Homo sapiens chromosome condensation-related SMC-associated protem 1 

fKIAAO 1 59), mRNA ^ 

Homo sapiens K1AA0064 gene product (KIAA0064), mKNA 

Homo sapiens KIAA0063 gene product fKIAA0063), mRNA J 

Homo sapiens DAZ associated protem 2 fDAZAP2>, mRNA 

Homo sapiens KIAA0042 gene product (KIAA0042), mRNA 

Homo sapiens KIAA0036 gene product (KIAA0036\ mRNA 1 


NM 014642 
NM 015340 
NM 014634 
NM 014783 
NM 014008 
NM_U 14UOO 

NM 014154 
NM 014153 
NM 014150 
NM 014149 


Homo sapiens leucyl-tRNA synthetase, mitochondrial (KIAA0028), mKNA 

Homo sapiens KIAAOO 1 5 gene product (KIAAOO 15), mRNA 

Homo sapiens KIAA0013 gene product (KIAA0013), mRNA 

Homo sapiens JMl protein (JMl), mRNA 

' vinmn -saniens HT002 protein; hypertension-related calcium-regulated gene 

(HT002), mRNA . ^ 

Homo sapiens HSPC056 protein (HSPC056). mRNA J 

Homo sapiens HSPC055 protein (HSPC055). mRNA J 

Homo sapiens HSPC052 protein (HSPC052), mRNA 

Homo sapiens HSPC049 protein fHSPC049), mRNA J 


NM 014029 
NM 014027 
NM 014019 
NM 015372 
NM 015343 
NM_014063 

NM 014052 


Homo sapiens HSPC022 protein (HSPC022), mRNA J 

Homo sapiens HSPCO 18 protein (HSPC018). mRNA 

Homo sapiens HSPC009 protem (HbFCUUyj, mKJN a 

Homo sapiens hypothetical protein (HSN44A4A), mRNA 

Homo sapiens hypothetical protein (HS AO 11916), mRNA ^ 1 

Homo sapiens src homology 3 domain-contaming protein HIP-55 (HIP-55), 

mRNA — 

Homo sapiens GW128 protein (GW128), mRNA 


NM 014888 
NM 014030 
NM 014077 


Homo sapiens predicted osteoblast protein (GS3786), mRNA 

Homo sapiens G protein-coupled receptor kinase-mteractor 1 (Uli 1), mRNA 

" Homo sapiens DKFZP586O0120 protein (DKFZP586O0120), mRNA 

TTnmn -anipn*^ PKFZP^«^M01 7.2 protein fDKFZP586M0122), mRNA 

Homo sapiens DKFZP586B0519 protein (DKFZP586B0519), mRNA _ J 


NM 015456 
NM 015393 
NM 015421 
NM 015415 
NM 015527 


■ TJ^^« ««^;«>«o TM^TJ'ZP^/^AnOR?'^ nrntein rDKFZF 5 6400823), mRNA 
Homo sapiens xjjsJii ZjirDo^wvo^j piuLciii ^\j-r\^\f%j^^/i — ^ 

■ Homo sapiens DKFZP564K2062 protein (DKFZF564K2062). mRNA J 

" Homo sapiens DKFZP564B167 protein (DKFZP564B167), mRNA 

Homo sapiens DKFZP434P1750 protein (DKJ?ZP434P1750). mRNA 


INiVX yJ 1 J*T J o 

NM 015599 


Homo sapiens DKFZP434K171 protein (DKFZP434K171), mRNA 
Homo sapiens N-acetylglucosamine-phosphate mutase (AGMl), mRNA 


NM 015434 
NM 015699 
NM 015697 
NM 015702 


Homo sapiens DKFZP434B168 protein (DKFZP434B168), mRNA 

Homo sapiens hypothetical protein CDJ159A19.3), mRNA 

Homo sapiens hypothetical protein (CL640), mRNA 

Homo sapiens hypothetical protein (CL25022), mRNA 
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Homo sapiens CGI-96 protein (CGI-96), mRNA 




Homo sapiens CGI-51 protein (CGI-51), mRNA 




Homo saniens B7-H1 protein rB7-Hl"). mRNA 


NM 014062 


Homo sapiens ART-4 protein (ART-4), niRNA 




TTnmr* c5lr^ifnQ 7\t\c nHVioTi dnmain containinff 1 fZ»NKJ-)l), mRNA 


NM 014519 


Homo sapiens zinc finger protein 232 (ZNF232), mRNA 


iNiVX 




xr\>f Ai 


nomo sapiens zinc imger, impriiiLcu. ^ ^z^jjlvxz*^, iiuvi^-rv 


IN iVl__U 1 Z ^ Z 


xiorno sapiens vcsii/ic-dbsudciLCLi hiciiilhouc ^ikjix^iu \^ojriici}jw-»L/A.wviii 




TTrnnn cjinipTiQ iiT><5tream hindinp^ transcrintion factor. RNA Dolvmerase I fUBTFV 




Wmnn Qa-nietKj iiHinui tin -like 4 rC JBL4^ mRNA 


l>iVx V 1 HO OJ 


WriTTin canii»TiQ tRQtiQ 7inri fin O'er nrotein ^^X>?1PP^ mRNA 


■MA4 

iNiVl yj IHDH / 


Wrvn-ir\ C5»r*i*»r»c •H-n-nnmnHiilm rn1iiniiitnil<?^ rTlVTOD*^^ mRNA 


iNiVX V/IHJH-O 


TTr\mr\ cQnif*nQ 'hro'nomorliilin rnpiironal'^ rnnVfOC)2^ mRNA 


TsTM n 1 zld/^ J. 

INlVl UIHHOH- 


PTomo Qi5r4if»nc "hiKnlnintprQtiHal nenViHti^ antiffen riTN-AGV mRNA 

XXLlllHJ bfl^idio LLxLILXlV/XlXtwX ollLlcXX XXV/|^XXl XLXO cxxlugv^XA \^ X J_L "X x^\^jy xxaj.'xj. ^ 4. ^ 


TsJM 


T-Tnmn QanipnQ Qvnantonemal comnlex nrotein 2 rSYCIP2V mRNA 


"NTTVyT C^^A'\1C^ 
iNiVx v/i*Tj/v/ 


WoTiir* cnr%ip»nQ Qf*rinp/tVirponinf* Vinfl^P 9^ (^S'TTC23^ mRN^A 

XXUlil.Vl oCAXllw IXlX^V^llXXXt XW^XIcxow yijxi.^^^jy xxxL'vx^^^ 


NM 014264 


Homo sapiens serine/threonine kinase 18 (STK18), mRNA 


iNiVl U IHHO / 


nomo odpicnb ou.biii-xcpc«ii {jiolciii v^oxnjt vjj-»^, iiuvx^i-v 


NM 014230 


Homo sapiens signal recognition particle 68kD (SRP68), mRNA 




Homo sapiens puiaiive nemc-umQing protciii ^^ov^ui-*^, iiuvi^r^ 


NM 014426 


Homo sapiens sorting nexin 5 (SNX5), mRNA 


NM_014311 


Homo sapiens single-strand selective monofunctional uracil DNA glycosylase 

(JSMUCjI), mKJNA 


JNiVl_0 14270 


Homo sapiens solute carrier lamiiy / ^canonic ammo acia iranbponcr, y~ 
sysicm^, memoer y \^i^\^/r\jf)y ituvln/y 




XJr/-vr-»-i/^ o/ir^i/a-n e o/Aliif/a r«ot-r*i<af "fcirvi'TlA/ 7^ /'mi tr4r*lir\*nfl7"i ?i1 fPTTlPF* omitninf^ 

xromo sapiens soiuic cd-mcr iaxiiiiy z.^ ^iiiii.Lioinjn*jj-i<xi waixi^i, ^jxiiilixxxi^ 
tv'a■ncT^rkr+<=^r^ TY-if*TTiV»*»r 1 ^ (^9^ A 1 S'V miplpflr o"pne encodinff mitocHondrial 

UclIlopurLcr^ XIxClXlOCi y\jxj\^^.Js^L*j liuuxwai gwxxw wxxvv^vxxxx^ xxxxtvrwixv/xxux xcxi 

TiT/^ff^^Tn TnP A 


NM 014251 


Homo sapiens solute carrier family 25, member 13 (citrin) (SLC25A13), mRNA 




JjLOmO sapiens 010.110 aUlCl UlllU-lIlg X^-lllvc icv/LHI 0 ^oavjx-«x-»v^u^3 xxxx\_L>i-r^ 


NM 014521 


Homo sapiens SH3-domain binding protein 4 (SH3BP4), mRNA 


JNlVi U14j!>4 


xiomo sapiens senrrin/oUivi^^-speciiic proiease ^oxi^iNiri^, iiixsj.>ir\ 


iNiVl U 1 D O J 


xiomo sapiens sponoyioepipnysedi uybpiabid., idic yi::>x:,x^x^j, ixuxi^rv 


NM_014191 


Homo sapiens sodium channel, voltage gated, type Vin, alpha polypeptide 

/'Qn\TSA^ YviPTSlA 
^^oV^lNo/V^, mtvlNA 


NM_014139 


Homo sapiens sodium channel, voltage-gated, type Xn, alpha polypeptide 
^^^\s^o A\ mi? "MA 


INiVl yj 1 od 


U/M-rirt cat-iii^nc crfc-actir* d+'SYi?* rkf r^VinrlpvniTf-^ncnipnav Tsacsin^ TSACIS^ mRNA 

XiOmO SapiCnb opdollL' alilAld Ol \_yIlclllCVOiA.~OcigU.V/XX<ajr yoa.\^^nij y^ux^v^o/, xxxxxa-Hx^ 


IN iVl_U 1 *f Z 0 J 


eani/a-Tic lir\TYir\1r\rr rx-T Vi^Qct UPPzl ^ril^ncnmal RNA nrOCe«!sinff 4^ ^'-S'- 
riOmO SapiCna IlOIXlOlOg Ol X CcLoL J\J\Jr*T ^llUOoOIiiU'i a^j.^^^ ^jL\j\^\^oau.i^ ^Jy 

f»'vn'riKrfcniir'1pQQP n?PPA^ mTJN^A 


I>liVl_U I'fHJ'O 


HriTnri ca-nipnQ riHriQomnl mrotpin Sfi Icina^se 901cD DOlvoeOtide 6 fRPS6KA6^* 




T-fomo C5ir»ipn^ rincx fincrpr nrntpin V TRNT^V^ mRN^A 

XX^JXXXO OCl|-'Xt»XXO X XXX^ XXXX^&X J^iVJtU'XXl / y^XVJ-^X / iiAX-wi. 1* »■ 


NM 014372 


Homo sapiens ring finger protein 1 1 (RNFl 1), mRNA 


NM 014314 


Homo sapiens RNA helicase (RIG-I), mRNA 


NM 014470 


Homo sapiens GTP-binding protein (RH06), mRNA 


NM 014248 


Homo sapiens ring-box 1 (RBXl), mRNA 


NM 014226 


Homo sapiens renal tumor antigen (RAGE), mRNA 


NM 014488 


Homo sapiens RAB30, member RAS oncogene family (RAB30), mRNA 
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NM 014353 ±1 
NM 014410 E 
NM 015725 ¥ 

0 


r^^o cp^^n. R AB26. member RAS oncogene family fRAi^Zb), mKiN A 1 

l^rr^r. c.pi.n. r.lnsterin-hke i (retinal) (CLULl),niRNA 

Srapiens photoreceptor-^^^^ii^ent all-trans retmol dehydrogenase 


NM_0U3y IJ t 

r 




NM 014337 i 
NM 014348 1 

( 

NM 015720 ] 


lomo sapiens similar to ratintegral membrane glycoprotemruivllil | 

POM121Ll).niRNA H 

goxnosgEig.^ en^oplyc.n (PODI^)-^^^^ ^ ^^^fm^^V^^ j 


NM 014386 ] 
NM 014390 
NM_014321 


rTrMno sapiens DolvcYStic kidney disease i-hke / (fisj.> ■ "^/'""^ H 

^nlsapiensEBNA-^-»-«^t.v^nr aOOkD) (plOO), 

g^^iens origin recognition complex, subumt b (yeast homologHUce | 

ff\QCfJ ^ mPTsTA 1, iT-ir-i 1 


NM_014566 


kl^^pi^lfactory recept^M^i^^lgf^^ 


NM_014565 

NM 014352 


Somo^apiens olfactory receptor. My 1 , subfamily A. member 1 (ORTAir~| 

mRNA ' ~ 1 

sapiens POU transcription factor (OCl ll),mKMA ^ 

TT n- ndnrnnt hiniinr f"*'"'" fOBF21iK mKi>IA 


NM 014581 
NM 014582 
NM_014142 


-«.^»..niensodorant-binding protein 2A (OBP2A). mRNA 

Homo sapiens nudix (nucleoside diphosphate linked moiety X)-type motif 5 


NM_014502 


fNMP200), mRNA — 


NM 014328 
NM_0 14222 

NM 015678 
NM 014461 
NM 014520 


H^r^n sapiens nesca protem (NJ^St^A), mRNA 

Homo sapiens NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 8 

( 1 9kD, PGIV) nSIDUFAS). mRNA 

Homo sapiens neurobeachm (NBliA), mkivIA 

Homn sapiens contactin 6 (CN lNb), mKNA 

t^;^aniensMYB binding protein (P160) la QAX^Bn^L-^ 

tHomo sapiens mature T-cellprmiferation 1 <^\CP mRNA^ ^ 


NM 014221 
NM 005927 
NM 014623 
NM 014462 
NM_014622 

"NM 014240 
NM 014564 


- "Homo sapiens microfibriUar-associated protem 3 (Ml'AFi), mRNA_ 

nomo Sapiens iiiaic-ciiiia.iiv^*--^ €*»ii.*t>'^ \ iz_ 

Homo sapiens Lsml protem (LUNll), mKJ>IA _ , . 

" Homo sapiens loss of heterozygosity, 11, chromosomal region 2, gene A 

<-T.OHllCR2A),mRNA ^^rr^ " 

Homo sapiens LIM domains contaimng 1 ^LUvii> iJ,^»KiiA_ . 

Homo sapiens LIM homeobox protein 3 (L,MX:3 ), mRNA ^ 


NM 014553 
NM 014387 
NM 014379 
NM_014514 


H«mn sapiens LBP protem (LBP-9), mRNA 

Homo sapiens linker tor acnvanon ui 1 .ais (LAI). mKiNA 

..p^^s neuronal potassium ,<-^f^f .^^^^J"^^^ 

Homo sapiens killer cell immunogloDulm-like rcocpl«i, uuu. uuiuam-, 
cytoplasmic tail, 1 (KIR3DS1). "^A__--^^ 


■NM_014513 


Homo sapiens killer cell unmunogioDulm-hkc icocnl^r, two aomains, snox 


•kttv >r fit A^^O 


cytoplasmic tail, 1 fKIR2DSn. mRNA . ^— — 


lsnVI_0l4511 


Homo sapiens toller cell immunoglobulin-like receptor, two Qomams, long 
rytoplasmic tail. 3 (KIR2DL3), mRNA _ , 


NM_014219 


15^ sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic-- tail. 2 rKIR2DL2\ mRNA ^ — , 
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NM_014218 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 1 (KIR2DL1), mRNA 


NM_0 14765 


Homo sapiens translocase of outer mitochondrial membrane 20 ^east) homolog 
(KIAA0016), mRNA 


1SIM_0 14406 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 3-like (KCNMB3L), mRNA 


NM_0 14407 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M beta member 3 (KCNMB3), mRNA 


NM 014216 


Homo sapiens inositol 1,3,4-triphosphate 5/6' kinase (ITPKl), mRNA 


MM 014425 


Homo sapiens inversin (INVS), mRNA 


NM 014214 


Homo sapiens inositol(myo)-l(or 4)-monophosphatase 2 (IMPA2), mRNA 


NM_014271 


Homo sapiens interleukin 1 receptor accessory protein-like 1 (ILIRAPLI), 
mRNA 


NM 014339 


Homo sapiens interleukin 17 receptor (IL17R), mRNA 


NM 014443 


Homo sapiens interleukin 17B (IL17B), mRNA 


NM 014333 


Homo sapiens immunoglobulin superfamily, member 4 (IGSF4), mRNA 


NM_0 14262 


Homo sapiens hypothetical protein B (HSU47926), mRNA 


NM_0 14424 


Homo sapiens heat shock 27kD protein family, member 7 (cardiovascular) 
(HSPB7), mRNA 


NM 014473 


Homo sapiens putative dimethyladenosine transferase (HSA9761), mRNA 


NM 015370 


Homo sapiens hypothetical protein (HS747E2A), mRISFA 


NM 015371 


Homo sapiens hypothetical protein (HS322B1 A), mRNA 


NM 014345 


Homo sapiens endocrine regulator (HRIHFB2436), mRNA 


NM 014255 


Homo sapiens transmembrane protein 4 (TMEM4), mRNA 


NM 014257 


Homo sapiens CD209 antigen-like (CD209L), mRNA 


NM 014213 


Homo sapiens homeo box D9 (HOXD9), mRNA 


NM 014620 


Homo sapiens homeo box C4 (HOXC4), mRNA 


NM 014212 


Homo sapiens homeo box CI 1 (HOXCl 1), mRNA 


NM 014260 


Homo sapiens HLA class n region expressed gene KE2 (HKE2), mRNA 


NM 014356 


Homo sapiens HGC6.2 protein (HGC6.2), mRNA 


NM 014354 


Homo sapiens HGC6.1.1 protein (HGC6.1.1), mRNA 


NM_0 14571 


Homo sapiens hairy/enhancer-of-split related with YRPW motif-like (HEYL) 
mRNA 


NM 014606 


Homo sapiens hect domain and RLD 3 (HERC3), mRNA 


NM 015726 


Homo sapiens H326 (H326), mRNA 


NM_014619 


Homo sapiens glutamate receptor, ionotropic, kainate 4 (GRIK4), mRNA 


NM 014626 


Homo sapiens G protein-coupled receptor 58 (GPR58), mRNA 


NM 014627 


Homo sapiens G protein-coupled receptor 57 (GPRS 7), mRNA 


NM 014498 


Homo sapiens type n Golgi membrane protein (GPP130), mRNA 


NM_ 014373 


Homo sapiens putative G protein-coupled receptor (GPCR150), mRNA 


NM 014236 


Homo sapiens glyceronephosphate O-acyltransferase (GNPAT), mRNA 


NM_015710 


Homo sapiens glioma tumor suppressor candidate region gene 2 (GLTSCR2), 
mRNA 


NM_015711 


Homo sapiens glioma tumor suppressor candidate region gene 1 (GLTSCRl), 
mRNA 


NM 015715 


Homo sapiens group ni secreted phospholipase A2 (Gin-SPLA2), mRNA 


NM_0 14291 


Homo sapiens glycine C-acetyltransferase (2-aniino-3-ketobutyrate coenzyme A 
ligase) (GCAT), mRNA 


NM_0 14364 


Homo sapiens glyceraldehyde-3-phosphate dehydrogenase, testis-specific 
(GAPDS), mRNA 


NM 015714 


Homo sapiens putative lymphocyte GO/Gl switch gene (G0S2), mRNA 


NM 014489 


Homo sapiens FGF receptor activating protein 1 (FRAGl), mRNA 
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1 NM 014585 E 
t 

NM 014344 I 
NM 014439 i 

NM 014440 1 
NM 014438 I 
INM 014210 ] 


[omo sapiens solute earner family 1 1 (proton-coupled divalent metal ion 1 

-ansDorters), member 3 (SLC11A3), mRNA r i n-rrn llTTTJA 

r^^. cp^en.. putative secreted hgand homolojous to fixl (FJXl), mRNA 

T.„. e,;^.n. T.terleukin-1 Supertamily z (FILli^)), niRN A 

b;;Sl^iensInterleukin-l Superfanitly 1 (Fn.UEPSILON)), mRNA 

lomo sapiens lnterleukin-1 Superfamily e(fU.i),mRNA 

€omo sapiens ecotropic viral inteeration site ZA ^cVUA),mRNA 


NM 014355 ] 
NM 014600 i 
NM 014601 ] 
1 NM 014jUo 
NM 014549 
NM_014388 


^nmn sapiens enolase alpha, lune-snecific (ENOlB).roRNA ^ 

Homo sapiens EH-domam contammg 3 iiuviNfv _ 

Homo sapiens EH-domain containme 2 (EHD2), mRNA 

Rnmn -sapiens down-regulated in metastasis (UKlM). mRNA . 

Homo sapiens DKF7rA^4P71 1 protein (DKFZP434F2 11), mKJN a 
Homo sapiens novel putative protein similar to YIL091C yeast nypomeucai .4 
protein from SGA1-KTR7 fDJ434014.5), mRNA 


NM_014618 


Homo sapiens deleted in bladder cancer chromosome region candidate 1 
(DBCCRl), mRNA 


NM VlHiyJ. 
NM 004389 


Wnmn ".aniens npiiron-snftcific protein (D4S234E), mRNA _ 

Homo Sapiens catenin (Ldheni^-assoc^l^teinV alpha 2 (C™NA2AmRNAj 
Homo sapiens claudin 15 {CLDN15\ mRNA 


NM 014343 
NM 014887 
NM 014207 
NM 014335 


h™ 4iens hvDothetical protein irom BCRA2 region (CG005).mKNA 

Homo sapiens CDS antigen ^p^b-h/,) iv.bb mRN A . 
Homo sapiens chromosome 15 openreadmg frame 3(CnUKrA"^A 


NM 014206 
NM 014453 
NM_014382 


Homo sapiens chromosome 11 open reading frame 10 7^; '" iT^ y 

Homo sapiens putative oreasi aaenocaroiuuxna iiittn>.v.^ y — — ' . , -. 
Homo sapiens ATPase, Ca-H- transporting, type 2C, member 1 {Alf^^i}, 
mRNA i 


NM_014570 


Homo sapiens ADP-ribosylation factor GTPase activating protem 1 
CARFGAPn, mRNA — ■ ^ 


NM 014278 


Homo sapiens heat shock protein (hspl lu lamily) (APG-l),mRNA 


NM 014495 
NM_004037 

NM 014324 


Homo sapiens ansiopoietm-hke 3 (ANGPTI.3) mKNA ,,,,,,„■> i> 

Homo sapiens adenosine monophosphate deammase 2 osoiorm L) (AMPD2), 

mRNA ' 1 

Homo sapiens alpha-methylacvl-CoA racemase (AMACK), hikinA 

■ ■ Homo sapiens alpha-actinin-2-associated LIM protein (ALP)_^mRNA 


NM 014476 
014423 
NM 014590 


TTnmo sapiens ALLl fused gene from 5q31 (AF5Q31),niRNA 

xxv>»xtv/ 1^ ^ ^ . __ — T?(-<n\ rnrrnhfr 1 ('■VnC\'tin) 

Homo sapiens endogenous retroviral tamily W, env(C/>, memoer i t.synv,yiuv 
(ERVWEl), mRNA 




NM 014486 
NM_014384 

NM 014274 


- H ..piens neuronal thread protein (AD7C-NTP1^S«^1^L^ 

" — ■ "TTt ^ A A^x%^tArr\€rfi^r\iiCf^ familv member O (A^^/vL/O), 

Homo sapiens acyl-Coenzyme A aenyorogenase lamiiy, nicixiuc, o v 

mRNA 

Homo sapiens Alu-binding protem with zmc finger domam t A^r/^r _ 




]S[M 014444 
NM_007082 


II c.piens aamma tubulin ring complex protein (76p gene) (76P) mRNA 

^- ■ ^ . _ , /--n A o ^^^i^-t^A -Form 1 V-llVe Z.J\ lRAJ3i-.ZA). 

Homo sapiens RAB, member ot kaS oncogene tarmiy-UKe z/^ ^,j^/^x.z.rv^, 


NM_013412 


Homo sapiens RAB, member of RAS oncogene taimiy-iiKe -a ^is^^i^^^j, 
transcript variant 1 , mRNA — — . . , . 


NM_005036 


Homo sapiens peroxisome proliferative activated recepior, alpha (PP AKA>, 


NM_000793 


Homo sapiens deiodinase, iodothyronine, type n (DI02), transcript variant 2. 


NM_013989 


S^o sapiens deiodinase. iodotiiyronine, type H (DI02), transcript variant l , 
_jnRNA 
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INiVi \j\JHDZ,3 


Matyia <5aTiif*n«; RCT 9-a<;<sOciated athanoffene fBA.Gl\ mKJ^JA 




TTattia Qanipn*; OTianifiinnacetate N-methvItransferase fGAM^T), iiiRNA. 


NM 002782 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 6 (PSG6), mRNA 


XNIVI UUjjZJ 


TTr^mA ojaAipnQ liAmpA ViAv All rPTOX^Al 1^ mRNA 


NM 007050 


Homo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA 


iNiVt UUoZ^y 


TJfi-xT-nrx oa-ni<»ric T\rAlin*»-r'ir»Vi -nrAfein T^cfNTT QllhfaiTlllv '\ rPR.B3^ TTlRNA 
JnLOTTiO Su-plCIlo prUlinC"! it'll piUlC^lll X>otiNX ouux&nuijf j y^x xxjj^ liix-vx^x^ 


INiVl KJKJDD^y 


TTattia C5»rtipn<: Tipnarfln <;iilfate nrotenfflvcan 2 fnerlecan^ rHSPG2\ mRNA 


iNiVl_UUD 1 o / 


Ui^mr* coT\if*r»c r«r\Tf*-KinHiTi (T faptAT nint HATTiain alfiha <!iihiiTiit 2' translocated to. 

XiOmO oo-piCIlo OUIC L/lllU.111^ Id-L'LUlj 1 LUil, UV/XlICLXll) dx^xio. ouuvtii^xL vxu.&-toxv/wM.i.^u. 

3 (CBFA2T3), mRNA 


IN 1V1_U KJDDOD 


T-i/^rT»n caT%i<=»r»c l\rmT^li Ar'\/tp' pxt+aqaIip T>rAtpi"rt ^ i STT2 nomain-containlnff 

XlOlllO 0<ipiCilO ly IIIUIIU^ y C'V ^XV^tt^lll ^ ^IlJXXA* VXV/XX1<»AX1 V/VAXViAl,A*AAAg, 

iCUA.UCytC piOlClll KJx l\yr%XJ) ^i_»V-'Jr^^) iiirvj.^i^ 


NM 002298 


Homo sapiens lymphocyte cytosolic protein 1 (L-plastin) (LCPl), mRNA 


xTTV/f nn^ 1 on 

INiVl UUDIVU 


jciomo sapiens cycnn \^v>v-'iNV_x^, iiijvln/a. 


NM_005415 


Homo sapiens solute carrier family 20 (phosphate transporter), member 1 


NM 001040 


Homo sapiens sex hormone-binding globulin (SHBG), mRNA 


TvTAiT AnO'7'7'7 

NM._y)K)J, III 


xiomo sapiens proiemase o ^^serine proicmabc, ncuirupiiii, w c^c^nci 
granulomatosis autoantigen) (PRTN3), mRNA 




irxomo sapiens cnounergic receptor, nicounic, gdiiuiid puijrpcpimc v^v^xuvi^vj^, 
iriRNA 


NM_0 13936 


Homo sapiens oltactory receptor, lamiiy iz, suDiamiiy u, memocr \}<ji>^i^uz.jy 
mRNA 


NM_013937 


rlomo sapiens oliactory receptor, lamiiy 1 1, suoiamiiy /v, memocr i ^-^^j* 
mRNA 


NM_0 13940 


rlomo sapiens oltactory receptor, lamiiy lu, suoiamiiy xi, memocr i \Kjis^L\ini}f 
mRNA 


XTTV /T A 1 O A /I 1 

NM__0i3941 


rlomo sapiens oiiactory recepior, lamiiy lu, suoiamiiy mciiiucr i ^^v^rv-iuv-^i^, 

ITLKiN/V 


JNiVl_U 1 J O 


Ur^wir\ cot-*i#»ric? rkl-for^fnr^r -r^pprifr^r fiimil'V/ 1ft QllVifVimilv TT member'^ TORIOHS^ 

riomo sapiens oiiacxory rcocptor, xaiiuijr iv/j &u.uxa.iiiiiji' xx, iiiwxixL/W'X ^^wxv.xvxx-zy, 

TTi'RXrA 
inivrN/\ 


NM_013939 


Homo sapiens olfactory receptor, family 10, subfamily H, member 2 (OR10H2), 
niixiN/v 


iNivi uiJ'^^z 


rxomo sapiens variaDie L/nargc, -/v. L/iuoiiiu&tjiiic v v^^v^, iiixvj.>-r\. 


xnvif Ai 'lA'xn 

INIVJI U 1 / 


XJr^-rvirfA cot^-iono *%i^+P"Mtlol +limr\'r CI IT^TITPCCAT ^RTTVl TYlR^jA 

nomo sapiens puicniiai Luiiiijr auppic^o^ji \^i3 j. /y, liirvj.^/^ 


NM 013440 


Homo sapiens paired ixnmunoglobul in-like receptor beta (PILR(BETA)), mRNA 


JNiVl__U 1 D^D^ 


rlOmO sapiens paireO llliniUnOglO OUim-ilKC rct/CpiUi aipua yr M.±r^jj^ 

mRNA 


IN iVl U 1 J ^fM-O 


riomo sapiens maKorm, ring nngcr prutciii, i ^^ivjjvjvix i^, nirsj.'Ni-v 


NM 007267 


Homo sapiens expressed in activated T/LAK lymphocytes (LAK-4P), mRNA 


JNJVl__Ui34!>U 


rlomo sapiens oromoaomain aujacenr to zmc imgcr uuiiidui, yiDj^^^^j^j, 


XTTVyf AI '2/1/1 Q 


xlomo sapiens uromouomain aajaceni to zmc imgcr uoinaiii, i-rv ^Drvz-ii-r\.^, 

mRNA 


VTNvT AAAA11 

JNJV1_UUUU33 


rlomo sapiens Alx-binciing cassette, suo-iamiiy u \j\L^iJ)y memocr i yi^DK^LJijy 

ml? XT A 


INiVI \J\J ^JZ7 


T4'r^Tni-i oonii^Tic r\Tr^r> 11 ci crpn r^-pridATipntidaQp pnViaTicer rPdOLCE^ mRNA 

J7X0I110 od-PlCrio \ji \J\./\J lid. fi,d I C'lH-ivJj^tfj^l.xucio^ ^ixiici'iiw^x y^x v^v-^x^v-^j— »y, xxxx'\^i^x 


NM 004504 


Homo sapiens HIV-l Rev binding protein (HRB), mRNA 


NM__004131 


Homo sapiens granzyme B (granzyme 2, cytotoxic T-lymphocyte-associated 
serine esterase 1) (GZMB), mRNA 


NM 000791 


Homo sapiens dihydrofolate reductase (DHFR), mRNA 


NM 004335 


Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA 


NM 001197 


Homo sapiens BCL2-interacting killer (apoptosis-inducing) (BIK), mRNA 
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mA 000487 ¥ 
NM 004597 I 
( 

NM 006194 i 

NM 013330 I 
NM 012476 I 


[omo sapiens arylsulfatase A (ARSA), iiikxnIa ,viwifi^kr>-> 

lomosapiens small nuclear ribonucleoprotein Dl polypeptide (16.5kD) 

SNRPD2>, mRNA ^ — 

lomo sapiens paired box gene 9 fPAXy), nuuMA 

iomo sapiens NME7 nSIME7), mRNA . 

1r.rr^n sapiens Ventral anterior homeobox z AXi;, mRKA _ J 


NM 012253 ] 
NM 012268 ] 
NM 002017 ] 
NM 006769 1 
NM_002260 1 

NM 005317 
NM 004417 
NM 012125 
NM 001236 
NM 013343 
NM 013344 
NM 013236 
NM 013380 
NM 013362 
NM 013398 


:jnmn r?r--^ tr,««t«tolase-like 1 ClRlLl), mRNA 

TZ. 4.n. similar to vaccinia virus Hindm K4L ORF.(IK^4)jnRNA 

aomo sapiens Friend leukemia virus mtegration 1 (FLU), mRNA _ J 

Homo sapiens LIM domain only 4 (LMU4), mKiNA aurj-f) 

Homo sapiens killer cell lectin-like receptor subfamily C, member 2 

Homo sapiens granzvme M flvmphocvte met-ase 1) (GZMM), mRNA 1 

Homo sapiens dual specificity phosphatase i ^XJuaPl), mRNA 

Homo sapiens choUnergic receptor, muscanmc 5 (CHRM5). mRNA ^ 

Homo sapiens carbonyl reductase 3 (CBR3), mRNA 

Homo sapiens NAG-7 protein tJNAO- / ), mKiN a . 

Homo sapiens leucine zipper-like protein (LZLF), mRNA . . 

Homo sapiens like mouse bram protein E46 (E46L), mRNA 

Homo sapiens zinc fmeer protein 228 (ZNF228), mKN A J 

Homo sapiens zinc finger protein 225 (ZNF225), mKNA 

womo sapiens zinc finger protein 224 (ZNF224), mKNA . 


NM 013361 
NM 013360 
NM 013359 
NM 013250 
NM 013249 
NM 013256 
NM 013371 
NM 013403 
NM 013378 
NM 013270 
NM_013381 


TTorrio sapiens zinc finger protein 223 (ZNF22i), mKlMA 

Womo sapiens zinc finger protein 222 rZNF222), mKM A 

Uomo sapiens zinc finger protein 221 fZNF221), mRNA 

Homo sapiens zinc finger protein 215 fZNF215), mKNA 

Womo sapiens zinc finger protein 214 (ZNF214), nJRNA 

-ur^r^r. sapiens zinc fineer protein 180 fHHZ168) (ZNf i80), mRNA 

Homo sapiens interleukin 19 (1L19), mKJNA ^ 

Homo sapiens zinedin (ZIN), mRNA _ — 

■ Homo sapiens pre-B lymphocyte gene 3 (VPREB3), nJM^A 

Homo saoiens testes-specific protease 50 (TSF50), mKNA , , — 

Homo sapiens thyrolropin-releasing hormone degradmg ectoenzyme ( l eJUJC), 
TnRNA 1 


NM_013315 
NM 013353 


Homo sapiens transmembrane phosphatase with tensin homology (if IJJ;, 

mRNA — ^ 

Homo sapiens tropomodulin 4 fmuscle) (TMOD4), mRNA . 

Homo sapiens transmembrane protem 2 (TMliM2), mKNA 


NM 013390 
NM 013319 
NM 013254 
NM_0 13309 

NM 013356 
NM 013257 


TT :,...n +r-.i-.ri+io-nil f=-nithplia rfSPOTlSf* protein (TEREl K mKNA 

Homo sapiens transinonai epiuicAid itoj-rv^now p^v^t^ — v ^ — ^ 

Homo sapiens TANK-binding kinase 1 (TBKl),mRNA ■rTnn n~ 

' Homo sapiens solute carrier family 30 (zinc transporter), member 4 vbLCiUA4>, 

Homo sapiens monocarboxvlate transporter 3 (SLC16A8), mRNA. 

Homo sapiens smim/glucocorticoid regulated Kinase iiKejovj£i±^tiiii 


NM 013376 

NM 013243 
JNiVi__u 1 J J J ^ 

NM 013401 


Homo sapiens CDK4-binding protem p34SEll (StiiJ. hikKA 

Homo sapiens sprretnpranm DI (SCG3), mRNA _ — _ — _ ,woAr.T^o\ — 

Homo sapiens squamous cell carcinoma antigen recognized by 1 (^Ai^i-^;. 

Homo sapiens RAB3A interacting protein (rabin3Vlike 1 (RAB3IL1), mRNA 


NM 013237 
NM 013261 


Homo sapiens pxl9-like protem (PXl 9\ mRNA — 

'Homo sapiens peroxisome proUferative activated receptor, gamma, coactivator l 
(PPARGCn. mRNA 



466 



BNSDOCID- <WO 03074654A2_I_> 



wo 03/074654 



PCT/US03/05028 



JNJVl Ui3zoo 


TT/\-rvir\ oo-r%if*nc T>l?»pf*ntj^l nrntein 13 rPPl^l mRNA 


XTA /T Cil 

JNJVL ViJ^oZ 


ooT-kiia-no nnfotiA/f* Timfpin O-mannosvltraTisferasc iPONl' 1 2 1 . rnRNA 


~KT\A A1 10 10 

JNJVl VidZJ>Z 






xji-k-r-rti-v oo-rvi#»-nc r»"\7f»r-f»Ynrf»QQf»H Hrpn«;t tiimoT HTotein TOBTPV mRNA 


NM_013389 


Homo sapiens NPCl (Niemann-Pick disease, type CI, gene)-hke 1 (NPCILI), 

XTis\S\J\ 


JNJVL Ui33zO 


TJr*rr»/^ canif>no r'AlATi rflTir£*r-a<;<5nniatefl nroteiii !Micl fMICl). mRNA 


NJVl U1jZ3o 


Ur\rMr\ eot-kiot-ic "PiTsJ A T H A-mnin-mTitaiTiinff fMC^JT^ mRNA 

XlOmO 5<XlJiCIl& J«/iN/^J Ul^llJCllll C'^Jllto.i.iiiiig ^iTxv-fjy^ *. 


MM 013269 


Homo sapiens lectin-like NK cell receptor (LLTl), mRNA 


Njvl_U132by 


XJr^i^jt. r>r»i-»-i£»t-ic "L-ill^at- r»<all "1 TriTYni m AO"l oHi illTl-lllf P T'PCPTltoT tnTfiS rfOTTiainS lone 

xiomo sapiens Kiiier ceii iiijjnuiiogiijuuiiii"'iiA.c i^v/wpkui, uix&w v1vrx1.1a-111.09 xv/xx^ 
cytoplasmic tail, 1 (KIR3DL1), mRNA 


NJVd 013311 


xiomo sapiens msuim upsucam id.L.'iui i yx\jr ij, ini\±^r\. 


NM 013278 


Homo sapiens interleukin 17C (IL17C), mRNA 




xji-v-mrx eo^^iiano fr*^f\r\f* PWTTT ^^9-9Zl^ mvfitiin liVVit chain 2 rm TMMLC2"B'^ 
jtiomo sapiens icione jt wjcij-^v-^z.-Zr**^ iiiyuom iigiii s^hcxlh ^ ^xxv^'ivxj.vxx-'v^wxjy, 

•ml? XT A 


NM_013288 


Homo sapiens DNA binding protein for surfactant protein B (HUMBINDC), 

-ml? XT A 


NM_0 13244 


Homo sapiens UDP-N-acetylglucosamine:a-l,3-D-mannoside beta-l,4-N- 
acetyigiucosaimnyLiransicrasc i v -numuiog v.-"-^-'-^ -lav xxyj mxvL>r^ 


NM 013264 


j7l.omo sapiens gonaQOLropm-reguiaicu. lcolil/uicu jvin^ ix&iivriid& ^vjivxxxy, xxxxxx.^.*:^ 


NM_0 13281 


Homo sapiens fibronectin leucine rich transmembrane protein 3 (FLRT3), 
mKNA 


NM_0 13231 


Homo sapiens fibronectin leucine rich transmembrane protein 2 (FLRT2), 
mRNA 


NM 013241 


Homo sapiens FH1/FH2 domain-containing protein (FHOS), mRNA 


NM_0 13342 


Homo sapiens iL-r3 ^li2A.^ tusion panner v,m cmiunooa i^cuKcira<i^ ^ajtitx^, 
mKJNA 


]SIM_0 13246 


Homo sapiens cardiotrophin-like cytokine; neurotrophin-l/B-cell stimulating 

iactor-3 (^L^JLL^), muKJNA 


NJVL_0 13372 


Jriomo sapiens cysteine kjioi supenamiiy i, oivur diiicL^uiiibL i \^v-.xvxojr ix^x^, 
mKJNA 


JNJVl 01332/ 


rlomo sapiens v^oioo protein ^^^^o^i-..!?q^j iijx\j.n^ 


NjVL_0 13230 


jtiomo sapiens k^ijzm antigen ^smaii ecu luiig ^an-zxiiuiiia t^iuoL&i *t aixtx^^ii^ 
(CD24), mRNA 


JNJVL 0132/O 


xiomo sapiens odrDonyciiciic iviiiciL>C'-iij\.c; ^v^-r^xxxvi-f^, xiixxx-^.r^ 


iNiVi VLDDyy 


xj/xmrk oot-ii<ar»c r»1immocAmp \f% oTipn TPaHiTiP^ fTaiTie 5 rC16orf5i. mRNA. 


NM 006765 


Homo sapiens Putative prostate cancer tumor suppressor (N33), mRNA 


JNJVl 000/ y2 


xionio sapienb morLaiiiy id-uiui *+ y^ivxwxsjL *t^, iiixvL^^rv 


JNJVl_0003y7 


jriomo sapiens cyxocnrome d-^^->, ueui puiypcptiuc ^oiinjnio gicLiiu,ivjixx<itvju.o 

/^ir/:»oc<=>^ /'r^An^'R'\ mPTvJA 


JNJVL OOjOVo 


xiomo sapiens mubcuim ^^d.L/Livd.icu. x>-ucii lavLVJi v) v^xyxuv^/j xaix^j-'i^i. 


JNJVI_00d144 


Homo sapiens granzyme /y ^^grdnzymic i, t^y iuhja.il/ x ij'xxxpxxv^^iw aaov^L/xai^u. 
serine esterase d ) itixsj-n/^ 


JNJVL 00204/ 


Homo sapiens giycyi~Lxsj.N/Y synmciabc y\jr\j\,\jj, llix^a^-r^ 


XTNA f\f\AAr\< 
iNiVi UUh-^UD 


tIr\i-i-ki-» co-rt-i^anc Hicfol l*»cc liAmpn Knv 9 rOT ^'2^ mRNA 
XxOniO sapiens LLioLa.i''iCb^ IHJlllCU UKJA. ^ yi^i^y^^j^ iiix-vx-Hi ». 


INlYl xjyj^D / 1 


TJrk'mrk ea-rtipnc poatrtTvipf T^rotpiTi pomr»lpx <^llV>llnlt alnha (COP A). mRNFA. 


NM 005181 


Homo sapiens carbonic anhydrase HI, muscle specific (CA3), mRNA 


NM 001663 


Homo sapiens ADP-ribosylation factor 6 (ARF6), mRNA 


NM 001662 


Homo sapiens ADP-ribosylation factor 5 (ARF5), mRNA 


NM 001660 


Homo sapiens ADP-ribosylation factor 4 (ARF4), mRNA 


NM 001658 


Homo sapiens ADP-ribosylation factor 1 (ARFl), mRNA 


NM 000492 


Homo sapiens cystic fibrosis transmembrane conductance regulator, ATP- 



467 



fO 03074654A2_I_> 



wo 03/074654 



PCT/US03/05028 



1 

NM 003560 ] 

( 

NM 004004 ] 
NM 005198 


sinding cassette (sub-family C, member 7) (CTTR), mRNA _l 

Homo sapiens phospholipase A2, group VI (cytosolic, calcium-maependem; 

fPLA2G6), mENA _ -——\ 

Homo sapiens gap iunction protein, beta 2, 26kD (connexin 26) (GJB2), mRNA^ 

rlomo sapiens cnoiine lanase-nKc yy-^rus^M^j, lux^^j-^ _ 


NM 012482 
NM 012256 
NM_012479 

NM 012255 


Homo sapiens zinc finger protein 28 1 (ZNF28 1), mKNA 

Homo sapiens zinc finger protein 212 (Z3SfF212), nxRNA ^ ^ — ] 

Homo sapiens tyrosine 3-monooxygenase/tryptophan 5-monooxygenase j 

activation protein, gamma polypeptide (YWHAG), mRNA 

Homo sapiens 5-3' exoribonuclease 2 (XRN2), mRNA 


NM 012474 
NM 012473 
NM 012466 
NM 012465 
NM 012464 


Homo sapiens uridine monophosphate kinase (UMPK), mRNA _ 

Homo sapiens thioredoxin, mitochondrial (TXN2), mRNA — I 

Homo sapiens tetraspanin TM4-B (TM4-B), mRNA 

Homo sapiens tolloid-like 2 (TLL2), mRNA 

Homo sapiens toUoid-hke 1 (TLLl), mRNA 


NM 012290 
NM 012455 
NM 012454 
NM 012251 


Homo sapiens tousled-like kinase 1 (TLKl), mRNA J 

Homo sapiens SEC7 homolog (TIC), mRNA 

Homo sapiens T-cell lymphoma mvasion ana meiasiasis z. ^^ii/^jvi^;, iiix>a>ix^ i 

Homo sapiens transcription factor A, mitochondrial (TFAM), mRNA 

TT • ^ A /C"vrNj/^"D id"\ mlJTsJA 1 


NM 012451 
NM_0 12448 

NM 012447 


Homo sapiens synaptogynn 4 Y jn mKiN/\ 

Homo sapiens signal transducer and activator of transcription 5B (STAT5B), 

mRNA 

Homo sapiens stromal antigen 3 (STAG3), mRNA J 


NM 012445 
NM 012443 


Homo sapiens spondm 2, extracellular matrix protein (bf UJN/), mKJN/\ _j 

Homo sapiens sperm associated antigen 6 (SPAG6), mRNA 


NM_012244 


Homo sapiens solute earner family 7 (catiomc ammo acid transponer, y-i- 
systeni), member 8 (SLC7A8), mRNA 


NM_012243 


Homo sapiens solute carrier family 3 5 (UDP-N-acetylglucosamme {\JL>e- | 
GlcNAc) transporter), member 3 (SLC35A3), mKJNA 


NM_0 12434 


Homo sapiens solute carrier fanuly 17 (anion/sugar transporter), member 5 

(SLC 1 7 A5), mRNA 


NM 012432 


Homo sapiens oJil aomam, Dimrcaiea i ^^.i^c/ii^i^i^j nuxi^^ ^ _ 

— •^ t ' c tt7"f "XT' C\ -—-.^"D'K.T A 1 


NM 012427 
NM 012236 


Homo sapiens kalhkrem 5 (KLK5), mRNA 

Homo sapiens sex comb on midleg homolog 1 (SCMHl), mRNA 


NM_0 12424 


Homo sapiens ribosomal protein S6 kinase, 52kD, polypeptide 1 (RPS6KC1), | 

mRNA 


NM 012421 


Homo sapiens rearranged L-myc fusion sequence (RLF), mRNA 


NM 012415 


Homo sapiens RAD54, S. cerevisiae, homolog of, B (RAD54B), mRNA 1 


NM_012410 

NM 012409 

NM 012402 


Homo sapiens type I transmembrane receptor (seizure-related protem) (PSK- 1), 1 

mRNA 

Homo sapiens prion gene complex, downsnream ^^riuNi^i, ims^^/^ 

Homo sapiens partner of RACl (arfaptin 2) (FORI), mRNA 


NM 012400 
NM 012399 
NM 012088 
NM 012395 


Homo sapiens phospholipase A2, group IID (F1-.A2CjZU), hiktm a 

Homo sapiens phosphotidyiinositol transier proiem, oeta irix.ri>j3^» hijvl-^^ ^ — 

Homo sapiens 6-phosphogluconolactonase (rCji^bj, mKJN>\ — 

Homo sapiens PFTAIRE protein kinase 1 (PFTKl), mRNA 




WrkTnrs canif^riQ nrnctatp pnithelium-SDecific Ets transcription factor (POEF), 
mRNA 


NM 012385 


Homo sapiens p8 protein (candidate of metastasis 1) (P8), mRNA 


NM 012383 


Homo sapiens osteoclast stimulating factor 1 (OSTFl), mRNA 


NM_012375 


Homo sapiens olfactory receptor, family 52, subfamily A, member 1 (OR52A1), 
mRNA 
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NM_0 12368 


Homo sapiens ollactory receptor, lainiiy suDianuiy memoer i 
mRNA 


NM_0 12360 


Homo sapiens ollactory receptor, lamily 1, suDiamiiy r, memoer o ^«jjx.iraj, 

mRNA 


NM[__012352 


Homo sapiens ollactory receptor, tamiiy i, suDiamiiy /v, memoer z ^^\^i\.i/\z;5 
mKNA 


NM__012351 


Homo sapiens ollactory receptor, ramiiy lu, suDiamiiy j, memoer i ^^rviuj i^, 


NM_0 12345 


±lomo sapiens nuclear iragiie meniai reiaraauon proxem mLcrdoimg pruicm i 

(^iNUrlx IJ5 mKJNA 


NM 012344 


riomo sapiens neuroiensm recepxor z ^in i oivz^, iiirNj.N/\. 


NM 012343 


Homo sapiens nicotinamide nucleotide transhydrogenase (NNT), niRNA 


NM 012342 


Homo sapiens putative transmemorane protein ^^inivi/\^5 rruviNA 


NM 012337 


irlomo sapiens nasopnaryngeai epuneiium speciiic proiem i v.^^^»->vji^, iiuvln^ 


NM 012330 


Homo sapiens histone acetyltransferase (MORF), mRNA 


NM 012064 


Homo sapiens major intrinsic protein of lens fiber (MJLP), mRNA 


NM_012214 


Homo sapiens maimosyl (alpha-l,3-)-glycoproteinbeta-l,4-N- 
acetylglucosaminyltransferase, isoenzyme A (MGAT4A), mRNA 


NM 012213 


Homo sapiens malonyl-CoA decarboxylase ^MLYi^JJ;, itikjna 


NM_012325 


Homo sapiens microtubule-associated protein, RP/EB family, member 1 
(MAPREl), mRNA 


NM_012318 


Homo sapiens leucine zipper-EF-hand containing transmembrane protein 1 
(LETMl), mRNA 


NM 012317 


Homo sapiens leucine zipper, down-regulated in cancer 1 (LDOCl), mRNA 


NM_012314 


Homo sapiens killer cell inimunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 4 (KIR2DS4), mRNA 


NM_012313 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasmic tail, 3 (KIR2DS3), mKJNA 


NM_012312 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, short 
cytoplasimc tail, 2 (KiKJZDbi), mKJNA 


NM_0 12307 


Homo sapiens differentially expressed in adenocarcinoma of the lung 

(KiAA09o7), mKNA 


NM 012306 


Homo sapiens lifeguard (KIAA0950), mRNA 


NM 012302 


Homo sapiens latropniun ^JsJAAU/oo^, mKJNA 


NM 012295 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA 


NM 012288 


Homo sapiens iKAM-liice protein tisJAAUUD / j, mKJNA 


NM 012286 


Homo sapiens M(JKr-reiatea gene A ^jsjaauuzoj, mruNA 


NM_0 12283 


Homo sapiens potassium voltage-gated channel, subfamily G, member 2 

(Js.dN(jr2j, mKJNA 


NM_0 12282 


Homo sapiens potassium voiiage-gaiea cnaiuiei, isK-reiatea laraiiy, mcmucr i- 
like (KCNEIL), mRNA 


NM 012278 


Homo sapiens integrm beta l bmamg protein ^^meiusin^ z i^iiojDiorzj, huvln^ 


NM 012211 


Homo sapiens inteexin, alpha 1 1 (ITGAl 1), mRNA 


NM 012277 


Homo sapiens pancreatic beta cell groAvm lacior i^iiNOAi' miUN a 


NM 012275 


Homo sapiens interleuKin-l receptor aniagonisi nomoiog i v-u^J^-tii a;, nuxiNA 


NM_012259 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 2 (HEY2), 

IIlXSJ-NrA. 


NM_0 12258 


Homo sapiens hairy/enhancer-of-split related with YRPW motif 1 (HEYl), 
mRNA 


NM 012257 


Homo sapiens HMG-box containing protein 1 (HBPl), mRNA 


NM_012087 


Homo sapiens general transcription factor mC, polypeptide 5 (63kD) (GTF3C5), 
mRNA 
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]S[M_012203 H 
ir 


car,i..r.<; glvoxvlate reductase/hydroxypyruvate reductase (GRHPR), 

OTilO sapiens giyoAjiaiti j ^ 


NM 012202 ti 
(< 

NM 012084 1- 
NM 012191 Jr 


^l^ens guanine nucleotide binding protein (G protein), ganrnia 3 

^ — i 

,^Tn« =«pi<.ns putative tumor suppressor (FUS2),niRNA _ 


NM 012185 I: 
NM 012183 1 
NM 012153 1 
NM 012080 1 
( 

NM 012148 ] 


Tn^n «,piens forkheadboxE2 (FOXE2),mRNA 

lomo saoiens forkhead box U3 <.l'vj^3), myj>m h 

4omo saoiens Ets homoloeous factor (EHF),mRNA fr- 1 mmil^ 

iomo sapiens DNA segment, numerous copies, expressed prooes (GSl gene) 

DXFSSSIE), mRNA " 

Homo saoiens double homeobox, i ^uUXi muR^-IA —\ 

Homo sapiens double homeobox, '2 ^uu^), mRTvIA "j^^ ^ 


NM 012147 
NM 012145 
NM 012144 
NM_012140 

NM 012137 
NM 012134 
NM 012133 
NM 012132 


»omo sapiens deoxyfl;^idylatejd^^ 

d^-n-", --""«mal. intermediate polypeptide, 1 (DNAll mtuN a j 
Homo sapiens q^^^"; ■ (natochondrial earner; dicarboxylate 
Homo sapiens solute earner lamiiy v^uuwi-iiwx 

*r.r.^^rS. member 10 (SLC25A10), TTTSnr nn mPNA 

u.n.n ^aniens dimethylargit^ine dimethvlammohydrolaseUDDAHl), mRNA _ 

Won,n sapiens leiomodin 1 (smooth muscle) JLMi >w x ), ^nRNf . ■ 

TTnn^o sapiens coatomer ,ii ntrin -tit^- "^"^^ ^ (UUi-uz), m^N^ 

H^r^o sapiens claudin 8 (CLDNb ), mKlsA . . ^ 


NM 012131 
NM 012130 
NM 012129 
NM 012127 
NM_012126 


Homo sat>iens claudm 1 / 1 /), mKJNA ^ 

jy^^^ ,^pi.«c 14 rCLDN14), niKNA . . 

TT rnnirn- ^011^1X1 1 ? f*"^ l^"^! TnKJNA , 

-TTi^^^^r^Tr^-c r^pi -interacting zinc fm^..rprotem dZ^); "7^^, 

iiomo sapiens carbohydrate (N-acetylglucosamme suiiotransferase 5 


NM__012075 


ypl^lsj^ ^ — 


NM 012122 
NM_012116 

NM 012113 
NM 012071 


(rRI.r.).mRNA -— 

- Honi--r--"'' ''='^1^"^^'= anhvdraseXlV (UA14),mKNA _ 

Hon^iens BUP P'^o^f^^P'^^f^,^^,,, . rn^c.^ 


NM 012110 
NM 012109 
NM_012107 

"KTA A Alii f\A 

NM 01zlU4 


Homo sapiens cvstein-nch hydrophobic Qomam ^ HH v ) 
- Hnm- -r-« = Hrain-specific membrane-anchored pmtern (BbK^^). nd<NA 
-li^ii^i^i^iib^^i^^ kDa human homologCBl-/.;, 1 

„ -nni<-n'; b»ta-s^t- APP-cleavme enzyme (BACE), mRNA. ^ 

-^^^^^^fj^^^Tb^^^ 


NM 012105 
NM 012103 
NM 012102 
NM_012099 


Hnmo sapiens o^>-w„Kiquitousprotem i i/vUH l |, .^^U-IA 

- TTZJirn- ,.f^....-.1,.ta..ic acid dipeptide (Kb) repeats (RERE)mR^ A 

^^iii^^i^iS^^sI^on-associated protein; anttsense to ERCC-1 (Abb-l), 

mT^NA - : ' 


NM 012098 
NM_012067 

NM 012093 
NM 012066 


-i-Hnmr ^.r-« anpiopoietin-like 2 (ANGPTT ?) mRNA 

^^t^iS^^li^^^^^dii^se family 7, member A3 (aflatoxm aldehyde 

reductase) f AKR7A3), mRNA 

Homo sapiens adenylate kina_se 5 (AK^), mki>^A 

- Homosap-."« hvpothetical protem (20D7^4) itiKNA 


NM 006276 
NM 007054 
1 NM 002201 


Homo sapiens splicing facto^^arginin^^H]^ 

Homo sapiens interferon >^mulated gene (20kDI(lbG20), mRNA 



470 



BNSDOCID- <WO 03074654A2_L> 



wo 03/074654 



PCT/US03/05028 



iNlVl UU/Z/H 


Wr»TYir\ cji-nif^nc nxrhncolir arvl coenTvme A thioestCT hvdrolase tHi3A(JH^. mRNA 


NM_004174 


Homo sapiens solute carrier family 9 (sodium/hydrogen exchanger), isoform 3 


xN iVl U U't J Z J 


Wr\Tnr» cQ-nif»n'; inw Hpn«:itv 1 in onrotein -related Drotein 2 fLRP2\ niRNA 


XTN/T 00*^190 
INlVl UUJ IZy 


M/M-nr^ c5»r*i<^nQ Qniifllpup PTiAxirlfi^P fSOT^E^ mRNA 
XivJlllCI oCl|Jlwllo ol>|LlalW/ll& v.<|JV^^nJCiow i y aauvj. ». 


INlVl UU->OZo 


Wo-mrfc cflnienQ nlflVrinViiliTi 4 ^^P¥CP4^ rriRNA 


NM_003734 


Homo sapiens amine oxidase, copper containing 3 (vascular adhesion protein 1) 


iNiVi yjyjDDZZ 


XlOmO Sd.plCIli> ILlDDy llivC JJUJLCIIA 1 \^J. wJL/X 1/} llliVi^x^ 


iNiVL \J\)Z/H/ 


XiOmO SaplCllS imiOgCn d.t'Ll VdlCiJ. piUlCUl xvilldoc^ *+ \^ivj^rvx j:v.*t/j hxi.\-x>(x-\. 


MM 002078 


Homo sapiens golgi autoantigen, golgin subfamily a, 4 (GOLGA4), mRNA 


lNM_0Uo421 


xlomo sapiens oreieiQin /v-mniDiicQ guanine nuuicouuc-cAv/iiaiigc piuicm i 


NM 004282 


Homo sapiens BCL2-associated athanogene 2 (BAG2), mRNA 


NM 0U43U4 


jtiomo sapiens anapiasiic lympnoma Kindac ^rv.i-ij ^rvLrrv.^, iiuvix-rv 


]SIM_001626 


Homo sapiens v-akt murine thymoma viral oncogene homolog 2 (AKT2), 

mKJNA 


NM 000686 


Homo sapiens angiotensin receptor 2 (AGTR2), mRNA 


NM_006287 


Homo sapiens tissue lactor patnway inniDitor ^iipoproiein-associaiea coaguiaxion 
inhibitor) (TFPI), mRNA 


NM_000944 


Homo sapiens piotein pnospnatase 5 (^lormeriy zoj, caiaiyiic suounit, aipna 
isoiorm v^caicmeunn i\ aipna^ \irrrD\^j\.)^ imviNrv 


XTTVvT /\f\1 1 A'~i 

jNM_OUl 14z 


rlomo sapiens ameiogenm ^jv cnromosomc, amciogcucaib iiiipciicuui 


NM_001171 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 6 




riomo sapiens muinmenn (^iviivixsj.N ^, miviN/\ 


NM 007355 


Homo sapiens heat shock 90kD protein 1, beta (HSPCB), mRNA 


NM 007354 


rlomo sapiens putaiive ijrK.o proiem v^oivo^, mtviN/v 


iNjYl_0U7i53 


ilomo sapiens guanine nucieonae omaing proLem proicm^ dipiid. iz, yyjr^t^v^)^ 
mKJNA 


jNJVl UU/:>00 


jnLOmo sapiens pnospnoiipd.c»c rcucpuji i, iov^jvl/ \^jr j— rv^xvi^, iiii>>i>t.rx 


NM_007350 


Homo sapiens pleckstrin homology-like domain, family A, member 1 


rMlVi 


rionxo sapiens iniegrai lype i proLcin ^^j^z.^^-dj, iiuvin^ 


JNiVL UU/o^Z 


riomo sapiens nucicoponn-iuvc piuicin v yyix^r i )^ iijxvi^r^ 


NM 007361 


Homo sapiens nidogen 2 (NID2), mRNA 


NM_0U7341 


xlomo sapiens oilj Qomain Dinoing giuiamic auiu-ncn protcm ^orujovjix.^, 

rviPXT A 

mKJNA 


JNiVL UU I ^ l\J 


JnLOmO sapiens rCpilC«dL10Xi liaL/HJl ^^aLrLlVditJi ».) J \ J\j.^r\jLj j \J>^ ixjx\j.^.r^ 


iNJVl UU / Jh-o 


xxomo sapiens acnvaixng ira.iioC/iijjLiL}ii vcl\j\\j\. \j \t\,x.x. y>}^ iiii\j.^.rv 


JN iYl_U U^f 6 3 U 


XJ/-wrv^^ orkt^-i A-r<ko o c»cr»r»-i a'frp'rl r* ni 1 pH _r*rki 1 rrvTif fi inin cr "nTTitPTn l^'insiQP ^ iRr^ilCyi 
jlOmO sapiens rNJlO~associd.iCi_i5 c^uiicli-L/Liii L/VJiiLciiiiJiiig pujidn iviiicioc^ ^ \iw^\^m^^^j^ 




Womrfc cc»-nipnc T T\A Hnmain onlv "2 ^^rhombotin-like 1^ <nL]VI02^ mRNA 


NM 006094 


Homo sapiens deleted in liver cancer 1 (DLCl), mRNA 


INiVl UU^ ODo 


riomo sapiens x5arrx-iiKc nomcuouA z. \^rj/x£wvA-^, iiiivi>ir\ 


IsIM 004209 


Homo ^aniens svnantoQ:vrin 3 fSYNGR3), mRNA 


NM 004879 


Homo sapiens etoposide-induced mRNA (PIG8), mRNA 


NM 005385 


Homo sapiens natural killer-tumor recognition sequence (NKTR), mRNA 


NM_005957 


Homo sapiens 5,10-methylenetetrahydrofolate reductase (NADPH) (MTHFR), 
mRNA 


NM 002248 


Homo sapiens potassium intermediate/small conductance calcium-activated 
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cnannei, suDiamiiy in, meniDcr i \^rvv^iNi>i lj, 


NM 001563 


TT^-mrv r<ot-k•ickr^c• i-«+*sY>-rtVi/-if rki'P'r'^^rvtAr TTisitriTf 'Hrnteofflvcaii 1 MM PCtI IIllCNA 


NM 005266 


Homo sapiens gap junction protein, alpha 5, 40kD (connexin 40) (GJA5), mRNA 


NM 001874 


Homo sapiens carboxypeptidase M (CPM), mRNA 


NM 007332 


iLomo sapiens anicynn-iiKe wiin transmeniDrciiic uuiiiduib i v^,ru.Nivxxvxx^, lAii^j.-*^ 


NM 003313 


Homo sapiens tissue specific transplantation antigen P35B (TSTA3), mRNA 


NM 001494 


Homo sapiens GDP dissociation inniDitor z [kjuu.), mroNA 


NM_001607 


Homo sapiens acetyi-c^oenzyme a acyiLran5icrd.t>c a \pciuAi2>umaA ^ ^ 
Coenzyme A thiolasej (^AL-AAl nuciear gene encouing miiuuxiuiiuiiai pi^/i^ux, 
mRNA 


NM__003145 


Homo sapiens signal sequence receptoi, oeia ^^ixansiocon-cibbut^idLcu pivi&in 
(SSR2), mRNA 


NM 000852 


Homo sapiens glutatnione o-transierase pi ^vjo i r i mivLNi^ 


NM 000827 


Homo sapiens glutamate receptor, lono tropic, Aivjjr/^ i yysss^x^Lj^ nxr^^r^ 


NM_005252 


Homo sapiens v-ios rJoJ murine osieosarcoraa viid,i onuugcuc uuiuv^iug 

mRNA ^ 


NM 005803 


Homo sapiens ilotiuin i (^rUJi i j, mruN/v 


NM 004459 


Homo sapiens letai Aizneimer antigen i^r/vLz^j, ixuvln/^ 


NM 004081 


Homo sapiens deleted in azoospermia (DAZ), mRNA 


NM 004055 


Homo sapiens calpain 5 (CAPN5), mRNA 


NM 004042 


Homo sapiens arylsuliatase r (^AKor;, mraN/\ 


NM 0030S5 


Homo sapiens synuciem, oeta ^^oJNv^rs;, mtuMA 


NM 000612 


Homo sapiens msuiin-UKe growm lacior z, v^ounid-tuiiicuui r^j hixxa-^^ 


NM 006995 


Homo sapiens butyropnilin, suDiamiiy z, memocr y^n xi^^x^)^ inr\j.^-rv 


NM_005739 


Homo sapiens RAS guanyl releasing protein 1 (calcium and DAG-regulated) 

(RASGRPl), rnKJNA - 


NM 006267 


Homo sapiens RAN binamg protem z {KJ\JsarZ), tjusi^/x 


NM 002882 


Homo sapiens KAN bmaing protem l i^KAJNoJrij, hikj-n/v 


NM 003884 


Homo sapiens pJUU/C-rSJr-associaLea lacior \rK^s\r j, iiirviN-rv 


NM_005258 


Homo sapiens Cjrl Jr cycionyoroiase i leeaoacK rcguiatuiy piutt^ui v^xjv-^ajj. 

niKJNA 


"VTTV jT r\A 1 1 1 A 

NM 001130 


jtiomo sapiens ammo-xei niinai cnnaiioci opiii. ys'%j^ijj, ij.iL%j.^.4-i. 


NM 001099 


rlomo sapiens acia pnospnaiase, prosidic yj^^rrj, huvinj-k 


NM 005155 


Homo sapiens palmitoyl-protein thioesterase 2 (PPT2), mRNA 


NM 006898 


Homo sapiens nomeo box Di (irtUXiJJ), nuuN/\ 


NM 006894 


Homo sapiens flavin containing monooxygenase 3 (FM03), mRNA 


NM 004111 


Homo sapiens flap structure-speciiic enaonuciease i ^^miNij, misaN/\ 


NM 001828 


Homo sapiens Charot-Leyden crystal protein (^L^i^i^j, mKiN/v 


NM_007315 


Homo sapiens signal transducer ana activator oi transcnpiion i, y ikl^ i/^i i^, 
mKJNA 


NM__005005 


xlomo sapiens jn aujI aenyurogenase ^uDiqumuiic^ x ucui auuwiupi^^, ^ y^x-^^-^. 


NM 003362 


Homo sapiens uracii-urMi\ giycosyiase ^^i^invj^, hjxnj.^^ 


NM 005221 


jtiomo sapiens aistai-iess nomeo dua j )^ mrvx^ir-k. 


"vnv >r AAAyl'7A 

NM 000479 


xlomo sapiens anti-iviuiienan normone v^-rvivxin^, iiu>j.N^ 


NM 005160 


Homo sapiens adrenergic, beta, receptor kinase 2 (ADRBK2), mRNA 


TsTM 001619 

J.N1.YX \J\J l.\J L 17 


Homo sapiens adrenergic, beta, receptor kinase 1 (ADRBKl), mRNA 


NM 001611 


Homo sapiens acid phosphatase 5, tartrate resistant (ACP5), mRNA 


NM 003403 


Homo sapiens YYl transcription factor (YYl), mRNA 


NM 003793 


Homo sapiens cathepsin F (CTSF), mRNA 


NM 001922 


Homo sapiens dopachrome tautomerase (dopachrome delta-isomerase, tyrosine- 
related protein 2) (DCT), mRNA 
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TTrkTvir* c«iTM'*a«c 1 -nr'vlalvrprnl-'^--nViomliate O-acvltransferase 2 nvsoDhosnhatidic 
arid arv1tTan<;ferase beta'i rAGPAT2^ mRNA 


INIvl_UUUo LKJ 


Wr\mr* cn-niRrjQ cyarnrna-arin'iTinVjlltvric acid TGABA'^ A TCCCDtOr. mOnSl 5 

XTHJlllv oCt-LfiV^lio ^CllXlAllC* ClllAllXVJWUUyAiw SEwava ^VJa&-i>'X x & iwww^ww^j 

(GABRA5), mRNA 




T-T/MTin cd-nirf^TiQ •nlafelf^t-aftivaHncr fantAT acetvllivdrolase^ isoform lu. EiDlia 

subunit (45kD) (PAFAHIBI), mRNA 


INiVl UUjUUD 


XJrvmr^ cn-nif^nc Qf*lpptin P licranH TSPT PT.Cr^ TTlRNA 


MM 002634 


Homo sapiens prohibitin (PHB), mRNA 


JN JVl_UUZ4 i U 


glucosaminyltransferase (MGAT5), mRNA 


JN JVL_UUZ4L/y 


JtlOITlO SapiCIlo ITlalJllOoyi ^UCLa."l,'T-^~gljfvwpiv/tc»JLii ue/ta ij^r x'^ 

acetylglucosaminvltransferase (MGAT3), mRNA 


JNJVl_UUZ4Uo 


acetylglucosaminyltransferase (MGAT2), mRNA 


NM_00240o 


rlomo sapiens mannosyi i^aipna-ijO-^-giycoproicm Dcui-i,^-i>i- 

aCciyiglU.COSainlIiyilXanolcr aoC ^iYiVJ-rVl l^, iiUNa^/^ 




XJ/^-»-*-»/~» oo-»-v-ifi»t-kc ^-»-» -i +/-\ /Y/an o/*fix7of TATTvfpi-n l/*in!acp Vinacp InnaQP S i !\AA.P^rC i i 
rlOmO Sapiens miXOgeil-a.t/LlV<lLCU. piOlCiXl Klllaac l^J.iKtdC' iviiidow \i.y±i~iA. 

TnT?>JA 
IIu\J.N/\ 


JNjVI__UUZZZD 


trr\T-nr\ conipnc icr^vi^lprx/l r^APtTTA/mp A HplivHTApeiiase fTVL)^ TLUclear ffene 
pnpf\Hincr mitApTiATiHTial ■nTAtPin mR'NA 


NM 001480 


Homo sapiens galanin receptor 1 (GALRl), mRNA 


mi 001992 


Homo sapiens coagulation factor n (thrombin) receptor (F2R), mRNA 


jNjyi uuuo/ / 


riomo sapiens <iticiiuoixic icucpuji \t\Aj\jssu^o )^ iiix\j-^i^ 


NM 002969 


Homo sapiens mitogen-activated protein kinase 12 CMAPK12), mRNA 


NM 001526 


Homo sapiens nypocreiin v^orexmj receptor z ^^nv^iviiv^^, niiviN/^ 


NM_003605 


Homo sapiens O-linked N-acetylglucosamine (GlcNAc) transferase (UDP-N- 
acetyigiucosamine.poiypepuQe-iN-aceiyigiucobaiiiiiiyi uaiioiciaoc^ ^^wvj x 
rnj\JN/v 


]SiM_000885 


Homo sapiens integrin, alpha 4 (antigen CD49D, alpha 4 subunit of VLA-4 
receptor^ ^^iio/vh-^, rniviNrv 


jNJVi_uu3 ly / 


riomo sapiens iranbcripLiLiii cidiiga-Liv/ii xav/irUi x> ^oxul^, ^uijrp«i>pu«vi' x aaa.w 
/'TT'ThR 1 T ^ mPKT A 


INiVl UUOlo^ 


rxomu So-piciio iicLuv/iciibiii x o^, iiiixi^/^ 


IN iYl__UUZ J ZH- 


"tTrimrfc ca-nipnc n<*iirrt"hlflctrMn5i R AS Viral fv-ras"^ oncAffcne homolos rNHRASV 

mRNA 


iNiVl UUZ4 / o 


xiomo sapiciio iiiyL>gciiit/ lav/Lui \^ivi. i vyj-/i ^3 iijxvinjct. 


NM 002451 


Homo sapiens methylthioadenosine phosphorylase (MTAP), mRNA 


"VTA >f A AO /I "3 


rlomo sapiens memurane proiem, pairniioyiaLcu. i yjjjsj^j \iy±i.x xj^ iiuvi^Nrv 


NM 002377 


Homo sapiens MASl oncogene (MASl), mRNA 


TVTX>r AAOOA^ 

jNM_0Uz3UD 


rlomo sapiens lecnn, gaiactosiae-Diuumg, soiudic, i ^gtiicv.^Liii lj y^i^Kj^-^j^i^ij^ 
mRNA 


XTAyf AAAOC7 

JNJVl_UUUoo / 


xlomo sapiens integnn, aipna j\. ^anLigcn v^ui iv^ yp j, aipiia puiy^jcptiu-c^ 
rrrriAY'v mPisJA 


XTTV/T AAA/1 1 O 
JN JVl_yUU4 1 y 


XJi-ir*i/^ c?of^i*>ne -iT^ff=»o-rin olnlicj ^r^lntplpf olvpr^nrAtPin Tlh Af TTb/TTia CAiTiTjlex 
xiomo sapiens iiiLcgnn, d-ipna x-u ^jjicttcicL giyk^Lrpivjtc^iii j-llf \j± ±±uf xu-a. wrv/iiipi^^^ 

5»nficTpn PD^lR'i rTTGA9R'i mRNA 

dnLi^Cll V-/J_-'*+ X J-> ^ y± i.\jjr\uc»xjj^ xxxjlVX^c jT*. 


NM_002203 


Homo sapiens integrin, alpha 2 (CD49B, alpha 2 subunit of VLA-2 receptor) 
(ITGA2), mRNA 


NM 003637 


Homo sapiens integrin, alpha 10 (ITGAIO), mRNA 


NM 000843 


Homo sapiens glutamate receptor, metabotropic 6 (GRM6), mRNA 


NM 000838 


Homo sapiens glutamate receptor, metabotropic 1 (GRMl), mRNA 


NM_000835 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2C 
(GRIN2C), mRNA 
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NM 000834 I 
( 


lomo sapiens glutamate leceptor, ionotropic, N-methyl D-aspartate 2B 
GRIN2B), mENA ^ ■ 


NM 000833 I 
( 

NM 002084 ] 


iomo sapiens glutamate receptor, ionotropic, N-methyl D-aspartate 2A 

GRIN2A), inRNA 

iomo sapiens glutathione peroxidase 3 (plasma) (Vji-Xi;, mRl>JA 


NM 000805 ] 
NM_001940 ] 

• 

NM 001219 ^ 
NM 007155 
NM 007136 
NM 007250 
NM 007167 


aomo sapiens eastrin (GAS), mRNA — , ^.^^ 

Homo sapiens dentatorubral-pallidoluysian atrophy ^anrophm-l) (DKfLA;, 

tnRNA - ■ — 

Homo sapiens calumenin (CALU), mRNA 

Homo sapiens zona peUucida plvcoprotein 3 A (sperm receptor) ^Zl-i A), mKNA 
Homo sapiens zinc finger protein 80 (pT17) (ZNF80). mKWA 

Homo sapiens Kruppel-like factor 8 (KLF8), mRNA 

Homo sapiens zinc finger protein 258 (ZNF258), mRNA _ 


NM 007153 
NM 007152 
NM 007150 
NM 007147 
NM 007145 
NM 007127 
NM_007125 

NM 007124 


Homo sapiens zinc finger protein 208 (ZNF208), mRNA 

Homo sapiens zinc finger protein 195 (ZNF195), mRNA 

Homo sapiens zinc finger protein 185 aiM domam) (ZlSi* 1S3), mkl>IA 

Homo sapiens zmc finger protem i /o (AiNr i /d), uir<i^j^ . 

Homo sapiens zinc fmger protein 146 (ZNF146), mRNA 

Homo sapiens villin 1 (VTLl), mRNA 

Homo sapiens ubiquitously transcribed tetratricop^tide repeat gene, Y 

chromosome (UTY), mRNA ^ — — 

Homo sapiens utrophin (homologous to dystrophin) (U lKN),mRNA 


NM 007122 
NM_007120 

NM 007106 


Homo sapiens upstream transcnption factor 1 (USFl), mRNA 

Homo sapiens UDP glycosyltransferase 2 family, polypeptide B (UGT2B), 

mRNA 

Homo sapiens ubiquitin-like 3 (UBL3), mRNA 


MM 007118 
NM 007117 
NM_007218 

NM 007233 
NM 007114 


Homo sapiens triple functional domain (PTPRF interactmg) (IKIU), mRNA 

Homo sapiens thyrotropin-releasme hormone (TRH), mRNA 

Homo sapiens patched related protein translocated m renal cancer (TRC8), 

mRNA 

Homo sapiens TP53 target gene 1 (TP53TG1). mRNA 

Homo sapiens TATA element modulatory lacror i ^^iivu ij, nuM^^ _ 


NM 007112 
NM 007111 
NM 007109 
NM_007108 


Homo sapiens thrombospondin 3 (THBS3), mRNA 

Homo sapiens transcription tactor Up- 1 ( 1 1'DJr' 1 ), mKN A 

Homo sapiens transcription factor 19 (SCI) (TCF19),mRNA 

Homo sapiens transcription elongation factor B (Sill), polypeptide 2 ^IhkD, 
elongin B) (TCEB2). mRNA j 


1 JNM._UU / IV J 


Homo sapiens solute carrier family 22 (organic cation transponer), member l- 

like antisense (SLC22A1LS), mRNA ...^riAXTi- 


NM_007163 

NM 007101 
NM 007165 


Homo sapiens solute carrier family 14 (urea transporter), member 2 (SLC14A2), 

mRNA ^ 

Homo sapiens sarcosine dehydrogenase (SARDH), mKNA 

Homo sapiens spHcing factor 3a, subunit 2, 66kD (SF3A2), mRNA 


NM 007252 
NM 007273 
1 NM 007195 

JN iVl_U VJ / 

1 NM 007196 


Homo sapiens Retma-denved POU-domam tactor-i (Krr-i;, nifUN/v _ 

Homo sapiens B-cell associated protem (REA\ mRNA 

Homo sapiens polymerase (DNA directed) iota (POU)> mKMA 

Homo saniens protein tyrosine kinase 9-like (A6-related protem) (Pll<^M, 

mRNA ■■ 

Homo sapiens kallikrein 8 (neuropsin/ovasm) (KLK8), mRNA 


nm 007171 
NM_007215 


Homo sapiens protein-O-mannosyltransferase 1 (POMTl), mRNA 

Homo sapiens polymerase (DNA directed), gamma 2, accessory subumt 
(POLG2),mRNA ^ ^ 
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XNiVl VKJ / Z JH 


Homo sapiens polynucleotide kinase 3'-phosphatase (PNKP), mRNA 


IsTM" 007991 


TTomo saniens 'Dolvamine-modulated factor 1 (PMFl), mRNA 


MM 007183 


Homo sapiens plakophilin 3 (PKP3), mRNA 


TsTN/f 007 1 M 


Wnmn <;aniens nhosnhatidvlethanolamine N-methyltransferase (PEMT), mRNA 


NM_007229 


Homo sapiens protein kinase C and casein kinase substrate in neiarons 2 


TvJN/f 007100 


TTnmn Qnnipn<; Ser'7'^-iriteractinp nrotein ol25 rP125\ mRNA 


NM_007160 


Homo sapiens olfactory receptor, family 2, subfamily H, member 3 (OR2H3), 

rOJcviN/V 


NM_007256 


Homo sapiens solute carrier family 21 (organic anion transporter), member 9 

(^91 AQ^ m'R'KrA 


"KIA/T 007179 


TTr\Trtrk c^t^ip-tiq niirlennnrin 501cD rNTJPSO^ mRNA 


NM_007103 


Homo sapiens NADH dehydrogenase (ubiquinone) flavoprotein 1 (51kD) 
rNTDTTPVl'i mRNA 


"KTKyT 0071R1 


Wnmn Qfl-nif^riQ mitfip-en-activated nrotein kinase kinase kinase kinase 1 
rMAPdlCn mRNA 


xr\/r oo79'^o 


Wnmn Qflr»ienQ mannociidase alnha class IB. member 1 rMANlBl), mRNA 


ISJlVyT 0071^ 


TToTYin cflni<»nQ mnroQal vascular addressin cell adliesion molecule 1 
nVTADCAMl'^ mRNA 


MM 00791^ 

IN IV J. \J\J / ^ LKJ 


"Romo Qa-nien<; alnha inteerin bindine nrotein 63 fKIAAlOlTV mRNA 


NM 007213 


Homo sapiens JM4 protein (JM4), mRNA 


KTM 007109 


TTfMTin cfi-nif^nQ cnianvlate cvclase activator 2B furoeuanvlin") fGUCA2B), mRNA 


"MAyf 007997 

iNXVl \j\J 1 f 


PTnmn <:ar»ipn<; fr nrotein -counled recentor 45 fGPR45V mRNA 


MIVT 00797^; 


TTr\Tnn ca-nipn«? hmcr cancer candidate fFUSl\ mRNA 


MNif 0079^9 


Wnmn QanienQ RTsJA-hindinff nrotein reenlatorv subunit (DJ-1\ mRNA 


NM_007166 


Homo sapiens Clathrin assembly lymphoid-myeloid leukemia gene (CLTH), 

mPTsJA 


NM 007186 


Homo sapiens centrosomal protein 2 (CEP2), mRNA 


JNJYl UUO!)<S-> 


TJi-vt-nr* c?oT>-t*»i-ic r*1-\aT*#»Trfcni-n /^rkntainiTlcy TT^Pl ^llVjlimt 8 T til eta ^ ^C^CTloi mRN^A. 

riomo sapiens cnd-pcrunm c>uiiiaiiiiiig iv^^jr x, ouuluxxl o \^Lxx\^i.a.^ \^^\^xuy, xxxa-^-l^x ». 


NM 007185 


Homo sapiens trinucleotide repeat containing 4 (TNRC4), mRNA 


iNJVl_UU /ZZU 


Ur^-mi-^ nn-n-tAMri <^ei-r-'K*-*-ni omViA/z^-rQ \/T^ TYllfrtpV^nnHflJI 1 if^ASRl miclftaT O'CnS 

xiomo sapiens caroonic onnyuidoc vo, iiiiwjL^iwjjiiuixai ys^i^mfM^j^ ixuKi.'x^ax ^w^xxw 


XnV/T 007 1 oo 


"PTnmr* C5n-ii<=»nc AXP QAmtlia«:p TT+ tran'snortinff mitochondrial FO comnlex, 

XXOirWJ odLlldlo XX- X L OVilUXdOW, X-L ' tX CliXO^*-/X IXXXg, XXXX».\/WXXVfXXUX XUX -«. V w^xxx^aw^^vj 

subunit e (ATP5D, mRNA 


XnV/f 0079*^1 


W/^mrk c5>-r»i*=»nc cnl ntf» nckwye^T fflTniW f% ^neurotransmitter trans"Dorter\ member 14 
Pfi A 1 4"^ mRNA 

^OJ—fWvi^ A*Ty, XXXx\J.>IX». 


TsJIWr 00790"^ 


Homo ^aniens A kinaise ^PRKA'^ anchor nrotein 2 f AKAP2), mRNA 

X3.VJi.lxv dCL|,JlwlxO Jr\. AJ.xXdOw XVXVx^y cxxxwxxvx |^x vtv/xx* ^ x-b.^^ *. 


"KnVyf 007909 


TTomo <;anien<; A kinase rPRKA'i anchor nrotein 10 f AKAPIO), mRNA 

J. XV-/XiXV.I OCX|_/XwXXO Jlm~ JVXXXA'Ow \X XXJL^-X f W.XXV/XXVX X.* A. V .K-H.a_<. ^ — 


NM_007168 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 8 
^'AT^PAS^ mRNA 


xnvT ooo^o^^ 


TTomo ^aniens roacnilation factor TI rthrombin'i fF2V mRNA 

XiUixHJ Od}^XWi.Xo ^v^d^LXXdLX\_^XX XCxvLvX -XJL y xxxx \_fxxxi-rxxxy ^^Ji 


NM 004343 


Homo sapiens calreticulin (CALR), mRNA 


INiVl uuo / ^ o 


TTomo '^anien*? "heat <;hork nrotein neuronal DNAJ-like 1 fHSJlV niRNA 




TTomo <5anien<; ervtViroid differentiation and denucleation factor 1 friFJL-iiDDGl), 

mRNA 


"MAvf On/^QRA 
INIVI vUUi'OH 


Homo saniens claudin 10 TCLDNIO^ mRNA 

JLXVJXXIVJ OCI-|^1^X10 V/XAUU-XXl XV \^V,<'X-^X_>'i > X\JJj xxxx.^-i.'^* ». 


NM_005502 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 1 
(ABCAl), mRNA 


NM 005809 


Homo sapiens peroxiredoxin 2 (PRDX2), mRNA 


NM 006977 


Homo sapiens zinc finger protein 46 (KUP) (ZNF46), mRNA 


NM 006965 


Homo sapiens zinc finger protein 24 (KOX 17) (ZNF24), mRNA 


NM 006963 


Homo sapiens zinc finger protein 22 (KOX 15) (ZNF22), mRNA 
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NM_006978 


Homo sapiens zinc finger protein 183 (RING finger, C3HC4 type) (ZNi* 153;, 
xnRNA 


NM^006953 


Homo sapiens uroplakm 3 0UPK3), mRN A 


NM 006952 


Homo sapiens uroplakm IB (UPKIB), mRNA 


NM_006951 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
polymerase 11, D, lOOkD (TAF2D), mRNA 


NM 006950 


Homo sapiens synapsm I (SYNl), mRNA 


NM 007056 


Homo sapiens suppressor of white apncot homolog 2 (S w AFZ), mKJNA 


NM 006949 


Homo sapiens syntaxm bmdmg protein 2 (STXBP2), mRNA 


NM_006948 


Homo sapiens stress 70 protein chaperone, microsome-associated, 60kD 
(STCH), mRNA 


NM 006946 


Homo sapiens spectrin, beta, non-erythrocytic 2 (brlBJN2), mKJNA 


NM 006945 


Homo sapiens small prolme-rich protein Zxs (hrKKZiS), itikjn/v 


NM 006944 


Homo sapiens secreted phospnoprotem 2, 24kD (brrz), mKJNA 


NM 007009 


Homo sapiens zona pellucida bmdmg protem (bF36), mKNA 


NM 006940 


Homo sapiens SRY (sex determmmg region Y)-box 5 tbUX^j, mKM a 


NM 007017 


Homo sapiens SRY (sex determining region Y)-box 30 (SOX30), mRNA 


NM 006943 


Homo sapiens SRY (sex determmmg region Y)-box 22 (SOX22), mKNA 


NM 007084 


Homo sapiens SRY (sex determining region Y)-box 21 (SOX21), mRNA 


NM 006942 


Homo sapiens SRY (sex determining region Y)-box 20 (SOX20), mRNA 


NM 006941 


Homo sapiens SRY (sex determining region Y)-box 10 (SOXIO), mRNA 


NM_006934 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), 
member 9 (SLC6A9), mRNA 


NM_006933 


Homo sapiens solute carrier family 5 (inositol transporters), member 3 
(SLC5A3), mRNA 


NM_006931 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 3 
(SLC2A3), mRNA 


NM 006930 


Homo sapiens S-phase kinase-associatea protem lA (plyA) (bJsJrlA), mKJNA 


NM 006925 . 


Homo sapiens splicing factor, arginine/serine-rich 5 (SFRS5), mRNA 


NM_006924 


Homo sapiens splicing factor, arginine/serine-rich 1 (splicing factor 2, alternate 
splicing factor) (SFRSl), mRNA 


NM 006917 


Homo sapiens retinoid X receptor, gamma (ELXRG), mRNA 


NM 006987 


Homo sapiens rabphilm 3 A-like (without C2 domains) (RFH3 AL), mKJNA 


NM_007055 


Homo sapiens polymerase (RNA) HI (DNA directed) (155KD) (RFC155), 
mRNA 


NM 006915 


Homo sapiens retmitis pigmentosa 2 (X-linked recessive) (Krz), itiKlN A 


NM 006914 


Homo sapiens RAR-related orphan receptor B (RORB), mRNA 


NM 006913 


Homo sapiens ring finger protein 5 (RNP5), mRNA 


NM 006911 


Homo sapiens relaxm 1 (HI) (RLNl), mRNA 


NM 007043 


Homo sapiens HTV-l rev binding protein 2 (HRB2), mRNA 


NM 007033 


Homo sapiens similar to S. cerevisiae RERl (RERl), mRNA 


NM_007081 


Homo sapiens RAB, member of RAS oncogene family-like 2B (RABL2B), 
mRNA 


NM 006905 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 1 (rbori), mKJNA 


NM_007016 


Homo sapiens protem similar to E.coli yhdg and R. capsulatus miKi (Fl'i^), 
mRNA 


JNJVI UL)/UZ4 


xlomo sapiens r^J-fO proiein ^j'jl^oj, mjKJ.N/v 


NM 007030 


Homo sapiens brain-specific protein p25 alpha (p25), mRNA 


NM 006901 


Homo sapiens myosin IXA (MY09A), mRNA 


NM 007075 


Homo sapiens JM5 protein (JM5), mRNA 


NM 007003 


Homo sapiens JM27 protein (JM27), mRNA 


NM 006899 


Homo sapiens isocitrate dehydrogenase 3 (NAD+) beta (IDH3B), mRNA 
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"MM 0070'^! 


Homo saniens heat shock transcriotion factor 2 binding Drotein fHSF2BP\ 
ixiRNA 


NM 007011 


Homo sapiens putative transmembrane protein (HSl-2), mRNA 


MM 006896 


Homo sapiens homeo box A7 (HOXA7), mRNA 


NM 00704^ 


Homo saniens FGFRl oncogene nartner fFOP^. mRNA 


NM 007051 

1^ J.VX \J\J 1 X, 


Homo saniens Fas rTNFRSF6'i associated factor 1 (TAFl") mRNA 


NM 006979 


Homo sapiens HLA class n region expressed gene KE4 (HKE4), tnRNA 


iNiVX \}\} /\J ID 


XJ.UlliU ou|Jidlo L/llUilUi wili^^LiUiili X l^lVwULLOWl y^\»/J.JLLVX Xjy llllXJ-^X^ 




Wr\mo cfl-nipriQ oarr^infiPTnTrrvonifi jnTrityftTi-relatpH npll aHVipqioti nnoleciile 7 


NM 00701 R 


T-Tmnn Qanipn^ rif*ntrn<;omal "nrotein 1 rC^EPl'i mRNA 


NM 00688Q 


Homo saniens r!D86 antigen rCE)28 antifiren li&and 2 B7-2 anticen^ rCD86V 
mRNA 


NM 006982 


Homo sapiens cartilage paired-class homeoprotein 1 (CARTl), mRNA 


NM 007058 

l^XVA \J\J / \J ^ \j 


Homo saniens calnain 11 TCAPNll^ mRNA 


NM 006888 


Homo saniens calmodulin 1 Tnliosnliorvlase kinase delta^ fCALMl^ mRNA 


NM 007047 

INIVJ. \J\J 1 \J'~T I 


T-Tnmn <;nr»if»Tis HnfvronViilin snHfamilv member A 2 rB*TN3A2^ mRNA 

JLXVj'Xxiv/ Ou-|^X^XXO L/VXLjr X VJ^XXlXLLXj OUL/XCiXlIlXjr — ' j XXXV^XXXL/WX J. \ £t JL ± ^ J^^^ J y XXXX^X^XX 


NM 007048 


Homo sapiens butyrophilin, subfamily 3, member Al (BTN3A1), mRNA 




XTLUIlllJ odpiCllo J3 / piLILClii \Ij I )y llirVi>l,rt. 


NM 006885 


Homo sapiens AT-binding transcription factor 1 (ATBFl), nniRNA 


iNlVi \J\J /KJZZ 


tJr^TY^/^ coT^if^Tio ■r\n+ci+iXf<» Imrvirtt* cnTM^T*^ccf\i* i imT76i TYlU^^A 

nomo sapieiiD pu.L<iiivc luniur ouppicoaui \^ivix^v>^, iijjxjlnx^ 


iNlVl l/UOO!7 / 


T-rr\mrk ccmi^^Tic r»TCT\lc»+in T*^cici"siTir»** 2iccrtf*i5it<*/i i ^ 1< A i Tnl?^^A 
xlUIxlU odpiCIlo V/XopictLiii IC^loldixv^C aodVJIi/idLCU \\^-iS^r\.j^ lllx\J.N^rk. 




tTr»Tvir^ caTxi/^nc f^/Tr^cinf* -.mr»'nr4r\ Y'\/0'<*nsi Cp/iTX/T^irinViSin S— Tnr%TirtrtWO'**TI?IQP 
XXOXIHJ odUidlo LyXvlolllC ^-iilVJliVJwAjr ^wllcLdw iX j^^Ll.fpxxciXX XXX\/XX\J\JA.jr g^xxaow 

activation protein, theta polypeptide (YWHAQ), mRNA 


NM nn^i7f;i 


T-I/^mr* cdi-fcirf^nc +t/t'/^citi^ TVir\Tir\r\YVO'p"n5i Cf*/fT'\/T^1"r>T>Vi?*"n S-mrtTifiOY'VO'PriflQP 

jrXiJixJ.v/ oapiCllo LVlvlOXXX^ «J~lXHJXHJ\JjVjr gWUClOW 11 jr jJLV./pXlCXli J lli^XXW^Jf gwXXCxa^ 

activation protein, epsilon polypeptide (YWHAE), mRNA 


INiVi UUO / 


nOmO od.piCllo VV XJ rCpCal UUIIldXll J> *V LJSS^D ^, |ilI\J.NjrV 


JNIVI UUOo'fO 


nomo sapiens ocrmc pruLCaac iiiixiuiiur, f^d.z>ai type, jy \vDr xx^rs^D iiuvln^ 


IN iVt_UU O OD\J 


jnLomo sapiens uuii|uinoi~cyxocnrume c xcuuvutse yo.Hisxjj auouiuL ^uv^\-^jv;, 
ml^MA 


NM 00fi7QR 


WnTYin Qn"ni<*nQ TFTiP orlvfnsvltransflpT'fisp *7 familv nolvnpnttde Al mCrT^Al^ 

XXv/ixiVJ acLpi^xxd kJx^x jgxjr v«vidjr III axxsx^x cxov' x> xaxxxxxjr^ pwxjrpwpbxv.iw xvx y^wvj M.^jrx.xj^ 

mRNA 


NM 006757 


Homo sapiens troponin T3, skeletal, fast (TNNT3), mRNA 


NM 00^>897 


TTfimn QJiniPTis tmnsmpmlim'np Irfl'ffifilvino' nrntpin C 1 '(\/rP2 1 ^ mRNA 

XXUlliU 0<ipiWXl0 UCllXoXXl&XXXlJX AXlW U. AXXXwXVXlX^ i^JXl^lr^XXX y X XV XX J^xj^ XXXXXX^x^ 


NM 00685^ 


Homo saniens kallikrein 1 1 (JCLKl mRNA 

xXxJlLlXJ tjiX^J I.\^XlJ IVClXXXiVX &1XI X X ^X^X^X>. X X y, XXXXvX^zV. 


NM 006811 


Homo sapiens tumor differentially expressed 1 (TDEl), mRNA 


iNiVL UUO /DO 


JuLUIIlU bapiCIlo LI d.IioL'l ipilUn ClOIl^dtiUll IdL/LUX r\ yiDlXjy 1 y^x ^^Xi2rriL.l/j lxlx\-L^.^^ 




T-Tr^mn c5*nif*Tic '~Pci'v^ /'Viiimsin T— f*f»ll IpiilrPTTiifl vimc tvnf* X\ HinHincr TiToi'Pi'n 1 

XXwXllU ^dpiCllo X dA. 1 tlltUlldlX X wdX IwLUV&XXild ViXUo Ijrp^ XJ L/XXXUXIXjg pXvFI«^XXX X 

(TAXIBPI), mRNA 


MTVyf nnA7^9 
iNiVl UUO/JZ 


XxOIIlO ^dpiCIlb oUliCll D yOKJ SSJT ^ lLiJ\A\jr\ 




l-frimr* cnnif^nc cfT*f»cc_ir»Hnf»i»H— r^T^rtcnViOTiTotf^'iTi 1 /'l-TQT*70/1-rQr»Qrt— OTfyaniT^inO" 
xrx\Jxinj odpidio oLlCoo iii*-iLiwCU piiv/opxxv/px*jtwxix X ^xxop/v/xxop^v vrx^axxx£«xxxg 

nrotei ri\ ( STTP 1 ^ mTJ N A 

pXV-FXW'llX^ yO X XX X Jy XXXXNJL^xV 


NM 006780 


Homo saniens SMA*^ ('SMAS'^ mRNA 

XXV'XXXV OCLpX^XXo OXVX-Tx-J \\Jiyi-L\.J J y 


"MM 006749 


Homo saniPTis sniiitp fiarrier familv 20 fnhosnbate transnorter^ member 2 

XX.WXXXV OCX Li/XV'XXO OvyXULw WCiXXXwX ^CXXXXXXT Arfvr yf<""AvaL/XXC*VW U UiXXO k/V'X l>WX XXXWXXXWX A« 

(SLC20A2), mRNA 


NM 006747 


TTnmo sar»iPTiQ Qionfll-i-nrliippfl nroHferation -associated oene 1 ^'STPAl^ mRNA 

XXVPXXXV Od|-rXWXXO oX};^Xldl XXXUlXwwVX |^X WIXXW/X «xi.xuxx CXOOV/wXCiI'V'U Kv«lXW X yUXX xx X XXXX-VX^xX 


NM 006873 


Homo sapiens stoned B/TFIIA-alpha/beta-like factor (SALE), mRNA 


NM 006788 


Homo sapiens ralA binding protein 1 (RALBPl), mRNA 


NM 006871 


Homo sapiens receptor-interacting serine-threonine kinase 3 (RIPK3), mRNA 


NM_006867 


Homo sapiens RNA-binding protein gene with multiple splicing (RBPMS), 
mRNA 


NM 006743 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA 
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_ r^rr : 1.-. T. A c ^„p.r.f. fnTnilv m AR^n. UlRNA 


NM 006868 I 
NM_006839 I 
I 

NM 006812 1 

NM 006656 1 


iomo sapiens kapj i, mempcr »ii^v.p.x.w^ y— — . 

iomo sapiens inner membrane protein, mitochondrial Cmitotilin) (.IMMT), 

i^jj^jq"^ 

■^OXHO sapiens auipilllgu in oa>tc^uoaiv>^v^^^^t* yv^i^ ^ ji _ . ^ 

Somo sapiens sialidase 3 (membrane sialidase) (Nk,V5), hikinA _ 


NM 006791 ] 
NM 006766 1 
NM 006804 ' 
NM_006770 


Homo sapiens MORF-related gene 15 (MRG15 ), mKJNA _ — 

Hon^n ..apiens zinc fineer protein 220 (ZNi^), mKiN/v - 

Homo sapiens steroidoeenic «r.iite regulatory protem related (MLJNo4;. mRi>lA 

^ ^r^r^-^r^r^Vidcre" fi^nmf c\T With coUaffenous structure (MAKUUj, 

Homo sapiens macropnage recepior Willi v^uiiagwiv***^ v*v* v 

j^^jj^j^j^ ^ . . — 


NM_O06785 


— — Ac.o/^r.ioti»ri i\/TYinhAiH tis?«;ue IvmDhoma translocation gene 

Homo sapiens mucosa associatea lympnoia tib:»uc; ijrj.xxpiAv/ii.ic* o 

l(MALTl),mRNA , ,- fTTT 

• ^ -1 I ^^^^ i^ir«k -h-a-ncf^nntinnfil rceiiiator. 1 (L.Z*lKi), nUKJN/Y 


NM 006767 
NM_006840 


Homo sapiens leucme-zipper-iiKe xranscnpuuncii ic^uwvjx, x v /i 

Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with IM 
and rriM domains), member d j, misj.^.rt. ■ 


NM_006866 


Homo sapiens leukocyte immunoglobulin-like receptor, subtamily A (with TM 
domain^ member 2 (LILRA2), mKJNA _ — .x^-rH — 


NM_006863 


Homo sapiens leukocyte immunoglobulin-like receptor, subtamily A (withTM 
domain), member 1 (LILRAH, mRNA __ 


NM_006847 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and ITIM domains), member 4 (LILRB4), mRNA 


NM_006865 


•"it; 1 1 ^««^«ni^^/xrririVMiiin liVi* rpcpntoT siibfamilv A (wiuiout 

Homo sapiens leukocyte immunogioDuim-iiKe rcccpiui, &uuiaiixxxjr ^ v 

TM domain^ member 3 (LILRA3), mRNA ^ 


NM_006864 


Homo sapiens leukocyte immunogloDuim-iiKe rcucpiui, s^uuxaixxixj v 

and rriM domains), member 3 (LILRB3), mRNA 


NM 006738 
NM_006762 


Homo sapiens lymphoid blast crisis oncogene f LBC), mRNA 

Homo sapiens Lysosomal-associated multispannmg membrane protem-5 
fLAPTMS), mRNA _ ■ 


NM_006737 


•r-r ^ ^^^^^^ ^^^^ iwiTvui-nnrTinVniH-n-lilce receotor. three domains, long 
Homo sapiens killer cell immunogioDuiui-iiA.c it^v^^pwx, vi.xj.ww ^ > o 

cytoplasmic tail, 2 (KIR3DL2). mRNA 


NM_006801 

NM 006844 
NM 006858 
NM 006764 


Homo sapiens KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protem 

retention receptor 1 (KDELRl), mRNA 

" Homo sapiens ilvB (bacterial acetolactate svnthase)-iike (ILVwLj, mRNA 
" Homo sapiens putative T1/ST2 receptor binding protem (ILIRLILG), mRNA 
■ Homo sapiens interferon-related developmental regulator 2 (IFKU2J, mRNA 


NM 006831 
NM 006794 
NM 006783 
NM_006733 

NM 006731 

NM 006730 
NM 004366 


Homo sapiens ATP/GTP-binding protem (HEAB), mRNA _ 

TT >-,r,i-.i<->i^f- i-»-rr»+/*in rrtii-nl rprPT>toT V5 rCrPl^ '-5 mRNA 

jjojxio sapiens o proicm-coupicu ic^^t^jjLv^x v^-^ . 

Homo sapiens gap iunction protein, beta 6 fconnexm 30) (GJB6), mRNA 

Homo sapiens FSH primary response (LRPRl, rat) homolog 1 (FSHPRHl), 

' Homo sapiens Fukuyama tvoe congemtal muscular dystrophy (FCMD), mRNA 

TT ...... rrni-»4nTir Hr-ovTm"hrkniirlpn«^P T-llVf 1 fPN ASIRI ILl), HlRNA 

jjomo sapiens aeoxynoonucicaoc i mvt- i \x^±^x x.^^^^ — ^ 

Homo sapiens chloride channel 2 (CLCN2), mRNA 


NM 006725 
NM 006806 
NM 006763 
NM_006789 


Homo sapiens CD6 antigen (CD6^. mRNA 

Homo sapiens BTG family, member 3 (BTG3), mRNA _ 

Homo sapiens BTG family, member 2 fBTG2), mRNA _ — 

Homo sapiens apolipoprotein B mRNA editing enzyme, catalytic polypeptide- 
like 2 (APOBEC2), mRNA -— 


NM_006793 

NM 006818 
NM 004289 


Homo sapiens peroxiredoxin 3 (PRDX3), nuclear gene encoamg nutochondnal 

protein, mRNA — 

Homo sapiens ALLl-fused eene from chromosome iq ^.at i^th mKNA 
' Homo sapiens nuclear factor fervthroid^enved 2)-like 3 (Nl^li2L3), mRNA 
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NM 006526 


Homo sapiens zinc finger protein 217 (ZNF217), mRNA 


Niy[__006523 


Homo sapiens A-prolyl ammopeptiaase ^^aTninopepiiucis>c r ) iik.c ^-AjriNirjiirj-r^, 
mRNA 


NM 006537 


Homo sapiens ubiquitm specinc protease 5 ^Uor^j, mtuN/\ 


NM 006564 


Homo sapiens G protein-couplea receptor yv Yivii:>iiv;, nuuN/\ 


NM_006573 


Homo sapiens tumor necrosis lactor ^ligana; superiamiiy, memoer i j d 
(TNFSFIBB), mKJNA 


NM_001561 


Homo sapiens tumor necrosis factor receptor superfamily, member 9 
{TNFRSF9), mKJNA 


NM 006528 


Homo sapiens tissue tactor patnway mmDiior z (.irriz;, husj-n/y 


NM 006520 


Homo sapiens t-complex-associated-testis-expressed 1-like (TCTEIL), inRNA 


NM 006519 


Homo sapiens t-complex-associatea-testis-expressea i-uKe i ^iv^ini^i;, imNa^-n. 


NM_006602 


Homo sapiens transcription lactor-iiKe j v.oasic neiix-ioop-nciiA^ 

XT A 

mRNA 


NM 006593 


Homo sapiens i-box, brain, 1 ^lUKij, mKJNA 


NM__006679 


Homo sapiens putative opioid receptor, neuromeain ^neuroKinm i>) rcv^cpiui 
like (1 AC3KL), mKJNA 


NM 006682 


Homo sapiens fibrinogen-like 2 (FGL2), mRNA 


NM 006558 


Homo sapiens Samo8-like pnospnotyrosme protein, i-oiak- mxvj.N/v 


NM 006603 


Homo sapiens stromal antigen 2 (jjiAuzj, mKJNA 


NM 006717 


Homo sapiens spmalm (brlN), mKJNA 


NM 006542 


Homo sapiens S-phase response (cyclin-related) (SPHAR), mRNA 


NM__006654 


Homo sapiens sucl-associateaneurotropmc lactor target oric signalling 
adaptor) (SNT-1), mRNA 


NM 006622 


Homo sapiens serum-inducible kinase (bNK.), mKJNA 


NM 006696 


Homo sapiens thyroid hormone receptor coactivating protein (SMAP), mRNA 


NM_006516 


Homo sapiens solute earner family 2 (facilitated glucose transporter), member i 
(SLC2A1), mRNA 


NM_006632 


Homo sapiens solute carrier family 17 (sodium phosphate), member 3 
(SLC17A3),mRNA 


NM_006517 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 2 (putative transporter) (SLC16A2), mRNA 


NM_006598 


Homo sapiens solute carrier lamily 12 (potassium/cnlonde transporters;, memoer 
7 (SLC12A7), mRNA 


NM_006515 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR), 
mRNA 


NM_006664 


Homo sapiens small inducible cytokine subfamily A (Cys-Uys), memtjer z/ 
(SCYA27), mRNA 


NM_006514 


Homo sapiens sodium channel, voltage-gated, type X, alpha polypeptide 
(SCNIOA), mRNA 


NM_006559 


Homo sapiens GAP-associated tyrosine pnospnoprotem poz (^bamoaj ^:>AjyiDBj, 
mRNA 


NM_006511 


Homo sapiens regulatory solute earner protein, larmiy i, memoer i v,xvo^i/\i^, 
mRNA 


NM_006583 


Homo sapiens retinal pigment epithelium-derived rhodopsin homolog (RRH), 
mRNA 


NM 006604 


Homo sapiens ret linger protem-iiKe ^ \jsj^r\^:>)^ mruN/v 


NM 006605 


Homo sapiens ret finger protein-like 2 (RFPL2), mRNA 


NM 006505 


Homo sapiens poliovirus receptor (PVR), mRNA 


NM 006504 


Homo sapiens protein tyrosine phosphatase, receptor type, E (PTPRE), mRNA 


NM 006503 


Homo sapiens proteasome (prosome, macropain) 26S subunit, ATPase, 4 

rPSMC41 mRNA 
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NM 006587 I 

NM 006556 I 
NM 006608 1 
NM 006661 ] 
NM 006674 1 
NM_006637 1 


fomo sapiens conn (PRSQ, mRNA _ 

iomo sapiens pnospnomevaionaie itm<iac '■"^ " "-J' ^ tTiTZ 

ioxao sapiens putative homeodomain transcnption factor (PHTFl), mKMA 

iomo sapiens phosohodiesterase 1 OA (PDEIOA), mRNA 

aomo sapiens MHC class 1 region ukt {^std i uuviNrv 

Homo sapiens olfactory receptor, family 5, subfamily I, member 1 (OR5I1), 


NM_006649 

NM 002532 


Homo sapiens serologically aeimea colon cancer antigen lu voa^^v^^^vj y, 

mRNA — ^ 

Homo sapiens nucleoporin 88kD (NUP88\ mRNA 


NM 006702 
NM_006693 


Homo sapiens neuropathv tarset esterase (Nib), mKNA 

rr^^^ oor^4i=r»c olf^flvjicTp flTid nolvadenvlation specific factor 4, iOkD subunit 
j4.omo sapiens cieavagc aiiu pui.jrcwaw/iijriw.i'AVi* t-^^ 

rr.PSF4^. mRNA . . ,, , ^ , 


NM_006669 

NM 006533 
NM 006500 


Homo sapiens leukocyte immunoglobulin-like receptor, subiamiiy u K^nh IM 

and rriM domains), member 1 (LILRBl), mRNA 

Homo sapiens melanoma inhibitory activity (MIA), mKMA 

Homo sapiens melanoma adhesion molecule (MCAM), hikNa 


NM 006610 
NM 006699 
NM__006498 


Homo saniens mannan-bindine lectm senne protease 2 (MASP2), n^NA 

Homo sapiens mannosidase. alpha, class 1 A, member 2 (MAN1A2), mRNA 
Homo sapiens lectin, galactoside-binding, soluble, 2 ^galectin 2) (LGALS2), 
mRNA 


NM 006547 
NM_00661 1 


Homo sapiens IGF-H mRNA-bindmg protem 3 (KOCl), mRNA 

Tir.rv,rt canities TrilleT Cell lectin-like receptor subfemily A, member 1 (Kl-RAl;, 
jijj^omo sapiens jsjiici v/cii iviwui.* w ^ , 

mRNA — — — 


NM 006546 
NM 006665 
NM 006497 
NM 004667 


Homo sapiens IGF-H mRN A-binding protem i ( IMP- 1 mRlM A 

Homo sapiens heparanase (HPSEV mRNA — _ 

Homo sapiens hypermethylated m cancer 1 OHCl), mRNA 

Homo sapiens nect domain ana jsj^xj ^ yxmivv^^^a xhx-^^^j^ _ — , „ 


NM 006527 
NM 006658 
NM_006496 

NM 006529 


Homo sapiens Hairpin binding protem, histone (HBP), mRN A 

Homo sapiens O-substrate (GSBS\ mRNA 

Homo sapiens guanine nucleotide binding protein {U protem;, aipha mhibitmg 
activity polypeptide 3 (GNAI3), mRNA 

TT^**-.« ^n-r^^a-no fT^-^.rn^■n^» T-f^nf^rifnT fll-nVia 3 fGLRA3X lllRNA 

^omo sapicnb giyt/iiic? icv^i^wi-, «**p"»* ^ v^-^ /' 


NM 006530 
NM_006581 

NM 006700 
NM 006684 


Homo sapiens glioma-amplifiedsequence-41 (GAS41), mRNA _ 

Homo sapiens fucosyltransferase 9 (alpha (1,3) fucosyltransferase) (FUT9). 

mRNA ^ 

Homo sapiens FLN29 gene product CFLN29), mRNA 

TT_ ~ ^^.^i^^ /%r..^«i/»m<»nt fnr.tnr H-relatcd 4 (l:'iiK-4), mRNA 

xxomo sapiens coinuicniciii. xa^uvi. ax * ^ — 


NM 004113 
NM 006495 
NM 006532 
NM 006566 
NM 006639 


Homo sapiens fibroblast growth factor 12B (FGF12B), mRMA 

Homo sapiens ecotropic viral mtegration site 2B (EVI2B), mRNA 

Homo sapiens ELL gene f 11-19 lysine-nch leukemia gene) (ELL), mRNA 

Homo sapiens adhesion glycoprotem (DNAM-l), mRNA ^ — 

Homo sapiens cysteinvl leukotriene receptor 1 (CYSLTl), mKNA 


NM 006586 

NM 006565 
NM_006574 

NM 006688 
NM 006493 
NM 001750 
NM 006624 
NM 006698 


Homo sapiens trinucleotide repeat containing 5 (TNRC5), mRNA _ 

Homo sapiens CCCTC-bindine factor (zmc linger protein) (CTCF), mRNA 
Homo sapiens chondroitin sulfate proteoglycan (neurogiycan ^) vv^SPGb), 

mRNA 

Homo sapiens Clq-related factor fCRF), mKNA 

Homo sapiens ceroid-lipofiiscinosis, neuronal 5 (CLN5), mRNA 

Homo sapiens calpastatin fCAST), mRNA 

Homo sapiens adenovirus 5 El A bmdmg protem (BS69), mRNA 
Homo sapiens bladder cancer associated protem (BLCAP), mRNA 
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rMiVl WO / lO 


TTr*Tiio c5»r»ipn^ artivatnr nf S 'nVia<se Icinase (^ASKj. HIRNA 


NM 006534 


Homo sapiens nuclear receptor coactivator 3 (NCOA3), mRNA 


INJVl UUoo/U 


TT/^nin eor»i#»nc finpofptal tr AnVinVila*;! crlvconrotein f5T4\ niRlSfA 


JNjyi_yU2Uoy 


Ui-k-rMi-\ ooi-*i#»nc oniiini-n^* rmr»1**r\tir1f» ViinHincy TlTAteiTl DrOtein). alDlia inhlDl1in& 


XTA/f Am 1 
INlVi vJU i iOD 


TTntTirt c«ir*ipnc Viapiil Aviral TAP reneat-CATitaininff 3 (BIRC3V mRNA 




"Hri-mn ccii^ii^-nc r'prAiH-.linn'fiiQrinAQi*! TiftiirATial 2 late infantile CJanskv- 
T^ipkrVinw<?kv disease"^ fCLN2'i mRNA 


T<nvr nnsAAn 


Homo <;anien<^ GTP-bindine nrotein Rho7 fRH07V mRNA 


INiVX vWJJ/H'VJ 


Homo ^aniens heat shock 70kD nrotein IB fHSPAlB), niRNA 




Homo saniens heat shock 70kD nrotein 1 A (HSPAl A), mRNA 


INiVJL WjJ*tJ 


TTomo <5aniens H4 histone familv member J (H4FX), mRNA 




Homo <;aniens H4 histone familv member H fH4FH), mRNA 


NM 003542 


Homo sapiens H4 histone family, member G (H4FG), mRNA 


INiVl UUjj^U 


HrfcTYir* car%if*Tic TT4 hiQtnnp familv meinber CI rH4FC^ mRNA 


xnv/T nn'^^'^Q 

INiVl UUj3J!7 


Hnmn cnni#»nQ H4 Vii«;tonp familv member B rH4FB^ mRNA 


IN iVt U U J D J O 


Wr^TTin car»if»nc TTid ViiQtonp familv member A rH4FA^ mRNA 

XxUlIlL/ Oa-JJlCllo Xx*T lixoLUiiC Kxllliij', lil^XXXI^W^l JrV \^XX~TX xxxx-vxi-i v 


NM 005323 


Homo sapiens HI histone family, member T (testis-specific) (HIFT), mRNA 


XTNiT nn'JT^o 


riomo sapiens cUKaryoiic nansiauun miuauuii la^iux &u.uuiiit o i.\jrk±^j 


iNivi 


XxOiriO ad.piCIlo V/ClxUlilUXXI 1, \jLOJSJ-^ J \\^T^^M-f X xxixxx^,/^ 


iNiVl UUOIZZ 


TJrtmrk canifanc maTinrfcciHncp alr^bfl rla«?<? 9 A member 2 rN/rAN2A2^ mRNA 


XTTVyf AA/^IAI 
JNJV1__UU03U1 


TJr*rv-i/A eo-rt-i^tic ■m-iiTfccy^n-.ant'ival'pH r^TotpiTi Vina^p kinase kinase 12 rN^AP3K-12l 
XxOmO sapiens nillOKCIl*<xvtlVo.lCU. ^liJlClxi iviiia&& ivinao^ jvixxao^ x^ ^xvx-£T-i. ^x^x^^. 




Tlf\-mr% cflni#»nc "yinr fin aer nrotein lO*^ r7T^*JF193^ rhRNA 

JCxtJIlUJ 9Cl|Jxdlo ZiiiAw Xlilg&x ^xvLwXXX X^J ^^X-NX x xxxx-vx-^ii 


NM 006298 


Homo sapiens zinc finger protein 192 (ZNF192), mRNA 


JNiVl uUOJoD 


xiomo sapiens zinc linger proicm i yi^iMr^i. ljj iiuxa^^ 


XTTVyf AA^'^Q^^ 
JNiVl UU0Z!70 


XiOmO SapiClxo Vd(./t/llxla rCldlCu fLUlaoC ^ V xvcv^y, iiuvi^x^ 


XTN^ nA^9Q^ 
INlVl U\JOZ!7D 


T^rimri c'ar\ieTic \7a1 vl-tPKT A <5vntbeta<;e 2 TVARS'^^ mRNA 


NM 006447 


Homo sapiens ubiquitin specific protease 16 (USP16), mRNA 


JNJVl_UUOZy4 


XJi-^-m/^ oo-Tk^^-nc iiV*initiTirt1-f»\rlT»r»T»rrtme p reiTiiptflQe T^indino" nrotein riTC^C^Rl^ 1 
XxOmO sapiens UDIOUIIIOI wyLUt/XllCJillC U XCUULrUtoc uxixuiiig ^l\ji\^iim. ^^-/v^n^xvx-*^, 

mRNA 


JNJVl uuozy^ 


jtiomo Sapiens i iivv^o pruicin lyrooxixc isjxxcidc v.-'- Ax\.v»y,?^, xxLi\j.^r^ 




XJ/-*-f-»-i/-* co-rvi c r»nr»l/»Q-r r^»r»P»r»frVT f»rt-r<anreCQOr 1 ^N^C^OT? 1 ^ ITlT^'NA 

riomo sapiens nuc-iccir rcL/cpiui c/tF-xcpxcoaux x \^i>iv^\-/jvx^, iixixx^j^ 


NM_006291 


Homo sapiens tumor necrosis factor, alpha-induced protein 2 (TNFAIP2), 
miviN/v 


NM_006290 


Homo sapiens tumor necrosis factor, alpha-induced protein 3 (TNFAIP3), 

mtviN/V 


NM 006288 


Homo sapiens Thy-1 cell surface antigen (THYl), mRNA 


JNM_U0o2oo 


jxomo sapiens uranscripnon laciur up"^ \i^x.r uinxcxxz.ainjii paxuxc^x \±jr±yx z^j^ 
mRNA 


NM__0Uo2o4 


jlomo sapiens dox oinomg protein \^xr>i:^^-cibbuwxciicu xctwxui, jvln^ 
polymerase ii, ri, jvjkjl/ yirssr ^j^j, ijusjyr\. 


NM__006342 


Homo sapiens transforming, acidic coiled-coil containing protein 3 (TACC3), 

mKJNA 


NM_00o2b3 


riomo sapiens cransiorming, aciuic coiica-cuu i^uixiaxxxxxx^ pxutc^xxx x yirw^K^ lj, 
mRNA 


NM 006282 


Homo sapiens serine/threonine Icinase 4 (STK4), mRNA 


NM_006280 


Homo sapiens signal sequence receptor, delta (translocon-associated protein 
delta) (SSR4), mRNA 


NM 006307 


Homo sapiens sushi-repeat-containing protein, X chromosome (SRPX), niRNA 


NM 006415 


Homo sapiens serine palmitoyltransferase, long chain base subunit 1 (SPTLCl), 
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T 

NM 006450 I 
NM 006422 1 
NM 006446 ] 
( 


tiRNA — H 

\amo sapiens splicmg factor (45lcU) (brr^D;, irmjNA 

^nmo sapiens A kinase CPRKA) anchor protein 3 (AKAP3),mRNA J 

aomo sapiens solute carrier feniily 21 (organic amen transporter), member o 
'SLC21A6), mKNA 


NM_006278 ] 


Homo sapiens sialyltransferase 4C (beta-galactosidase alpha-2,3- 
sialytransferase) (SIAT4C), mRNA . 


NM_006378 


Homo sapiens sema domain, immunoglobuim aomam (Ig), trar^';°f^^^ 
domain (TM) and short cytoplasmic domain, (semaphorm) 4D (SEMA4D), 


NM_006379 


Homo sapiens sema domain, immunoglobulin domam (Ig), short basic domam, 
secreted, fsemaphorin) 3C (SEMA3C), mRNA 


NM_006274 


ir^^mr. =a™p.ns small inducible cvtokine subfemily A (Cys-Uys), member 19 
(SCYA19), mRNA ^ 


NM 006453 
NM 006270 
NM 006269 
NM 006355 


Homo sapiens transducin a3eta)-like 3 (TBL3), mKJ^JA 

Homo sapiens related RAS viral (r-ras) oncogene homolog (RRAS), mRNA 

Homo sapiens retinitis pigmentosa 1 (autosomal dominant) (RPl), mRNA 

Homo sapiens ring finger protein 1 5 (RNF 15), mRNA 


NM 006315 
NM 006394 
NM_006263 


Homo sapiens ring fingca: protein 3 (RNF3), mRNA ^ 

Homo sapiens regulated m glioma (KiU), ixiktma ^ . —i 

Homo sapiens proteasome (prosome, macropam) activator subunit i (PA2Si 
alpha) (PSMEl). mRNA 


NM 006262 
NM_006261 


Homo sapiens peripherin (PRPH), mRNA 

Homo sapiens prophet of Pitl, paired-like homeodomam transcnption factor 
(PROP 1), mRNA ; 


NM_006260 
NM 006259 


Homo sapiens protein-kinase, interferon-inducible double stranded RNA 

dependent inniDitor (^rKisjsj.), mjviN-rt. ^ . . 

Homo saoiens protein kinase, cGMP-dependent, type H (PRKG2), mRNA 

— — J. - 1 * „ +'UA-fQ ro'\>'\^ C^C\\ m'R'WA 1 


NM 006257 
NM 006255 
NM 006253 


Homo sapiens protein kinase C, theta ( i'KJS.v^v ), mmN/v _ 

Homo sapiens protein kinase C, eta (PRKCH), mRNA 

Homo sapiens protein kinase, AMP-activated, beta 1 non-cataiync subumt 
(PRKABl), mRNA 


NM_006252 


Homo sapiens protein kinase, AMP-activated, alpha 2 catalytic subumt 
(PRKAA2), mRNA 


NM_006251 


Homo sapiens protein kinase, AMP-activated, alpha 1 catalytic subunii 

(PRKAAl), mRNA 

Homo sapiens protein phosphatase 5, catalytic subunit (PPP5C), n^NA 


NM 006247 
NM_006246 


Homo sapiens protein phosphatase 2, regulatory suoumt d yr>^^), cpanun 
isoform(PPP2R5E).mRNA _ 


NM_006245 


■ x • i>^«^i.r«4^AOA O f**rriil atrtrv CI iHnnit R fB5(>^ delta isuiOmi 

Homo sapiens protein phosphatase 2, regulatory suduiui r> u«^xwi xj^^x 
(PPP2R5D\mRNA 


NM_006244 


TT ^ ^i>/^eT>Vkotoc** 9 rf»miifltnrv subumt B rB5o), beta isoiorm 
Homo sapiens protein pnospnaiase z, rcguidiory 5»uuuiiit 3^ \x^^^j-i 

(PPP2R5B),mRNA . ^ r 


NM_006243 


— '■ T'- _i ,™v.^too<i 0 i-Aoiiiat/n-v Qiibunit B ( B56 1. alDha isoiorm 

Homo sapiens protein phosphatase z, reguiaiory suduiul a 

(PPP2R5A). mRNA — 


NM_006241 


Homo sapiens protein phosphatase 1 , regulatory (inhibitor) subunit z ^rrr i i 
mRNA ^ 


NM_006240 


Homo sapiens protein phosphatase, EF hand calcium-bindmg domam 1 (PPlil< 1), | 
mRNA , ■ 


NM_006238 
NM 006237 


Homo sapiens peroxisome proliferative activated receptor, delta (PPAKD), 
mRNA 

Homo sapiens POU domain, class 4, transcnption factor 1 (POU4F1). mRNA 1 
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IN iVi yjKJUAJ \J 


Homo sapiens POU domain, class 3, transcription factor 3 (POU3F3), mRNA 


xnwr CiCif^o'^^ 


Hnmn sanieni? POT I domain, class 2. associating factor 1 (POU2AF1), mRNA 


xnwr 00^9*^1 

INIVI UUQ^^ i 


TTnmo <;arjiens r>olvmerase (DNA directed"), epsilon (POLE), mRNA 




TTnmo ^aniens solute carrier familv 25 f mitochondrial carrier; peroxisomal 
membrane protein, 34kD), member 17 (SLC25 A17), mRNA 


NM 006227 


Homo sapiens phospholipid transfer protein (PLTP), mRNA 




TTnmn «;ar)iens nhosnholinase C ensilon (PLCE), mRNA 


NM 006225 


Homo sapiens phospholipase C, delta 1 (PLCDl), mRNA 




TTnmo ^anien*; nhosnhotidvlinositol transfer protein (PITPN), mRNA 


NM 006479 


Homo sapiens RAD51 -interacting protein (PIR51), mRNA 




TTrATnr\ cQr*'i*»nQ nrntein ^rientifivl-nrolvl cis/trans isomerasc) NlMA-interactinfi, 4 
(parvnhn) (PIN4), mRNA 




TTi^wrv ooi-*-i*=»T-io -nrr^tf^i-n ^ni»'ntiHvl-nrrklvl piQ/trans isomerase"^ NlI^A.-interactin£ 1- 

liVia /'PfMI T ^ TTiTiTsr A 
ilKC XxN ii-j^j llilVlN-rv 


NM_006221 


Homo sapiens protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting 1 

XIN 1 ^5 IllINJ.^-rv 


1SIM_006218 


Homo sapiens phosphoinositide-3 -kinase, catalytic, alpha polypeptide 


IN iVl vU OZ- 1 ^ 


T-Tnmn cnnipn^ nhomhorvlase kinase eamma 1 (muscled CPHKG1\ mRNA 


NM_006305 


Homo sapiens putative human HLA class n associated protein I (PHAPl), 

xIXISJ.N/Tl 


NM_006212 


Homo sapiens 6-phosphofiructo-2-kinase/fructose-2,6-biphosphatase 2 


NM 006211 


Homo sapiens proenkephalin (PENK), mRNA 




T.Tr^.-rvt/-^ oor^-io-nc? ^/»+r\niir»1 ^r\fi*4<» rkvrrrkT>lioc*nVl5lt5* Qf»/"riTirk^r*hf>HlP^tei*ase 2 TaiXtOtaXln^ 
XlOmO sapiens eClOnUClCOtiaC pyxijpilOopiiala.ow^iiiJai-ixxv^u.itotV'Xa.ow ^ \ %x\A.\.\j\x^t\.M^xj 


rNivi_uuc)ZUD 


TJrkTvir* oa-TAi/anc r\Vkr»cr\1-»nrl'if*ctf»rnQP 6T-T prrMT^-^sTipnific cone ffamma rPI3E6H). 

mPTSJA 
IIlIviNjrv 


xr^/r nn/^9rt4 

IM lYL l/U V/*T 


Wnmn QnnipTi*; nhomhodi esterase 6C cGMP-SDecific. cone. alpha prime 

XiWXllw Ou.lJlwX10 L/lXVJOL/XXV^VllWOlrWXOOW' W-'^ WJXVAJ. »3^wwAA.iWj wx^.'v-'y maj^aam- 

rPDE60 mRNA 




TToTnn <ianiens Piirkinie cell nrotein 4 rPCP4y mRNA 


NM 006197 


Homo sapiens pericentriolar material 1 (PCMl), mRNA 


xnv/T OO^^IQ^ 


Wnmn Qanipn<; nre-R-cell leukemia transcriotion factor 3 fPBX3^, mRNA 


xnvr oofiio*^ 

rNivi uuo 1 yj 


TTnmri Qanien«i naired box ffene 4 rPAX4^ mRNA 


"MNyT OO/^IQI 
iNivi uuo ly I 


TTnmo <;anien<; nroliferation-associated 2G4 38kD (TA2G4'), mRNA 


IsTX/T 0061 RQ 


Wnmo saniens olfactorv marker nrotein fOMPV mRNA 


ISJAyf 0061 R6 


TTomo ^aniens nuclear receotor subfamilv 4. srouD A. member 2 (NR4A2"), 
mRNA 




Homo sapiens nuclear mitotic apparatus protein 1 (NUMAl), mRNA 


TsTIVT 0061 R4 


Homo sapiens nucleobindin 1 (NUCBl), mRNA 


NM 006182 


Homo sapiens discoidin domain receptor family, member 2 (DDR2), mRNA 


NM 0061 SO 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 2 (N i'KKJZ), mRNA 


NM 006372 


Homo sapiens NSl -associated protein 1 (NSAPl), mRNA 


NM 006177 


Homo sapiens neural retina leucine zipper G>TRL), mRNA 


IMM 006176 


Wnmn «:anien<5 neiirnpranin Cnrotein kinase C substrate, RC3^ rNRGN), mRNA 


>sJM 00617/1 


Womn «5anien<; npiironpntide Y recentor Y5 (TSTPYSR^ niRNA 


NM 006170 


Homo sapiens nucleolar protein 1 (120kD) (NOLI), mRNA 


NM 006169 


Homo sapiens nicotinamide N-methyltransferase (NNMT), mRNA 


NM_006165 


Homo sapiens nuclear factor related to kappa B binding protein (NFRKB), 
mRNA 


NM 006164 


Homo sapiens nuclear factor (erythroid-derived 2)-like 2 (NFE2L2), mRNA 


NM 006163 


Homo sapiens nuclear factor (erythroid-derived 2), 45kD (NFE2), mRNA 



483 

8NSDOCID; <WO 0307465<A2.I.> 



wo 03/074654 



PCT/US03/05028 



NM 006160 
NM 006158 



TTnn.o sapiens neurogenic differentiation 2 (^U^QP^ >; g ^^^— 
...V. ..v.... . Porno sapiens neur ofilament, light pol ype ptide f68kD) (NEFU, inRNA 
NM 006393 Homo sapie n s nebulette (NEBU, mRNA .u, n, r, ...rn.n 

NM 006316 I Homo sapiens D NA-binding tra n scriptional activator CNCYM), mRNA 

MM 0061 5 3 I Homo sapiens NCK adapto r nrotem 1 (NCKl). mRNA 

NM_006424 Homo sapiens solute carrier family 34 (sodium phosphate), member 2 
(SLC34A2), mRNA 



Homo sanien s brain acid-soluble protein 1 (B ASPl K mR3SA 

• ' ' _ J • l^M^nA /Ti4'T3T?nr 



MM 00 6343 I Homo sapiens c-mer proto-onco g ene tyrosm e kmase (MERTK). 
NM_006457 Homo sapiens L IM protein (similar to rat protein kmase C-bmdmg emgma) 

(UM), mRNA . - — _— - 

>JTU nofil 4S I Hom o sapiens LIM and SH3 protein 1 aASPl), mRNA 

NM_006383 

• NM_006459 Hom"slp\'^"sinlil^ to Caenorhabditis elegans protein C42C1 .9 (KE04). 
_| mRNA 



NM 006147 I Homo sapiens interferon regulatory factor 6 (IRF6)7mRNA 



NM 006332 



NM 006337 



Homo sapiens interferon, gamma-inducibl e protein 30 (IFI30), mRNA 
Homo sapiens microspherule protein 1 (M CRSl). mRNA 



NM 006308 Homo sapiens heat shock 27kD protein 3 (HSPB3). mRNA 



NM_006403 



NM 006143 
NM 006302 



Homo sapiens enhancer of filamentation 1 (cas-like dockmg; Crk-associated 
substrate related^ fHEFn, mRNA 



Homo sapiens G protein-coupled recep tor 19 (GPR19), mRNA 
Homo sapiens glucosidase I (GCSl). mRNA 



xm>t nnfi47R 1 Ho mo sapiens GAS2-related on chromosome 22 (GAR2 2) m RNA 

X^AVJ. w y_ _ ^ -— — - 1 ^ 1 — ,-.^+^;*, (\e»\'ic\r\f^^ 



NM 006338 



nUI liU Sa^HWlXJ ^^M^^^ _ » — ; 

Homo sapiens glioma amplified on chromosome 1 protein (leucme-nch) 
(GACn, mRNA 



NM 006360 Homo sapiens dendritic cell pro tein (GAn), mRNA 



1 NM 006329 I Hnmo sapien s fibulin 5 (FBLN5)7mRNA . ^ ^^^^ 

NM 006404 I Homo sapiens protein C receptor. ^"doth eliaU_FPCR)^(PRQ^ ^^^ 
NM 006304 ' ./- -t-. ^— . 1-^ ^ rr. 



NM 001355 



Homo sapiens Deleted in split-hand/split-foo t 1 region (DSSl). mRNA 
Homo sapiens D-dopachrome tautomeras e (DDT), mRNA 



NM 006139 Homo sapiens CD28 antigen (Tp44) (CD28), mRNA 



NM 006371 Ho mo sapiens cartilage associated p rotein (CRTAP), niRNA 



NM_006136 



Homo sapiens capping protein (actin filamait) muscle Z-lme, alpha 2. 
(CAPZA2), mRNA 



NM 006448 Homo sapiens trinucleotide repeat con taining 1 (TNRCl), mRNA 
NM 006333 | Homo sapiens nuclear DNA-binding protein^ClD), 
NM_006419 " ^-1-.— 1^ ,i„^r'„c.x 



NM 005453 



NM 006324 



NM 006375 



NM 004466 



NM 004484 



NM_002856 



NM_001420 



Homo sapiens small inducible cytokine B subfamily (Cys-X-Cys motit), member 
13 (B-cell chemoattractant) (SCYB13), mRNA 



Homo sapiens zinc finger prote in 297 (ZNF297), mRNA 

Homo sapiens c raniofacial development pr otein 1 (CFDPl), "^RN-^ 

^- T. \ • jJL 1 (r^CWT h.W mRl 



rxuiiHJ aapA^xiJ ^ j ^ ^ ^ <p«wj . 

HoTno sapiens cytosolic ovarian carcinoma anti gen 1 (CQV Al), hikina 
Homo sapiens glvpican 5 (GPC5), mRNA 



Homo sapiens glypican 3 (GPC3), mRNA^ 



Homo sapiens poliovirus receptor-related 2 (herpesvirus entry mediator B) 
rPVRL2), mRNA 



NM 001634 



NM 000483 



Homo sapiens ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 (Hu 

antigen C) (ELAVL3), mRNA — — — 

Homo sapiens S-adenosylmethionine deca rboxylase 1 (AMDl). mRNA 

Homo sapiens apolipoprotein C-H (A POC2). mRNA 



NM 001645 



Homo sapiens apolipoprotein C-I (APOCl). mRNA 
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MM 000482 


Homo sapiens apolipoprotein A-IV (APOA4), mRNA 


NM 005953 




NM_005954 


Homo sapiens metallothionein 3 (growth inhibitory factor (neurotrophic)) 
nVfT3'i mRNA 

^XVX X ^ Jy XlXXVi-^X^ 


NM 006007 


Homo sapiens zinc finger protein 216 (ZNF216), nciRNA 


NM 006006 


leukemia'i CZNF145'i mRNA 


NM 006004 


mRNA 


NM 006003 


XXIJIIIW aci|Jlpllo U.L/JimJ.imJl~C'^ LV^C'lllVJlUC' Ky iCUUL< LcLoC, xvlCorL.C 11 oU.il UI L/vliy UCL/llUC 
X V./ V^V../XVX kj X. IllXwl&Cll ^Wlxw v/liV^Ullig XlJ.llV/V/iiV'llUl iCLI Vp/tV/Ilij lilXVi^XB. 


NM 006088 


Homo saniens tuhulin beta 7 ^'TTfR'R^^ mRNA 


NM 005999 


JLX\JL11\J OCtJI^X^lXo LIAllOllll dooWwlAL^U XO\/\,\Jx \^X. 111XVJ.N.XX 


NM_006022 


Homo sapiens transforming growth factor beta-stimulated protein TSC-22 
fTSC22'> mRNA 

\ X kJ Vj'f r r f Jy XXXXVX^Z^ 


NM 005998 


Homo sapiens chaperonin containing TCPl, subunit 3 (gamma) (CCT3), mRNA 


NM 006073 


Homo <ianipn«j triaHin /'TRDN^ mR>JA 


NM 005997 


Homo ^anipTiQ franQfiri'ntion fflotor-liVf* 1 ^TT^TJ'T 1^ mT?TsrA 
xxv/ixiv oa^jiwito uciiiovi i^Lit/ii xai^tv/x iiivc x x v^X/ x_f x iiixviN-rt. 


NM 006116 

A ^ XT A V V Vr X X \M 


xxv^iinj oajjiwixo ti aiioiViixxxiXX^ gX\^WLXX XctLflUI L/CtcL~aW'Ll VulCU KlIldoC-DlIlilXllg pxUlCxxl 

1 (TABl), mRNA 


NM 005989 


xxvixiwj octpxcixb aiuv^-ivcLtj xcuuuiaoc laixiiiy X, inciiiDcr xJx ^uciia *TO-KcuosicroxQ.- 
5-beta-reductase) (AKRIDI), mRNA 


NM 00598S 


-nLv^lllVJ cxxpiC/llo oillall pi VJIUIC**! IL'Xi piTCllClIl ^ Ox x\JA^.r\^ , IIlxvIN/\ 


NM 005986 


Homo sapiens SRY (sex determining region Y)-box 1 (SOXl), mRNA 


IN ivi _v/ v\>vy*ty 


nomo sapiens small nuciear jvin/v acnvanng complex, poiypepiioe j, i^yjlj 
rSINAPCS'^ mRNA 


NM 006080 


xxv^xixtj &<ijLiidxo dciiia uuiiiaixi, iiiixiiLiiiijgiuDLiiiii ciciiiid.in v.xg^, snort Dasxc Qomam, 
secreted r<5emanhnnn^ '^A i'SFlVTA'^ A^ mPTvTA 


NM 006072 


Homo ^^amftTi^ <5mall inrliiPiHlp pvtolrmp QiiV»fftmil\/ A (C^\i^-C^'\j^ -mf^ml-Ma-r 

xxwxiiv^ oo-^lWXXO aillCLil ilXUU^xL/lw V/ VV^JXXXX^ OUUXdXlXlijr x^ IVvjfO V^JrOlj XllClXXUCX 

CSCYA26'^ mRNA 


NM 005981 


Homo saoiens sarcoma amolifierl seniiencp TSAS'^ ml^'MA 


NM 006054 


Homo saniens reticulon 3 rRTTNl3'i mRNA 


NM 005977 


Homo saniens rinff finper nrotein rC3H2P3 tvne^ f\ rRNP/^^ m'R'WA 

xxvxAXV^ an|i/xV'XXO X xxi^ Xlxlg^l |^XV^L^X11 ^\_/^XX^\_/_J ) ^ \X\_LNX^\J^j lllXVxN.r^ 


NM 005975 


Homo saniens PTK6 nrotein tvro<;ine Icina^ie 6 rPTTCf^^ mRTsTA 

•*--*-vXXXV^ Om|,/XVi«XX0 X X X^w j./XVI'V'Xll IrjrXVJOXXAw AJlXXdO^ \J \X. 1. JC^XJ j ^ lllXvJ.Ni». 


NM 005972 


Homo saniens nancrf*atic nolvnpntiHe rpcfntor 1 rPPVT? W mRlsiA 

■■■■■-vxxxw 0£L^xv^ixo |./Cl'lXwX WClLlw ^yjiy yJ\0y^\,Wa\^ L.\^\^\it^WJ\. x X X XVX yj lllXvJ.Nx». 


NM 006112 


Homo sapiens peptidylprolyl isomerase E (cyclophilin E) (PPEE), mRNA 


NM 006107 

X ^ XT^ vy \y \j JL \J / 


Homo sanipns ncid-iriHiiPil^lp nil n<xri Vior\rAtf»in /'OAzlS-lR^ mT?"MA 

xxvfixJ.v-F OU^XWXXO AwXVX XXXUUwlLrXv^ ^IX^JoJ^XlWJ^X VJlt 111 ^V->'^i.*tO X Oyj III fv \ >i 


NM 006067 


Homo saniens neighbor of COX4 rNOC4'^ mRNA 

■»-XVXXXV^ ocx^iv<'lXO XXV^X^tXL/WX vX y^X^V-'^/^yj XlXXVlNxi. 


NM 005969 


Homo sapiens nucleosome assembly protein 1-like 4 (NAP1L4), mRNA 


NM 006058 


Homo '^aniPTiQ TsJf*'f-nQQOPiiitf*H ■fapfor 1 riNJAT?!^ mUXTA 
xxv^xxxv^ oa^x^xxd x^c^x ciod«Jwiai.d.x \.ci\^wj\. x ^x>.rvir X yj XXL^dN/^ 


NM 006097 


rTomo snmPTiQ TTTVOciTi TPcriilafrfcTV liol^t" pl^ain cmrirfci'Vt Tvinc<^l*» lerk-f/M-m 
-■--'-V^-l-'-A^-' oa.^idl& XlljrVJalXX XCgUXalUX XXglXL WXXalXi Zr, OXIIUIJLXX IXlUoUxC ISOIOXXIX 

flVrYRL2'i mRNA 

\XYA JL X^ Jl f( t Jy XXULvX^Xx 


NM 005955 


Homo sapiens metal-regulatory transcription factor 1 (MTFl), mRNA 


NM 005932 

X^XVX \J\J ^ ^ ^ ^ 


xx^jiiiL? supiciib iiiiiuL/iiuiiuriai iiiLciiiicciiciLc pcpiicxasc ^xYUi: xix K nucicaT gene 
encodmo" mitoclionHrial nrotpin mRN^A 

*^*"**^v^XXX& XXXI kV/wAXVrXXVXXXCXX L/X Vi? twXXX ^ XXXXVX 'IXk. 


NM 005931 


Homo saniens A4TrC* class T nolvnentide-relatpH spmip-ncp R ^^/^TPR^ mPTsJ A 

x-x-vrxxxv ouj^xwxxo XVXXXV^ \^XCldO X JJUXjr |^b>|Jl>XUV^'X^iatwU oCklUClXV^C D ^iVXXk^XJ IILCxJ-NxTl. 


NM 0060S1 


Homo sapiens MHC binding factor, beta (MHCBFB), mRNA 


NM_005930 


Homo sapiens meningioma expressed antigen 6 (coiled-coil proline-rich) 
(MGEA6), mRNA 


NM 005928 


Homo sapiens milk fat globule-EGF factor 8 protein (MFGE8), mRNA 


NM 005926 


Homo sapiens microfibrillar-associated protein 1 (MFAPl), mRNA 


NM 005925 


Homo sapiens meprin A, beta (MEPIB), niRNA 
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NM 005924 1 
( 


■lomo sapiens mesenchyme nomeo oox z ^growm anc&i. :>pci^uiu uuun^v 
MEOX2).mRNA __ 


NM 005920 ] 
( 


aomo sapiens MADS box transcription enhancer tactor z, poiypepuae u 
mvocvte enhancer factor 2D) (MEF2D), mimA 


NM_005919 ] 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide U 

f mvocvte enhancer factor 2B) (MEF2B ), mKJN A _ 


NM_005918 

NM 005917 
NM 005913 

NM 005912 


Homo sapiens malate dehydrogenase 2, NAD (mitochondrial) CJVLDH2), nuclear 

gene encoding mitochondrial protein, mRNA 

Homo sapiens malate dehydrogenase 1, NAD (soluble) (MDHl), mKNA 

Homo sapiens melanocortin 5 receptor (MC5R), mRNA 

Homo sapiens melanocortin 4 receptor (MC4R), mRNA 


NM 005911 
NM 005908 
NM 005907 
NM_005898 

NM 006060 


Homo sapiens methionine adenosyltransferase n, alpha (MAT2A), mRNA 
Homo sapiens mannosidase, beta A, lysosomal (MANBA), mRNA 
Homo sapiens mannosidase, alpha, class 1 A, member 1 (MANlAl), mRNA 
Homo sapiens membrane component, chromosome 11, surface marker 1 

(MllSl),mRNA — 

Homo sapiens zinc finger protein, subfamily 1 A, 1 (Ikaros) (ZNFNl Al), mRNA 
Homo sapiens laminin, gamma 3 (LAMC3), mRNA 


NM 006059 
NM 006038 
NM_006084 

NM 005897 


Homo sapiens spermatogenesis associated PDl (KIAA0757), mRNA 
Homo sapiens interferon-stimulated transcription factor 3, gamma (48kD) 

QSGF3G), mRNA . ^ 

TT '^-^^ ■:.^-^n<^4<n-t-A-moi A 'r*5i'rrir»lf»-'nrffcmntp'd nolvnentide (iPP), niRNA 
Homo sapiens intracistemai /v parucic-proiiiuicu yKjiy^^y*^i^y^ \*±jLj2-iz^ 


NM 005896 
NM 006028 
NM_006120 

NM 006026 


Homo sapiens isocitrate dehydrogenase 1 (NADP+), soluble (IDHl), mRNA 
Homo sapiens 5-hydroxvtryptamine (serotonin) receptor 3B (HTR3B), mRNA 
Jomo sapiens major mstocompaxiDinxy compicA, w/iaaa jj., j^xvx v***^* 

DMA), mRNA 

Homo sapiens HI histone family, member X (HIFX), mRNA 


NM 006051 
NM_006079 


Homo sapiens FE65-LIKE 2 (FE65L2), mRNA 

Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 2 (CllbDz), mKJNA 


NM_005894 


Homo sapiens CDS antigen-like (scavenger receptor cysteme rich lamily) 
(CD5L), mRNA 


NM 006016 
NM_006078 


Homo sapiens CD 164 antigen, sialomucin (CD 164), mRNA 

Homo sapiens calcium channel, voltage-dependent, gamma subunit 2 

(CACNG2), mRNA 


NM_006030 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subumt 2 
(CACNA2D2), mKJNA 


NM 006085 
NM_006015 


Homo sapiens 3'(2'), 5'-bisphosphate nucleotidase 1 (BFN 1 i), mKM A 

Homo sapiens SWI/SNF related, matrix associated, actin dependent regulator of 

chromatin, subfamily f, member 1 (SMARCFl), mRNA 


NM_006066 


Homo sapiens aldo-keto reductase family 1, member Al (aldehyde reductase) 
CAKRlAn, mRNA — 


NM_005891 

NM 006020 
NM 004056 


Homo sapiens acetyl-Coen2yme A acetyltransferase 2 (acetoacetyl Coenzyme A 
thiolase) (ACAT2), mRNA 

Homo sapiens alkylation repair; alkB homolog (ABH), mRNA 

Homo sapiens carbonic anhydrase Vlll (CAS), mRNA 


NM 005664 
NM 005662 
NM 005836 
NM_005660 

NM 005659 


Homo sapiens makorin, ring finger protem, 3 (MKRN3), mKJNA 
Homo sapiens voltage-dependent amon channel 3 (VDAC3), mRNA 
Homo sapiens translational inhibitor protem pl4.5 (UK114), mRNA 
■ Homo sapiens solute carrier family 35 (UDP-galactose transporter), member 2 
(SLC35A2), mRNA 

Homo sapiens ubiquitin fusion deeradation 1-like (UfDlJ^), mRNA 
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"Nnvr 00S706 


Homo sapiens tumor suppressing subtransferable candidate 4 (TSSC4), mRNA 


NM 005723 


Homo sapiens tetraspan 5 (TSPAN-5), niRNA 


NM 005727 


Homo sapiens tetraspan 1 (TSPAN-1), mRNA 


NM 005658 


Homo sapiens TNF receptor-associated factor 1 (TRAFl), mRNA 


iNlVl \J\J ^ iJ\J ^ 


Homo sapiens tumor protein p53-binding protein (TP53BPL), mKNA 


TsTM 00S749 

INIVJ. \J\J ^ I 


Homo sapiens transducer of ERBB2, 1 (TOBl), mRNA 


NM 005655 


TTaitia <:flnienR TGFB inducible earlv growth response (TIEG), mRNA 


NM 00565*^ 


Homo sapiens transcription factor CP2 (TFCP2), mRNA 


NM 005654 


TTomo «;ariiens nuclear receotor subfamily 2, group F, member 1 (NR2F1), 
mRNA 


NM 005652 


Homo sapiens telomeric repeat binding factor 2 (TERF2), mRNA 


NM n05RR5 


Homo sapiens similar to S. cerevisiae SSM4 (TEB4), nciRNA 


NM 005651 


Homo sapiens tryptophan 2,3-dioxygenase (TD02), mRNA 




PfrimA Qaniens transcrintion factor 17 ('TCF17\ mRNA 


NM 005647 


Homo sapiens transducin (beta)-like 1 (TBLl), mRNA 


JN jyi_UUD OHD 


TT/^mrk caniPTiQ TATA hnx hindinff nrotein fTBPVassociated factor, RNA 
polymerase II, K, 18kD (TAF2K), mRNA 




WrtTviri c5»r%i*»nc TATA V*A"K HiTiHinp nrotcin ^TBPVassociated factor, RNA 
polymerase H, I, 28kD (TAF2D, mRNA 


xnvvr Anc/^/i 1 
JNJVL_UU^041 


T4^i^Tvir* car»i*»"nc TATA Vimf ViinHincr nrotein TTSPVassociated factor, RNA 
nnlA/mprflQP TT V 70/85kD rTAF2E'> mRNA 


IN iVi__UU3 O / 


Hnmn Qanien<s TATA box bindine nrotein fTBPVassociated factor, RNA 
r»nKrmprnQP T P 1 1 OkD TTAFlCi. mRNA 


NM_005681 


Homo sapiens TATA box binding protein (TBP)-associated factor, RNA 
nnlvmprasp T A TT AFl AV mRNA 


NM 0056*^0 


TTomn saniens svnantotasmin 1 fSYTlV mRNA 


NM 0056"^^ ( 


Hnmn saniens svnantobrevin-lilce 1 fSYBLl"), mRNA 


NM 005635 


Homo sapiens synovial sarcoma, X breakpoint 1 (SSXl), mKNA 




TTnmn <;anien<5 c;nlicinff factor 30 survival of motor neuron-related (SPF30), 
mRNA 


JNIVI UU 3 03*f 


WrkTvin canienQ ^"RV ^^ex deteimininp reffion YVbox 3 rSOX3V mRNA 


NM 005686 


Homo sapiens SRY (sex determining region Y)-box 13 (SOX 13), mRNA 




xji^-r^-ii-k eoTN-i/anc crkliitf* r»5imVr fiamilv f\ rnfiirotran^vmitter transnorter creatine), 

XXOmO odplCIlO SvJlULC V/Clilld XO.lllllj' \J y^ll^Lll W.€*l.iO^Vfl. VV^-L 5 WM-Viii^.'y, 

Tn<*TTiVM»r R Cf%K?^ mRNA 


IN iVl_liU J O J U 


Wnmrfc Qnnipn<? ^lohite carrier familv 21 TDrosta&landin transporter), member 2 
(RJ .0.1 1 A 7^ mRNA 


NM_005628 


Homo sapiens solute carrier family 1 (neutral amino acid transporter), member 5 

r«T r^l A5^ mPNA 


NM 005627 


Homo sapiens serum/glucocorticoid regulated kinase (SGK), mRNA 


TsTNyf nn'^R77 
INIVi \J\jDg I / 


Rr»mn Qjinim*! qnlicinff factor 3a subunit L 120kD fSF3Al), mRNA 


iNlYl UU^OZj 


Wr*TTir\ ca-m'f»nQ cvriHeran bindinff nrotein (^svntenin^ fSDCBP), mRNA 


iNiVl \J\JJ\JZ^D 


TTomn cnnipTi*; Qmall inducible cvtokine subfamilv A (Cvs-Cvs), member 8 
^mrvnnr.vte nhemotactic nrotein 2^^ fSCYAS"^. mRNA 


NM 005624 


Homo sapiens small inducible cytokine subfamily A (Cys-Cys), member 25 
(SCYA25), mRNA 


NM 005850 


Homo sapiens splicing factor 3b, subunit 4, 49kD (SF3B4), mRNA 


NM 005772 


Homo sapiens RNA cyclase homolog (RNAC), mRNA 


NM 005614 


Homo sapiens Ras homolog enriched in brain 2 (RHEB2), mRNA 


NM 005777 


Homo sapiens RNA binding motif protein 6 (RBM6), mRNA 


NM 005778 


Homo sapiens RNA binding motif protein 5 (RBM5), mRNA 


NM 005611 


Homo sapiens retinoblastoma -like 2 (pl30) (RBL2), mRNA 


NM 005704 


Homo sapiens protein tyrosine phosphatase, receptor type, U (PTPRU), mRNA 
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NM 005607 


Homo sapiens PTK2 protein tyrosine kinase z triKzj, mKJNA 


NM_005789 


Homo sapiens proteasome (prosome, macropam^ acnvaior suDunu ^ \jr.i^o 
gamma; Ki) {PSM£3), mKNA 


NM 005672 


Homo sapiens prostate stem cell antigen ^^rov^/^;, nir^N/^. 


NM 005865 


Homo sapiens protease, serine, 16 (thymus) (PRSS16), mRNA 


NM 005729 


Homo sapiens peptidylproiyl isomerase r (cyciopmim r ) i^rrir;, misj-N^ 


NM 005604 


Homo sapiens POU domain, class 3, transcription factor 2 (POU3F2), mKNA 


NM 005709 


Homo sapiens PDZ-73 protein (PDZ-73/N Y-UU-35), mKJNA 


NM 005767 


Homo sapiens purmergic receptor (family A group 5) (P2Y5), mKJNA 


NM_005835 


Homo sapiens solute carrier family 17 (sodium phosphate), member 2 
(SLC17A2), mRNA 


NM_005793 


Homo sapiens nucleoside diphosphate kinase type o (mniDitor oi pD j-maucea 
apoptosis-alpha) (NM23-Mo), mKJNA 


NM 005600 


Homo sapiens nitrilase 1 (NITl), mRNA 


NM 005599 


Homo sapiens nescient helix loop heux 2 (NMLHZJ, mKJNA 


NM 005598 


Homo sapiens nescient helix loop helix 1 (Ni±L±li;, mKJNA 


NM 005596 


Homo sapiens nuclear factor I/B (NFIB), mKJNA 


NM 005665 


Homo sapiens ecotropic viral integration site 5 (EVI5), mRNA 


NM_005594 


Homo sapiens nascent-polypeptide-associated complex alpha polypeptide 
(NACA), mRNA 


NM 005593 


Homo sapiens myogenic factor 5 (MYF5), mRNA 


NM 005592 


Homo sapiens muscle, skeletal, receptor tyrosine kmase (MUSK), mKJNA 


NM_005845 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 4 
(ABCC4), mRNA 


NM_005874 


Homo sapiens leukocyte immunoglobulin-like receptor, subfamily B (with TM 
and rriM domains), member 2 (LILRB2), mRNA 


NM 005588 


Homo sapiens meprm A, alpha (PABA peptide hydrolase j ^JVLbr ia;, mtUN/v 


NM_005587 


Homo sapiens MADS box transcription enhancer factor 2, polypeptide A 

(myocyte enhancer factor 2A) (MEF2A), mRNA 


NM_005810 


Homo sapiens killer cell lectm-like receptor subtamily Cj, member i i^JsJ-.KUi;, 
mRNA 


NM 005581 


Homo sapiens Lutheran blood group (Auberger b anngen mciuaea; \ nmiN/\ 


NM_005578 


Homo sapiens LIM domain-containing preferred translocation partner in lipoma 

/T X»T»\ _^"OXT A 

(LPP), mRNA 


NM 005577 


Homo sapiens lipoprotein, Lp(a) (LrA), mKJNA 


NM 005576 


Homo sapiens lysyl oxidase-like 1 (J^ujvli;, mKJNA 


NM 005573 


Homo sapiens lamm Bl (LMJNol), hikjna 


NM 005572 


XT _ * 1 - A ir^ /T TV. >nvT A \ «-fc-%'D'NTA 

Homo sapiens lamm A/C (LJVlNA), mKJNA 


NM 005568 


Homo sapiens LIM homeo box protein i iLJnuvij, mKiNA 


NM 005780 


Homo sapiens lipoma HMGIC fusion partner (LHFP), mRNA 


NM 005566 


TT Ij^jij — — _ ^ ^ A /T T^TT A \ ■ ."P "KT A 

Homo sapiens lactate dehydrogenase A (LDHA), mKJNA 


NM 005564 


Homo sapiens lipocalm 2 (oncogene 24p3) (LCN2), mRNA 


NM 005558 


Homo sapiens ladmin 1 (LADl), mRNA 


NM 005556 


Homo sapiens keratm 7 (KRT7), mRNA 


NM_005557 


Homo sapiens keratin 16 (focal non-epidermolytic palmoplantar keratoderma) 
(KRT16),mRNA 


JNJVL UUjD->j 


Womo cnnitanc V^^raHn rntirlp iiltrahiffh Sulohur 1 (KRNl^. mRNA 


NM 005552 


Homo sapiens kinesin 2 (60-70kD) (KNS2), mRNA 


NM 005551 


Homo sapiens kallikrein 2, prostatic (KLK2), mRNA 


NM 005550 


Homo sapiens kinesin family member C3 (KIFC3), mRNA 


NM_005832 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily M, beta member 2 (KCNMB2), mRNA 
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"KTX K f\f\ CC AC\ 

NM__U0554y 


xjrx-r^/> corM**»nc nr^taccinm vnltn cyf»-.cratpH cVianiiel shalcer-rclated siibfamilv- 
TnpmVipr 1 0 nCCNA 1 0"^ mRNA 


■KTKyf AACC/IC 
JNJVL 


Wrkmrfc ciini*»nQ Wwl-t'R'MA svnthetase OCARSV mRNA 


XTN/T An^^A7 

JNiVi yjyjjo^i 


Wrk-mr* cp-nipn^ invnlucTin fTVI^^ mRNA 

fUJilXVJ od^lwlid 111 V vJlUV/A 111 ^-l ▼ ■'—'/J 11*X>~1 *■ 


IN 1VI_UU 0 D ^ J 


Wnmn canipn*; iTriTniiTioorlobulin sunerfamilv containinc leucine-rich repeat 
n<\T mRNA 


iNiVl VJU^O-JJ) 


Mnmn <;anieTis iroauois-class honieodomain protein (IRX-2A), mRNA 


iNiYl UVJDD^H 


T4^rkmn cj^nipn^: in<mlin rer.entor suHstrate 1 flRSlV mRNA 


iNiVl UUjjHJ? 


Wrnnn Qnriipn«; in «;nl in-like 3 TLevdic celD (TNSLB^ mRNA 


INiVi \j\j^J HZ 


T-Tnmn Qanienc: in«;iilin induced erene 1 fINSIGlV mRNA 

XiV/Xllv OdLllV'llO lllOUllll 111\J.U- V/WV* KjX^lAW X. ^ JJ. ^ M. ■» ^ ». 




Hnmn ^aniens inositol r)olvDhosDhate-5-phosphatase, 145kD (INPP5D), mRNA 


INJVl UUjJj" 


Wnmo <;anien<5 inositol nolvDhosDhate-5 -ohosDhatase, 40kD (1NPP5A\ mRNA 


MM" OOSS'^? 


TTnmn saniens inhibitor of erowth 1 family, member 1 (INGl), mRNA 


IN XVI DDj 


Homo cjaniens interleukin 12 reccDtor* beta 1 fIL12RBl), mRNA 




Hnmo <;ar>iens interferon aloha-inducible orotein 27 fIF127), mRNA 

XXVllllV' OCll^lwXlO XXI LWl Xwl V/11 J t*X|.yxXt*- XXXVXUWXV^AW fcwa** # \^*^ " ' ' /J . — 


INIVI yJKjODD I 


TTomn sanipns interferon ffamma-inducible nrotein 16 (11*116), mRNA 

XXWUlv^ OM-l/lW'AiO 1 1 1 t.wX Xwi Vi/ii^ gcxxxixxxt* xxxvxmvx i-'x*^ j^a. wwAxx * V y? 1— — 


TvTTVyT nn^^'^A 
JNiVl UUDD^u 


Mnmo ca-nipTiQ iQnritratP HphvHrOPPnase 3 rNAD+'i aloha flL)H3A\ mRNA 


NM 005808 


Homo sapiens HYA22 protein (HYA22), mRNA 


JNM UUD^Zo 


car\i^nc bpat cbr^f'lf 4AVr> -nrr^tpin 0 n-TSPP"?"^ mRNA 

xiomo sapieixs ned.i dnouiv *tvisj-y pruicui ^ ^jtli^xtx. x,^, iiixNj.'N.rv 


NM 005526 


Homo sapiens heat shock transcription factor 1 (HSFl), mRNA 


NM 005525 


jiomo sapiens nyaroxysteroia v^i i-Dexaj ocnyurugcndac i ^^raoj-^i xoxy, xxxixx>i-L 


NM 005522 


riomo sapiens nonieo dox ai ^xiV-^uVrvi ^, rmvLN/^ 


NM_005521 


jtiomo sapiens nomeo oox 1 1 v^i-ceii lympnoma j-dbouv/ia-icu. uicaivpvvxxxL^ 


JNiVl_UUDD 1 o 


T4rfcm/\ oQ-nip-nc '^-VivHrr^w-'^-mpthvlcyhitaTvl-f^oenTvme A svnthase 2 

XlOn \\} odpidlo J— ilyUl^JA.y -J XXXClxijrxgXL*i*u.jfX v^vrwix^^jrixiw £^ lajr xxvxx«*«jw ^ 

fmitochondrian CHMGCS2), mRNA 


XTTvyf AA< < 1 ^ 
JNiVl UUJjIj 


Hrk-mn ccir^ipnc bn-mpn bnv TTRO rPTT XRQ^ mRNA 

xiomo sapicnb iioiiico uvja xxo^ ^xi.jL*y\j->:7^, xxjx\j.^.rv 


JNiVL UU!>Mo 


TJTn-mrv cofki^Tic rvm-i rvT* l^i ctr*nrfcmr»5if'i'hi1itv PrimT>lPX clasS T fHLA.-E^ ITuvNA. 
xiomo sapiens nidiOr xlxalUUV^IIipallLlxxxty ouxxxpxc^A., uiaoo j-» \XM^£^ '-'/9 i*"-^^x»- 


JNJVl UUD/IZ 


Hrtmo oorvipriQ "HFRV-TT T TR-assoriatinff 1 rHHLAn mRNA 

AlOmO bd-piCIlo XxI_<J\. V -Xl 1j 1 xV-dOOVF^lClLlXXg A yX±XXJ~jJ~^A. J, lllJ.NJ.'SX-l. 


NM UUDo44 


tlrtrv»n oor^i<=»-nc PTJTJ'Rl 1 fiimilv mPTYibpr in MTTC cla<;«; T reffion rHCGIX^ mRNA 
xiomo sapiens jtxijsjdx i id.miiy iiicxiiuci xxx xvjiiv-- vxaoo x xv^ivxi \xi.\^\jx^^/y lxxx^^^x x. 


NM_005513 


Homo sapiens general transcription factor IE, polypeptide 1 (alpha subunit, 

DOKLJ) \\JLr^xZix), lllI\A.\r\. 


NJVl UUDOO^ 


VSf\rY\r\ oot-»ip»nQ ^ r*-rofpin_i^rMmlpd rpppntor SS /'GPRSS^ mRNA 
Xiomo SapiCIlo VJ prULClIl-C'V^UplCia ICC'C/JJUJI V^-*- -xn.-/*^^, xiix^^x^ 


JNJYl UUDOO'f 


TT/xm/N ccirxirf^nc (T- ■nr'r\ff»in-r»riii"nlpH TPPPntor rGPR52 i mRN^A 
JlOrriO SapiCxlo VJ prUlClIl-t/lJUpiCU ICC't'^LVJi V^-'- ^^■^^f^ xxix:\^^jrx 


JNiVl UUDDIZ 


XTnmr» ca-nipnc crivprkrirntpin A rpnptitionc nrpdominant TGARP^ mRNA 

iHJIIlU oCl[JXCXX& gijr C^U^JX v/Ldll xx. X t'J-'t'tll.lvllo ^i v^u-VJiiiiiiCLxxi^ V.^^"* x-x-vj. i.au.-wj.'^x ». 


JNiVL_UUDo-> i 


TJrtmri oQr*ip-nc "himrkr ciin-nrPCQnr dplpfpH in oral cancer -related 1 rDOC-lRi* 

XlOlllO odpidlo ILiXXXUl oLipUXwoO^Ji UWlwutVl 111 v-»ici.i V/Ciiiv^^i xwAtxt-vv* x yx^-^^*^ j.-m.-wyj 

mKNA 


XTAyf AA^'7/in 

NM UUD/4U 


TJrtTvtrk eoTki^nc H\mpi'n ovrvnpmnl li crVif 'nnlvnprvtiHp 4 rDN^AL4l mRN^A. 


NJVL UUDo/2 


TJrt-rv-ii^ ooT^ip-nc brpsicf r»Qrr*iriom5i nmr^lifipH CPnilPnCP iBGA.S2 1 TnR_NA- 
Xiomo SapiCIlo UlCaol Od.ri/lXxvWll<» CUXXJJXHXwU. at-miwllwt* w yx^'K^.irxvj^ )^ xxxj.-vj.'^^ x 


NM 005671 


Homo sapiens reproduction 8 (D8S2298E), mRNA 


NM 005800 


xiomo sapiens mgniy cnargea protcm ^j^i joiuoxi^, huvln^ 


NM_005752 


1:1 omo sapiens v^-type (caicium o-epcnuciii, oa.iuuiijru^i*>t.ci i^v/u^xxitiwix uv^xxiaxxi^ 

lor»+in onT>p"rf5imiK/ Tvi<*TviV»f»r 1 fpi^rHlaap-dprived^ rCLECSFl^ mRNA 
iccim, supcria.iiixiy memDcr i ^^uaiixxcigc-u.dxvc'U.y v ^ ixixaj.^.^^ 


INJVl UUj / 


TT/M-r»rfc c«»r»ipnQ pnfili-n 1 /'■nrin-miiQAlp'^ (T^PT ,1 ^ mRNA 
JlOmO Sapidis ^Ullllll I ^IHJll~lXXLXoOXt'^ \ \^i.xjX)^ iiix-vi^x^ 


JNiVl_UU J oZ J 


xj^rnn c?»nipn«; R A^ cniciTivl rplpa^inff nrotein 2 Tcalcium and D AG-re Eulatedl 

Xlt/lllO bdUldXo X\_fTkO ^Ualiyi XwXCdOXXXg piVLWlXl ^ ^\/**lWXi*x*x u.a.A%.» i. m.w>^MAWbwwy 

(RASGRP2), mRNA 


NM 005773 


Homo sapiens zinc finger protein 256 (ZNF256), mRNA 


NM 005774 


Homo sapiens zinc finger protein 255 (ZNF255), mRNA 


NM 005504 


Homo sapiens branched chain aminotransferase 1, cytosolic (BCATl), mRNA 


NM 005738 


Homo sapiens ADP-ribosylation factor-like 4 (ARL4), mRNA 


NM_005731 


Homo sapiens actin related protein 2/3 complex, subunit 2 (34 kD) (ARPC2), 
mRNA 
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NM_005719 I 

r 

NM 005883 


lomo sapiens actin related protein 2/3 complex, subunit 3 (21 kD) (AiO'Ci). 

lomo sapiens adenomatous polyposis coli like (APCL) mRNA 

lomo sapiens A kinase fPRKA) anchor protein 8 CAKAP8), mKJNA 


INJVi UUjoJo 

NM 002023 I 
NM_000108 i 
( 

NM 001621 ] 


^nnin sapiens fibromodulin (FMOD), mRNA . 

iomo sapiens dihydrolipoamide dehydrogenase (E3 component of pyruvate 
iehydrogenase complex, 2-oxo-glutarate con^lex, branched cham keto acid 

iehvrlroffenase complex) (DLD\ niRNA _ ^ ■ 

Homo sapiens aryl hydrocarbon receptor (.\HR), mRNA _ 


NM 001101 ] 
NM 001100 


Homo sapiens actin, beta rACTB), mRNA _ 

Hnmn sapiens actin. alpha 1, skeletal muscle (ACTAl).mRNA 

Homo sapiens arginine vasopressin receptor 2 (nephrogenic diabetes msipidus) 
(AVPR2), mRNA ■ 


NM 005455 
NM_005433 

NM 005429 


sapiens zinc fmeer protein 265 (ZlNi<20D;, mkRA 773=^77 

Homo sapiens v-yes-1 Yamaguchi sarcoma viral oncogene homolog 1 (YliS»l J, 

TnT^J*^ A. ~ 

Homo sapiens vascular endothelial erowth factor C (VEGFC),mRNA 


NM 005499 
NM 005427 
NM_005425 


Homo sapiens SXJMO-1 activating enzyme subunit 2 (UBA2), mRNA 

Homo sapiens tumor protein p73 (lP73), mRNA ^ 

Homo sapiens transition protein 2 (durmg histone to protamme replacement) 

— ^ — : • 1 • ^ ..^tu in^wnmnninKiilin and enidermal erowth factor 


NM_005424 

NM 005423 
NM 005422 
NM 005421 
NM 005420 


Homo sapiens tyrosine kmase with immunogioDuim ana cpiucruuu giu 

homoloev domains (TIE"), mRNA __ 

Homo sapiens trefoil factor 2 (spasmolytic protem 1) (li'fZj.mRNA 

Homo sapiens tectorm alpha (TECTA), mRNA 

Homo sapiens T-cell acute lymphocytic leukemia 2 (TAL2), mRNA 

Homo sapiens sulfolransferase, estrogen-pretemng (STE), mRNA . 


NM 005418 
NM 005470 
NM 005416 
NM 005460 
NM_005412 


Homo sapiens suppression ot mmongenicity 3 x 3 nuxa^rv ^ 

Wotno saniens spectrin SH3 domain bindmg protem 1 ^bbH^cPl), mRNA 

Homo sapiens small prolme-ncn proiem i vbi^RiO), ..au^/^ ATP-i .LiriT ^ 
Homo sapiens synnclein. alpha interacting protem (synphilm) (MN^aIP) mRNA 
Homo sapiens serine hydroxymethyltransferase 2 (mitochononai; ^iiHiVil2>, 


NM_005408 


^ 11 • /^iit^nirmf' ciiKfnTnilv A ^Cvs-Cvs). member 13 

Homo sapiens small mducible cytoKme suoiamiiy vw=> ^yj) 

rSCYA13\ mRNA ;— 


NM_005402 

NM 005397 
NM 005395 


Homo sapiens v-ral simian leukemia viral oncogene homolog A (ras related) 

(RALA), mRNA — 

Homo sapiens nodocalyxm-like (FUUAL), mRNA _ ^ 

fnomo sapiens postmeiotic segregation increased 2-lilce 9 (FM^Zi..). mK.>.^ 


NM 005394 
■MM 005390 
NM_005389 

NM 005450 
NM 005386 
NM 005384 


-ffomo sapiens postmeiotic segregation increased 2-like 8 (PMS2L8), mRN A 

Worr^o sapiens pvTuvate dehydrogenase (lipoamide) alpha 2 UHA^), mkl>IA 

Homo sapiens protein-L-isoaspartate (D-aspartate) O-methyltransierase 

(PCMTl), mRNA 

Homo sapiens nog^n rNOG), mRNA ■ 

Homo sapiens neuronatin (NNAT), mRNA 

Homo sapiens nuclear factor, interleukin 3 regulated (Nf mRNA 


■MIV/T nos'^83 
NM 005382 
NM 005381 
NM 005380 
NM_005468 


Homo sapiens sialidase 2 (cytosolic sialidase) (NEU2), mRNA 

Homo sapiens neurofilament 3 (150kD medium) (NEF3),mRNA . 

Homo sapiens nucleolm (NCL), mRNA ^ __— 

Homo sapiens neuroblastoma, suppression ot tumongemciiy 1 iNBLl), mKiNA 
"Homo sapiens N-acetylated alpha-linked acidic dipeptidase-like, ILEAl. 
DIPEPTIDYLPEPTIDASE nSfAALADASEL), mRNA ^ 1 
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JNjVL_UUj J /H 


W/M-nn Qfinienq mpm'hrane nrotein nalmitovlated 2 (MAGUK p55 SUblamilV 


XNIYI KjyjJJfJ 


TTomo saniens mvelonroliferative leukemia virus oncogene (MPL), mRNA 


xnv>r r\f\^'^io 


TTnmn <;ft"nipn<5 v-moQ Molonev murine sarcoma viral oncogene homolog (MOS), 


iNiYJL UUJHJ?^ 


TTnmo saniens mveloid leukemia factor 2 (MLF2), mRNA 


INXVl UU3jO!7 


TTomo saniens MCF 2 cell line derived transforming sequence (MCF2), mRNA 


iNlYl VJvJJOO 


TTomo «;ar)iens mvofflobin rMB\ mRNA 


Tsnv/T nn^'^rf^'^ 

xNlVl WDjO^ 


Homo ^aniens melanoma anti&en. familv A. 6 (MAGEA6)5 mRNA 


NM 005362 


Homo sapiens melanoma antigen, family A, 3 (MAGEA3), mRNA 




Hnmo «ianienR melanoma antieen. familv A, 2 (MAGEA2). mRNA 


NM 005475 


Homo sapiens lymphocyte adaptor protein (LNK), mRNA 


iNiVl UUDJJ/ 


"PTomn Qji-nieriQ li-nji<:f=' linrmnne-55ensitive TLLPEV mRNA 


NM 005356 


Homo sapiens lymphocyte-specific protein tyrosine kinase (LCK), mRNA 


TvTA/f AAC/nO 

JNJV1_UU!>4/Z 


U/^iT-in coTkiianc t-irtf accinm vrtltficrp-cratpfl channel Tsk-related familv. member 3 

XXOilHJ oapiCIlo pL>Lcl&oll.llXi VLflUcigw gcxtwvi v&xci.xxxiwi.j xoj:v. awauvw^^ ^m^aaus^ , 

(KCNE3), mRNA 


TvTTV/r AAC/inC 


TTrv-rvi/^ eo-n-ionc or»liif<a n*xrT\e>'T fiiTnil'v 17 ^QAfliiim "nbo^nViate^ member 4 
riomo sapiens soiuie carrier lamiiy x / ^^uu-iuui piivjopimi^y} liiv^im-/*-^! -r 

(SLC17A4), ttiKNA 


NM_J)0!)4jo 


TJ ■»-»-» ^ cyr\-w-\ke^-r\o rvi-i i-r\rr<»n _or»f ii/ot^i^ rw'/^+F'ITI InTlJlQ^ 8 ITltftTactinff TiTOtein 1 

rxomo sapiens iniiogcn-awiivaicu. pivjicixx jviiiaow o xxil^xavlxxi^ ^iv/b^xii. x 

^iVl/\Jr xS-oJ-L 1 )^ iniVlNrv 


XTN/f AAC5/11 

JNiVl_UUjJ4:5 


xj/x-r«rv oor^i#»-nc Wci-rac Warvf^v mf Qarpoma viral oncoffene homoloff iHRASi- 

JXOmO oa-PlCn^ V~XTa. 1<*0 jn.a-1 VCijr Idt oax V.^\^xxxa vxxwi vrxAWgwAAw »xvxi,xvaw^ y^^w.*-*. ^.wyj 

mRNA 


JNJV1_UUDj4Z 


TJi^mrv efa-nif^nc Vii crVi-mnKilitv oToiiTi TnonViistone chromosomal"^ oroteui 4 

XiOlllO oapiCIlO XllKll ilAUl/XllLjr ^LVFLX^ ^XXVFXXXlXOlVllw \(flJX VXXiVOVX**i*Ay ^ix^wwiij. 

mRNA 

\^XXLVJLvJ*T lllXvlNZA. 


vnv/r AA<i/ii 
JNJVl UUj34i 


l^JrtTvtri €!c»r»i *»nc OT T-Trnir»r»f*l familv member HKR3 fHKRSV mRNA 


NM 005337 


Homo sapiens hematopoietic protein 1 (HEMl), mRNA 


JNJyL_0Uj47 / 


xjLomo sapiens nypci uoianzicitn-ni dC'Livtucui v.^yvm-' iiu.vx&v/txuv/ ^v^vwoox***** 
cnannei h ^^jn^iNH^, iiLi\j.Nr\ 


NM 005335 


Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLSl), mRNA 


XTTV>r f\f\K11A 

JNiVl UU^J34 


T-TrtTYir* cQ-rii/»r>c lir\ct -Pnrtnr PI f\^P^ 6-acce<?«;orv HTotein^ rHCFCl\ mRNA 

XlOmO sapiens HOSL OCll Xa.L>L\Jx k^l vVi: ikj a^i-»t^aowxjr pxwL^iii/ \^xx>^A xxi».-»j. ». 


XT\4" AA^^II 


"Urtrw/^ oQ'rt'jp'nc 'hr*lrkr'\7tr*r»V»mm** r ovntVia^e ^cvtochrome c hcme-lvase) (HCCS), 
mRNA 


iNiYl 


T4^rkmrfc <iar»i<»n«; bvaliironan svnthase 2 rHAS2\ mRNA 

XXVJlllW o£L|^XwXXO IXjf dXlXX V/XXCUl OJrXlvllCXiasp* ^ ^XAX x.L^^y^ xa,u-^^ i^ & 


IN iVX __V/ V J J ^ / 


PTomo <5aniens L-3-hvdroxvacvl-Coenzvme A dehydrogenase, short chain 
mADTTSn'i. mRNA 


"NnVA 00S'^9d 

iNiVi Uv/-)J)Z-H 


Homo saniens H3 histone familv 3B fH3.3B) (H3F3B), mRNA 




T4nmo cianiens HI histone familv. member 4 fHlF4\ mRNA 


NM 005320 


Homo sapiens HI histone family, member 3 (H1F3), mRNA 


iNivi \j\jdd ly 


Wnmn c:ar»ipn<; HI biQinnp familv member 2 fHlF2\ mRNA 

XjLL/ilHJ od^ldlO XXX XllOtUiXC^ XCIiXilXjrj XxlWAlH-Z^o'l. ^ yA.Ax.x. xxxa-vj. ix ». 


TvTXyf nn^79^ 


"Hornn "^q-nipn*? HI bi^tnne familv member 1 fHlFlV mRNA 


iNiVi uuj:51o 


TTnmn <;ar»ipn<? HI bi«^tone familv member 0 fHlFOV mRNA 


INIVL UUj4jy 


TTr^m*^ Qar^ipnQ aiianvlatp cvcla^ft activator IC TGTJCAICV mRNA 


NM_005316 


Homo sapiens general transcription factor EH, polypeptide 1 (62kD subunit) 
(CtTV^T{\^ mRNA 


IN IVl UU J J 1 J 


Hnmo <;anien«: cronRecoid-like TGSCL^ mRNA 


NM 005314 


Homo sapiens gastrin-releasing peptide receptor (GRPR), mRNA 


NM 005313 


Homo sapiens glucose regulated protein, 58kD (GRP58), mRNA 


NM_005312 


Homo sapiens guanine nucleotide-releasing factor 2 (specific for crk proto- 
oncogene) (GRF2), mRNA 


NM 005311 


Homo sapiens growth factor receptor-bound protein 10 (GRBIO), mRNA 


NM_005309 


Homo sapiens glutamic-pyruvate transaminase (alanine aminotransferase) 
CGPT), mRNA 
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uTnmrw eanimc (t nrntfiin-cmmled receotor kinase 5 (GPRK5), iriRNA J 




XT\ A f\f\ < O C 

jNJVL UUDZoO J 


pr/x«-»r* eoT^iAnc nrAtftin-cAimled receotor 8 (GPRS), niRNA — 




XTTivl AA'COQ^ 

NM UU!)ZoD J 


iz^^r^ coi^4^nc C\ ArAtRin-cAiinled reccDtor 7 (GPR7), xnRNA 




NM 005284 J 


\^e^'rr\f\ rnrkif^nf- O nrAtpin-cnnnled rec^P^^''' ^ (GPR6), mRNA 




NM 005458 


rT^-^^ r.».^-:^*^r^ rX ■r>rrrx^e>^\r\-e^c\y\r>Af>i\ rer'.Pintor 51 (GPR51\ lllRNA 1 




NM 005282 


TT r.»-r>;^«^c^ r^i-rvt**i-n-nrknr»lf»fl re.p.ftntor 4 CGPR4\ ittRNA 




NM 005306 


Homo sapiens G protein-coupled receptor 43 (GPR43), mRNA 




NM 005305 


TT^*^-^ rrrs-^ko.'r^c} CI rvr/^fet^ATk Pr\1Tnll*d TPnentOT 42 rGPR42K HlRNA 

^Qxno s&piens kj proidn.-L/vjupiC'U it^vt^ptv^i. -r^ 




NM 005304 


TT -n-i-^^-Ai-n /^/MTni^aH TP^rif^AtAr 41 rGPR41 1. mRNA 

j^omo sapiens v-i proicixi vuupid-i iw^^wi^wv/x -rx v^-*- -••^^■■■ys — _ 




NM 005303 


Ti^^->r^ rnt-ki<-r»c -nmtRiTi-rAiinlfiH TfioentOT 40 fGP1^40V mRNA 




NM 005261 


Homo sapiens G protein-coupled receptor 3 (GPR3), mRNA 




NM_005302 


Homo sapiens G protein-coupled receptor 37 (endothelm receptor type B-liRe; 
fGPR37), mRNA • 




iNiVi \JVDD\J I 


Homo sapiens G protein-coupled receptor 35 (GPR35), mRNA 




■VT\jr AACIAA 

NM 0U33UU 


tTattia saniens G nrotein-coupled receptor 34 (GPR34), mRNA 




"VTlk. jT a a d A A 

NM 0052W 


Homo sapiens G protein-coupled receptor 3 1 (GPR3 1), mRNA 


NM 0052^0 


Homo sapiens G protein-coupled receptor 25 (GPR25), mRNA 


NM 005297 


Homo sapiens G protein-coupled receptor 24 (GPR24), mRNA 


NM 005295 


Homo sapiens G protein-coupled receptor 23 (GPR23), mRNA 


NM 005295 


Homo sapiens G protein-coupled receptor 22 (GPR22), mRNA I 


NM 005294 


TTomo saniens G protein-coupled receptor 21 (GPR21), mRNA 


NM 005293 


Homo sapiens G protein-coupled receptor 20 (GPR20), mRNA — _ 




"vnwir AACO'TA 

NM 0052/9 


TTAmo saniens G nrotein-coupled receptor 1 (GPRl), mRNA 




NM 005291 


TTattio saniens G urotein-coupled receptor 17 (GPRl 7), mRNA 


NM 005290 


Homo sapiens G protein-coupled receptor 15 (GPRl 5), mRNA 




NM 005288 


Wattia sapiens G protem-coupled receptor 12 (GPR12), mRNA 




NM 005276 


Homo sapiens glycerol-3 -phosphate dehydrogenase 1 (soluble) (UFl^i), mRNA — 


NM 005275 


Homo sapiens guanine nucleotide bindmg protem-lxke 1 (GNLl), mRNA 


NM_005274 


Homo sapiens guanine nucleotide binding protem (G protein), gamma 5 
(GNG5),mRNA ■ — 


NM_005273 


Homo sapiens guanine nucleotide bindmg protem (G protem), beta polypeptide 2 
r^TsTR^.V mRNA 


NM 005271 


TTomo saniens elutamate dehydrogenase 1 (GLUDl), mRNA 




NM_0052d9 


Homo sapiens gUoma-associated oncogene homolog (zinc linger protem) ^ui^ij, j 
mRNA 




Homo sapiens GDNF family receptor alpha 1 (GFRAl), mRNA 


NM 005263 


Homo sapiens growth factor independent 1 (GFIl), mRNA 


NM 005256 


Homo sapiens growth arrest-specific 2 (GAS2), mRNA 


NM 005255 


Homo sapiens cyclin G associated kinase (GAK), mRNA 


NM 005253 


Homo sapiens FOS-like antigen 2 (FOSL2), mRNA 1 


NM 005249 


Homo sapiens forkhead box GIB (FOXGIB), mRNA J 


NM__00525 1 


Homo sapiens forkhead box C2 (MFH-1, mesenchyme forkhead 1) (FOXC2), | 
mRNA . — 


NM_005248 


Homo sapiens Gardner-Rasheed feline sarcoma viral (v-fgr) oncogene homolog 
(PGR), mRNA 1 


NM_005246 


Homo sapiens fer (^s/fes related) tyrosine kinase (phosphoprotem NCP94) 
(PER), mRNA 


NM_005234 


Homo sapiens nuclear receptor subfamily 2, group F, member 6 (NR2F6), 
mRNA 


NM 005233 


Homo sapiens EphA3 (EPHA3), mRNA 


NM_005231 


Homo sapiens emsl sequence (mammary tumor and squamous cell carcmoma- 
associated (p80/85 src substrate) (EMSl), mRNA 
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iNlVl UUjZZ/ 


TJr»-m/-* coTii/^nc f^T^Trrin- A4. /^PPTSJAid.^ mT^NA 

riomo oopiciio cpiuiii /^T^ v-*-'-"- -l^jtv.^/? iiu-vx^i*. 




XJrv-rrti-v ocini^anc HpT^YvrihAnnrliai^Qf* T rF)T*JASlEl^ TTlRNA 


NM 005222 


Homo sapiens distal-less homeo box 6 (DLX6), niRNA 


JNJVl UUDzzU 


nOniO sapiens QlSLal-iebb noiIlCU UOA j yjLyx^y\^j iiuy^^s^ 




rxonio sapiens Qoncnyi-aipnospnooiigooaL»t/uaiAu.c-piuiciii ^iy\^\j^y i\.ka.Liox^i.a.o\^ 


INJVl UUDZIO 


rlOniO sapiens CieiCLCU ni vUlUICOLdl V/aiL/iiiuiiia yi^\^\^jy xiixvi^i-r^ 


JN JVl_UU 04 J 0 


XlOmO sapiens A^IN/Y bCglllCIlL, blll^lC y^yjyy, piUUC pxx*T \^u.ciixoxVjriixJ.ixig owyj^iAVfiAwwj 

thyroid-l, (D10S170), mRNA 


JNiVi UUjZi4 


XlomO sapiens CytOtOXlL' l-iyilipxiUOytc-a.oavj^-'lo.tC'VJ. jjxv^lwui t a x-»x^"t AAu>^^^a. 


NM 005213 


Homo sapiens cystatin A (stefin A) (CSTA), mRNA 


jNJyi VVDHyz 


jniomo sapiens cysiann o v^cysLaun-reiatcu. cpitiiuyiiicii apcuinL'^ \^v_ oxo^, iiixxj->,r-\. 




xiomo sapiens casein. Kappa v^^^oin luy, imviN-rt. 


NM_005211 


Homo sapiens colony stimulating factor 1 receptor, formerly McDonough feline 
sarcoma virai v,v-imsj oncogene nomoiog v^*^" ij^/j 


]S[M_005204 


Homo sapiens mitogen-activated protein kinase kinase kinase 8 (MAP3K8), 

rntsJNA 


NM UUdZUU 


rionio sapiens ceii matrix aanesion reguiaior v^^iVLrtJs.^, 


NM_005195 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), delta (CEBPD), 
mKJNA 


NM_005194 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), beta (CEBPB), 

mKJNA 


ivnvyr AAC1A1 


rlomo sapiens cauaai type nomeo dox transcnpLion lai^iur h \\^uy\j-tj, inxviN-rt. 


XTTV /f AAC 1 A 1 


rlomo sapiens C-UoU antigen {y.iJZo antigen iigana i, d / -l anugcii^ \\^i^o\jj^ 
mEiNA 


NM_00518a 


Homo sapiens Cas-r>r-M ^murine ) ecotropic retroviral uransionriing sequence 

/^"DT ^ w."I>XTA 


NM 005185 


Homo sapiens calmodulin-like 3 (CALML3), mRNA 


NM 005 lb4 


Homo sapiens calmoauiin 5 (^pnospnoryiase Kinase, aeitaj ^^L^/A_Livi^;, iiirsj.N/\ 


NM_005483 


Homo sapiens chromatin assembly factor 1, subunit A (pi 50) (CHAFl A), 

-mOXT A 

mKJNA 


xnv/f f\^^^AA^ 

iNiVl UUJH-'H-i 


xiomo sapiens cnromaiin assemuiy id-cior i, t>u.L>LiiiiL j-> \ K^sr±r\± a-u/j iiix\j.'H-r>. 


NM_005183 


Homo sapiens calcium channel, voltage-dependent, alpha IF subunit 


NM 005182 


Homo sapiens carbonic anhydrase VII (CA7), mRNA 


NM UU!>44b 


riomo sapiens Done morpnogenetic proiein id yDivir ldj, iiu\i\jr\ 


Nm uu J 1 / o 


JdLomo sapiens rs-ceii \^l>ju/ lympnonia d \d\^3uj imviN/Y 


NM__UU-> 1 / / 


xiomo sapiens /y lipase, ri^ transporxing, lysosomal \^v<iouui«ii piuiuii puiiip^ ixuii 
cataiyxic accessory protein i/v v^i iv// 1 iurj-/^ ^jrvxiruiM i^^, iiixvLN-rk 


INIVl UUD 1 


Wrwmrt con-i^-nc AT'P cxm+Vioci* TT-4- iTnTicnArtincy mitApViAnHfial PI conrnlex 
XxOmO sapiens r\l± SyninaSe, XX > uaxiapuiiixig, iiui^L/ii^xivxxxax X X vvjixxpiw^, 

o-amma nAlAyT»F»r»tiHp 1 /'ATPSr^l^ mRNA 
^aiiiiiici puiy peptiLie i ^/tllx w'V-'X ^, xixivx^-ti. 


NM 005173 


Homo sapiens ATPase, Ca++ transporting, ubiquitous (ATP2A3), mRNA 


xTXyr AA^I'71 


xxomo sapiens activating transcnpiiuii laviui i ^^^xx' lj, iiixviN-rv 


XTTV/T AA^ 1 


riomo sapiens ras nomoiog gene lamiiy, ixiciiiuci \^ \t\ssjr\\^)^ 


XT\/1" AA^ 1 

NJVl UvJ J lOO 


xiomo sapiens amyioiQ oeta prct/uibui-iiKc pruLciii i \t\x.i^z v)^ nuviNrv 


XTX/f AA^ 1 

NM UUDlOJ 


xxomo sapiens aiuoiase v^, n uciosc-uiopinjopnatc \t\\^i^\jKu)^ iiunjlnx^ 


NM 005163 


Homo saniens v-akt murine thvmoma viral oncogene homolos 1 (AKTl), 
mRNA 


NM 005161 


Homo sapiens angiotensin receptor-like 1 (AGTRLl), mRNA 


NM 005095 


Homo sapiens zinc finger protein 262 (ZNF262), mRNA 


NM 005096 


Homo sapiens zinc finger protein 261 (Z1SIF261), mRNA 


NM 005081 


Homo sapiens zinc finger protein 142 (clone pHZ-49) (ZNF142), mRNA 
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NM_005121 



NM 005079 



MM 005091 



NM 005092 



NM 005118 



NM 005147 



NM 005076 



NM 005116 



I NM 005070 



Homo sapiens thyroid hormone receptor-associated protein, 240 kDa subunit 
(TRAP240), mRNA 



Homo sapiens tumor protein D52 (TPD52), mRNA 



Homo sapi ens peptidoglycan recognition pro tein (PGLYRP), mRNA 

— — ' n / rii i\ TV»<»TVi'Kf»r 1 R 



XX\JM.i.L\J UM.p*WA*i-> t^^t^ — Q-^ i_ i_ — 

Homo sapiens tumor necrosis factor Oigand) superfamily, member 18 
fTNFSF18),mKNA 



Homo sapiens tumor necrosis factor Oigand) superfemily, member 15 
(TNFSF15), mRNA 



Homo sapiens tumorous imaginal discs (Drosophila ') homolog (TIDl), mRNA 



Homo sapiais contactin 2 (axonal) (CNTN2), mRNA 



X-HJixxvF ot»p*wxxc> ww*^^^ — V X V - — - 

Homo sapiens solute carrier family 23 (nucleobase transporters), member 1 
(SLC23A1), mRNA 



NM 005074 



NM 005073 



NM 005072 



NM 005063 



Homo sapirais solute carrier family 4, anion exchanger, member 3 (SLC4A3), 
mRNA 



Homo sapiens solute carrier family 17 (sodium phosphate), member 1 
(SLC17A1). mRNA 



Homo sapiens solute carrier family 15 (oUgopeptide transporter), member 1 
(SLC15A1). mRNA 



(SJH^13/\i). UUVLN-^V . 

Homo sapiens solute carrier family 12 (potassium/chloride transporters), member 
4 (SLC12A4), mRNA 



NM 005060 



NM 005059 



NM 005045 



NM 005058 



NM 005052 



Homo sapiens stearoyl-CoA desaturase (delta-9-desaturase) (SCD), mRNA 



Homo sapiens RAR-related orphan receptor C (RO RC), mRNA 



Homo sapiens relaxin 2 (H2) (RLN2), mRNA 



Homo sapiens reelin (RELN), mRNA 



XXUXAIW oq.pi.WAAO xv^w**..!-* v-^^-»-^"-^ - yj * — — - — — — — - 

Homo sapiens RNA binding motif protein, Y chromosome, family 1, member Al 
(RBMYlAl), mRNA 



NM 005051 



Homo sapiens ras-related C3 botulinum toxin substrate 3 (rho family, small GTP 
binding protein Rac3) (RAC3), mRNA 



NM 005048 



NM 005044 



NM 005043 



NM 005042 



NM 005041 



NM 005040 



NM 005039 



NM 005038 



NM 005029 



Homo sapiens glutaminyl-tRNA synthetase (QARS), mRNA 



Homo sapiens parathyroid hormone receptor 2 (PTHR2), mRNA 



Homo sapiens protein kinase, X-linked (PRKX), mRNA 



XlUlllV/ vjt«>x». ^ ~ ■ \ i- . . 

Homo sapiens mitogen-act ivated protein kinase kinase 7 (MAP2K7), mRNA 



Homo sapiens nrolin e-rich protein Haein subfamily 2 (PRH2), mRNA 



Homo sapiens perforin 1 (preforming protein) (PRFl), mRNA 



H omo sapiens prolylcarboxypeptidase (angiotensinase C ) (FRCP), mRNA 



Homo sapiens proline-rich protein BstNI subfamily 1 (PRBl), mRNA 



Homo sapiens peptidylprolvl isomerase D (cyclophili n D) (PPID). mRNA 



Homo sapiens paired-like homeodomain transcription factor 3 rPITX3), mRNA 



NM 005027 



Homo sapiens phosphoinositide-3-kinase, regulatory subunit, polypeptide 2 (p85 
beta) (PIK3R2), mRNA 



NM 005026 



Homo sapiens phosphoinositide-3 -kinase, catalytic, delta polypeptide (PIK3CD), 
mRNA 



NM 005021 



Homo sapiens ectonucleotide pyrophosphatase/phosphodiesterase 3 (ENPP3), 
mRNA 



NM 005019 



NM 005018 



NM 005015 



Homo sapiens phosphodiesterase 1 A, calmodulin-dep endent (PDEl A), mRNA 
Homo sapiens programme d cell death 1 (PDCD l), mRNA 



NM 005085 



NM 005124 



Homo sapiens oxidase (cytochrome c) assembly 1-like ( OXAIL), mRNA 
Hom o sapiens nucleoporin 214kD (CAIN) ( NUF214), mRNA 



NM 005013 



Homo sapiens nucleoporin lS3kD (NUP153'). mRNA 



Homo sapiens nucleobindin 2 (NUCB2), mRNA 



NM 005012 



NM 005011 



^.XV/IXXV/ tj**|-rxv^*^iJ xxvi.WXV>V^l./XXA>J^u>*- " ^ — ./y 

Homo sapiens receptor tyrosine kinase-like orph an receptor 1 (RORl), mRNA 
Homo sapiens nuclear respiratory factor 1 CNRFl), mRNA 
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NM 005010 


Homo sapiens neuronal cell adhesion molecule (NRCAM), mKNA 


NM 005009 


Homo sapiens non-metastatic cells 4, protem expressed in (NME4\ mRNA 


>jiv/r no s 007 


Homo sapiens nuclear factor of kappa light polypeptide gene enhancer in B-cells 
inhibitor-like 1 (NFKBILn, mRNA 


NlVf 00 S 004 

IN IVX \j\J U\J\J'~r 


Homo saoiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8 (19kD, 
ASHI) CNDUFB8), mRNA 


NM 005001 


Homo sapiens NADH dehydrogenase (ubiqumone) 1 alpha subcomplex, 7 
(14.5kD, B14.5a) (NDUFA7), mRNA 


NM 004988 


Homo sapiens melanoma antigen, family A, 1 (directs expression of antigen 
MZ2-E) (MAGEAl), mRNA 


NM 005097 


Homo sapiens leucine-rich, glioma inactivated 1 (LGIl), mRNA 


NM 004984 


Homo sapiens kinesin family member 5A (KIF5 A), mRNA 


MM 00408*^ 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 9 
(KCNJ9), mRNA 


MM 004QR^ 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 8 

(KCNJ8), mRNA 


MM OOORQO 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 5 
(KCNJ5), mRNA 


MM 004Q81 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 4 
(KCNJ4), mRNA 


MM 00ST^6 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 2 
(KCNE2), mRNA 


MM 004080 


Homo saniens notassium voltage-gated channel, Shal-related subfamily, member 
3 (KCND3), mRNA 


MM 004070 


Homo sapiens potassium voltage-gated channel, Shal-related family, member 1 
(KCNDl), mKNA 


MM OO407S 


Womn saniens notassium voltaee-gated chaimel, Shaw-related subfamily, 
member 4 (KCNC4), mRNA 


MM 004077 


Homo saniens notassium voltage-gated channel, Shaw-related subfamily, 
member 3 (KCNC3), mRNA 


" NM 004976 


Homo sapiens potassium voltage-gated channel, Shaw-related subfamily, 
member 1 (KCNCl), mRNA 


MM 00407 S 


Homo saniens notassium voltaee-gated channel, Shab-related subfamily, member 
1 n^rrrsmi) mRNA 


NM 004969 


Homo sapiens insulin-degrading enzyme (DDE), mRNA 




Homo saniens hantoHohin (HP). niRNA 


MM 004965 


Homo saniens hieh-mobility group (nonhistone chromosomal) protein 14 
(HMG14), mRNA 


NM 005130 


Homo sapiens heparin-binding growth factor binding protem (HBP 17), mRNA 


NM 004963 


Homo sapiens guanylate cyclase 2C (heat stable enterotoxm receptor) 
(GUCY2C), mRNA 


NM 005100 


Homo sapiens A kinase (PRKA) anchor protein (gravm) 12 (AKAP12), mRNA 


NM 005113 


Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA 


NM 005145 


Homo sapiens guanine nucleotide binding protein (G protein), gamma 7 
(GNG7), mRNA 


NM 005142 


Homo sapiens pnetHc intrinsic factor Cvitamin B svnthesis) (GIF), mRNA 


NM 005110 


Homo sapiens glutamine-fructose-6-phosphate transaminase 2 (GFPT2), mRNA 


NM_004960 


Homo sapiens fusion, derived from t(12;16) mahgnant liposarcoma (FUS), 
mRNA 


NM_004959 


Homo sapiens nuclear receptor subfamily 5, group A, member 1 (NR5A1), 
mRNA 


NM 004957 


Homo sapiens folylpolyglutamate synthase (FPGS), mRNA 
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NM 004956 
1S[M_004955 


Homo sapiens ets vanant gene 1 (Jbi vij, nnviN^ 

Homo sapiens solute earner lamiiy ^nucieosiae iiaiifi>purLci&^, nicmu&i x 
(SLC29A1), mKNA 




NM 005107 


Homo sapiens enaonuclease Lr-iiKe i ixiiNi^wvji-vi;, nuviNi-i. _ ^ 


NM_004953 


Homo sapiens eukaryotic translation initiation factor 4 gamma, 1 (EIF4G1), 

mKJN/V — 


NM 004952 


Homo sapiens epnnn-Ai (lir JN j, niKJN/v _ 


NM 004944 


Iflomo sapiens oeoxyriDonuciease 1"1ik.c j \u\.^r\ADi-txi^^ 


NM 004938 


iiomo sapiens aeatn-associaieu. proicm kuioo^ x. ^^-ru. x xxjx^ 


NM_005127 


Homo sapiens C-type (calcium dependent, carbohydrate-recognition domam) 
lectin, superiaimly member L (^activanon-mauccaj ^^v^i-ji^ox'—j, uuxx^xt. 


NM 004935 


Homo sapiens cyclin-dependent kinase 5 (CDK5), mRNA 


NM 004931 


Homo sapiens CDS antigen, beta polypeptiae l l,p:> / ) (,<^u5t3 l), niru>i/\ 


NM 005125 


Homo sapiens copper cnaperone lor superoxiae aismuiase i^^^/^i^;, niJvi>i-«^ 


NM_005093 


Homo sapiens core-bmding lactor, runt aomam, aipna suounii -w, u<uianjua.t&u^ tv^, 
2 (CBFA2T2), mRNA 


NM_004930 


Homo sapiens capping protein Qactin iiiament^ muscie z^-imc, ucia \^\-/rvL z-o^^, 
mRNA — 


NM 005139 


-iomo sapiens aimexin A3 (AJNiv/vj j, iiuxxna 


NM 000664 


[j^omo sapiens acetyi-v^oenzymc j\ cdruoAyiaac cupiia \J^\^£-^^k^Jr%.J9 xikx^^j^*^ 


NM 002108 


Homo sapiens nistiame ammonia-iyase i^jxrt-L>j, iuxsj-na . _ 


NM 001718 


Homo sapiens bone morphogenetic protein 6 (BMP6), mRNA 


NM 001154 


Homo sapiens annexm A5 (AJNAAd), mKJNA 


NM 001153 


Homo sapiens annexin A4 (^AiNAA4), niKJNA 


NM 004817 


Homo sapiens tight junction protein 2 (zona occludens 2) (TIP2), mRNA 


NM 004736 


Homo sapiens xenotropic and polytropic retio virus receptor ^^.aj-j^i^, iiuvin/^ 


NM_004628 


Homo sapiens xeroderma pigmentosum, complementation group C (XPC), 
mRNA 


NM 004627 


Homo sapiens tryptophan ncn basic protem wis-r>;, mruN/Y 


NM„004183 


Homo sapiens vitelliiorm macular dystropny (^oest aisease, Desirupnuy v lvxi^^j, 
mRNA 


NM_004664 


Homo sapiens Vertebrate LIN7 homolog 1, Tax mteraction protein 33 (VELIl), 
mRNA 


NM 004679 


Homo sapiens variable charge, Y chromosome v vl. i mruN/\ 


NM 004182 


Homo sapiens ubiquitously-expressed transcript ^^ujvi;, mtuNA 




NM 004651 


Homo sapiens ubiquitm speciiic protease 1 1 i^U2>r i ij, mtuM/v 




NM_004181 


Homo sapiens ubiquitm carboxyi-tcrminai c5Lcrd.bc i^i \^uuimj.iiui iiinji^oL^i&i^wy 

/T Ty-TTTT 1 \ -«'D XT A 

(UCHLl ), mKJN A 




NM 004223 


Homo sapiens ubiquitin-conjugaiing enzyme j-'^a^ u ^^i^x^x^^j-^v^^, lxu.^J.^-^-*. 




NM 004623 


Homo sapiens tetratricopeptide repeat domain 4 ( 11 C4), mRNA 




NM 004622 


Homo sapiens translm y l oiN j, mKJN a 




NM 004236 


Homo sapiens thyroid receptor interacting protein 15 (TRIP 15), mRNA 




NM 004909 


Homo sapiens taxol resistance gissociated gene 5 i^iK/vvjjj, mtuN/^ 




NM 004295 


Homo sapiens TNF receptor-associated lacior ^ ^^i j^at^j, huuna 




NM__004179 


Homo sapiens tryptophan hydroxylase ^trypiopnan o-monooxygenasej y^imj, 
mRNA 






Homo sapiens tumor necrosis factor receptor superfamily, member 18 
(TNFRSF18),mRNA 




NM 004202 


Homo sapiens thymosin, beta 4, Y chromosome (TMSB4Y), mRNA 




NM 004616 


Homo saniens transmembrane 4 superfamily member 3 (TM4SF3), mRNA 




NM 004615 


Homo sapiens transmembrane 4 superfamily member 2 (TM4SF2), mRNA 


NM 004865 


Homo sapiens TBP-like 1 (TBPLl), mRNA 1 
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JNjyi__UU*fo i J 


WnmA <5nm*en<; tran<?fflutaminase 7 (C TDolvoeptide, protein-glutamine-gamma- 
eyliitQmvltransfftrase'k ('TGM^'i mRNA 


TsTIV>f nnA^i9 

IN 1V1_^UU*tO i Z, 


Wattia <?anien<5 transformine crowth factor, beta receptor I (activin A receptor 
type n-like kinase 53kD) (TGFBRl), mRNA 


NM 004708 


Homo sapiens programmed cell death 5 (PDCD5), mRNA 




TT/MTiA Qnniftns T-cell leukemia/lvmnhoma IB (TCLIB), mRNA 




TTAmA Qaniftns iranscrintion factor 15 fbasic helix-loop-helix) (TCF15), mRNA 


INlYi V/UH / Ov 


WrkiriA cflriipns transcrintion elonffation factor A (SED-likc 1 (TCEALl), mRNA 


NM 004783 


Homo sapiens thousand and one amino acid protein kinase (TAOl), mRNA 




WrkTiin QflAi<=»n«; TATA hox hindine: nrotein fTBPVassociated factor, RNA 
r»nlAnnf»r5icp H A 9S0kn rTAF2AV mRNA 


xnv/T nnA'7 1 n 


TTrktTiA canieriQ Qvnantocrvrin 2 (^SVNGR2V mRNA 


iNiVl UUH- / 1 i 


TTattia QaniPTi*; «?vnanto£rvrin 1 fSYNGRiy mRNA 


NM_004605 


Homo sapiens sulfotransferase family, cytosolic, 2B, member 1 (SULT2B1), 


NM 004853 


Homo sapiens syntaxin 8 (STX8), mRNA 


iNiVl UUh^OUj 


TTrk-mr* C5inii»nc cvntnYin 1 A fhrain^ fSTXlA^ mRNA 


NM 004217 


Homo sapiens serine/threonine kinase 12 (STK12), mRNA 




"pTz-kT-nrk cortif^-nc ct<»rr»l rfaiilntATv plpTTieTit hindinff transcriotion factor 2 fSREBF2j» 

jiOm.O sapiens SlCrUl lCgU.l<lWJljr Cldlldll. uiiiuuig u.aLi.^\^i. x^j^^^x*. ^ v*-'-^^^ 

mxsJ.N/\ 


JN JVl_UU4 i / o 


xjrti-rtrt cot-»iA»T-»c of*^r/^l Tf^criilafnrv flpmpnt Hindinff transcrintion factor 1 (SREBf*^!)* 

XlOmO SapiCIlo oLCIVJI LC^lXlCltyjLy W'l&lii^ilt i/iii\xiiig LA w.ixt3v/i. xjpvxvAa M. v»^— ' ■ 

mRNA 

nxiSJ.Njr\. . 


iNiVi_uV/UO ojC 


TTnmn cQm>nQ Qerrpted nhA<5-nhonrotein 1 ^osteoDontin, bone sialoprotein L early 
T-lymphocyte activation 1) (SPPl), mRNA 


xnv/T nnzii so 


TTnmA Qanif*n«: SR Y (^ex determinine reeion Y)-box 14 (SOX14), mRNA 


NM .004596 


Homo sapiens small nuclear ribonucleoprotein polypeptide A (SNRPA), mRNA 


xnvyf nnA'7 


WrkTYirt c5»nT<=^nc cvna"ntAQAmal-a<?<?Aciated nrotein 29kD fSNAP29\ mRNA 


NM 004595 


Homo sapiens spermine synthase (SMS), mRNA 




Tj/^i-iirt c>oT%-i'<a-ne cniiif** nck-rr^f^T -Familv 0 rQAdiiim/Vivdroffen exchanser).. isoform 5 
xiomo sapiens soiuic va.mcr laiiiiiy ^&uu.iLuij/iijfVAiv/^wxx \,j\.\^xxu.i.m.^s^m.j^ ^ 

(SLC9A5), mRNA 


xnv>r AA/i 1 Ti 
rslM_U04173 


xjr^-vvtyN oo-r^-iAVko o/^iiif^ r»o-rrip»-r "FumiW/ 7 ^patiAnip flTTiirio acid transnorter^ vt 
jiomo sapiens soiuic carrier laiiiiiy / v^w^ainjiiiv/ aiAuiiv/ a^/xu. j 

system), member 4 (SLC7A4), mRNA 


r>iM_0042 1 1 


jtiomo sapiens soiuie carrier lamiiy o ^iicuruLiaii^iiuLic^i naiio^-rv^iLv^i, ^ij\^±M.i\^jy 
member 5 (SLC6A5), mRNA 


XnM_004o5o 


U/^-n-tr^ no-rx-i A-i-io o^-viii+A* r»on-i<»i* "FaTYiilv A cAHiiitTi V^ipaThoTiate cotransnorter^ memDer 
xioxno sapiens soiuic carrier loixiiiy ouuiulu uil/cii L/v/ncn.Vi' v/v/u<aaxo^v/xi.wx, aaawaa^i^wa. 

8 (SLC4A8), mRNA 


TVTN>r A A/I TOT 

JNJVl_UU4 /Z / 


xjrx-mj^ co-n-itfki-ic crtiiit^ />orTn^r fsimilv "^A rQAHiiiTTi/rkntassium/calcium exchanscr^, 
xxomo sapiens soiuic earner x<iiiiiiy ^owu.iuiii/j^vita.ooiM.ixi/x.'M-xwiw.ixx \^^%^*.a**m.m.^^m. 

member 1 (SLC24A1), mRNA 


XTA/f AA/l 1 TO 


TJrtwk/^ ooT>i*»nc crfclntf* r»an-i<»r familv 1 Tcrlial hiffh affinitv clutamate transporter), 
xxomo sapiens buiutc caii icr i<iiiiiiy i ^^iiai ingxi axxAiAA^jr £,xc*n*i.»*".vw i.«.u.a<.i^|^wa w^^, 

member 3 (SLCl A3), nuclear gene encoding mitochondrial protein, mRNA 


TOTVjf AA/l 1 T 1 

JNJV1_UU4 1 / i 


TJrx^-i/^ oai-\i*anc cnlnfi=» nci-rr\f^r familv 1 Tp^lial hiffh affinitv slutamate transporter), 
rionio sapieno ouiulc carrier icumij' i ^^nai m^ii. ax±i.M.i.M.i,j i^i. m^^l..^ y , 

member 2 (SLCl A2), nuclear gene encoding mitochondrial protein, mRNA 


XTTV/T AA/ITII 

rMjyi_uu4 / J 1 


ijr\-rv>n. oor>-i^-nc crkiiit^ /^o-rtM^ar -Pamilv 1 rmAnAcarboxvlic acid transDorters)* 
xiomo sapicuo ouiuic earner idiiiiiy v^iiHJiiwaii/vAjri*-*' s**/*^ vLu^^tj^wA w^i^yy 

mp.mVi<>r 7 C^J C^fiA7\ tnPNA 

memuer / ^oj-jv-^io/a./^, irixsj.^rv 


IN IV1_U U4 O V D 


TTrkmn cnr»ipn<5 <;Aliitp rarripr familv 16 Tmonocarboxvlic acid transporters), 
member 5 (SLC16A5), mRNA 


NIVI_004207 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 3 (SLC16A3), mRNA 


NM 004870 


Homo sapiens mannose-P-dolichol utilization defect 1 (MPDUl), mRNA 


NM 004768 


Homo sapiens splicing factor, arginine/serine-rich 1 1 (SFRSl 1), mRNA 


NM__004636 


Homo sapiens sema domain, immunoglobulin domain (Ig), short basic domain, 
secreted, (semaphorin) 3B (SEMA3B), mRNA 
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1 NM 004753 E 
NM 004168 JH 
( 


r.«,n ..pie., short-chain dehydrogenase/reductase 1 (SDRl) inRljA^l 
[omo sapiens succinate dehydrogenase comp^x, subunit A flavoprotem ^rp) 
sinwA^ nuclear gene encodmg mitochondnal proiem, mra ..m^FT] 
I ^.rolo^callv detined colon cancer antigen HSDC.CAGa tnRNA 


NM 004713 I 
NM 0045 Vi r 

( 

NM 004590 I 
( 


lomo sapiens small inducible cytokine subfamily A CCys-«^ysj, membcx 20 
iTml'^sapl^sTn^ll inducible cytofane subfamily A (Cys-Cys), member lb 


NM 004588 1 
1 


aomo sapiens sodium channel, voltage-gated, type H, beta polypeptide 


NM 004165 1 
NM_004755 


^^Siins Ras-relateAassooiated with diaby s (RR AO), mKNA 

Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 5 (RPS6KA5), 

mRNA _ — ■ . , . onvr* Tiolimentide 3 (RPS6KA3), 


NM_004586 


Homo sapiens ribosomal protein t»6 kinase, 90kL., v^lyy^i'i^^^ -i h 


NM_004790 
NM 004259 


!^o sapiens solute carrier family 22 (organic anion transporter;, member 6 

(ST.C22A6\mRNA 

Homo sapiens RecO prot«in-like 5 (KliC0L5), mRNA 

Homo sapiens RecO protem-like 4 (RECgL4). mPJS) A 


NM 004260 
NM 004583 
NM 004582 
ft4M_004581 


Hnn.o sapiens RAB5C, member F AS nncopene lamily (RAB5C iq^^^^ 
Ho^o sapiens Rab geranYlgeranyltransferase,betesubpt£^^^|^ 
Homo sapiens Rab geranylgeranyltransferase, alpha subumt (RABGGTA), 

.pj-^J^^^^ 

Homo sapiens RAB9. member RAS oncogene family (RABg^r^NA^ 


NM 004251 
NM 004162 
NM 004578 
NM 004914 
NM 004580 
NM 004663 

1 ■KTK A r\t\A 1 /CA 


Homo sapiens RAB5 A, memoer iU^lu oncocmr mim - i 

Homo sapiens RAB4, member F AS oncogene family (^^>' "^^^ 

TT.^o sapiens RAB36, member RAS oncogene tarmly (i^^oj^j^^i^ 

«™ ..^iens RAB27A, member RAS oncog^ieianu^^.^ 

hromo sapiens RABl 1 A, member RAS oncogene tannly ^KAiiiiA,, n^Rl^lA 

■ Hnmn ^aniens PT+i'l'" YY 'T»YD. mRNA 


1 NM uUAiou 
NM 004103 
NM 004158 
NM 004577 
NM_004159 


Homo sapiens protein tyrosine kinase J. Deta (PTK2B),mKNA . _ 

Homo sapiens persephin (PSPN ), mKM A ____ 

Homo sapiens phosphosenne phosphaia^e (PaPH), mx in a 

""Homo sapiens proteasome (prosome, macropain) subumt, beta type, 8 (large 
1 multifimctional protease 7) (PSMB8). mRNA ^ , ^^.rTVA^ mRNA 


NM 004917 
NM_004157 


w^mo ««piens kallikrein 4 (prostase. enamel matrix, prostate) (i5aJ^4 , uxRH A 

Homo sapiens protein kinase, cAMP-dependent, reguiarory, lypc ix, f 
('PRKAR2A\ mRNA — r-r^ a— ~~ 


NM_004758 


■ Homo sapiens peripheral benzodiazepine receptor-associatea protem 1 (PRAX- 


NM_004D /o 


Homo sapiens protein phosphatase 2 (formerly 2A), regulatory subumt B (PK 
S2V beta isoform (PPP2R2B\ mRNA _ 


NM_004156 

NM 000942 
NM 004575 


- Homo sapiens protein pholpl^tase 2 (formerly 2 A), cataiync subunm bcU 

isoform a»PP2CB), mRNA __- — \ 

Homo sapiens peptidylprolvl isomerase B (cyclophUm "f^^, . , 

Homo sapiens POU doma- class 4. transcnption factor 2 (POU4f2), mKiNA 


MM 004573 
NM 004572 
NM 004571 
NM_004203 

NM 004910 


Homo sapiens phospholipase C, beta 2 (PLCB2). mRNA 

Homo sapiens plakophilin 2 (PJU-^). mRNA . — 

Homo sapiens PBX/knott-H 1 boemobox 1 (PKNOXl), mKfMA^ 

Homo sapiens membrane-associated tyrosine- and threonine-specific cdc2- 

inhibitory kinase fPKMYTl), mRNA _ 

Homo sapiens pi.»cph.riavlinositol transfer protem membrane-associaxed 
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fPITPNM"). mRNA 


NM 004278 


Homo sapiens phosphatidylinositol glycan, class L (PIGL), niElNA 


NM 004569 


Homo sapiens phosphatidylinositol glycan, class H (PIGH), mRNA 


NM 004855 


Homo sapiens phosphatidylinositol glycan, class B (PIGB), mRNA 


NM 00486'' 


Homo sapiens LPS-induced TNF-alpha factor (PIG7), mRNA 


NM 004878 


Homo sapiens prostaglandin E synthase (PTGES), mRNA 


NM 004S67 


Homo sanien<? 6-r)hosohofmcto-2-kinase/friictose-2,6-biphosDhatase 4 
fPFKFB41 mRNA 

A AmnA A^ J>JlAA^kX Ik 


NM_004566 


Homo sapiens 6-phosphofiaicto-2-kinase/fructose-'2,6-biphosphatase 3 
rPFKPB3'k mRNA 

^ X X X^ 1 J ^ 1.1. UL VJL ^ ^ A. 


NM_004836 


Homo sapiens eukaryotic translation initiation factor 2-alpha kinase 3 
fEIF2AK3'> mRNA 


NM 004716 


Homo sapiens proprotein convertase subtilisin/kexin type 7 (PCSK7), mRNA 


NM 0004"^? 


"Homn «;finipn<; nlatelet-activatinff factor acetvlhvdrolase 2 (40kD) rPAFAH2\ 
mRNA 


TsTM 0041 OQ 


TTnmn Qanit^^rn; nrnrollaP^erj-"nroli"ne 2-oxoffllltarate 4-dioxVffenase foroline 4- 
h vdroxvl a<?e^ ainha nolvnentide IT rP4HA2^ mRNA 


NM 004154 

1 > ±y± y/xft A 


Homo sanien<? nvrimi diner ffic receotor P2Y. G-orotein coUDled, 6 (P2RY6), 

mRNA 


NM_004280 


Homo sapiens eukaryotic translation elongation factor 1 epsilon 1 (EEFlEl), 

mRNA 


NM 004741 


Homo <;aT)ien<; nucleolar tihosnhoorotein nl30 fP130\ mRNA 


NM 004802 


Homo saniens otoferlin TOTOF^ mRNA 


NM 00485'' 


Homo saniens one cut domain familv member 2 fONECUT2\ mRNA 


NM 004'>54 


Homo sapiens solute carrier family 22 (organic anion transporter), member 8 
(SLC22A8), mRNA 


NM 004298 


Homo sapiens nucleoporin 155kD (NUP155), mRNA 


NM 004560 


Homo saniens receptor tyrosine kinase-like orphan receptor 2 (ROR2), mRNA 


NM 004822 


Homo sapiens netrin 1 (NTNl), mRNA 


NM 004796 


Homo saniens neurexin 3 rNRXN3^ mRNA 


NM 004558 


Homo sapiens neurturin (NRTN), mRNA 


NM 004688 


Homo saniens N-mvc fand STAT") interactor fNMIV mRNA 

J, JLV/X X XV/ OCX ^X^^XXu A ^ XXX j \ ^XXXVX %tj A X A A / XXilfV* t*W fc^^J, ^ a& AA.^wk a &i 


NM 004148 


Homo sapiens ninjurin 1 (NINJl), mRNA 


NM 004SS9 


Wrvmo QaniPTiQ NAFiTT H£»lT\/Hrnaf^na<;p Aihiniiinone^ Fe-S nrotein 5 riSlcD^ 

XXvFllXv/ oaL/iwllo l^x^JL/xx U&XJLjr vll^^v^llu-d^ ^uii^n^i4xxx>jxxw^ x w l_> ^x\/kVi«xxx j 

fhJADH-coenzvme O reductase^ rNDUFS5\ mRNA 


NM_004551 


Homo sapiens NADH dehydrogenase (ubiquinone) Fe-S protein 3 (30kD) 
fMADH-coenzvme O reductase"^ rNDUFS3\ mRNA 


NM 004550 


Homo saniens NADH dehvdrocrenase Cubiauinone^ Fe-S nrotein 2 f49kD^ 
(NADH-coenzyme Q reductase) (NDUFS2), mRNA 


NM 004540 


Homo sapiens neural cell adhesion molecule 2 (NCAM2), mRNA 


NM 004644 

X^l.»X V\/~\J 1 1 


Homo sapiens adaptor-related protein complex 3, beta 2 subunit (AP3B2), 
mRNA 


NM 004538 


Homo sapiens nucleosome assembly protein 1-like 3 (NAPILS), mRNA 


NM 004145 


Homo sapiens myosin DCB (MY09B), mRNA 


NM 004294 


Homo sapiens mitochondrial translational release factor 1 (MTRFl), mRNA 


NM 004923 


Homo sapiens metallothionein-like 5, testis-specific (tesmin) (MTLS), mRNA 


NM_004143 


Homo sapiens Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy- 
terminal domain, 1 (CITED 1), mRNA 


NM 004279 


Homo sapiens peptidase (mitochondrial processing) beta (PMPCB), mRNA 


NM 004531 


Homo sapiens molybdenum cofactor synthesis 2 (MOCS2), mRNA 


NM 004244 


Homo sapiens CD 163 antigen (CD 163), mRNA 


NM 004528 


Homo sapiens microsomal glutathione S-transferase 3 (MGST3), mRNA 
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NM 004225 I 
( 


lomo sapiens MFH-amplified sequences with leucine-nch tandem repeats 1 
MASLl),mRNA member 1 fMAN2AlV mRNA 


NM 002372 
NM_004721 

1 


^nmo saniens mannosidase, alpha, class 2A, memper i ^JyLfvlN^^l 

lomo sapiens mitogen-activated protein kinase kinase lanase i:» (MAFiKli). 


NM_0023a2 ] 
1 

NM 004793 1 


aomo sapiens low density lipoprotein-related protein 1 Calpha-z-macroglobuhu 
receptor) CLRP1\ mKNA ^ 

bionio sapiens proicasc, semic, v.i:xn.ljwjx>^7, ^ ■ 


NM 004789 
NM_004863 

NM 004737 
NM 004795 


Homo sapiens LBSl homeobox protein 2 (LHX2), mKT^lA uui^s-tl — 

Homo sapiens serine palmitoyltransferase, long chain base subumt 2 (SFILUZ). 

i-nT?"MA - ■ 

rrLiviN/\ . . ■ ■ 

Homo sapiens like-glycosvltransferase (LAKUiij, mRNA^ 

Homo sapiens klomo (KL), mRNA 


NM 004521 
NM 004520 
NM 004920 


Homo saoiens kinesin family member 5B (KIF5B), mRNA 

Homo sapiens kmesin heavy chain member z ijsjtz;, miviN^ 

Homo saDiens apoptosis-associated tvrosme kinase (AATK), mRNA 

— . ^ — ' 1-1- ^^4.^A i<rnT-liVe «5ubfamilv member 4 


NM_004700 


Homo sapiens potassium voltage-gated charaiei, Ki^i-iiKe suoianuiy, int^m 
CKCN04\mRNA r — r~ 


NM_004519 


* ^ /' ■ — : J 1 1 vr\T iiir<> ciibTaTniiv member i 

Homo sapiens potassium voltage-gated channel, Kgi-iiKe suoiamiiy, mciuwi ^ 

fKCN03\ mRNA r — r~ 




Homo sapiens potassium voltage-gated channel. KQT-like subtamily, member 2 
fKCN02), mRNA j 


NM_004137 


Homo sapiens potassium large conductance calcium-activated channel, 
snbfamilv M. beta member 1 (KCNMBl), mRNA ^ 


NM_004732 


Homo saiJiens potassium voltage-gated channel, shaker-related subfamily, beta 

member 3 (KCNAB3), mRNA ^ 


NM 004693 
NM_004791 

NM 004517 
NM 004514 


Homo sapiens cvtokeratin type n fK6m'). mKMA ■ ^.TTr^pT1^ 

Homo sapiens integrin, beta-like 1 (with EGF-like repeat domams; ^ITGBLl), 

mRNA ^ 

Homo sapiens integrin-linked kinase (ILK), mRNA 

Homo sapiens interleukin enhancer bmdmg factor 1 (ILFl), mRNA 


NM 004633 
NM 004513 

TvTTv yr nOil^ 1 7 
JNJVl UUH'JIZ 

NM 004258 
NM 004135 
NM 004134 
NM 004697 
NM 004698 


Homo saoiens interleukin 1 receotor. type H (IL1R2), mKNA 

Homo sapiens interleukin 16 (lymphocyte chemoattractant lactor; ^ILlo;, mR^4A 

Hnmn •lari'-n^ ^titpriftnTdn 1 1 receotor. alpha (ILl 1RA\ mRNA 

Homo sapiens immunoglobulin superfamilv. member 2 (IGSF2), mKNA 

H— ««pi^ns isocitrate dehydrogenase 3 (NAD+) gamma (IDH3G), mRNA 

Homo sapiens heat shock 70kD protein 9B (mortalin-2) (HSf misi>|A 

Womo sapiens PRP4/STKAVD splicing factor CHPRP4P), mKTvJA _ 

Homo saoiens U4/U6-associated RNA splicing factor (m'KJ:':Si'.), mi^NA 


NM 004503 
NM 004502 
NM 004497 
NM 004496 
>JM 004712 


Homo sapiens homeo box C6 (HUXCb). mKJNA 

Homo sapiens homeo box B7 (HOXB7). mRNA 

Homo sapiens hepatocyte nuclear factor 3, pamma (tUNfjo), uus^^r^ 

Homo sapiens hepatocyte nuclear factor 3. alpha (HNF3A), mKIMA 

Homo sapiens hepatocyte growth factor-regulaled tyrosine kinase substrate 
fHGS), mRNA ^. : 


NM_004834 


Homo sapiens mitogen-activated protein kinase kinase kinase Kmase h 
(MAP4K4") mRNA — 


NM_004494 


Homo sapiens hepatoma-derived growth factor (high-mobUity group protem 1- 
like) (HDGF). mRNA ^ — 


NM 004876 
NM_004493 


Homo sapiens zinc finger protein 254 (/:rMl'Z54), nuuvi A_ 

Homo sapiens hydroxyacyl-Coenzyme A dehydrogenase, type U QHAUH^), 
_^nRNA 
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NM_004904 


Homo sapiens cAMP response element-binding protein CRE-BPa 


JNJVl KjKJHOzfj 


T4'w-\m/> cc»r\i<ano TT9 A V»-ic4-rwno fomil\/ mf»mViPr V ^TT'^A^'Y^ TTlT^NA 

xiomo oupiciio xiz/\ nibione laimiy, iiiciiiud x y^xi^/^ a jy hua-i^^x 


JNJVl yjUHlDK) 


riomo Sapicub giycogcnm iKjjy itlivin/^. 


XnV/f AH AOS A 


PTA-mA cn-Aipnc OTP ViinHina -nrntfin 1 TrrTPRPl'^ mRNA 


XT\/f ArizllOS 


tTr*rriA cartiAnc <T^n<»ra1 +ra'ncfriT*fiAn "faf^fnr 1 1 H ■nnlvTIRHtlH^ ^ ^"^OlcT^ *!llHllTlit^ 
rjLOmO odpiCIlo general UalldvrripilLIll 11* 9 pMJijrjJS/^jtiu.^ v/rwj-/ ouL/uiuLy 

^Vj X r^z.jrz.^, iiii\jLN.rv 


XNivi vjUHH-y i 


Ur\m A csi'nif^nc olnrAr'Arti'rAiH rf>rf*r\tc\r 1~)NA Hindinff factor 1 TGRLFl"^ mRNA 


NM 000826 


Homo sapiens glutamate receptor, ionotropic, AMPA 2 (GRIA2), mRNA 




tl/^vvirk eot-\irf>no rrrrwxri'Vi "far»f r^-r T^r»^>T\i"AT*_V*Al ITlH "ATAtf^lTI 1A tJ^'R 1 A\ TTlR^JA 

jnLomo Sapiciio growm idotor rcL/cptui~L/t;uiiu. piuiciii x"-* \^vjx\_oi*t^, 


Xnv/f AAAfi 1 A 
INIVI UU^tOlU 




NM 004224 


Homo sapiens G protein-coupled receptor 50 (GPR50), mRNA 


JNJVl UU4o / 1 


xiomo sapiens goigi LsiN/vr recepior compicx mcmocr i ^vjv_/oivi^, iiixnjl^j-tv 


VnVif AA/I/IC? 

JNJVl_UU44o / 


riomo sapiens goigi auioantigen, goigm suoiamiiy d, indL/roguigiii ^^wilii 
LTansmemDiane signal^, i \\j\j±^KjDijf iiusjmi\. 


XTA/T A A/11 OA 
JNiVl UU41ZO 


XJ^wirt co-nt^-ne mioniYi^ Tiiir«l*»rk'H ViinHiTifr TM*Af"f^i'n 1 1 1 1 ^ TTlP^O^A 

xiomo sapiens gudnmc nucicoiiuc Dixiviiiig piuLciii 1 1 \kji^\j 1. 1^, iixx\j.>-r\. 


XTAyf AA/IOQ'7 
XNJVl__UU4Zl7 / 


jtiomo sapiens guanine nucieoiiue oinuing pruicin y^vj pruiciii^, dipiid. i*+ 
(GNA14), mRNA 


JNJVl UU4z4o 


riomo sapiens giucagon-iiice pepiiae z receptor ^oi^r zivj, mrsj.N/\ 


JNJVl UU41Z3 


riomo sapiens gasiric inmoitory poiypeptiae ^^vjir^j, iTii\j.N/\ 


NM 004121 


Homo sapiens gamma-glutamyltransferase-like activity 1 (GGTLAl), mRNA 


NM 004637 


Homo sapiens geranylgeranyl diphosphate synthase 1 (GGPSl)j mRNA 


XTIV >r A A /I 1 oo 

NM_004Ioo 


Homo sapiens growtn lactor inaepenaent ijfc> (poiennai regulator ox i_^i-/jsjn i-fv, 
transiocateo in i^ivii-r^ ^urjriix>j, inxsJLN/\ 


NM 004293 


Homo sapiens guanine deaminase (GDA), mRNA 


]MM_00475 1 


riomo sapiens giucosaminyi v^jn -acetyl j transierase 3, mucin type ^uv-^xn i:>^, 
mKJNA 


JNM UU4iy3 


riomo sapiens goigi-specinc Dreieium /\ resistance idctor i ^^vjrrsx' i miviN/x 


XTlVvf AAOA'^A 
JNJVL \)\)Z\JD\) 


riomo sapiens xormyi pepiiuc recepior-iiKe z ^jrjrjvi-fZj, rnxsjLNrv 


JNJVl__UU44 /O 


Jtiomo sapiens loiate nyoroiase ^rosiate-speciiic memordne dmigcnj i yrKjjuirLi jy 

lUJKJLN/x 


NM 004119 


Homo sapiens fhis-related tyrosine kinase 3 (FLT3), mRNA 


JNJVl UU44/J 


xiomo sapiens iiotiiiin z \rjut\j ini\iN/\ 


JNlVi UU44- / Z 


nomo sapiens lorjvneao. doa jl^i yryjj^^AJL)^ iiixvin/t. 


INiVl UU44 / 1 


TTatyia cQT-iiVric ■pArVVif'Qrl V\ay fll A rFO'5rrrl A^ mPTsTA 
rxomci odpiens lorisxicdQ dl>x vji/a. \^r\ju\.\j Ls^jy iijxvj.N.rv 


IN IVI UU44 / 4 


"Hati-ia cciT^i*»nc -fryrirVif^ctA "Kay F^'^ /'F0VF>9^ mPTMA 

juLomo sapiens loricneaa dox j_^z \v\^j\Aj^)y ixusjrHr\ 


IN iVl_UU440!7 


nomo sapiens c-ios muuceci gruwm lok^ixji ^vdoL/Uidx cnuuiiiciidi giuvvLxi id^iL/i 

\^rXvJP )y IIIXvIN/Tl 


IN IVi UU440 o 


T-T/*kTV^r* oanio-rtc "frviit- orii^ *a Viol'FT TTV/T HATTiaiTlC ^ ^FT-TT '^"^ ml^^JA 

rxomu bdpicrio lour dnu d ndii x^xivx u-uiiidiiia d yimi^j iiix\j.>i-rv 


INIVI UU4^0Z 


rnjiiwj odpiciio idmcoyi-vJipnubpiidic iciiiit^oj'iu.aiibicicioc/ i x-/i ly, iiix\_L>in. 


"MN/T AAA1A7 
INlVi UU41U/ 


nt>iiiLi odpiciis r^c irdgincriL oi xgvjj icucjjitji, LidxiopLiiici, aii^iia y^x/v-zvjxvxy, iiuLNJi^/nL 


XTNyf AAAl A A 
INlVl UU4 1 U*+ 


noiinj odpicnb idiiy duiu oyniiidoc ^x^.rvoi> iiii\jL^.rt. 


NM 004461 


Homo sapiens phenylalanine-tRNA S3nithetase-like (FARSL), mRNA 


■KTN/f AAA1A1 
INIVi UU41Ui 


nomo sdpiens coagulation lacior xi ^imuiiiuiii^ icL/cpLor-iiJvc jL yx^z.jvx^z*^, xiiisj.^.rTL 


IN iVl UU4Z J D 


TTrk-mr\ cor^-i^nc lirtTi'»-\Y-\o1 ■for»-frr\Y' A tcri\f'\ ^T^T FA^ mP'MA 

noiiiij Sapiens JSJuppei-iiK.6 idc-nji *+ vg^ii-/ y^^^-^^^jy hxivin/a. 


NM 004455 


Homo sapiens exostoses (multiple)-like 1 (EXTLl), mRNA 




TTomo 9ar>ienQ ptQ variant cTf»np S Tets-related molecule^ THTrVS^ mRNA 


NM__004453 


Homo sapiens electron-transferring-flavoprotein dehydrogenase (ETFDH), 
nuclear gene encoding mitochondrial protein, mRNA 


NM 004452 


Homo sapiens estrogen-related receptor beta (ESRRB), mRNA 


NM_004911 


Homo sapiens protein disulfide isomerase related protein (calcium-binding 
protein, intestinal-related) (ERP70), mRNA 
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NM_004447 1 
r 

NM 004446 I 


•J „i ^„H-v. /^trtr rpr entor Tiathwav substrate 8 (EPSS), 

lomo sapiens epidermal growth lactor recepiur yauiway ol^l/oi^o v 

nRNA ~ 

lomo sapiens glutamyi-prolyl-tKJN/^^ synuiciaap v^-^^ ^^"/j 


NM 004431 I 
NM_004099 ] 
I 


4omo sapiens EpliA2 (EPHA2),mRNA ^ . rrTxi--^ 

iomo sapiens erythrocyte membrane proiem D<inu / ypvuinaLn^j v /' 


NM 004437 1 

1 


7Z — " ' Unim.r^-^ ^A^Vkv-ck-n^ T%rntpin hand 4 1 felllDtOCVtOSiS 1, RH- 

Homo sapiens erythrocyte membrane proiem oanu 1. 1 v^^mptv^v/j , 

linked) (EPB41\ mRNA : — ^ ^r-^j— 


NM_004435 


' J 1 «^ /xrxTr4r*^ri^ nnflf»jir crene encodinc mitocnonCuldl 

Homo sapiens endonuclease G (ENDUUJ, nuciear gene ciiL^uuing 

^ '■ : 1 . I .^^^j-^j-L-HiKulr^ c^ccnrinted nrotein-like (liMAPL), 


NM_004434 


Homo sapiens echmoderm microtuDuie-associaxca piuicm m^s. 


NM_004433 


Homo sapiens E74-like factor 3 (ets domain transcnption factor, epithelial- 
specific ) (ELF3\ mRNA . 


NM_004096 


Homo sapiens eukaryotic translation initiation factor 4ii bmmng proiem 2 
ffiIF4EBP2), mRNA — — ■ 


NM_004095 

NM 004430 
NM 004093 
NM 004429 


Homo sapiens eukaryotic translation initiation factor 4Ji bmmng protem 1 

(EIF4EBP1). mRNA 

Homo sapiens early growth response 3 (EGR3), mRNA _ 

Homo sapiens ephrin-B2 (EFNB2), mRNA 

Homo sapiens ephrin-Bl (EFNBl), mRNA 


NM 004428 

■NTN/t 004867 

NM 004415 
NM_004760 

NM 004413 
NM 004088 


Homo sapiens ephrin-Al (EFNAl), mRNA ^ _ 

Homo sapiens integral membrane protem ZA (rrM2A), mRNA _ 

Homo sapiens desmoplakin (DPI. DPH) (DSP), mRNA . 

Homo sapiens serine/threonine kinase 17a (apoptosis-maucmg; <.STK17A), 

mRNA 

Homo sapiens dipeptidase 1 (renal) (DPtPl), mRNA . 

Homo sapiens deoxynucleotidvltransferase, terminal (DNTT), mRNA 

T-^-KT A / — 1 • c \ i^otVitrifrQ-ncffi-flde 7 rnNMT2"). mRNA 


NM 004412 
NM 004411 
NM 004407 
NM_004746 

NM 004747 


Homo sapiens DNA (cytosine-S-)-memyitransicrdi>c ^ vx^x^xv.i^;. iiu^^ 

Homo sapiens dvnein, cytoplasmic, intermediate polypeptiae 1 (DNCIl), mRNA 
Homo sapiens dentin matrix amdic phosphoprotem (DMPl), mRNA _ 

" J- « /T\*-/^c»rt-rkV»'Jio\ iiornrilofy-associated nrotem 1 
Homo sapiens discs, large tlJrosopmia; nomuiug a&aw*^iovwi^ 

CDLGAPl), mRNA ^ 

Homo sapiens discs, large turosopniiaj nomuiug v^^^vj^/, _ 


NM 004087 
NM_004900 


Homo saniens discs, large HDrosophila) homolog l (UL.G1), mRNA ^ 

- • -u 1- 1 • /^^^iioY- oT\r»iiTifvnrf»tpiTi B mRNA editing protem) 

Homo sapiens phorbolin (similar to apoiipoproiem u iiuxi^^^ ^uii^ns f / 

mJ742C19.2), mRNA -. 7— 


NM_004404 


Homo sapiens neural precursor cell expressed, developmentally down-regulated 
S fNEDDS). mRNA . 


NM_004402 


Homo sapiens DNA fragmentation factor. 40 kD, beta poiypepiide ^caspasc- 
activated DNase) (DFFB), mRNA 


NM_004401 
NM 004083 


Homo sapiens DNA fragmentation factor, 45 kD, alpha polypeptide (DFFA), 
Homo sapiens DNA-damage-inducible transcript 3 (DDITS), mRNA 


NM 004734 
NM 004394 

rNlYi \j\}^jyj 


Homo sapiens doublecortin and CaM kinase-like 1 (UUA1viivi.ij, mRl>IA 

Homo sapiens death-associated protem (DAP), mRNA 

Homo sapiens dystroglycan 1 (dystrophin-associated glycoprotein 1) (DACrl), 


1SIM_004229 

NM 004079 
NM 004390 


Homo sapiens cofactor required for Spl transcriptional activation, subunit 2 

(150kD) (CRSP2). mRNA 

Homo sapiens cathepsin S (CTSS), mRNA 

Homo sapiens cathepsin H (CTSH), mRNA _ 
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NM 004388 


Homo sapiens chitobiase, di-N-acetyl- (CTBS), mRNA 


NM 004387 


Homo sapiens cardiac-specific homeo box (CSX), mRNA 


NM 004861 


Homo sapiens cerebroside (3*-phosphoadenylylsulfate:galactosylceramide 3*) 
sulfotransf erase (CST), mRNA 


NM 004078 


Homo sapiens cysteine and glycine-rich protein 1 (CSRP1)» mRNA 


NM 004386 


Homo sapiens chondroitin sulfate proteoglycan 3 (neurocan) (CSPG3), mRNA 


NM 004385 


Homo sapiens chondroitin sulfate proteoglycan 2 (versican) (CSPG2), mRNA 


NM 004384 


Homo sapiens casein kinase 1, gamma 3 (CSNK1G3), mRNA 


NM 004383 


Homo sapiens c-src tyrosine kinase (CSK), mRNA 


NM 004075 


Homo sapiens cryptochrome 1 (photolyase-like) (CRYl), mRNA 


NM 004778 


Homo sapiens G protein-coupled receptor 44 (GPR44), mRNA 


NM 004750 


Homo sapiens cytokine receptor-like factor 1 (CRLFl), mRNA 


NM 004382 


Homo sapiens corticotropin releasing hormone receptor 1 (CRHRl), mRNA 


NM 004379 


Homo sapiens cAMP responsive element binding protein 1 (CREBl), mRNA 


NM 004377 


Homo sapiens carnitine palmitoyltransferase I, muscle (CPTIB), mRNA 


NM 004748 


Homo saniens cell cvcle nrosression 8 orotein fCPR8\ mRNA 


NM 004074 


Homo ^aniens cvtochrome c oxidase subunit VIII f COX8V nuclear eene 
encoding mitochondrial protein, mRNA 


NM 004766 


Homo sar)iens coatomer nrotein comolex. subunit beta 2 (beta prime) (COPB2), 
mRNA 


NM 004645 


Homo sapiens coilin (COIL), mRNA 


NM 000614 


Homo sapiens ciliary neurotrophic factor (CNTF), mRNA 


NM 004368 


Homo sapiens calponin 2 (CNN2)5 mRNA 


NM 004072 


Homo sapiens chemokine-like receptor 1 (CMKLRl), mRNA 


NM 004071 


Homo «>ar)iens CDC-like kinase 1 rCLKl). mRNA 


NM 0043 6^? 


Homo saniens calme^in ( CLGN) mRNA 


NM 004070 


Homo sapiens chloride channel Ka (CLCNKIA), mRNA 




Homo saniens "WT)40 nrotein Ciaol rCIAOl) niElNA 


NM_004267 


Homo sapiens carbohydrate (chondroitin 6/keratan) sulfotransferase 2 (CHST2), 
mRNA 


NM 004067 

X^XVX Wf^rVrV/ / 


Homo sanien^ chimerin Tchimaerin) 2 rCHN2). mRNA 


NM_004284 


Homo sapiens chromodomain helicase DNA binding protein 1-like (CHDIL), 
mRNA 


NM_004364 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), alpha (CEBPA), 
mRNA 


NM 004065 


Homo <ianien9 cerebellar deeeneration-related orotein f34kD) fCDRl), mRNA 


NM 00423*^ 


Homo Qflnien^ C^DR'^ antiffen Tactivated B Ivmohocvtes immunoglobulin 

superfamily) (CD83), mRNA 


NM 004356 


Homo sapiens CD 81 antigen (target of antiproliferative antibody 1) (CD81), 
mRNA 


NM 004357 


Homo sapiens GDI 51 antigen (CD151), mRNA 


NM 004350 


Homo sapiens runt-related transcription factor 3 (RUNX3), mRNA 


NM 004349 


Homo sapiens core-binding factor, runt domain, alpha subunit 2j translocated to, 
1; cyclin D-related (CBFA2T1), mRNA 


NM 004345 


Homo sapiens cathelicidin antimicrobial peptide (CAMP), mRNA 


NM_000722 


Homo sapiens calcium channel, voltage-dependent, alpha 2/delta subunit 1 

(C ACNA2D 1 ), mRNA 


NM 004334 


Homo sapiens bone marrow stromal cell antigen 1 (BSTl), mRNA 


NM_004887 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 14 
(BRAK) (SCYB14), mRNA 


NM_004333 


Homo sapiens v-raf murine sarcoma viral oncogene homolog Bl (BRAF), 
mRNA 
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JTTmn ..aniens bone morphogenetki^^ceptor, type lA (BMF.^l^,m^ 


1 NM 004329 1 H 
NM 004827 K 

c 

NM 004326 t 


[omo sapiens ATP-binding cassette, sub-family G (WHITE), member 2 

ARr.G2\ mRNA 

r.^.<..pi«n« B-cell CLUlymphoma nBCL^krr^^ 


NM 004765 I 
NM 004324 I 
NM_004656 I 

1: 

NM 004048 1 


T^^^ ,,p^.«c CLLAvmphoma 7C (BCLycj. luKl^lA 

Tomo saDiens BCL^-«sociatedXprotem CBAX).mRNA 

lomo sapiens BRCAl associated protein-1 (ubiquitm carboxy-termmal 

ivdrolase) (B Ar 1 ), ixmJNA 

^nmn sapiens i.^t^.7,TTnicroglobulin (B2M), niRNA — 

FT ...r. r-.Tnir'r." lYin rronductin, axil) (AXIN2), ttiKJNA 


NM 004655 ] 
NM 004321 ] 
NM_004888 


^nma sapiens axin z i^conuu^mi, o^iy v ii. r-.- t a 

cp^^ns .xonal transport of synaptic vesicies (ATSV), mRNA 

— ' AXPncf^ transnortine lysosomal (vacuolar proton pump), 
Somo sapiens Alrase, ±1-1- iranspuiuii^, i^tdv^ov/xx v r 

memher T TATP'^T), mRNA — ■ — 


NM:_004047 


SomoTapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) 


NM_004046 


subunit, isoform 1. cardiac muscle (ATP5A1). mRNA . ATr-Tm>> 


NM_001683 

NM 004314 
NM 004313 
NM 004312 
NM 004311 
NM 004675 
NM 004310 
NM 004309 
NM 004308 


Homo sapiens ATPase. Ca-H- transporting, plasma membrane 2 (ATP2B2), 

Homo sapiens ADP-ribosyltransferase 1 (ARTl), mRNA . 

sapiens arrestin, beta 2 (AKKB2), niKHA . 

Ti^^o sapiens arrestin 3. retinal (X-arrestm) ^Aicki;. uiRi>IA 

Homo sapiens ADP-ribosylation factor-bke 3 (AKi.3 K nuuNA 

Homo sapiens ras bomolog Bene family, member i ^ARH1K^.>1U^ A __ 

j,.^. ..y.^.r,. r.. homolos Bcnc family, member H f AR^), mRNA 

"Homo sapiens Rho GDP dissociation mhibitor (GDI) alpha Agji(^jlAl,it^^ 

U.mo sapiens rIIo GTP^^e activating protein 1 (ARHGAPl), nJ^A 


NM 004040 
1 NM 004290 
NM 004797 
NM 004039 
NM 004306 
NM 004038 
NM 004305 
NM 004857 
NM 004833 


Mrn^o sapiens ras homolog gene familv. member B (AKtm), mRNA 

Hon,o saniens ring finger protem 14(KJNlM4> ".KNA 

Homo sapiens adipose most abundant gene transcnpt HAfivil), mRNA 

Homo sapiens annexinA2fANXA2\ mRNA 

■ w^mo sapiens annexin A13 (ANXA13). nuu>iA ^ 

" Homo sapiens amvlase, alpha 1 A: salivary (AMY lA),mKNA 

" 3omo sapiens bridging mtegrator 1 (BUMiMnKi>IA 

■ Homo sapiens A kinase (PRKA^ anchor protem 5 (AKAF5),mRNA _ 

Homo sapiens absent in melanoma 2 (AIM2),mRNA -p^. 

" Homo sapiens programmed cell death 8 (apoptosis-mducmg iacxor) (PDCUli), 

^PJ,^^ 

Homo sapiens interferon regulatory tactor z iIRF2), mRNA 


NM 002199 
NM 001569 
NM 001567 
NM 002194 


-f^o sapiens interleukin-l receptor-assonatH kinase 1 l^AKl ' "iKN^ 

- Homo sapiens inositol polyphosphate^phatase4ike 1 (W^ 

Homo sapiens inositol polvphosphate-1 -phosphatase (INPPl),mKNA 


NM 002111 
NM 000165 
NM 001999 


"Homo sapiens huntingtin (Huntington disease) (HU). mRNA . 

sapiens gap iunction protein, algha 1, 43kp (connexin 43)Jg^^^nH^ 
- "Homo sapiens fiteiUin 2 (ccmgenital contractural arachnodactyly) (FBN2), 

mRNA ^ 


NM 001937 
NM_001381 

NM 000729 


VSnmn sapiens dermatopontin (DPT), mKJNA ^ 

Homo sapiens docking protein 1, 62kD (downstream ol tyrosme Kinase i; 

(DOKl), mRNA ^ ' 

Homo sapiens cholecvstokinm (CCK.). mKNA 


NM 000486 
NM 001520 


Homo sapiens aquaporin 2 (collecting duct) (AQF2),mKNA 

- Homo sapiens general transcription factor mC, polypeptide 1 (alpha subunit, 
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220kD 1 fGTF3Cn mRNA 


NM 002097 


Homo sapiens general transcription factor HIA (GTF3 A), mRNA 


IN iVl__V/l/ ^ £AJJ 


"HrfctnA QanipnQ lTan<;crmtion factor 12 rHTF4 helix-looD-hellx transcription 

factor? 4^ CTCF12') mRNA 


*KnVf 00044.0 


Womn <;anipn«; nho«>nhodiesterase 6 A cGMP-snecific. rod. alnha fPDE6A\ 
mRNA 


NM 000806 


Homo <;aniens ffanima-aminobutvric acid fGABA^ A receoton aloha 1 
(GABRAl), mRNA 


TsTM 001 80Q 


Homo ^aniens centromere nrotein A flTkD^ fCENPA\ mRNA 


NM 000439 


Homo sapiens proprotein convertase subtilisin/kexin type 1 (PCSKl), mRNA 


NM 002529 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 1 (NTRKl), niRNA 


NM 003417 


Homo sapiens zinc finger protein 264 (ZNF264), mRNA 


NM OOO'^O^ 


Hnmrk ca-nipriQ nolor»"\/ Qtimiilatmo" factor 2 recentor beta low-affinitv 
^'oTflniilnrvte-macrorihaffe^ rCSF2RB^ mRNA 


NM 000065 


Homo sapiens complement component 6 (C6), mRNA 


NM 000252 


Homo sapiens myotubular myopathy 1 (MTMl), mRNA 


iNivi. uuuzzy 


XxOIllv odpiCllo ICUlLlIlll OlUJlC-oLCHJl <ll^ y 1 H allold dow ^X-zV-^-TTl. X llUv/lVi/ai gwxxw 

Rnoridino' mitorViOTiHrifll T>rntPin mRN^A 

C^liwvlvlillJ^ 1111 ll^V/iiWlIVXX Idl ^IWL^lll, IIULVJ. 


NM 000224 


Homo sapiens keratin 18 (KRT18), mRNA 


*NM 00091 1 


TTrkmrt c5irki#»r»c intpoTiTi Ketfl 9 ^antiorpn 8 TnOS^ Ivmnhocvte "ftinction- 
5icQnpi5itp»H nntio-pn 1 • manronbatyp antip'en 1 Tmac-T^ beta siibunit^ nTGB2'^ 

dO&UwI£LLwU ClllLl^&ll Xj llltlV/X vl^lldgw OXXLl^wXl X ^XXXUv/ I. J l^wLH OUl^UXuby 

mKNA 


NM O0O90R 


"CTr^mr* cciT>if»nc inciilin T"Pf*f»r\tor ^TNISIR"^ mRl^A 

XliJlllw oa^iCilO liloUIXil XCV,/&pL\Jl y^xiNOxN.^, xxixvx^x^ 


NM_000206 


Homo sapiens interleukin 2 receptor, gamma (severe combined 

iiiJurnuiiiJuciiuxciiL/y ^ ^jjo^ivvj^, iiUL\ji>rT. 


"KTM" 00041 ^ 
IN iVJL \j UU'f i O 




NM_000201 


Homo sapiens intercellular adhesion molecule 1 (CD54), human rhinovirus 

ICvfCpiUX \^XV_/XVLVX i lllx\J.>).r^ 


NM_000350 


Homo sapiens ATP-binding cassette, sub-family A (ABCl), member 4 
/'A'RPAd'^ mRNA 


NM 0001 1 O 


xxOmO oapiCIxb UlliyUliJpjrl lllllUHlC LldiyU-l V<»gC/liao^^ V^X^x xl^j^ iiixvx^^ 


lNlYl__UUU-5 / D 


TTrkTYirk e!ar\i*»nc iiTrkTirkmlrvrriTiricyf^n TTT cv/nl'TiaQi* (cc\V\Cf^T\\f^\ PrvtVironoi Pti n 
xxOmo SapiCIla Ulupi/I^lljrllilUgCll xXx ojrliLiiaoC ^cuii^C'iiiUXi jr txix\JpVXW'LXV/ 


NM 0004S9 


Homo «iflnipnQ TPIC tvro'sine lvina<^e endothelial Tvenous malformations multinle 

XJ.l_llll\J OAL/XwlXd X X^XN. lyXVOXlH*/ IVlXlClOV', WXXUvf IXXwXlClX ^VV'XXV^tXO XXXO-XXVyX XXlCAI<xV/-l"l'Wy XXll.*X.t>l.^AW 

cutaneous and mucosal^ TTEK^ mRNA 


NM 001053 


Homo sapiens somatostatin receptor 5 (SSTR5), mRNA 


NM 001052 


Homo ^anien<; somatostatin recen tor 4 fSSTR4^ mRNA 


NM 001051 


Homo sapiens somatostatin receptor 3 (SSTR3), mRNA 


NM 001 OSO 

X^JLVX \J\J l.\J.J\j 


Hrvmn QnnipnQ somatostatin recentor ^ ('SSXR2'^ mRNA 

XXV/XXIV^ OCI|JXwXXO OV/llldUV^O LUvlll XwV/^I^LV^X y^VJfU X ^, 1J.1X.N_L L 


NM 001049 


Homo sapiens somatostatin receptor 1 (SSTRl), mRNA 


NM 000'^45i 


TTnmr* ca1'^^p■nc ctprr^iH-S-filnbfi-rpHiiptasp ainba nolvnpntidp 2 ^'^-OXO— S alnha- 

steroid delta 4-dehydrogenase alpha 2) (SRD5 A2), mRNA 


NM 000*^40 


XJrt-TMrt eart-i^Ttc cr*lii+^ r*fiiTT*iP"r "faTviili/ '5 ^'fiif^ilit'CitpH cylnpr^cp trfinsnortpr i inpmVipr ✓ 
JTLOmO sapiens SUlUtC LralllCI xalllilj^ ^IdVi/lliLalCU glUwUoC' lJ.a>lxo|^UX twl^, llldill^wl Z> 

d mRNA 


NM OOO'^'^R 


T-Tr»mr* oci-r»ipnc cnliifp ffim'pr familv \ 0 ^'sodiiim/notaQsiiim/cHloride transnortprs^ 

xxUIIlU odL/iCIXo oL/lLltC C'dixi&i x<*iiiiijf ^o\JvJ.i 1X111/ ^v/idooiixiix/ v/xxnjx x\xw bxaxxo^wxi,wxo^, 

mpmbpr 1 rSTr'12Al'i mRNA 

XXlVlXlt./d X \\J1^\^ M-^JT^l- )y XiXXvX^X^ 


NM__000231 


Homo sapiens sarcoglycan, gamma (35kD dystrophin-associated glycoprotein) 
(SGCG), mRNA 


NM 001034 


Homo sapiens ribonucleotide reductase M2 polypeptide (RRM2), mRNA 


NM 000448 


Homo sapiens recombination activating gene 1 (RAGl), mRNA 


NM 000303 


Homo sapiens phosphomannomutase 2 (PMM2), mRNA 


NM 000302 


Homo sapiens procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine 
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7 . ^ \m rPT riTW ml^NA 


NM_000282 H 

ni 


^droxylase, Ehlers-Danlos ^^"^^^^^^ -i-ha polypeptide (PCCA); 

omo sapiens propionyl Coenzyme A carboxylase alpha poiypep v 

1, Irir rrnr rnrniiTir "r.it"'^li""drial protein, niKTMA 


NM_000281 H 
h 


epatocyte nuclear lacLui x ai^ii^iv^: xiita 


NM 000277 Ir 
]S(M_000436 t 
c 


foiii^apiens nhenvlalanine bvriroxvlase (PAH), mRNA ^ 

Slg^xoacidCoAiansterase (OXCT), nuclear gene encodmg 


1SIM_000274 i 
e 

NM 000273 1 


encoding mitochondnal protein, mFNA . „ ^, , , , , ....jta 


NM 000272 ] 
NM 000271 ] 
NM_000269 


^ 7=\ -t a ;i ,.tnm1 nrnii'^tir TiniTorna) (NF2\ xnRNA 


NM 000268 
NM_000267 


Watson disease) (NFl).,i]^NA ,,.,>, p^rFTii > r^l^ MA 

Homo sapiens sialidase 1 avsosomal sialidaseniNbUl;, .uKINA 


NM 000434 
NM 000266 
NM_000265 


Homo sapiens neutrophil cytosolic factor 1 (471cD, chrome granulomatous 
disease, autosomal 1) (NCFl),mRNA , , , ^I VGA^ mPm" 


NM 000262 
NM_000261 


Wnmn -.»~i*n=>J-»'--«tvlpalactosanumdase. alpha- (NAGA), mKfS A 

- Somo slgll^ myocdm!»abecul... ,..5h^;SikTnduo.ble gluooco«.co.d response 


NM_000258 


(MYL3), mRNA _ — ,,,iiic -loT.TfMYT '>) 


NM_000432 


Homosapienilr^sin, light polypeptide 2, regulatory, cardiac, ..low u^iii- 
mRNA , ^ v»<:»fii rN>rsTT7'i. 


NM_000257 


r Homo sapiens myosin, heavy polypeptide 7, cardiac muscle, beta (m^a ), 
mRNA — ■ —, • (7 r T^"* mP>T A 


NM 000431 
NM_000255 


T Tlomo -apipm mp^'a1""^t<' Vmase fmevalomc aciduria) (MVK), mKiNA 

jS^S^^^S^ISi^i^^ nuclear gene 


NM__000254 


ig^gg^f^j^^foUte-homocysteinemeti^^^ 
1 Homo sapiens ^ 


NM_000253 


grrsapiensmk^rosomal triglyceride transfer protem (large polypeptide, 881d» 


NM 000250 
NM 000248 


-| l^r;^fmyeiope^^^dd^i^^. nuclear gene encoding mitochondnal 
-b.... .aniens MHC class 1 polypeptide-relatedjeguence A (MICA), 


NM 000247 
NM 000246 
NM_000245 

-KTii jT AAAOyl/l 


TT, . in r^T^irn" TS/THr HflSS F transactivator (MHC2TA1. mRNA _ 

- |SZSg^^^e°8e.e(hepa..cy«^owmi^rreocp.».)(M5^ 

Homo -npirm miiltipl" neoolasia I (MENl), i^^A . 


NM 000243 
NM_000242 


" Hnmn innipns Meditprrflnean fever (MEFV), mKJNA . - 

- Crsa^ien^ r^^ose-^^^^ -l^^^^ C^P-"^ ^^^^^> 


NM 000429 
NM_000240 


-ji^mo sapiens monoamine oxidase A (MAOA), nuclear gene encodmg 

1 mitochondrial protein, mRNA — 
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xnv K t\i\f\ >i o o 

NM_000428 


xlomo sapiens laieni iransionniiig growin laoior dclci uiiiuiiig protem z v,J-iix>jrz,^, 


NM_000238 


Homo sapiens potassium voltage-gated channel, subfamily H (eag-related), 
memoer z ^^jw_/iNriz^, m±viN/\ 


iNlVl UUUZO / 


.tiomo sapiens lipoprotein lipase ^i-fxj-*^, iiux-lm/^ 


NM 000427 


Homo sapiens loricrin (LOR), mRNA 


JNiVl UUUzJo 


xiomo sapiens lipase, nepaxic ^^l^lr^^J, ixitu-n/a. 


NM_000235 


Homo sapiens lipase A, lysosomal acid, cholesterol esterase (Wolman disease) 

(Llr^A), nClKlNA 


NM 000234 


Homo sapiens ligase I, DNA, ATP-dependent (LIGl), mRNA 


NM__000233 


Homo sapiens luteinizing hormone/choriogonadotropin receptor (LHCGR), 
mRNA 


NM_000228 


Homo sapiens laminm, beta 3 (nicem (125icD), Kalimn (140kl>;, tsMoOO 
(125kD)) (LAMBi), mKJNA 


Nivl_0U042o 


Jtlomo sapiens laminin, aipna z ^merosm, congenital muscuiar aysuopnyj 
(LAMA2), niRNA 


NM__00022o 


Homo sapiens keratin 9 (epidermolytic palnioplantar kerato derma) (KRT9), 
mRNA 


NM 000422 


Homo sapiens Keratin 1 / (^JsJbCl 1 / j, mKJNA 


NM 000223 


Homo sapiens keratin 12 (Meesmaim corneal dystrophy) (KRT12), mRNA 


NM[__000421 


Homo sapiens keratin 10 (epidermolytic hyperkeratosis; keratosis palmaris et 
plantaris) (KRTIO), mRNA 


NM_000222 


Homo sapiens v-kit Hardy-Zuckerman 4 feline sarcoma viral oncogene homolog 
(KIT), mRNA 


NM_000218 


Homo sapiens potassium voltage-gated channel, KQT-like subfamily, member 1 
(KCJNQ 1), mKJNA 


NM_000219 


Homo sapiens potassium voltage-gated channel, Isk-related family, member 1 
(KCJNJbl), mKJNA 


NM_000217 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 1 (episodic ataxia with myokymia) (KCNAl), mRNA 


NM 000216 


Homo sapiens Kallmann syndrome 1 sequence (KALI), mRNA 


NM_000215 


Homo sapiens Janus kinase 3 (a protein tyrosine kinase, leukocyte) (JAK3), 

T> XT A 

mRNA 


NM_000212 


Homo sapiens integrin, beta 3 (platelet glycoprotein nia, antigen CD61) 
(11 Kjt>D J, rnKJNA 


JNjyi_00U20y 


Homo sapiens insuun promoter lactor i , nomeoaomain iranscnption lacior 


>vT\/f C\C\(\^{\'1 
INlVl 1 


xiomo sapiens msunn ^^irso nuxiN/Y 


iNiVi UUUH i O 


XJ/~\-rvii~* oot^i/^Tic "iTT^^i*!/^! 1 L^iTi 4 T'e^r*^t^'t'r\r f 1 1 4l? ■ Tnl<^^A 

xiomo bdpiciia iriLcricuKJTi h- rcocpior ^^u— tiv^, iiii\j.na 


INIVI uuu*n / 


Xiomo oapiciib iiiLcricuKin rcccpiur, d.ipiia ^jjL»z,jx-r\.y, iijuvinxa. 


NM 001551 


Homo sapiens immunoglobulin (CD79A) binding protein 1 (IGBPl), mRNA 


JNM 000203 


Homo sapiens iduronidase, alpha-L- (IDUA), mRNA 


InM 000415 


rlomo sapiens isiet amyioia poiypepiiae viAri^^, xrLKiN/v. 


JNiVL OOOzOO 


rlomo sapiens nistatm d (±iijn3j, mKJNA 


JNJVL 001->3o 


Homo sapiens neat snocK transcription lacior h- ^xioirH-;, iiixsj.n/\ 


JNJVl_00OoDy 


jtiomo sapiens D-nyuroxy-j-metnyigiutaryi-i-^oenzymc /v reuueiase ^xxivioi^ix^, 
mRNA 


NM 001527 


Homo sapiens histone deacetylase 2 (HDAC2), mRNA 


NM 001525 


Homo sapiens hypocretin (orexin) receptor 1 (HCRTRl), mRNA 


NM 001524 


Homo sapiens hypocretin (orexin) neuropeptide precursor (HCRT), mRNA 


NM 001510 


Homo sapiens glutamate receptor, ionotropic, delta 2 (GRID2), mRNA 


NM 000829 


Homo sapiens glutamate receptor, ionotrophic, AMPA 4 (GRIA4), mRNA 
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NM 001496 ] 
NM 001486 
NM 000820 
NM 000155 


Homo sapiens GDNF family receptor alpha 3 (GFRA3). mKNA 

Homo sapiens glucokiiiase (^nexoKinase h) re^uiaiory piuicm ^^vjv^jxxn.^, hixvj.^^ 

Homo sapiens growth arrest-specific 6 (GAS6), mRNA 

Homo sapiens galactose- 1 -phosphate unayiyitransierase \\Jl^J^xJ, nuviN^rv 


NM 000153 
NM_000816 


Homo sapiens galactosylceramidase (Krabbe disease) (GALC), mRNA 
Homo sapiens gamma-ammobutync acid i^LrAo a recepror, gamma ^ 
fGABRG2'). mRNA 


NM_000815 


Homo sapiens gamma-aminobutync acid (UAiSA) A receptor, aeiia ^KJi\nr^j, 
mRNA 


NM_000811 


Homo sapiens gamma-aminobutync acid (.GAt5 a; a receptor, aipna o 
(GABRA6), mRNA 


NM_000809 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, aipna h 
(GABRA4), mRNA 


NM_000808 


Homo sapiens gamma-aminobutyric acid (GAB A) A receptor, aipna 
(GABRA3), mRNA 


NM_000807 


Homo sapiens gamma-anunobutync acid (CjAtJ a; a recepior, aipna ^ 
(GABRA2), mRNA 


NM_000151 


XT ^iiir«/^oA i-iV»/Ao*-kVia+'ao#* r»5»t5il\7tir ^cxlvcoffen storage disease type I, 
Homo sapiens giucose-o-pnospnaxabe, c<itciiyu*^ , 

von Gierke disease) (GoPC), mKJN A 


NM 001452 


Homo sapiens lorkheaa box rL (ru-?sj^z;, mieiNA 


NM 000138 


Homo sapiens iibnihn 1 (Marian synarome; i^r.piN ij, iiu^an^ 


NM 000136 


Homo sapiens Fanconi anemia, compiemeniaiion group \rr\x^\^^}f liiAvi^^^ 


NM 001445 


Homo sapiens fatty acicl binamg protem o, iieai ^^gasiroLxupui; \rr\s^i:\i)^ ij.ir>j.^^ 


NM 001442 


Homo sapiens fatty acid bmaing protem ^, ampocyie vr-rt-Dr*+;, ixuvi^-rv 


NM 001443 


Homo sapiens fatty acid binding protein 1, liver (FABPl), mRNA 


NM 001441 


Homo sapiens fatty acid amide hydrolase (FAAH), mKNA 


NM 000401 


Homo sapiens exostoses (multiple) 2 (hiJVizj, iukina 


NM 000127 


Homo sapiens exostoses (multiple) 1 (BXi i), mKJN a 


NM 001433 


Homo sapiens ER to nucleus signallmg i (^nKlN i j, mtuN a 


NM_000122 


Homo sapiens excision repair cross-complementing roaeni repair uciioicnuy, 
complementation group 3 (xeroderma pigmeniosum group 15 L/uiiipicius^ui-uie.^ 
(ERCC3 ), mRNA 


NM 000121 


Homo sapiens erythropoietm receptor ^JiruK.;, itlkin a 


NM 000120 


Homo sapiens epoxide nyoroiase i, microsomal ^^xcnuuiuuw \^x:»j:xj^xy, xiix>j.^-r^ 


NM 000119 


Homo sapiens erytnrocyte memorane protein uana ^.l ycny^^.), ws^-^n. 


NM 001429 


Homo sapiens El A binding protein p300 (EP300"), mRNA 


NM 000118 


Homo sapiens endoglin {Usler-Kenau-weDer syndrome i j <,j:iiNvjj, iiuvin^ 


NM 000117 


Homo sapiens emerin (Emery-Dreifuss muscular dystrophy) (EMD), mRNA 


NM 001422 


Homo sapiens E74-like tactor 5 (ets aomam transcnpuon laciorj ypj^^ro)^ hiin-in^ 


NM 000114 


Homo sapiens endothelin 3 (EDN3), mRNA 


NM_001393 


Homo sapiens extracellular matrix protein 2, female organ and adipocyte specific 
(ECM2), mRNA 


NM_000112 


Homo sapiens solute earner family 26 (suliate transporter), memoer z 
(SLC26A2), mRNA 


NM_001382 


Homo sapiens dolichyl-phosphate (UDP-N-acetylglucosamme) N- 

acetyl glucosammephosphotransierase 1 (CjicJNAc-i-r transierase; yyjrt^yzx ij, 

mPXTA 


NM 001365 


Homo sapiens discs, large (Drosophila) homolog 4 (DLG4), mRNA 


NM 000792 


Homo sapiens deiodinase, iodothyronine, type I CDIOl), mRNA 


NM_001358 


Homo sapiens DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 15 (DDX15), 

mRNA 


NM 000107 


Homo sapiens damage-specific DNA binding protein 2 (48kD) (DDB2), mRNA 
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NM 001348 


Homo sapiens death-associated protein kinase 3 (DAPK3), mRNA 


NM 000101 


Homo sapiens cytochrome b-245, alpha polypeptide (CYBA), mRNA 


NM 001081 


Homo sapiens cubilin (intrinsic factor-cobalamin receptor) (CUBN), mRNA 


NM 001334 


Homo sapiens cathepsin O (CTSO), mRNA 


NM 001328 


Homo sapiens C-terminal binding protein 1 (CTBPl), mRNA 


NM 000554 


Homo sapiens cone-rod homeobox (CRX), mRNA 


NM 000096 


Homo sapiens ceruloplasmin (ferroxidase) (CP), mRNA 


NM_000095 


Homo sapiens cartilage ohgomeric matrix protein (pseudoachondroplasia, 
epiphyseal dysplasia 1, multiple) (COMP), mRNA 


NM:_000392 


Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 2 
(ABCC2), mRNA 


NM 000085 


Homo sapiens chloride channel Kb (CLCNKB), mRNA 


NM_000084 


Homo sapiens chloride channel 5 (nephrolithiasis 2, X-linked, Dent disease) 
(CLCN5), mRNA 


NM 001279 


Homo sapiens cell death-inducing DFFA-like effector a (CDDEA), mRNA 


NM_000080 


Homo sapiens cholinergic receptor, nicotinic, epsilon polypeptide (CHRNE), 
mRNA 


NM_000751 


Homo sapiens cholinergic receptor, nicotinic, delta polypeptide (CHRND), 
mRNA 


NM_000747 


Homo sapiens cholinergic receptor, nicotinic, beta polypeptide 1 (muscle) 
(CHKNBl),mRNA 


NM_000079 


Homo sapiens cholinergic receptor, nicotinic, alpha polypeptide 1 (muscle) 
(CHRNAl), mRNA 


NM 001273 


Homo sapiens chromodomain helicase DNA binding protein 4 (CHD4), mRNA 


NM 001271 


Homo sapiens chromodomain helicase DNA binding protein 2 (CHD2), mRNA 


NM 001270 


Homo sapiens chromodomain helicase DNA binding protein 1 (CHDl), mRNA 


NM 000078 


Homo sapiens cholesteryl ester transfer protein, plasma (CETP), mRNA 


NM_000076 


Homo sapiens cyclin-dependent kinase inhibitor IC (p57, Kip2) (CDKNIC), 
mRNA 


NM_001258 


Homo sapiens cyclin-dependent kinase 3 (CDK3), mRNA 


NM 001251 


Homo sapiens CD68 antigen (CD68), mRNA 


NM_000074 


Homo sapiens tumor necrosis factor (ligand) superfamily, member 5 (hyper-IgM 
syndrome) (TNFSF5), mRNA 


NM_000073 


Homo sapiens CD3G antigen, gamma polypeptide (TiT3 complex) (C3)3G), 
mRNA 


NM_001249 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 5 (ENTPD5), 

mRNA 


NM_001248 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 3 (ENTPD3), 
mRNA 


NM_001246 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 2 (ENTPD2), 

mRJNA 


NM_000072 


Homo sapiens CD36 antigen (collagen type I receptor, thrombospondin receptor) 
(CD36\ mRNA 


NM 000591 


Homo sapiens CD14 antigen (CD14), mRNA 


NM 000071 


Homo sapiens cystathionine-beta-synthase (CBS), mRNA 


NM_000388 


Homo sapiens calcium-sensing receptor (hypocalciuric hypercalcemia 1, severe 
neonatal hyperparathyroidism) (CASR), mRNA 


NM 000070 


Homo sapiens calpain 3, (p94) (CAPN3), mRNA 


NM_000069 


Homo sapiens calcium channel, voltage-dependent, L type, alpha IS subunit 
(CACNAlS),mRNA 


NM 001215 


Homo sapiens carbonic anhydrase VI (CA6), mRNA 


NM 000067 


Homo sapiens carbonic anhydrase 11 (CA2), mRNA 



509 

BNSDOCID; <WO___030746S4A2J.> 



wo 03/074654 



PCT/US03/05028 



NM 000606 
NM 000066 
NM 000562 
NM 000587 
NM 000064 
NM 000061 
NM 001206 
NM 000060 
NM 001201 
NM 001200 
NM 000386 
NM 000057 
NM 001198 


Homo sapiens complement component 8, gamma polypeptide (C8G), mRNA 
Homo sapiens complement component 8, beta polypeptide (C8B), mRNA 
Homo sapiens complement component 8, alpha polypeptide (C8A), mRNA 

Homo sapiens complement component 7 (C7), mRNA 

Homo sapiens complement component 3 (C3), mRNA 

Homo sapiens Bruton agammaglobulinemia tyrosine kinase (BTK), mKNA 
Homo sapiens basic transcription element binding protein 1 (BTEBl), mRNA 
Homo sapiens biotinidase (BTD), mRNA 

Homo sapiens bone morphogenetic protein 3 (osteoeenic) (Uivir:)j, mKNA 
Homo sapiens bone morphogenetic protein 2 {BMP2), mRNA 

Homo sapiens bleomycin hydrolase HBLMH), mRNA ^ 

Homo sapiens Bloom syndrome (BLM), mRNA ^ 

Homo sapiens PR domain containing 1, withZNF domain (PRDMl), mKNA . 


NM 001196 
NM_000056 


Homo sapiens BH3 interacting domain aeam agomsi y^Diujy iiuxi^rv 

Homo sapiens branched chain keto acid dehydrogenase El, beta polypeptide 
(maple syrup urine disease) (BCKDHB), nuclear gene encoding mitochondrial 
protein, mRNA — 


NM 000465 
NM 000705 


Homo sapiens BRCAl associated RING domain 1 (BARDl), mRNA 

Homo sapiens ATPase, H+/K+ excnangmg, oeta poiypepnae ^/virH^-D;, uuxin-tv 


NM__000049 


Homo sapiens aspartoacylase (aminoacylase 2, Canavan disease) (ASP A), 
mRNA 


NM 000046 
NM_000639 


Homo sapiens arylsuliatase B (AKbts;, mKJNA 

Homo sapiens tumor necrosis lacior ^^iiganaj supcnaiiiiiy, mciiiL/^i ^ v-^^^* ^/s 
mRNA 


NM 000042 


TT ^ ^^<^i^^^ r^-^^M-r^^^^r%i-^^r\ W /T-^P'tc?-'^-CTWf*nnrotein T\ TAPOHi. mRNA 

Homo sapiens apoiipoproiem ri \^Dcui-*^-giy^opivii^iii ±j ^*-«-/> :!-'_^ 


NM 000041 
NM 000040 


Homo sapiens apolipoprotem n v/vrur/h mruN^ _ ^ — 

Homo sapiens apoiipoproiem l^-uj. \^i\r\jy^j)y uuvix^ _ 


NM 000039 


Homo sapiens apolipoprotein A-I (APOAl), mRNA 


NM 000038 


xromo sapiens aoenomaiobis poiypubi:^ l-uh \j^->- t-^^^^j^ 


NM 001157 


Homo sapiens annexm All (AJNAAI i ituvln/y _ 


NM 001147 


Homo sapiens angiopoietm z ^/vJNvjJr iz;, nnuN/\ _ 


NM 001145 


TT ^ 1^^^ mA»A«4t-k •MVki^-mirkiiaoop* T^^NTncR A fflinilv 5 TANG I mlxNA 

Homo sapiens angiogenm, riDonuciease, mNdbc laiuny, ^ yr^^y^j^ ixu.^^^ i. 


NM_000036 


Homo sapiens adenosine monophosphate deaminase 1 (isoformM) (AMPDl), 
mRNA — — 


NM 001141 


Homo sapiens arachidonate 15-lipoxygenase, second type (ALOX15B), mRNA 


NM 000035 


Homo sapiens aldolase B, iructose-Dispnospnaie \^i\x^uKjD)y uuvin/^ 


NM 000034 


Homo sapiens aldolase A, iructose-Dispnospnaie uusj^r^ 


NM_000032 


Homo sapiens aimnolevulmate, delta-, synmase z ^^siacroDiabLiyiiypu^^iuuimw 
anerma) (ALAS2), nuclear gene encoamg miiocnonuricii piutciu, imvi-^i-k 


NM_000030 


Homo sapiens alanine-giyoxyiate aminotransierdbc v^uA.aiuaic» a, iijpi^xv/A.ciii*i.x«. 
slycolicaciauna, serme-pyruvaie aiximoumi&iciaat^; yj^^^^*,/, xxaa>j.^^»^ ^ 


NM 001126 


Homo sapiens aaenylosuccmate synmase yj\u:^^}^ lurvL^j-i. 


NM 000684 


Homo sapiens adrenergic, Deia-i-, rcopptui y^i^x^xs-uxy, i^^-^-ix.. 


NM 001125 


Homo sapiens ADP-ribosylarginine hydrolase (ADPRH), mRNA 


NM 001116 


Homo sapiens acenylate cyclase y yts±J\^- 1 yj, iiuvi^-rv 


NM 001115 


Homo sapiens aaenylate cyclase o vorain; v-^^J-^^-"^ mxvi^^ 


NM Om 114 

iNlVA \J\J X 11^ 


Homo sapiens adenylate cyclase 7 (ADCY7), mRNA 


NM 001109 


Homo sapiens a disintegrin and metalloprotemase domain 8 (ADAMS), mRNA 


NM„001110 


Homo sapiens a disintegrin and metalloprotemase domain 10 (ADAMIO), 
mRNA 


NM 001108 


Homo sapiens acylphosphatase 2, muscle type (ACYP2), mRNA 


NM 001107 


Homo sapiens acylphosphatase 1, erythrocyte (common) type (ACYPl), mRNA 
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XTNyf nm 1 C\A 
JNIVI UUl lU'^' 


Wrti-«r\ car\ipnQ 5if*tinin fllnHa 3 C A(""*TT^3^ TIlRNA. 


INiVx UUlUoO 


RrfcTYin Qanipn<? arvlacetamide deacetvlase f esterase^ f AADAC), mRNA 


Knvyr CiMdA'X 


WrkTYin Qanien^: solute carrier familv 6 rneuTOtransixiittcr transporter, 
nnradrenalin'^ member 2 CSLC6A2\ mRNA 




Knmn «;aniens nronionvl Coenzvme A carboxylase, beta polypeptide (PCCB), 
nuclear gene encoding mitochondrial protein, mRNA 


ISjNyT 009^70 
INlVi yJyJz^D I y 


TTnmn <;anipn«; "naralemmin rPALM^") mRNA 


INlVl \JVJZ,*+*+0 


TTnmn Q5»r»ipnQ rmVrn«:pmirinr)Totein beta- TM^S^MBV mRNA 


"KTM 00941 R 


TTomrk QarvipnQ mntilin TM^TJN^ mRNA 

XxLllllxJ od^iv/llo ixxv/tliUJl ^xTXJL^x^yj xxii-vx^x^ 


NM 002300 


Homo sapiens lactate dehydrogenase B (LDHB), mRNA 


"knVyf 0099A'^ 


TTnTYin Qaniprjc: r>nta<;<;iiim inwardlv-rectifvinff channel, subfamily J, member 15 


NM 


Homo saniens homeo box 1 1-like 1 fHOXl ILl), mRNA 




Homo qanien«; forkhead box Jl CFOXJIV mRNA 


'MTV/T nnAOAi 

iNlYl \J\J'n\j\J 1 


Wnmn ca-nipn*: Fr fraoment of TffG low affinitv lib. receotOt for (0032") 
(TCGR2B'i mRNA 

^X V^VJ XXj^JL'^, lxxJ.>J.^xi. 


NM 001276 


Homo sapiens chitinase 3-like 1 (cartilage glycoprotein-39) (CHI3L1), mRNA 


iNiVl UU 1 / 


U/^TVl/^ coT^i^Tie r*ci+cil!>c<» (C^ J^^\ Tn'R^rA 
nOUlO dO-piCIio vaLdlaaC \^V-^^x )y iiuxx^ir^ 


INiVl UUlOlU 


T-Tr\nirv cfiinipnc 5ir»irl "nViocnViata^iP 9 IvQO^omal ( P^C^X^I^i mRN^A 


XTN/T OO'^Zl^l 
INIVI j'^^O i 


riOITliJ bctpiCIi^ ^jfAlll \4Lj X XiXXNJ.^.r^ 


XnV/T OO'^A^O 
iNlVl UUjH-OW 


TTr^mn car\-if»nc •ynnn -nplliipidn o"l vponrofpin 9. ( snerm recentor^ {ZP2.^ mRNA. 

XXOIIHJ odJJiCXxO ZiuliCt I^CXXUwXUCi gXjr wV->|Jl t^lll ^ \^opwxiix xw\^w^vvyxy \^z^x. .^y^ aau^_i. a. 


xnv/f no'^^^Q 

iNlVl yjyJD'^Ozf 


TTrkmr* QnnipnQ ^nliifp rarrier familv 30 Tzinc transnorter^ member 3 fSLC30A31. 
mRNA 




Homo saniens zinc fmeer nrotein 91 fHPF7, HTFIO) (ZNF91), mRNA 


NM 003429 


Homo sapiens zinc finger protein 85 (HPF4, HTFl) (ZNF85), mRNA 


xnvyr on'^zi9R 

iNlVi UUjH^Zo 


TTomn cnnipriQ 7^r\r finaprnrotPin R4 rHPF2^ CZNF84^ mRNA 


TsJlV/T no^iii A 
iNivi yjyjD^ i o 


Womo Qar»ipnQ 7inr fincrpr nrotein 7 CKOX 4 clone HF 16) TZNF?) mRNA 

XXUIIHJ ocl(JXwXXo ZiXXxL> XlXXg^X JJX^L^lll / y^x^V-Z-TV. t, v,/xv7XXVi/ xxx ,x\jj \£^x^x i jy axu^wl >. 


NM 003427 


Homo sapiens zinc finger protein 76 (expressed in testis) (ZNF76), mRNA 


iNlVi UU^H-ZO 




iNlVl__U U O ^ZD 


ti/-k-rmr» ooT-sip^-nc Ti-nr* fincrf»r r\rf^fpin 4*J TCninnpl— a<s«;nfiia1"pd box iTCRAB 1 domain 

JCxOmO odpiCIlo ZllxV/ llllgCI L/XVJLwXiX \Ck XVX Ll^J^t-A <l.oOWwlc*lW\X y^X"*J.X,C^J-» y v».vrxix«.xiA 

■nnlvnpritiHp'^ /'7NF4S^ mRNA 

pi^Xjr |JC(JlXlXCy y^Z-rX^i *T*^ /j lllXXX^XT. 


isjiv/r oo'^A9'^ 


TTrimr^ caniPTiQ rrknr fincrer nrotein 43 CHTFS'k (^ZNF43^ mRNA 


M]VA 00^4.99 
INIVi yJyJJH^z^ 


TTnmn Qa-nipnQ 7inr fin<ypr nrotein 4*^ Tmveloid-soecific retinoic acid- responsive^ 

XXvlXXHJ OdLIX&XXO ^XiXw XXXl^^X L/lV^t-wlxl y^xxxjr wxv/xvx o^wv/xxxw xwkuxv.v/ uwx«.> x ▼ 

C7NF42'k mRNA 

y ^ J 1 ^ 1 *T^yj IIXlVx^x^ 


NM 003490 


Homo sapiens zinc finger protein 35 (clone HF.IO) (ZNF35), mRNA 


"MM 00'^4SS 


TTr\mri Qanipnc; ba<;<5nnn TnresvnaDtic cvtomatrix nrotein^ rBSNi. mRNA 


"NTM 00*^4.^^=% 

INIYl v/vJ*+-?0 


TTnmo Qar»ipn«: v\nc "Rnper nrotein 205 fZNF205^ mRNA 

XXvXXX^J o^x^x^XXo ^Xilv' XLll^V'i j^xv/tv^iix y<_iX^A xxi^vx v 


"NTM 0034S3 


"Rnmo Qanipn<5 7inr fin Per nrotein 198 fZNF198^ mRNA 


TsTM 0034S0 


TTnmn <5anipn<5 "zinc fineer nrotein 174 (ZNF174^ mRNA 

XXUXIXVJ 0CL|JXC^Xl0 ^Xllw XlXlgWX |j>X V^twxxi x / — r y<L-ri ^x x / — ry, xxxxxj. »- 


"NTM 00^447 


FTomn ^anipnQ 7inc fin ffer nrotein 165 fZNF165^ mRNA 


"KTM 003446 


Homo saniens zinc fineer protein 157 (HZF22) fZNF157), mRNA 


NM 003443 


Homo sapiens zinc finger protein 151 (pHZ-67) (ZNF151), mRNA 


NM 003442 


Homo <5anien<; T^inc fineer nrotein 143 (clone pHZ-O (ZNF143\ mRNA 

XXV^XllV^ dAL/XWLlo ^XXlw XXlX^wX j-/Avyi.wxx* a^-^ ^wawsi.v.' |^xx.x_> xy yx_^x -^x. x— r^i^yj aa&x.<wl <«x & 


NM 003441 

1>CXVX V/V/-'^" 1 


Homo «;anien<; zinc finffer protein 141 (clone pHZ-44) (ZNF141), mRNA 


TsIM 003440 


Homo sanien«? zinc finder nrotein 140 (clone pHZ-39) (ZNF140), mRNA 

XXV^IXIV,/ oAJLIlV»rlXO ^llX^p' Xxll^VX U'XvfcWix* x^v ^vavaaw ^^a^—i j \m^^-^m. x ¥wyj xxxx.^»_x ix & 


TnJM 003435s 

INIVX \/V/-?*+-?0 


Homo <ianipn<i 7inr finffer nrotein 137 (clone pHZ-30'i fZNF137) mRNA 


NM 003437 


Homo sapiens zinc finger protein 136 (clone pHZ-20) (ZNF136), mRNA 


NM 003436 


Homo sapiens zinc finger protein 135 (clone pHZ-17) (ZNF135), mRNA 


NM 003435 


Homo sapiens zinc finger protein 134 (clone pHZ-15) (ZNF134), mRNA 


NM 003434 


Homo sapiens zinc finger protein 133 (clone pHZ-13) (ZNF133), mRNA 


NM 003433 


Homo sapiens zinc finger protein 132 (clone pHZ-12) (ZNF132), mRNA 


NM 003431 


Homo sapiens zinc fmger protein 124 (HZF-16) (ZNF124), mRNA 
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NM 003411 I 
NM 003410 I 
NM_003405 I 


lomo sapiens zinc finger protein, Y-iinKea v.z.r i j, ""^^^ — 

^nmo sapiens zinc fmeer protein, X-linked (ZfA), mKblA . 

lomo sapiens tyrosine 3-monooxygenase/tryptoplian 5-monooxygenasc 
ictivation protein, eta polypcptiae ( Y wiri/vtiK miviNi^ j 


NM_003404 ] 

! 


aomo sapiens tyrosine S-monooxygenase/tryptophan ^-monooxygenase 
activation protein, oeia poiypcpuut^ yt-*-^ ru-pA^ \ 


NM_000380 J 

NM 003931 


Wnmrk cfln^PTi*; Xeroderma oiementosum, complementauon group A (A^a;, 
Homo sapiens WAS protein family, member 1 (WASFl), mKJNA 


NM 003384 
NM 003383 


Homo sapiens vaccinia related kinase 1 (VRKl), mRNA 

Homo sapiens very low densitv liooprotein receptor (VLDLR). mRNA 


NM 003382 


Homo sapiens vasoactive intestinal peptide receptor Z (Virki>.mRNA 


NM 003381 


Homo sapiens vasoactive intestinal peptide (VIP), mRNA _J 

Homo sapiens \'imentin (VIM), mRNA 


NM 003380 
NM 003377 
NM 003376 

NM 000376 


Homo sapiens vascular endothelial growth factor B (VEGFB), mRNA 

Homo sapiens vascular endothelial growth factor ( VBGF), mRNA 

"tt^ i»^o ,M+ar«ir, r» n rlihvdroxwitamin D3) receptor ( VDR), mRNA 

j^lomo sapiens viid.iiiui \xLXkj\*M-^'r>-j_^ _z ^ ■ v ilfH 1 

Homo sapiens voltage-dependent anion channel 2 (VDAC2), mKNA 


NM 003375 
NM 003374 
NM 003371 
NM 003370 
NM 003762 


Homo sapiens voltage-dependent anion channel 1 (VDACl). mRNA 

Homo sapiens vav 2 oncogene (VAv.^), nuuNA ^ . 

H«mo sapiens vasodilator-stimulated phosphoprotein ( V Aif mRNA J 

Homo sapiens vesicle-associated membrane protein v aivxjth;, 


NM 003369 
NM_003577 


Homo sapiens UV radiation resistance associated gene (UVRAG),mRNA 

Homo sapiens undifferentiated embryonic cell transcnption tactor i k,\J It i). 


NM_003470 


Homo sapiens ubiquitin specific protease 7 (herpes virus-associated) (USP7), 


NM 003481 
NM 003363 
NM 003368 


Homo sapiens ubiquitin specific protease 5 (isopeptidase T) (USPS), rnRNA 

_ .1.; r^r-/%tMC(» 4 /'r>rotn-oncoeene) (TJSP4), mRNA | 

Homo sapiens ubiquitin speciiic proxease t vpi*-"^" wiw^^^'^/y, a — j 

Homo sapiens ubiquitin specific protease 1 (USPl), mRNA J 


NM 003940 
NM 003367 
NM_003366 


Homo sapiens ubiquitin specific protease 13 (isopeptidase i-i) (USPl3), mRNA 
Homo sapiens upstream transcription factor 2. c-tos mteractmg ^USFiMnRi>IA 
Homo sapiens ubiquinol-cytochrome c reductase core protem U (UQCKt.z;, 
mRNA ■ 


NM_0D3365 


Homo sapiens ubiquinol-cytochrome c reductase core protem I (UQCRCl), 
mRNA A 


NM 003364 
NM_003361 


Homo sapiens uridme phosphorylase (.Uf ), mKJNA . , — 

" Homo sapiens uromodulin (uromucoid, Tamm-Horstall glycoprotem; ^UMOD), 

-j-^-jJ^JvJ^ . 1 


NM 003709 
NM_003360 


Homo sapiens Kruppel-UVe factor 7 (ubiquitous) (KLF7), mRNA 

"Homo sapiens UDP glycosyltransferase 8 (UDP-galactose ceramide 
„o1,.,^+r.cv1tTansffMTise^ a TGT8\ mRNA - — 1 


■ NM 001074 Homo sapiens UDP glycosyltransferase 2 family, polypeptide B7 (UO 12B 

tnRNA 


NM_001077 


Homo sapiens UDP glycosyltransferase 2 family, polypepUde B17 (UGiZB i /), 


NM_001076 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide B15 (UGT2B15), 

mRNA. 


NM_001075 

NM 003359 
NM 003358 


Homo sapiens UDP glycosyltransferase 2 family, polypeptide BIO (UGT2B10), 

mRNA 

Homo sapiens UDP-glucose dehydrogenase (UGDH), mRNA 

Homo sapiens UDP-glucose ceramide glucosyltransferase (UGCG:|, mRNA 
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NM 003357 


Homo sapiens uteroglobin (UGB), mRNA 


xnv/f 

INiVl UUjjjZ 


1-Tr\mr\ ccj"ni<*nc iiViiniiifin-liVf* 1 ^Q^^TltTin^ (Tj KJLl ) niRNA. 


"MTV A aCi'X'XA'J 
JNiVl Wdd^ I 


XXOmO Sclpldlo UU1^U.1 tlIi~UUriJ Llgalillg CliZijriAiv a^^x^ ^ y\j uj^^±-t.^ 




XxOIIlO SapiCIlo UUl^Ullln'*vlJxl|U■gaLlIig cxi^jrxxxt- x^^^mj ^xvx-vxxv^ ixvrixivrivgy j^^^x^ 
TnPNA 


IN IVA \j\jD DD\j 


TTniTin c?inif*n<! iiHiniiirin-coniiifratinff enzvme E2A. fRAD6 llOHlOlOE^ fI-JB£2A.\ 

XXLIXlXw OdL/ldXO ULFX^tlXLlXl wVXX|L4gClH*lg V/ii^jjr iiiw/ i^^x ^ ^a.'u x*v**»w*w^y \ *-* ■"-^ ^ ' * "-/J 

mRNA 


J-^iVX \j\J J O ^ J 


TTomn «;ar>ie"n<; ubiauitin-activatinff enzvme El -like (XIBEIL^, mRNA 




TTnmo saniens tvrosinase-related Drotein 1 fXYRPlV mRNA 


NM 000372 


Homo sapiens tyrosinase (oculocutaneous albinism lA) (TYR), mRNA 


NM 001071 


Homo ^aniens tbvmidvlate svntbetase fTYMSV mRNA 


NM 003331 


Homo saniens tvrosine kinase 2 rTYK2\ mRNA 


NM 003330 

1>XVX \J\J ^ ^ 


Homo <?ani ens thioredoxin reductase 1 fTXNRDl\ mRNA 

X. JL V-r A X X OCX|k^AvXXO IrXAAV/A V^'VXV/xV.XX A A V/V*V* w V/ X y -*- -* ' * * ^ J * 


NM 003329 


Homo saniens tbioredoxin ^TXN^. mRNA 


NM O033'7R 


Hnmn QanieriQ TXTC tvrosine kinase rTXK^ mRNA 


NM 003394 


Homo saniens tubbv like nrotein 3 CTULPSX mRNA 


NM 003323 


Homo sapiens tubby like protein 2 (TULP2), mRNA 


"MM C^(\'X'X1^ 


TTrvmr* cnnipnc Tn trnnQl?»tinn plnncratinn factor mitocbondfial rXOFlVl^ mRNA 

xnCHliU OU-piCiio A li LX alloiu-LIVJXi WXLIXIgClLLviXl xaVLV/Xj 11X1L\JW1X\^1XVXX Acxx y^x v.^xxYxyj xxxx.^vx. 1 X ». 


iNlYi UU i U / V 


TTi^mrk cQT^i^^nc tnVmliTi crannma 1 rHTT 1 Kirl i TTlTv^O^A 
XxUxllV/ od-pxcilo LLlULliiil) ^axxxLXxa X X wxjvj X 


IN IVi UU 1 KJOy 


T^r\mr\ Qc»r»ii=-nc tiibnlin bf*f5» ■nnl'vnprv'HHf* rnrTTRT3^ TTll^N^A 
XxOXriU aapiCIlo LUUUiilX, UClct pvJijf pcpilU.^ ^ x V-* J-Jxj^ , iixxvi^-TX 


INiVl UUUO / 1 


Wr*mr» cc»-r»T^»nc fr5i-n«2fbA/rf=^Hr» ^"nrfnlblimin amvloidn^l^ tVT>e W ^ 1 1 R^ TTlR^NA 


NM 000*^70 


Wrkmn cQ-nifrtc tnmr*b*=»rnl ^'jil-nba^ trfin<?fpr nrotein ^ataxia rFriedreich-like^ with 
vitamin F deficiencv'^ TTTPA^i mRNA 


NM 0033 IQ 


TTomr* Qn-nipnQ titin ^THTN^ ml^NA 

XJ.LIXX1U OdpXWlXO UlLlii, \ *- X X^ jy XXXXN_L^xl. 


NM ftO'^'^lR 


Womn cnnifnQ TTTC nrotein Irina^e /" i " 1 '\C\ mRNA 
xxUixiU dapiwio X xrv. pxi/tvxix j\j.xici>o^ yx xjcv.^^ ilxi.>j.^x^ 


NM 00'^'^17 


XTj^Tnr\ cQTii<^nc tlrvrrr^iH trnnQfrintion faptor 1 ('T'TTTPI^ mRN^A 
XTwlliU ocLpXClia LiiyHJlVJ. dilov/X xpilvJXX XdV/tvri X y^xxxx x y, iijxxx^x^ 


NM 00^'^ 1 ^ 


T-Jr\mrv Qa-nipnc tpti*atTHf*onpntiHp rpnpat domain 2 ( VX Cy^ TnRN^A 

XXUlXXvy od^XwliO IWU dlX XwVJ^&^LXU^ Xw^Wdt ^XV^XXxAXXX ^ ^X ±.\^^J^ xxxxx^^z^ 


NM 003314 


Homo sapiens tetratricopeptide repeat domain 1 (TTCl), mRNA 


NM 00'^'^ 1 1 


TTomn canipnQ tiimor Qimnrp^^incr <?nbtran<5fftrablp candidate 3 rTSSC3^ niRNA 


NM OO'^^IO 


TTrkmr\ ci^r^ipnc tiimnr Qim"nrpQ<;:iTicy ^iibtran^fprablp candidate 1 rTSSCl^ mRNFA 

XxDlllVj odpiClio tlXlllUl otxppx tooiil^ olXUlX dlXoX^X dl-/At» V/dixuxu-u-L^ X ^ X uvk^v^ xy^ xxxx.'vx ^x X 


NM 000360 


TTomn Q?iriienQ tHvmirl QtiTniilatmo^ bormone recenfor rHTSHR^ mRNA. 

JTXwlliVJ od^JViiO Lil_yiUlU. O tilllLllCltlilg XlV'X ilXv/XXWf X WV'V'lJvvX yXkJXXJLVy^ XXUV^ ^X X 


NM 000549 


Homo sapiens thyroid stimulating hormone, beta (TSHB), mRNA 


NM OO'^AOA 


TTrkTvirv c!or\-i*»"rio ti'ijr^c'foTTTia+inTi/lTQ'n cn'Ti'Tif iori HomjUTi-nQQAfiJitpn nrotPin 1 1 fvlv Ar 1 
JlUllHJ odpiCXlo LldlloA*JxlXldl.lL^li/ Ll dlloOl iptiVJiA vxvJXiidiii cioov/^Xdn^^j- wivixi y_ x xvx>^x^_l jy 

mPNA 


NM OO'^^Ol 


TTomo cQTkipnc fVixrmfmnin-rplpaQincr bormonp rpcpntor ^T'T^TTT^ i mRNFA. 


NM 0039Q0 


TTomo car^iPTic tiimor rpipction antio'pn f Qn96^ 1 TT^RAl^ mRNA 

xxUXiXv/ ddpxcxio II.XXXXV7X X w>j wv^tivrix aiitigV'ix ygj^-xv// x ^xxv-rxxy, xixx>_l^x^ 


NM_003298 


Homo sapiens nuclear receptor subfamily 2, group C, member 2 (NR2C2), 

mRNA 


NM 0039Qfi 


TTomn canipnc fpctiQ Qnpcific nrotPin 1 Enrobe H4-1 n3-l^ TTPXl L mRN^A 

XXUXXXU OdpXwXXo LWOliO opt/wXXiV I^^XVLW^XXX X ^^XUL^K/ XX"T X p*' \ xxxx.^x -^x x. 


NM 003295 


Homo sapiens tumor protein, translationally-controUed 1 (TPTl), mRNA 


KTKA OO'^^IQ^N 
XNiVl yJVDDyD 


U/i-n-irt eoi-x-iia-tto t^rroo^/lT^Tn+PlTl CI llfo'tTQ'ncfpT'OCP 7 ^'T'T'^T'7^ TTlRNA 

xxomo sapiens lyxobyipivjLcxxi ouxiuLXdxxaxcxdc>c ^xxox^^, iixx\_l>xt. 


NM 00'^909 


XJ/^rv^/x oofkirf^-ne +f OT»clor»S*1'pH TifnTYlO'f'PT TPOion (\'C\ ar^livfttpH A/1 H" 1 OnCOP'CnPl 1 1 rtv 1 

XxOlXlO Sdpieilo IXdllaWJ^^dlcu pxvixxiULd xcgioix \ d^LiVdi.wu xvxj-# X \xx xvy, 
mivLN/V 


NM 0039Q1 


Xiomo odpicnb irxpcpLXtxyx pcptividoc xx \^xx xrz.^, XXXXVXNr^ 


>JM OOOSA7 


TJ/^-»^rt oor>-J/*-MC' ■fl-iirroi/l r^p'TOTf iHacp ^HTT^^^^ Tiii^^leaT* cr^rip PTif^oHino' mitocbonnnal 

XxOXXXO odpiCnb LlxyiwIU. pCX^JA.HXd&C ^XX \^yj ilLl^lCdX AvXXC wXVi'vF\J.xixg XAXii.v/^xivrxxvi.1 xcxA 

pruLCixx, xiuaJn/x 


NM 003290 


Homo sapiens tropomyosin 4 (TPM4), mRNA 


NM 003289 


Homo sapiens tropomyosin 2 (beta) (TPM2), mRNA 


NM 000366 


Homo sapiens tropomyosin 1 (alpha) (TPMl), mRNA 


NM 000365 


Homo sapiens triosephosphate isomerase 1 (TPIl), mRNA 


NM 003288 


Homo sapiens tumor protein D52-like 2 (TPD52L2), mRNA 


NM 003287 


Homo sapiens tumor protein D52-like 1 (TPD52L1), mRNA 
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NM 003935 F 
NM 001067 I 
NM 003285 I 
NM 003284 I 
( 

NM 000364 I 
NM 003283 1 
NM 000363 ] 


r^^. ..^^.r,. tnpoi«omerase fPKA) m beta (TOP3BX rnRNA 

L. 4e.. toLisomerase (DNA)ij Vvpha (170kD) C^^^^^ 

Tomo sapiens tenascin R fr^^^^^^^J^!"^^^^^^^ 

lomo sapiens transition protein 1 (dunng histone to protamine repiacemem; 

TNPl), mRNA "1 

=«piens troponin T2, cardiac ( j NIN iz), mRNA 

4«^n ««pie.n. troponin Tl, skeletal, slow (TNNTl), mRNA 

f^nmn .^r—^ ♦-T""'" cardiac (•iNNI3), ^^NA^ 

Homo sapiens troi-nin T skeletal, last ( liNi>n2), mSNA 


NM 003282 1 
NM 003281 : 
NM 003279 
NM 003280 
NM 003985 
NM_001244 


Homo sapiens troponin 1. skeletal, slow (IMiNUj, mtuNA — 

c^piens troponin C2, fast fTNN(J2 ), niKiN A 

H^^nr. sapiens troponin C, slow (INJN^^i K niKl>iA 

Homo sapiens tyrosine kinase, non-recept^, L^Wy^mber 8 CrNFSF8)r 
Homo sapiens tumor necrosis factor Qi&md) superiamily, memoer c v^i i^r 

T- — n r lHu mrmhcT 7 fTNFSF?) 


NM_001252 


Homo sapiens tumor necrosis factor ^igand) superfamily, member / (issr!>r 
mT^T^A ' ~ 


NM_003326 


Homo sapiens tumor necrosis factor Oigand} supertamilj^ memoer ^ ^lax 


NM_003808 


Homo sapiens tumor necrosis factor ^ligand; superfamily, memoer i j 
(TNFSF13),mRNA ^^ ,.„,erfemilv member 12 


NM_003809 


Homo sapiens tumor necrosis tactor ^hgand) superfemily, memoer iz 


NM_003810 


Homo sapiens tumor necrosis factor (ligand) superfamily, member lU 


NM_001243 


Homo sapiens tumor necrosis factor receptor superiamily, member 6 
(TNFRSF8), mRNA ■ , , .....tnr .unerfamilv membeT? 


NM_001242 


Homo sapiens tumor necrosis tactor recepior supcrUuuljr, uicmuu 

(TNFRSF7), mRNA ■ ^ , ...„tor .unerfamilv member 6 ' 


NM_000043 


Homo sapiens tumor necrosis tactor recepior superfamily, memoer o 


NM_003327 


Homo sapiens tumor necrosis tactor receptor supcrUiiuly, uiuiiuu ^ 


NM_001066 


' Homo sapiens tumor necrosis factor receptor superfamily, ux^ixiba iii 
1 (TNFRSFIB), mRNA .^tor stmerfamilv member 1 A 


NM_001065 


Homo sapiens tumor necrosis factor receptor superi<umly, memoer i a 
(TNFRSFlA),mRNA . . , ....ntor sunerfamilv member 17 


NM_001192 


Homo sapiens tumor necrosis factor receptor super lumly, iikemuu 
(TNFRSF17).mRNA ^.„tor .unerfamilv ii^iib^ 


NM_00382O 


Homo sapiens tumor necrosis lactor receptor superfamily, memoer ih 
(h«T.e.svirus entrv mediator) (TNFRSF14), mRNA 


NM_003790 


Homo sapiens tumor necrosis factor receptor ^^P.^^^^";^' 

(t™n«locatine chain-association membrane protem) (TNFRSF12). mRNA 


NM_002546 


Homo sapiens tumor necrosis factor receptor superiduuiy, memoer i lo 
rosteoproteeerin) fTNFRSFllB). mRNA ^ 


NM_003839 


Wnino saniens tumor necrosis factor receptor superfamily, membei 1 la, auUvaloi 
of NFKB ONFRSFl 1 AV mRNA _ — — 


NM_003840 


" Homo sapiens tumor necrosis factor receptor superfamily, member lua, aecoy 
with tnmcated death domain (TNFRSFIOD), mRNA 


NM_003842 


~ Homo sapiens tumor necrosis factor receptor superfamily, member 10b 

(TNFRSFIOBV mRNA . ; ; 


NM 003844 


" Homo sapiens tumor necrosis factor receptor superfamily, member 10a 
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(TNFRSFIOA), mRNA 


NM 003276 


Homo sapiens thymopoietin (TMPO), mRNA 


NM 003275 


Homo sapiens tropomodulin (TMOD), mRNA 


NM 003274 


Homo sapiens transmembrane protein 1 (TMBMl ), mKJNA 


NM_003692 


Homo sapiens transmembrane protein with EGF-hke and two foUistatin-Uke 
domains 1 (TMEFFl), mRNA 


NM 003273 


Homo sapiens transmembrane 7 superiamily member z (liVi/M^z;, mKiN/v 


NM_003272 


Homo sapiens transmembrane 7 superfamily member 1 (upregulated in kidney) 
(TM7SF1), mRNA 


NM 003271 


Homo sapiens transmembrane 4 superiamily member / (ijvi^cm:' mKJN/\ 


NM 003270 


Homo sapiens transmembrane 4 superiaimly member o llJVl4broj, mKiNA 


NM 003963 


Homo sapiens transmembrane 4 superiamily member 5 (iM4S>roj, mKJNA 


NM_003269 


Homo sapiens nuclear receptor subfamily 2, group E, member i ^JNKZiii;, 
mRNA 


NM 003266 


Homo sapiens toU-nke receptor 4 ( rLR4), mKJNA 


NM 003265 


■wr • J. 11 1 '1 i.^^ "5 /TTT "D ■«^T>"N.T A 

Homo sapiens toll-nke receptor 3 (ILRi), mKJNA 


NM 003264 


Homo sapiens toll-like receptor 2 (TLR2), mRNA 


NM 003263 


Homo sapiens toll-like receptor 1 (TLRl), mRNA 


NM 003258 


Homo sapiens thymidme kinase 1, soluble (TKl), mRNA 


NM 003257 


Homo sapiens tight junction protein 1 (zona occludens 1) (IJl'l), niKJNA 


NM 003256 


Homo sapiens tissue inhibitor of metalloproteinase 4 (TIMP4), mRNA 


NM_003254 


Homo sapiens tissue inhibitor of metalloproteinase 1 (erythroid potentiating 
activity, collagenase inhibitor) (TIMPl), mRNA 


NM 003597 


Homo sapiens TGFB inducible early growth response 2 (TIEG2), mRNA 


NM 003253 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAMl), mRNA 


NM_000460 


Homo sapiens thrombopoietin (myeloproliferative leukemia virus oncogene 
ligand, megakaryocyte growth and development factor) (IHrU), mKJNA 


NM_003249 


Homo sapiens thimet oligopeptidase 1 (THOPl), mRNA 


NM 003248 


Homo sapiens thrombospondm 4 (lHJ3b)4), mKJNA 


NM 003247 


Homo sapiens thrombospondin 2 (THBS2), mRNA 


NM 003246 


Homo sapiens thrombospondin 1 (THBSl), mRNA 


NM 000361 


Homo sapiens thrombomodulin (THBD), mRNA 


NM 000360 


Homo sapiens tyrosine hydroxylase (TH), mRNA 


NM 003241 


Homo sapiens transglutaminase 4 (prostate) (TGM4), mRNA 


NM_003245 


Homo sapiens transglutaminase 3 (E polypeptide, protein-glutamine-gamma- 
glutamyltransferase) (TGM3), mRNA 


NM_000359 


Homo sapiens transglutaminase 1 (K polypeptide epidermal type I, protein- 
glutamme-gamma-glutamyltransferase) (TGMl), mRNA 


NM_003243 


Homo sapiens transforming growth factor, beta receptor III (betaglycan, 300kJJ) 
(TGFBR3), mRNA 


NM_003242 


Homo sapiens transformmg growth factor, beta receptor II (70-80KD) 
(TGFBR2), mRNA 


NM 000358 


Homo sapiens transforming growth factor, beta-induced, 6«kD (lurBl), mKJNA 


NM 003239 


Homo sapiens transforming growth factor, beta 3 (TGFB 3), mKJNA 


NM 003238 


Homo sapiens transforming growth factor, beta 2 (TGFB2), mRNA 


NM 003236 


Homo sapiens transforming growth factor, alpha (TGFAj, mKN A 


NM 003234 


Homo sapiens transiemn receptor (pyu, CL>/ i) ( irKL^), nuKJNA 


NM 003227 


Homo sapiens transferrin receptor 2 (TFR2), mRNA 


NM 003226 


Homo sapiens trefoil factor 3 (intestinal) (TFF3), mRNA 


NM_003225 


Homo sapiens trefoil factor 1 (breast cancer, estrogen-inducible sequence 
expressed in) (TFFl), mRNA 


NM 003224 


Homo sapiens ADP-ribosylation factor related protein 1 (ARFRPl), mRNA 
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NM 003219 


nomo sapiens teiomerase reverse iraiist/ripuioc v.A-t-'-ivi^, i 


NM 003673 


Homo sapiens titui-cap (teietnonm) v.x L^/vr mts^N/^ 1 


NM 003217 


Homo sapiens testis ennancea gene transcnpi i iio i misj.M/^. 


NM 003216 


Homo sapiens thyrotrophic embryonic factor (TEF), mRNA 


NM 003213 


Homo sapiens 1 JbA domain lamiiy memoer ^ \ y n/vL/f j, iiixnj.n^ 


NM 003211 


Homo sapiens thynune-UJNA giycosyiase miviN/v j 


NM 003608 


Homo sapiens G protein-coupled receptor 65 (GPR65), mRNA j 


NM 000355 


Homo sapiens transcobalamm 11; macrocytic anemia ^^h^inzj, misj.N-rt. i 


NM_001062 


Homo sapiens transcobalamm i (vitamin tSiZ oinaing proiem, oinacr lanuiyj 
(TCNl), mRNA 


NM 003202 


Homo sapiens transcription factor 7 (T-cell specific, HMG-box) (TCT7), mRNA j 


NM_003201 


Homo sapiens transcription lactor o-lilce 1 ^initocnonanai transcnpnon lacior i 
like) (TCF6L1"), mRNA 


NM 003199 


Homo sapiens transcnption lactor 4(1 v_.r 4), mKJN/\ 


NM 003206 


Homo sapiens transcnption lactor 21 (iL^rzi), mKJNA 


NM_000545 


Homo sapiens transcription lactor 1, nepatic, i^r-r>i, nepanc nucicdx icii/iur 
(JbUNi:* 1 ), aiDumm proximai lacior ^ i x^, iiirsj.N.rt. 


NM_003198 


Homo sapiens transcription elongation factor B (SIU), polypeptide 3 (1 lOkD, j 
elongm A) (TCEB3), mRNA 


NM 001060 


Homo sapiens thromboxane A2 receptor (TBXA2R), mRNA 


NM 003194 


Homo sapiens TATA box bmdmg protem (TBP), mRNA 


NM 003192 


Homo sapiens tubulin-specific chaperone c (TBCC), mKJNA 


NM_000116 


Homo sapiens tafazzm (cardiomyopathy, ailatea 3 A (yi.-linKea^, enaocaraiai 
fibroelastosis 2; Bartn syndrome) (i AZ*}, mKJNA 


NM_000353 


Homo sapiens tyrosine aminotransferase (TAT), nuclear gene encoding 1 

mitochondrial protein, mRNA 


NM 003191 


Homo sapiens threonyl-tRNA synthetase (TARS), mRNA j 


NM 003190 


Homo sapiens lAJr Dinamg proiem ^^lapasm; [^ii\rr>r), jiusjrHj-^ 


NM 003189 


Homo sapiens T-cell acute lymphocytic leukemia 1 (TALI), mRNA 1 


NM_003188 


Homo sapiens mitogen-activated protein kinase kinase kinase 7 (MAP3K7), 
mRNA 


NM_003487 


Homo sapiens TATA box binding protein ( 1 Jb5r )-associatea lacxor, kin a 
polymerase 11, N, 68kD (RNA-bmamg protein do) (i atzjn j, mKj.N/\ 


NM_003187 


Homo sapiens TATA box bmamg protein (i lir ^-associaiea lacior, isj.N/v 
polymerase 11, u, iZJcU ( i Ar^^;, mKJNA 


NM 001057 


rlomo sapiens tacnyjcinin recepior z yLrw^js^jy iju\j.^r\ 


NM 003180 


Homo sapiens synaptoiagmm :> i^o x id), miviN/v 


NM 003895 


Homo sapiens synapiojanm i ^oiJNJij, rrLts_iN/\ i 


NM 003490 


Homo sapiens synapsin HI (SYN3), mRNA 1 


NM 003178 


Homo sapiens synapsm 11 (JSYJNz), inKiNA 


MM 003177 


Homo sapiens spleen tyrosine kinase (SYK), mRNA 1 


NM 003176 


Homo sapiens synaptonemal complex protein l (&y<-,i'i;, niKJN/v i 


NM 003172 


Homo sapiens surfeit 1 (SURFl), mRNA 1 


NM_003167 


Homo sapiens sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone j 
(DHEA) -preferring, member 1 (SULT2A1), mRNA 


NM_001056 


Homo sapiens sulfotransferase family, cytosolic, IC, member 1 (bULi id;, 
mKJNA 


NM_001054 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
2 (SULTl A2), mRNA 


NM_001055 


Homo sapiens sulfotransferase family, cytosolic, 1 A, phenol-preferring, member 
1 fSULTlAl), mRNA 


NM 003165 


Homo sapiens syntaxin binding protein 1 (STXBPl), mRNA 
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NM 003163 


Homo sapiens syntaxin la (d1A1±>Jj mKJN/\ 


jSIM 003159 


Homo sapiens serine/threonine kinase 9 (STK9), mRNA 


XTN A A A lice 


Homo sapiens serine/threonine kinase 6 (STK6)5 mRNA 


jNM 00315/ 


Homo sapiens serine/threonine kinase 2 (STK2), mRNA 


XTTV/T AA'5/CAA 

JNM 003600 


Homo sapiens serine/threonine kinase 15 (STK15), mRNA 


NM 003160 


Homo sapiens serine/threonine kinase 13 (aurora/IPLl-like) (STK13), mRNA 


XnM 003156 


Homo sapiens stromal interaction molecule 1 (STIMl), mRNA 


NM 003155 


Homo sapiens stanniocalcin 1 (STCl), mRNA 


NM 003877 


Homo sapiens STAT mduced STAT innibitor-2 (STATI2), mRNA 


NM 003154 


Homo sapiens statnerm (STATH), mRNA 


NM_003153 


Homo sapiens signal transducer and activator of transcription 6, interleukin-4 
induced (STAT6), mRNA 


NM_003152 


Homo sapiens signal transducer and activator of transcription 5 A (STATS A), 
mRNA 


NM 003151 


Homo sapiens signal transducer and activator of transcription 4 (STAT4), mRNA 


NM_003150 


Homo sapiens signal transducer and activator of transcription 3 (acute-phase 
response factor) (STAT3), mRNA 


NM 000349 


Homo sapiens steroidogenic acute regulatory protein (STAR), mRNA 


NM_003473 


Homo sapiens signal transducing adaptor molecule (SH3 domain and ITAM 
motif) 1 (ST AM), mRNA 


NM_003149 


Homo sapiens src homology three (SH3) and cysteine rich domain (STAC), 
mRNA 


NM_001048 


Homo sapiens somatostatin (SST), mRNA 


NM 003146 


Homo sapiens structure specific recognition protein 1 (SSRPl), mRNA 


NM 003745 


XX * X A x^ 1 • 1 • J • ^ r\ e>T ^ x xx x t a 

Homo sapiens JAK binding protein (SSI-1), mRNA 


NM_001080 


Homo sapiens aldehyde dehydrogenase 5 laimly, member Al (succinate- 
semialdehyde dehydrogenase) (ALDH5A1), mRNA 


NM_003139 


Homo sapiens signal recognition particle receptor ( docking protein ) (SRPR), 
mRNA 


NM 003138 


Homo sapiens SFRS protein kinase 2 (SRPK2), mRNA 


NM 003135 


XX • * 1 ' A ' ^'11/^1 X~N. / n X^ "1 /X\ X> X T A 

Homo sapiens signal recognition particle 19kD (SRP19), mRNA 


NM 003132 


XX • J j_"f X» X jr\ XX X. T A 

Homo sapiens spermidine synthase (SRM), mRNA 


NM 003130 


Homo sapiens sorcin (SRI), mRNA 


NM_001047 


Homo sapiens steroid-5-aipha-reductase, alpha polypeptide 1 (3-oxo-5 alpha- 
steroid delta 4-dehydrogenase alpha 1) (SRD5A1), mRNA 


XTX >r AA'>^ylT 

JNM 003743 


Homo sapiens nuclear receptor coactivator 1 (NCOAl), mRNA 


NM 003128 


Homo sapiens spectrin, beta, non-erythrocytic 1 (SPTBNl), mRNA 


NM_003127 


Homo sapiens spectrin, alpha, non-erythrocytic 1 (alpha-fodnn) (SPTANl), 
mKNA 


NM 003126 


Homo sapiens spectrin, alpha, erythrocytic 1 (elliptocytosis 2) (SPTAl), mRNA 


NM 003125 


Homo sapiens small proline-rich protein IB (comifm) (SPRRIB), mRNA 


XTX Jt f\f\^ ^ ^ A 

NM_003124 


Homo sapiens sepiapterin reductase (7,8-dihydrobiopterin:NADP+ 
oxidoreductase) (SPR), mRNA 


NM 003123 


XX ^ *! 1 ✓ Xi-^^1 1 '1' /~>XX y4 N /■ ^ X»"V "W^ -VTA 

Homo sapiens sialophonn (gpLllS, leukosialm, CD43) (SPN), mRNA 


NM 003121 


Homo sapiens Spi-B transcription factor (Spi-l/PU.l related) (SPIB), mRNA 


NM_003120 


Homo sapiens spleen focus forming virus (SFFV) proviral integration oncogene 
Spll ^oFli ), mKJNA 


NM_003119 


Homo sapiens spastic paraplegia 7, paraplegin (pure and complicated autosomal 
recessive) (SPG7), mRNA 


NM_003118 


Homo sapiens secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), 
mRNA 


NM 003112 


Homo sapiens Sp4 transcription factor (SP4), mRNA 
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MM 003107 K 
NM 003108 F 
ISM 003104 I- 
NM 003102 I 
NM 003794 I 
NM 003100 I 
NM 003094 I 
NM_003092 i 


=.pien. SRY (sex detennining regxonY):bo^ 

inma saoiens SRY Heterminine region y)-box 1 1 (SOXl 1), mRNA 

ronno sapiens sorbitol dehydrogenase (^UK^^^ 

lomo sapiens superoxide dismutase 3. extracelimar (ov^i^j^ ^ 

Tomo sapiais sorting nexin 4 fSNX4), mRNA_ . 

lomo sapiens sortins nexm l (.&iNlX2>, mKMA . j.^^ » 

.™ =.pi.„« small nuclear ribonucleoprotem poW^de E (Sl^E) mKNA J 
4r.TTir. lamens small nucleat ribonucleoprotem poiypepnde B (.{>NKf nz;, 


NM_003090 1 

■ 


Homo sapiens small nuclear ribonucleoprotem polypeptide A (SNRPAl). 


NM_003089 


Somo^apiens small nuclear ribonucleoprotein 70kD polypeptide (BNP antigen) 
f SNRP70), mKNA ^ 


NM 003498 
NM_003087 


Homo sapiens stanmn f SNN), mRNA , . ..r^r jp^s 

Womo saniens svnuclein, gamma (breast cancer-specmc protein 1) (SNCLr), 


NM_003083 


Homo sapiens small nuclear RNA activating complex, polypeptide 2, 45kD 
(SNAPC2\ mKNA , . ..ifr — 


NM_003082 


Homo sapiens small nuclear RNA activating complex, poiypepnde 1, 4ikiJ 
^^^^^^^^^^^^^^ 


NM 003081 
NM_003078 


Homo sapiens SWI/SNF related, matnx associaied, actin dependent reguiaior oi 

rhrnmntiT^ c.,i,f,^ily H member 3 (SMARCD3\ mRNA 

cnropidiui, auuxcti — J — 2 ij tin rlrnrndentreinilatAr 


NM_003077 


Homo sapiens SWI/SNF related, matrix associated, doUi. d^penaenx reguwu, 
.w^^tir. s„bfamilv d. member 2 fSMARCD2), mRNA 


NM_003076 


Homo sapiens SWI/SNF related, matnx associaied, actin dependent reguiaxor 
,,rnTTiitin -nhfimT'iy a ^^nihi^ 1 rSMARCDl), mRNA 


NM_003075 


cnruiimtiii, out/j.mmtj- — J — ^ i-ii jiri-irnrlcntreinilator OI 

Homo sapiens SWI/SNF related, matnx associaied, actin dependent regulator oi 
chromatin, subfamily c, member2(SMARCC2), mRNA ^^^^^^ 


NM_003074 


Homo sapiens SWI/SNF related, matnx associated, actin dependent regulator oi 
.T^rnmatin. subfamilv c member 1 fSMARCCn, mRNA 


NM_003073 


" Homo sapiens SWI/SNF related, matnx associaied, actin dependent regulator ui 
.Hrnn.atin. subfamily b, member 1 (SMARCBl), mRNA 


NM_003601 


Homo sapiens SWI/SNF related, matnx associated, actin dependent regulator u 
>.h.»»,.ri^ subfamilv a. member 5 rSMARCAS), mRNA ^ 


NM_003071 


v/iixv/AAwi.***a _ — 2_ — ^ . TTTI+^ri or.fir» rl^*-nF»nHent regulator OI 

Homo sapiens SWI/SNF related, matnx associated, doUn d^puiuuu iwb"»*i"' 
Uigog^gtin,^ a. member 3 ^^^-^^j^"^^ dependent regula^^ 


NM_003070 


Homo sapiens SWI/SNF related, matnx associated, actm dependent regulator ui 
chromatin, subfamily a, member 2 (SMARCA2), xnRNA ,r 


NM_003069 


■ Homo sapiens SWI/SNF related, matnx associated, actm dependent reguiaior oi 
.h«,™atiT.. subfamilv a, member 1 fSMARCAl), mRNA 


NM_003982 


Homo sapiens solute canier family / ^catiomc amino J transporter, y+ 
.^steml member 7 (SLC7A7),nJRNA . ., 


NM_003046 


Homo sapiens solute carrier family 7 (catiomc ammo acid transporter, y-f 
svsteral, member 2 (SLC7A2), mRNA _-— 


NM_003045 


Homo sapiens solute carrier family 7 (cationic ammo acid transporter, y4- 
„,,o+»rv,-\ momher 1 <'SLC7A1\ mRNA 


NM_003043 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, taunne), 
Tnetnher 6 fSLC6A6). mRNA . — 


NM_001045 
NM 001044 


Somo sapi^ens solute carrier family 6 (neurotransmitter transporter, serotonin), 

member 4 rSLC6A4). mRNA — r-r 

1 Somo sapiens solute carrier family 6 f neurotransmitter transporter, dopamine). 
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member 3 (SLC6A3), mKNA 


iNlVl \J\J D V/*T^ 


Homo sapiens solute carrier family 6 (neurotransmitter transporter, GABA), 
member 1 (SLC6A1), mRNA 




TTomo saniens solute carrier family 6 fneurotransmitter transporter, 
betaine/GABA), member 12 (SLC6A12),mRNA 




Womn tianiens solute carrier fannilv 5 fsodium iodide symporter), member 5 
(SLC5A5), mENA 




Wf\-mrk QnnipnQ Qfiliite carrier familv 5 rsodium/filucose cotransporter), member 2 
(SLC5A2), mRNA 




Wr>mn c5ir>ifTi«i sniiitp carrier familv 5 Csodium/slucose cotransporter), member 1 
(SLC5A1), mRNA 


1SIM_003040 


Homo sapiens solute carrier family 4, anion exchanger, member 2 (erythrocyte 
Tnf=»i-nbraTip nrotein band 3 -like V\ fSLC4A2), mKNA 


lslM_000342 


Homo sapiens solute carrier family 4, anion exchanger, member 1 (erythrocyte 
Tn*»TnbraTip wntein band 3 Dieffo blood sroun^ (SLC4A1\ mRNA 


NM_000341 


Homo sapiens solute carrier family 3 (cystine, dibasic and neutral ammo acid 
trQTicr»orff»r«: artivator of cvstine dibasic and neutral amino acid transport), 
member 1 (SLC3A1), mRNA 


1N1V1__UU 1 oOU 


TTr\mrk Q5ir>ien'5 <?nliite carrier familv 31 fconner transDortersV member 2 
(SLC31A2),mKNA 


iNiVl__UU 1 o-?!7 


Wrt-mn Bnnipnq <?oliite carrier familv 31 TcoDDer transDorters'). member 1 
(SLC31Al),mRNA 


IN ivi__u u J y 


Hnmn <;flnipnt; solute carrier familv 2 ffacilitated elucose transoorter), member 5 
(SLC2A5), mRNA 


IN iVi^UU 1 u*+z 


TTn-mrt cnr»ipns sniiitf carrier familv 2 ^facilitated slucose transoorter"), member 4 
(SLC2A4), mRNA 




TT/^TMr* c5iTii*»r»u Qnliitp carrier familv 2S rrnitochondrial carrier, Aralar\ member 
12 (SLC25A12), mRNA 


IN iVL_UU o u ou 


WrkTTio «:aTiipn<; s;oliitp carrier familv 22 foreanic cation transporter), member 5 
CSLC22A5), mRNA 


IN iYL__UU ^ U 3 o 


t4oTmr\ canipriQ <5nliitp carrier familv ^^2 ^orofanic cation transDorter), member 2 
(SLC22A2), mRNA 




Wnmo «!ar>i*»ns snliitp carrier familv 22 Corsanic cation transoorter), member 1 
(SLC22A1), mRNA 


IN 1VI_U U J J O J» 


Wr^mo Qnr»ien<? <;n1nte carrier familv 25 f mitochondrial carrien oxoglutarate 
carrier), member 1 1 (SLC25A1 1), mRNA 


IN 1V1_UU^ w J o 


TTnmn <;anipri«; <^ohitp carrier familv 1 felutamate/neutral amino acid transporter), 
member 4 (SLCl A4), mRNA 


INIYI UU.Jl/i->0 


TTomn sanipns solute carrier familv 19 ^folate transDorterV member 1 

(SLC19A1), mRNA 


INiVX \J\IJ\JJ J 


Wnmo saniens solute carrier familv 1 8 f vesicular acetylcholine), member 3 
(SLCl 8 A3), mRNA 


IN iVJL__U v/ -3 V/ 


Homo saoiens solute carrier familv 1 8 (vesicular monoamine), member 2 
(SLCl 8A2), mRNA 


IN jyi^jjuj yjDj 


Homo saniens solute carrier familv 18 (vesicular monoamine), member 1 

(SLC18Al),mRNA 


NM_003052 


Homo sapiens solute carrier family 34 (sodium phosphate), member 1 
(SLC34A1), mRNA 


NM_003051 


Homo sapiens solute carrier family 16 (monocarboxylic acid transporters), 
member 1 (SLC16A1), mRNA 


mi_003984 


Homo sapiens solute carrier family 13 (sodium-dependent dicarboxylate 
transporter), member 2 (SLC13A2), mRNA 
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NM_000339 ] 


Bomo sapiens solute earner tamiiy l.-^ ^soaiuni/omuiiuc uauapuii^io^, ^iv. 
fSLC12A3), mRNA . , _^ . 


NM 001046 


Homo sapiens solute carrier family 12 (sodium/potassium/chlonae transponers), 
member 2 (SLCl 2A2), mRNA . 


NM_000452 


Homo sapiens solute carrier family 10 (sodiumA>ile acid cotransporter family), 
member 2 (SLC10A2), mRNA 


NM_003049 


Homo sapiens solute carrier family 10 (sodium/bile acid cotransporter laimly), 
member 1 (SLClOAl), mRNA 

-w-r 1 ■ 1^ ..m.-.l-. I-. m t4-^ r- o/^-fiirQ-firvn mnlf^Plllp TST^AIS^I TtlRNA. 


NM 003037 
NM_003616 


Homo sapiens signaling lymphocytic activanon moieouic ^^"^^-^ 

Homo sapiens survival of motor neuron protein interacting protem 1 C^^lf U, 
mRNA 


NM 003035 
NM_003032 


Homo sapiens TALI (bUL) mterrupnng locus y^on^jy nu^^ry. _ 

Homo sapiens sialyltransferase 1 (beta-galactoside alpha-2,6-sialytransferase) 
CSIATl), mRNA — 


NM 001041 
NM 003027 
NM 003026 


Homo sapiens sucrase-isomaltase (SI), mRNA 

Homo sapiens SH3-aomam vjKr>-i-uKe j \^ori^v_ri_^^ nuvi^ii-*. 

Homo sapiens SH3-domain GRB2-like 2 (SH3GL2), mRNA 


NM 003025 
NM 003023 
NM_003022 1 


^-r OTTO /^T>"DO l-lV^a 1 /QW^riT 1^ tTlT^'MA 

Homo sapiens SH3"Qomam CjK±>z-liKe i ic>rL:>oi^i^ miviN/^ _ _ 

Homo sapiens SH3-domain bindmg protein 2 (SH3BP2), mRNA 

Homo sapiens SH3 domam bmomg glutamic acia-ncn proiem ukc ypr±jM:>KJi>^j, 

mRNA - . 


NM_000199 


Homo sapiens N-sulfoglucosamme suuonyoroiase ^,sulIaImtuli>c^ ^^ovjoxa/, 
mRNA 


NM 003020 


Homo sapiens secretory granule, neuroendocnne protein 1 (7B2 protem) 
(SGNEl), mRNA , . . _ 


NM_000337 


Homo sapiens sarcoglycan, delta v^dku aysLropnin-abs>ou/id.tcu. gijr^v^n* v 
(SGCD), mRNA — 


NM_000232 


1 TT 1 ^ «M«.»/^<^i-«ri^o-n Vkofo { AXirVi Hx/ctrfirkViin-ajssociated fflvconrotein) 

Homo sapiens sarcoglycan, oeia v.t-jJ'vi^ ayairopiuii aoauuiat&« ^xjwi^i.vi-v/ ^ 

(SGCB), mRNA 


NM 003019 
NM 003018 


1 Homo sapiens surfactant, pulmonary-associated protein D (SFTPD), mRNA 
1 Homo sapiens surfactant, pulmonary-associated protein C (Si* IFC), mRNA 


NM 000542 


1 Homo sapiens surfactant, pulmonary-associated protein B (SFTPB), mRNA 


NM 003011 


1 Homo sapiens SET translocation (myeloid leukemia-associated) (SET), mRNA 


NM 003010 
NM 003009 


1 Homo sapiens mitogen-activated protem kinase kinase 4 (MAP2K4), mRNA 

1 Homo sapiens selenoprotein w, 1 (blirw i;, nuu^N/Y _ 


NM 003008 
NM 003007 
NM_003966 


Homo sapiens semenogelin 11 (SEMG2), mRNA 
Homo sapiens semenogelin I (SEMGl), mRNA 

Homo sapiens sema domain, seven thrombospondm repeats (type 1 and type 1- 

-i^««e-n-»#:»rMK-ron*a Hnmsiin mv/f^ and <;hort cvtoDlasmic domain, (semaphonn) 
5 A (SEMA5A), mRNA 


NM_003002 


Homo sapiens succinate denydrogenase complex, s^uuluhu x^, mt^^iai iin^Axii/j.t*i*w 
protein (SDHD), nuclear gene encoding mitochondrial protein, mRNA 

1 T-r *_ ^ «4 A /«-»»-k-»^Vk< <-rli/r»oTi -r^niHr^f*?* Til 1 ^IJl ,4 1 TTllx.NA 


NM 002999 
NM 002997 


1 Homo sapiens synaecan 4 (ampnigiycan, ryuaooaii; v^^^^/? _ — 

1 Homo sapiens syndecan 1 (SDCl), mRNA 


NM_002996 


Homo sapiens small inducible cytoKine suoiamiiy ^y^h lh^hius^l 
ffractalkine, neurotactin) (SCYDl), mRNA 


jNiVl_UUO 1 / J 


Homo sapiens small inducible cytokine subfamily C, member 2 (SCYC2), 
mRNA — 


NM_002993 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 6 
(granulocyte chemotactic protein 2) (SCYB6), mRNA 


NM_002994 


Homo sapiens small inducible cytokine subfamily B (Cys-X-Cys), member 5 
1 (epithelial-derived neutrophil-activating peptide 78) (SCYB5), mRNA 
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NM 002985 


Homo sapiens small inducible cytokine A5 (RANTES) (SCYA5), mRNA 


>jA/r no9QQi 


TTrtmn ^aniens ^mall indiiciWe rvtnVine subfaTnilv A fCvs-Cvs^ member 24 
(SCYA24), mRNA 


IN ivi_uu > V 


Wnmn canipriQ email inr^nriKl<> r''v/trklrinf» QiiVifjamilv A Tt^VQ-C^VQ^ TTtPmViPr 99 

(SCYA22), mRNA 


TsTIVyf OO9OR0 


XJ/^rvirv c5QT\ip>no email i-n/1iir»il*»1^ r»^rfr*1/tTi^ cnT^TSimil\7 A f f''\/C— f^VC i Tn<*tTnV><*i* 91 
xlOITllJ bapiCllb olllall iXlULIUiUlC uyiUJvillC oUUlalliliy ^^yo"v^jro^j iildliUwl z>l 

(SCYA21), mRNA 


■NJAyf n09QQR 
XN iVi__UUZ 7 o O 


xioirwj od.piciio onid-ii inu.u(.^iuic t/yioKJiic ouuiaiitiiy r\ ^^^yo-v-^yo^, iiiciiiuc/i. lo, 
nnlmfiTiaTV (inH 5if*tiv5itiriTi-rpmilatpH ^^Sir^VA 1 ml^NA 


MM 009087 


T-frtmr\ Qar»ipnQ Qmall inHiiPiVilp cvtrtlrinf* QiiVifflmilv A rr^VQ-r^v<5^ TneTTiV>er 17 
xxi^iiiw oApi&iio oiliaii iiiuuviiyi^ wyi>\^xixiiw ^u-uxauLny yy^^yo \m^jojy ixiwixik/^i x / 

fSCYAl?'^ mRNA 


NM 002986 


Womo saniens small inducible cvtolcine siibfamilv A ( Cvs-Cvs^ meniber 1 1 
(eotaxin) (SCYAl 1), mRNA 


NM 009070 


TTomo ^aniens sterol carrier nrotein 2 rSC!P2^ mRNA 

XXV/XXXV7 OCX^IV^XXO OlrV^XvFl V'CllXXV/X ^XwL^XlX y^l_/V>/X *^}^ xxxx^«x^.*». 


NM 001039 


Homo sapiens sodium charaiel, nonvoltage-gated 1, gamma (SCNNIG), mRNA 


"Knwr 00907R 


TTnTVirv cQTiirfa-nc crvrlinm r*Tniir\Ti**l T\f\t\\7r^\CkCif*~CfVi\f>f\ 1 H^ltia T^^^ tti'RMA 
xxUIIlU bcipiCIlo oL/LllUIIi OXld.IllXCl, lHJllVL/lLdgC-ga-lCU. 1, UClLa ^Ov-zlNlN iX,/^, llJLx\J.>/^ 


NM 001038 


Homo sapiens sodium channel, nonvoltage-gated 1 alpha (SCNNl A), mRNA 


XTTvyr 00907'? 


xxomo Sapiens sodium cnannei, voiid.gc-gd-LCii, lypc jla., dip na puiypcpiiuc 
(SCN9A), mRNA 


"NjA/f n09Q7^ 
iNlVl UUZy/O 


rxOTTio sd.picno bOu.iurri C/iiciiinci, voiL<igc-gd.icu5 type vx, dipiid. puiypcpLiu.c 
(SCN6A), mRNA 


>JA/f OOOl'^^ 


XX.UII10 odpiCIla bLiUlUlIl WxldllllCl, VLIlLa.gC'-gd.LCU.y ^jr^ " 3 aipila. {JUiypcpilUC 

r^PN-dA^ mRNA 


NM_001037 


Homo sapiens sodium channel, voltage-gated, type I, beta polypeptide (SCNIB), 


NM_002975 


Homo sapiens stem cell growth factor; lymphocyte secreted C-type lectin 


NM 003843 


Homo sapiens sciellin (SCEL), mRNA 


TsJTVyf 00707"^ 


iiomo sapiens spinocereDeiiar aiaxia z ^oii voponLOcercoeiiar aiaxia z, auiosomd-i 

UOIxUndlll, dlaAin L, ) \ij\^r\^ IXUVlN.riL 


NM_000332 


Homo sapiens spinocerebellar ataxia 1 (olivopontocerebellar ataxia 1, autosomal 

Hr^minnnt afnvin 1^^^^^A1'\ mPMA 
UL>IxllIIaIltj aLaAlIl 1 / ^OV^/hlI ^, lilXvlNAV 


NM 009071 


xXUxIlU SctpiCXlo opCL/XaX X^X'lli.'Xl owV^tiCXXL'C UXXXUXXXg pXDLCXXX 1 y^UXXXVXo WJ XXULrXwai 

rnafri V /Qpa"P"folH-f^ QQCipiatiri cr T^N^A'q'^ TSIATRI^ ml^N^A 

XXlCttl iAy o^ClXX^lvl~CloOVJC<lClLlilg Jk-ZL^r^jJ ^L>.£jt X XJ X^, XXlX\X>iX^ 


NM 009070 


T-TrfcTTirf^ C5i"nif>nc cr^f^TTniHTrif^/cTiRmnTnp 'NTl — 5*ppfvltT*5incff*mQf* /^.^AT^ tnl^NrA 

XXUxllVJ OApiWJLXo op&XliiXU-Xli&/ Op&l XXXXil^ X^ X ClV/&ljr XLXdildXC'i dOV' ^O-cV X AiXXX-L>l.rA> 


NM nn'^R70 


XXUlXXvl OdpiCXlO .Lv/ UlULil Wl/il lull 11X1^ VJXX dow d^ll VdLiilg pXLILC'lii X ^XV^^J-^a>x •«■ /, 

mRNA 


NM 009067 


T-TrfcTTir* cat^iMic Cf*i*'F'Fr*lH nftar'lrmpnl" Tnf^trM* (9\ A IP mT^'NrA 

XX\J11X\J odpidio OwCIXX\^XLl dtlCL^lXLXl^ilL xCiK^WJL ±J ^Oxu. Lj jy ilXCVIN/^ 


NM OOO*^"^! 


l-Tomr^ csnrii^nQ cpnirti amvloifl A1 ^SlAAl^ mP'N^A 


NM 001036 


TToTTir* QfiTiipTiQ TvsiTinHiTif* rpcpntnr TP'N'T^'^^ ■mPN'A 

XXUXXXVJ ad^lWXXd X Jf dll\JUXXX^ X tV.»W|-/l\JX J \^-^ /j liXX\J.>.£^ 


NM 001035 


Homo sapiens ryanodine receptor 2 (cardiac) (RYR2), mRNA 


NM 00'>9'56 

X>lXVi \J\J^^ 


T-Tr\Tnr» cc»r\iRnc i"tf=»cfi"n ^1? <=*pH-..^ff*Tnr>f*rcr r»Rll-<*Y"r\Tf=»cc<=*H intf*Tmf*Hi5itf* Tilfimpnt- 

XXvXXitJ odpivi^li^ iCoLlil ^XV^CIX— O Ut'llUJtX g l^C/Xl-C'A.pX CooCtl lllLd IXIv^'lXldt^ XXXdiXXWXlt- 

associated protein) (RSN), mRNA 




XTXVJXXHJ ^dpXCXXo X lUUllLXV^lC'VJLlU.C/ X C^lXlX^taoV' XVX 1 pUiypcpLXLlC \^XVr\J.VX i 7, llXXVXN-f*. 


NM 0090SS 


T-Tr*mr\ oci"r*i**no rcic TPCT^OTicix/f^* f*lp"rn<*nf V^itiHitict T^-rof^ain 1 ^T? T? W H 1 ^ TnT?'WA 
XXIJXXXU bdpiCXXa icio XCopUXXaXVC wXC/lXlwXXL UXXXUXXX^ pXUlCXlX X y^xSJLN. f:/X> X lXXx\J.Nr^ 


NM 00*^049 


jnuxxio odpicns riuuouxixdx piuLcxii ivixidoc, yyjisxj^ puiypcpuiic " ^xnjl lj uxwArt^, 
mRNA 


NM_002953 


Homo sapiens ribosomal protein S6 kinase, 90kD, polypeptide 1 (RPS6KA1), 
mRNA 


NM 002951 


Homo sapiens ribophorin 11 (RPN2), mRNA 


NM 002950 


Homo sapiens ribophorin I (RPNl), mRNA 


NM 000329 


Homo sapiens retinal pigment epithelium-specific protein (65kD) (RPE65), 
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n 

NM 002947 F 
NM 002946 t 
NM 002945 1 
NM 000328 I 


iRNA ' 

r.«.n ..piens replication protein A3a^l^?^?ln|5^ 

Toxr^o saniens replicrioi, protein A2 (32kD) (KPA2), n^NA _J 

^^^^en. replication protein Ai(70kD) (RPAl). n^b^_^ 

Tomo sapiens retinitis pi^entosa GTPase regulator (RFGR^ mRN A 


NM 002943 I 
NM 000327 I 
NM 003799 1 
NM 002939 1 
NM 003800 
NM 002938 
NM_002940 


lomo ..piens RAR-related orphan receptor A (BORA) mKNA 

.™ 4^^. retinal outer segment t^aneprotem (KUiN^i ,mrd^A J 

4omo sapiens RNA f euanine-7-) mettglgansferase (RfMT);;fNA 1 

Romo sapiens ribonuclease/angiogenin inhibitor (RNH) ^^^^ 

Homo saSiens RNA guanylyltransferase and 5'-phosphatase ( K no 1 1 u mKi^A 

(ARnF.n. mRNA ^ — H 


NM 002936 
NM_002935 


Hnnin 5?r--« "hnnnclease HI (RNAStitli;, mi^NA 

Homo sapiens ribonuclease. RNase A family, 3 (eosinophil catiomc protein) 


NM_002934 

NM 003796 
NM 003821 
NM 003687 
NM 002929 
NM 000324 
NM 003835 
NM 003617 


Homo sapiens ribonuclease, RNase A family, 2 (liver, eosmopmi-aenved 

neurotoxin) fRNASE2), mRNA ^ __ 1 

Homo sapiens RPB5-mediating protcm (Kivir;, mkl>l/^ rv^rr-^ mPHA 

Ti , ,,^,.^p^ntnr intprartiPF coWnp-threonine kmase 2 (Rll'KZ), imaNyv 

Homo sapiens recepior-iiiiciav^iiiiB i 

Homo sapiens LIM domain protein (RIL), mRNA _ 

Homo sapiens rhodoosm kinase (RHUK).mkMA 

Homo sapiens Rhesus blood group-associated glycopro f m (KnAUj^jn^ 

Homo sapiens regulator of G-protein signalling 9 (kGS9), mRNA 

Homo sapiens regulator of G-protein signallmg ^ (KU=>3,, mki^-JA,^ 


NM 002923 
NM 002922 
NM 002928 
NM 002926 
NM 003834 
NM 002921 
NM 000538 
NM_003721 


4iens regulator of G-protein^ignanin£^,J^^ 

Homo sapiens regulator of G-protein signaihng 1 V^^^^>^ "'^^'^ 

Hnn.o saoiens regulator of G-proteinsigngllm 16 (RGMy v^A J 

Homo sapiens regulator ot Cj-protein signa iin^ ^ ^ . ' _ 

Homo sapiens regulator of G-protem signallmg U CK(at> 1 1 ), mRl-jA 

■ Homo sapiens retinal G protein coupled receptor iKuR) mRNA 

sapiens reeulatory fector X-associated protem (Ki'AAr), mRNA 1 

Homo sapiens regulatory factor X-associated ankyrm-containing prolcm 
fRFXANK), mRNA . . : — r 


NM_002918 
NM 002916 


- Homo sapiens regulatory factor X, 1 (influences HLA class u expression; 
-^rJLiens replication factor C. Tactivator 1) 4 (37kD) (RFC4), mRNA 

— - — • — rrrrFTrfnr r r-irtiv-itor ^^ hrvd) (RHCi). mRNA 


NM 002915 
NM 002914 
NM_003704 


Hnmo sapiens replication tactor C (activator i; :> v^qj^; v^>^ — __ 

- n mi nlintinn ^ ^ ^^^^^^ ^2), mRNA 1 

Homo sapiens gene with multiple splice vanants near tuj locus on 4pl0 J 
rRES4-22"). mRNA — — -. , , 


NM_002908 


"Homo sapiens v-rel avian reticuloendotheliosis viral oncogene homolog (REL), 
mRNA 


NM_002909 
NM 000322 


" Homo sapiens regenerating islet-denved 1 alpha (pancreatic stone protem, 

pancreatic thread protem) (RtU lAj, huun/y -n-r,r\ " ht J A. 1 

u^rr.n .^piens retinal deseneration, slow (retinitis pigmentosa 7) (RDS) ngNA_ 


KTM 002905 
NM 002903 
NM_002902 


■ Homo sapiens retinol dehydrogenase 5 (1 l^isand 9-cis) (RDH5), mRNA 

Homo sapiens recovenn (RCVl). mRNA . 

Homo sapiens reticulocalbin 2, EF-hand calcium bindmg domam (RCN2), 


NM_002901 


'Homo sapiens reticulocalbin 1. EF-hand calcium bmdmg domam (RCNl), 
mRNA 



522 



BNSDOCI& <WO___03074654A2J_> 



wo 03/074654 



PCT/US03/05028 



NM 002896 


Homo sapiens RNA binding motif protein 4 (RBM4), mRNA 


NM 002895 


Homo sapiens retinoblastoma-like 1 (pl07) (RBLl), mRNA 


NM 000321 


Homo sapiens retinoblastoma 1 (including osteosarcoma) (RBI), mRNA 


NM 000966 


Homo sapiens retinoic acid receptor, gamma (RARG), mRNA 


NM 000964 


Homo sapiens retinoic acid receptor, alpha (RARA), mRNA 


NM 002885 


Homo sapiens RAPl, GTPase activating protein 1 (RAPIGAI), mRNA 


NM 002884 


Homo sapiens RAPl A, member of RAS oncogene family (RAPl A), mRNA 


NM 002883 


Homo sapiens Ran GTPase activating protein 1 (RANGAPl), mRNA 


NM_002881 


Homo sapiens v-ral simian leukemia viral oncogene homolog B (ras related; 
GTP binding protein) (RALB), mRNA 


NM 002871 


Homo sapiens RAB interacting factor (RABDF), mRNA 


NM 003929 


Homo sapiens RAB7, member RAS oncogene family-like 1 (RAB7L1), mRNA 


NM 002869 


Homo sapiens RAB6, member RAS oncogene family (RAB6), mRNA 


NM 002868 


Homo sapiens RAB5B, member RAS oncogene family (RAB5B), mRNA 


NM 002867 


Homo sapiens RAB3B, member RAS oncogene family (RAB3B), mRNA 


NM 002866 


Homo sapiens RAB3 A, member RAS oncogene family (RAB3 A), mRNA 


NM 002870 


Homo sapiens RAB13, member RAS oncogene family (RAB 13), mRNA 


NM 000320 


Homo sapiens quinoid dihydropteridine reductase (QDPR), mRNA 


NM 002864 


Homo sapiens pregnancy-zone protein (PZP), mRNA 




Homo <sar>ien«; nhosnhorvlase fflvcoffen* liver fHers disease, elvcogen storage 
disease tvne VT) (TYGL) mRNA 


NM 002862 


Homo saniens nhosnhorvlase elvcogen: brain fPYGB\ nuclear gene encoding 
mitochondrial nrotein. mRNA 


NM 002860 


Homo sapiens pyrroline-5-carboxylate synthetase (glutamate gamma- 
semialdehyde synthetase) (PYCS), mRNA 


NM 000319 


Homo sapiens peroxisome receptor 1 (PXRl), mRNA 


NM 002859 


Homo saniens paxillin fPXNT), mRNA 


NM 002857 


Homo sapiens peroxisomal famesylated protein (PXF), mRNA 


NM 002854 


Homo sapiens parvalbumin (PVALB), mRNA 


NM 002852 


Homo sapiens pentaxin-related gene, rapidly induced by BL-l beta (PTXB), 
mRNA 


NM 000317 


Homo sapiens 6-pyruvoyltetrahydropterin synthase (PTS), mRNA 


NM 002851 


Homo sapiens protein tyrosine phosphatase, receptor-type, Z polypeptide 1 
(PTPRZl), mRNA 


NM 002850 


Homo sapiens protein tyrosine phosphatase, receptor type, S (PTPRS), mRNA 


NM 002846 


Homo sapiens protein tyrosine phosphatase, receptor type, N (PTPRN), mRNA 


NM 002845 


Homo sapiens protein tyrosine phosphatase, receptor type, M (PTPRM), mRNA 


NM 002844 


Homo sapiens protein tyrosine phosphatase, receptor type, K (PTPRK), mRNA 


NM 002843 


Homo sapiens protein tyrosine phosphatase, receptor type, J (PTPRJ), mRNA 


NM 002842 


Homo sapiens protein tyrosine phosphatase, receptor type, H (PTPRH), mRNA 


NM 002840 


Homo sapiens protein tyrosine phosphatase, receptor type, F (PTPRF), mRNA 


NM 002839 


Homo sapiens protein tyrosine phosphatase, receptor type, D (PTPRD), mRNA 


NM 002824 


Homo sapiens parathymosin (PTMS), mRNA 


NM 002823 


Homo sapiens prothymosin, alpha (gene sequence 28) (PTMA), mRNA 


NM 000316 


Homo sapiens parathyroid hormone receptor 1 (PTHRl), mRNA 


NM 002820 


Homo sapiens parathyroid hormone-like hormone (PTHLH), mRNA 


NM 000315 


Homo sapiens parathyroid hormone (PTH), mRNA 


NM 000960 


Homo sapiens prostaglandin 12 (prostacyclin) receptor (IP) (PTGIR), mRNA 


NM 000959 


Homo sapiens prostaglandin F receptor (FP) (PTGFR), mRNA 


NM 000958 


Homo sapiens prostaglandin E receptor 4 (subt^^De EP4) (PTGER4), mRNA 


NM 000957 


Homo sapiens prostaglandin E receptor 3 (subtjo^e EP3) (PTGER3), mRNA 


NM 000955 


Homo sapiens prostaglandin E receptor 1 (subtype EPl), 42kD (PTGERl), 
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mRNA -1 


NM 000954 


Homo sapiens prostaglandm uz^ syntnase ^^zika^, uisxiuj yr ±\jx^i:>j, nii-^^jr^ 


NM_000314 


Homo sapiens phosphatase and tensin homolog (mutated m multiple advanced 
cancers 1) (rlbJN), mKJNA 


NM 000952 


Homo sapiens platelet-activating factor receptor (PTAFR), mRNA 


NM__002818 


Homo sapiens proteasome (prosome, niacropam^ at/uvator buuuiiit ^ i 
(PSME2), mRNA 


NM_002811 


Homo sapiens proteasome (prosome, macropamj zoo i>uouaii, uun x^i.jrao^, / 
(Mov34 homolog) (PSMD7). mKNA 


NM_002806 


Homo sapiens proteasome (prosome, macropam^ zoa suounu, aix-<u>c, o 
CPSMC6), mRNA 


NM_002805 


Homo sapiens proteasome (prosome, macropam^ zoa suDumi, j\irai)C, j 
0PSMC5), mRNA 


NM_002804 


Homo sapiens proteasome (prosome, macropamj zos suDunii, /virdbc, j 
(PSMC3), mRNA J 


NM_002803 


Homo sapiens proteasome (prosome, macropam^ zoo suDumi, Airas*, ^ 
(PSMC2), mRNA 


NM_002802 


Homo sapiens proteasome (prosome, macropain) zoo suDunii, Air <is»c, i 
(PSMCl), mRNA 


NM_002800 


Homo sapiens proteasome (prosome, macropamj suDunii, oeia lype, y ^.idigc 
multifunctional protease 2) (PSMB9), mRNA 


NM_002799 


Homo sapiens proteasome (prosome, macropamj suDumi, oeia type, / \roi\iDi), 
mRNA 


NM_002797 


Homo sapiens proteasome (prosome, macropamj suoumt, oeia type, d ^i-oiylo^j^, 
mRNA 


NM_002796 


Homo sapiens proteasome (prosome, macropamj suounu, oeia lype, ^ i^roivii3'+7, 
mRNA 


NM_002795 


Homo sapiens proteasome (prosome, macropamj suduiui, dcui lypc, j \.x^ ujivio j^, 
mRNA 


NM_002794 


Homo sapiens proteasome (prosome, macropamj suuumi, ocui lypc, z. v.-^ ^javjxj-^,^, 
mRNA 


NM_002793 


Homo sapiens proteasome (prosome, macropainj suounix, oeia type, i ^^roivioi^, 
mRNA 


NM_002801 


Homo sapiens proteasome (prosome, macropain) subunit, beta type, 10 
(PSMB10),mRNA 


NM_002790 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 5 1 
(PSMA5), mRNA 


NM_002788 


Homo sapiens proteasome (prosome, macropamj buuuiuL, cupiia typt;, j i 
(ri5>MAi), mKNA 


NM_002786 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 1 1 
(roMAl), rnKJNA 


NM 0027b3 


Momo sapiens pregnancy specuic ocui-i-giyL/upiuLcixi / yray^fj^ llu.^J.>^ i 


NM 002781 


rlomo sapiens pregnancy speciiic Dcia-i-giyt/upruiciii j yroKj^;, iiuvi^r-*. 


NM 002780 


Homo sapiens pregnancy speciiic Deia-i-giycoproiem *+ ovjtj, miNj.Ni^ 


NM_002785 


tiomo sapiens pregnancy speciiic Dcia-i-giyt^opruiciii 1 1 v^inulc icuciuum-rii 
symooi ) ovji i mKJN/\ 


NM 002784 


Homo sapiens pregnancy specific beta- 1 -glycoprotein 9 (PSG9), mRl^A 


NM 002779 


Homo sapiens pleckstrin and Sec7 domain protein (PSD), mRNA 


NM 002776 


Homo sapiens kallikrein 10 (KLKIO), mRNA 


NM 002774 


Homo sapiens kallikrein 6 (neurosin, zyme) CKJLK6), mRNA 


NM 002773 


Homo sapiens protease, serine, 8 (prostasin) (PRSS8), mRNA 


NM 002770 


Homo sapiens protease, serine, 2 (trypsin 2) (PRSS2), mRNA 
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NM 002769 


Homo sapiens protease, serine, 1 (trypsin 1) (PRSSl), mRNA 


NM 003619 


Homo sapiens protease, senne, 12 (neurotrypsm, motopsm) (PRSSl 2), mRNA 


NM 002775 


Homo sapiens protease, senne, 1 1 (IGF binding) (PRSSl 1), mRNA 


NM_002767 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 2 
(PRPSAP2), mRNA 


NM_002766 


Homo sapiens phosphoribosyl pyrophosphate synthetase-associated protein 1 
(PRPSAPl), mRNA 


NM 002765 


Homo sapiens phosphoribosyl pyrophosphate synthetase z (rKrbZj, mKJNiV 


NM 002764 


Homo sapiens phosphoribosyl pyrophosphate synthetase 1 (PRPSl), thRNA 


NM_003891 


Homo sapiens protem Z, vitamin K-dependent plasma glycoprotem (PROZ), 
mRNA 


NM 002763 


Homo sapiens prospero-related homeobox 1 (PROXl), mKNA 


NM 000313 


Homo sapiens protein S (alpha) (PROSl), mKJNA 


NM_000312 


Homo sapiens protein C (inactivator of coagulation factors Va and Villa) 
(PROC), mRNA 


NM 002762 


Homo sapiens protamme 2 (PRM2), mRNA 


NM 002761 


Homo sapiens protamine 1 (PRMl), mRNA 


NM 000949 


TT 1a* J. >Tr»T> T Ti \ — .T^TwT A 

Homo sapiens prolactin receptor (PRLR), mRNA 


NM 000948 


TT • 1 j_ ■ /"T^T^ T \ T^TtT A 

Homo sapiens prolactin (PRL), mRNA 


NM_002759 


Homo sapiens protein kinase, mterferon-mducible double strandea RNA 
dependent (PRKR), mRNA 


NM 002756 


Homo sapiens mitogen-activated protein kinase kinase 3 (MAP2K3), mRNA 


NM 002749 


Homo sapiens mitogen-activated protein kinase 7 (MAPK7), mRNA 


NM 002745 


Homo sapiens mitogen-activated protem kinase 1 (MAPKl), mRNA 


NM 002751 


Homo sapiens mitogen-activated protem kinase 1 1 (MAPKl 1), mRJNA 


NM 002753 


Homo sapiens mitogen-activated protem kinase 10 (MAJrKlUj, mKJNA 


NM 002743 


Homo sapiens protem kinase C substrate ouJv-rl (rKKCori^, mKJNA 


NM 002742 


Homo sapiens protein kinase C, mu (PRKCM), mRNA 


NM 002741 


Homo sapiens protein kinase C-like 1 (FRKCLl), mKJNA 


• NM 002740 


Homo sapiens protein kinase C, iota (PRKCI), mRNA 


NM 002738 


Homo sapiens protein kinase C, beta 1 (PRKCBl), mRNA 


NM 002737 


Homo sapiens protein kinase C, alpha (PRKCA), mRNA 


NM__002736 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type n, beta 
fPRKAR2B\ mRNA 


NM_002734 


Homo sapiens protein kinase, cAMP-dependent, regulatory, type I, alpha (tissue 
specific extinguisher 1) (PRKARl A), mRNA 


NM_002733 


Homo sapiens protein kinase, AMP-activated, gamma 1 non-catalytic subunit 
(PRKAGl), mRNA 


NM_002731 


Homo sapiens protem kinase, cAMP-dependent, catalytic, beta (PRKACB), 
mRNA 


NM_002730 


Homo sapiens protem kinase, cAMP-dependent, catalytic, alpha (PRKACA), 
mRNA 


NM 000947 


Homo sapiens pnmase, polypeptide 2 A (58kD) (PRIM2A), mRNA 


NM 000946 


Homo sapiens primase, polypeptide 1 (49kD) (PRJMl), mRNA 


NM_002728 


Homo sapiens proteoglycan 2, bone marrow (natural killer cell activator, 
eosinophil granule maior basic protein) (PRG2), mRJNA 


JNiVl KjyjZ / Z / 


riomo sapiens proteoglycan i, secreiory graiiuic ^xjvvji^, iijLE\j.NziL 


NM 002726 


Homo sapiens prolyl endopeptidase (PREP), mRNA 


NM_002725 


Homo sapiens proline arginine-rich end leucine-rich repeat protein (PRELP), 
mRNA 


NM 002723 


Homo sapiens proline-rich protein BstNI subfamily 4 (PRB4), mRNA 


NM 002722 


Homo sapiens pancreatic polypeptide (PPY), mRNA 
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NM_000310 



]SIM_002720 



NM_002715 



Homo .apien. palnutoyHTOtem ttad ^Krase 1 (c.r<n<l-hp..M cm.s.s. r^w^t 1. 
mRNA 



mroSm9- Co sapiens protem pho^hatas. i Treg^la^^y subuni. B (B56).^ii..^ 

isoform (PPP2CA\ mKNA 



NM_002713 



NM 002712 



NM 002714 



NM_002710 



NM_002709 



NM_002708 



^ HoZ sapiens p.o«m phosphatase l.catoly tic subumt. gan^na .soion. 
C^;^SS^ih^SSraPJ^buni.b..isof^(PrPiC^ 

Sr^sapien. p«,.em phospha«.se 1. catalyhe subunU. alpha isofon,-gPPlCA): 
inRNA 



NM 000309 



NM_002706 



NM 002705 



NM 000943 



NM_000308 



TT co^i^nc nrntnnomh vrinogen oxid ase (PPOXY mRNA 

beta isoform fPPMlB). mRNA 



Pgia ISUXVJim ya. ^ ___ 

■H»;^api^ns periplakin (PPL), mRNA , ^ rpPTO mRNA 

l?;;;;;;^l^i^i ^eptidylprolyl isomerase C (cyclophilm C) (PPIC). mK^ A 
_ jnomo i>aH j tl H ■' J w a.traiaptnsidase fgalactosiahdosis) 



NM 002703 



NM 003712 



NM 003713 



Homo sapiens pe ptidylprol y t isomerase ^ ywy^^i^^pa^ , . 

for beta-galactosidase Cgalactosiahdosis) 

(TPGB), niRNA 



^^^^^^^^^^^^^^^ 

S .^ ^Lns ohosphati^i.- . add p tosptoBse y e 2C (PP^2C . mRNA 



NM 003711 



NM 002702 



NM 002701 



NM 002700 



NM 000307 



Homo sa piens phos p nanaic aciu pu»a^.l.^.^o^> v.t - ■ 

6. transcnption ag tor HPOUeFl) n^ 
— :;r^,T :i t<-ancr>iHr>tinn factor 1 fPOUor 1 ), iniuxft. 



ga niens FPU domam, ciass o, ua..cwx.K - ^ ^v. a 



NM 002699 



NM 002697 



W»inn sa piens fUU aomam , ^;i aai> .. . u^aov...; - ^nTTirn mPNA 

Homo sapiensPOU doi^ class 3. transcr i ^^on factor ffgU^^. a^^gf 
TTnmn ^nnii-n- ^^^^ ^nm ain. c lass 2. transcn p tion factor 1 (POU2F1), mKMA 
Homo-sapiens ruu j ^.^..^„t inn factor 1 (Pitl, growth hormc 



NM_000306 



NM 000446 



NM_000939 



NM_002693 



NM 002692 



NM_002691 



NM 002690 



NM 003967 



NM 002686 



NM 002677 



NM 000304 I nomo sa p iens H^w paav^a....... r""rmTuniTn ...mi A 

NM 002676 | Homo sapien s phosphomannomu t a se 1 (PMMl). mRNA 



factor n (POUIFIV mRNA 



SnocTe Sulating hormone/ beta-melanocyte stimulatmg hormone/ beta- 

endorphin) (PO MCV mRNA ^ Tw^f?^ nuclear gene 

Homo sapiens polymerase (DNA directed), gamma (POLG), nuclear gene 

en coding mitochondrial protein, mRNA 



encoding mit ocnonanat piuL^ua, ..xaxx.» ^ ^TST^Tptw^^RNA 

Humu _MMnrrn1 ymri°^^ Hir.cted\ ^^^ilon 2 (PQLE2 ), mRNA 
Homo sapiens pol^^ ^^NA directed), delta 1, catalytic subumt (125kP) 
(POLPn, mRNA 



— „„«+^«c^ii+/.r r<»r.pntnT iPNR). mKJNA 



Homo sapi e ns puivui«:^a^ov v^a.. . „ \ ...t.ii.\ 

Homo sapiens pu^ve n eurotransmitter receptor fPNR). niRNA^^ 
Hnn.0 sapiens p h ^ethanolamine N-methyltransferase (P^ gkn^JjA 
t; , r^ve. liti protcin 2 fPMP2), mRNA 



Homo sapien s pnciiyni-m" 'a.^i.^.^^.^ ^ ^ _ - 

Homo sa piens per i pheral myelin protein 2 (PMP 2) 
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NM 002674 


Womo sapiens pro-rneianin-conceiiLr<iLiiis nuimuiic ^^jrivxv^Ai^, 


NM__002ooo 


xiomo sapiens proLeoiipici proicm z» ^i/uiuinw w^^itii^iiuiiii viaj. *w*Axw»j.y ^^j. »^m. 

nUvlN/Y — 




T-i/-\mi^ c?ir*i<=»nc nrnrnllj^ crf>n-lvQine 2-oxofflutarate S-dioxvscnase (lysine 
hydroxylase) 2 (PLOD2), mRNA 


PsiVL UUZOD / 


"I-Tv^i-*-»/% c7o-niPfcnc T^l^/^cr^Vl/^1^l"mVl5lTl TPT "NJl 1TII< ^JA 
jjlOniO SapiCIlo piliiopiiUlalllLiali ^JTJUi^^, ixu.xj."Hx^ 


JNJVl UUZOOO 


rionio sapiens pennpin jl>jun^j iiuvL^irx 


JNJVl UUZooD 


1:101110 sapiens piasxninogen-iiJvc ju»vjj_»j5 iiux-in-tv 


NM 000301 


Homo sapiens plasminogen (PLG), mRNA 


NM_0UU445 


TJ^^vii-k r^rt-M^A-mfi t^lA^f^-fk 1 k-r\\t^r>rv\e^t\\*>^f^ filaTn^nt HinrliflO" "AmfPITl SOOlcD (PLECl 1 

riomo sapiens piecnn i, inxernieuiaLc iiiamciit uiiiuiiig px^jtcm, jwivx-/ jjx-»v-'x/, 
mRNA 


XTTi X AAO aCfl 

jnM 002 oo3 


jiomo sapiens pnospnoiipase L^Ljz^jy iiijvi>r^ 


JNJVl UUzooz 


XJ^-rv*/> evani^AT^c r\V»rkC-r»Vir*li-nci c<=» 1 TfcVlO'nViatiHvlr^Vloli'nP-S'neciflC (PLDl J. ITlRNA 

jriom,o sapiens pnospnonpcioc pmjpiiaLivj.yn-'iiwiiiit' opwv^ixAv^ o-fj-^x^, xaaa-vai* ». 


JNJVl_UU200 1 


TT-^,»~^_. oo¥%i«»Tic r^l^riCT^l-ir^liTisicf* orammn 9 rnVin^nTiatidvlinositol-SDecillC 1 
jioino sapiens pnospnoiipooc gaiiuna ^ yj^nvojJiitiLivajf'iiinjcjj.i.v^A kj^v»wi.xAv/y 


xnv>r AAO^^A 
JNJVl_UUZOOU 


TJrM-*-irt c'd-n-i^nc r*Vir»cr*lir*ltT*cic«» orflmmn 1 CfriTTinerlv subtVDe 148 1 fPLCGl K 
XlOmO sapiens pnUopilOlipaoC gainiixa i \^x\jiiiiv/xijr oiAi-^i-jr j-fv^ i-rv/y 

T-riTJMA 

nuKJ.N/\. 


NM 000933 


Homo sapiens phospholipase C, beta 4 (PLCB4), mRNA 


XTIW>r AAO /CCA 

JNJVl 002oDy 


riomo sapiens plasminogen activaior, urojtinabc icucpiui \r 3-,r\.y-> 


NM 002658 


Homo sapiens plasminogen activator, urokinase (PLAU), mRNA 


NM 002655 


Homo sapiens pleiomorphic adenoma gene 1 (PLAGl), mRNA 


NM 000929 


Jrlomo sapiens pJiospnoiipase az, group v i^/\zojj, nLtsj-N^ 


NM_00370o 


riomo sapiens pnospnoiipase az, g;roup iy\^ ^oyioauiio, (./ctit^iuiii lULic^^c^iiu^iii.^ 

/DT Ao^^/l^^^ -ky-iTJXTA 
(^Jr LAZljr^^^ J, mixiN/\ 


TMM_000300 


Homo sapiens phospholipase A2, group IIA (platelets, synovial fluid) 

/"DT AOrf^O A'\ ■n-iir«1*>cit- ct(^r\t> F^r\nc\f\\r\Cf mif rfcr'ViA'nH'rifll tTTAtpin ITlRN^A 

1 r zi.tz/\^, nuciear gene cnuotiiiig iiiiiuviivjuu^iiax jji^^l^'HAj xixlvx-sx^ 


NM 003561 


Homo sapiens phospholipase A2, group X (PLA2G10), mRNA 


NM 002654 


Homo sapiens pyruvate Kinase, muscie jsjvizj, imviN/\ 


NM 003691 


Homo sapiens senne/tjireonme Kinase lo ^oiis^io;, miviN/\ 


NM_00029o 


xlomo sapiens polycystic Kianey aisease i v.d.uiofc>uniai uuiimiaiiL^ v^j: x^.x-'j.^, 

♦viPXT A 
nixsJN/V 


JNJVl_UU30U / 


XJrvmr\ eot-^ip^nc Q<=»t- T*Vkr t-\rr»f^i'n TrinaQ** rflatp^ tn the TTIVOtOTlic dvstronhv DrOteUl 

xxomo sapiens ocr~j.iir proicm Aj.iiaoc idcii-wu. wj j.njrvi.vn.xxv-' ax^'sjijxi.j 
kinase (PK428), mRNA 


XTA/f AAI^'VC 

JNM. UUjO/o 


XJrt-rv»/x c7o-nil«:ki-ic rn>T\t> ■fi-rkm XrP9/mpni"ncri ATTifl TPOlATl of 1 2 nPlCl 3^ mRNA 

xiomo sapiens gene irorii iNx^z/iiicixiiigiuiiid iwgiuix »jx a^j..-/^, xaxavo-^z v 


NM 000325 


Homo sapiens paired-like homeodomain transcription factor 2 (PITX2), mRNA 


JNM 0025!) 3 


rj-omo sapiens paircQ-iiKe norn.cuuL)iii<iiii udiioL/npLiviii lox^wji. x ix^viy, lAixvx^i*. 


XT\il AA'^iTO 

NM 002652 


riomo sapiens proiaciin-inuuceQ proiein yrir )^ nuviNrv. 


NM_00355o 


jHonio sapiens pnospnaiiayiinosiLOi-^-pnuopii<iic ji^Kjiiaac, typo x, uc^lo. 
(PIP5K1B), mRNA 


NM_00355 / 


jtiomo sapiens pnospnauuyiinositoi-H'-pnubpiiaie j A^ias>e, lypc x, aipixa 
^PTP^^^1A^ -mPXTA 


JNJVl UU3 /40 


XJrvn-»rk OQTk-ijanc rlxm^ai-n r»'\rt/M-il€» omir* ll orlrf "nAlvTiP"ntidp TPTW^ TTlRTNA 

xiomo sapiens aynem, cyxopiasixut', iigiit poiy}jc/|jLiu.c \^jr xxn^, iixlvj.nz-\. 


XTTV iff AAO/C/IQ 

JNJVl UUZo4o 


jiomo sapiens pim-i oncogene ^imvii^, iiLixj.Nr^ 


NM_0U2o51 


riomo sapiens pnospnanayiinosiioi h— Kinase, L^aiaiyiiL/, ueut puiypc^jjuut^ 

^x ij?v.*Tv^r>^, iiirNj.>.r\. 


XTN4^ AAO A/I '3 

iNJVl UU^043 


XxvlIllO Sapiens pnOSpnaUuyillUJSlUUl Kiyv^aii, v^idoo x v^x xvjx nu-vx^J^ 


NM 00*^642 


Homo sapiens phosphatidylinositol glycan, class C (PIGC), mRNA 


NM 002638 


Homo sapiens protease inhibitor 3, skin-derived (SKALP) (PI3), mRNA 


NM 000294 


Homo sapiens phosphorylase kinase, gamma 2 (testis) (PHKG2), mRNA 


NM 000293 


Homo sapiens phosphorylase kinase, beta (PHKB), mRNA 


NM 000292 


Homo sapiens phosphorylase kinase, alpha 2 (hver) (PHKA2), mRNA 


1 NM 002637 


Homo sapiens phosphorylase kinase, alpha 1 (muscle) (PHKAl), mRNA 
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NM 000926 ] 
NM 002633 
NM 000291 
NM_002632 

NM 002631 
NM 002630 


Elomo sapiens progesterone receptor (PGR\ mKNA 

tiomo sapiens pnospnugiuuoiiiu.uioc i v.-*^ vjivAiy, "-"-^^^ r 

Homo sapiens phosphoglycerate kinase 1 (PGKl), mRNA _ — 

Homo sapiens placental growth factor, vascular endothelial growth factor-related 

protein (PGF\ mRNA 

Homo sapiens phosphogluconate dehydrogenase (PGD), mRNA 
Homo sapiens progastricsin (pepsinogen C) (PGC), mRNA 


NM 000290 
NM 002629 
NM 000289 


T[omo sapiens pnospnogiyceraie muiasc z ^^mubL/ic^ yr\-ij-i^\»^jj^^^^2±2±^ ~ 

JiLomo sapiens pnospnogiyceraie muiasc i ^^uraui; \r vj^^vx 2.l±*.^ ^^»^ 

domo sapiens pnospnoiruciOKinase, mut>cic \msAyi.j, nu.y^^^ . 


NM 002626 
NM_002625 


domo sapiens pnospnoirucioKinabc, iivci yrrjs^}, _ 

Tj^**«^ on-r>;A«-io ^ «VirfcctAVir*friir'trk-9-Vi'ria^e/friictose-2 6-hiDhosphatase 1 
jT^omo sapiens o-pnospnoiructo--^-iuiiaoc/jj.uv/i<uow ^^^j u/i^ixv»o^x*»*vv-.« 

( irrisJrolj, mivJNA — — 


NM 002621 


tiomo sapiens properom jt lauiui, uumiJidiic^iiL n-u.^ *- . 


NM 002620 


rionio sapiens piateiet lacior h vd.n*iiii i v^-rj^t v lj, hix^^jt^ . 


NM 002619 


TT^^^ r,r*^i^'f%c* ■nIo'l'Alfkt •fa/'trfcT A fV'T^/iS mT^M A 

xiomo sapiens piateiet xdv/iui *+ \srr*rj, uu-vi^-i-v 


NM 000288 


Homo sapiens peroxisomal biogenesis factor 7 (PEX7), mRNA 


NM 000287 


Homo sapiens peroxisomal oiogenesis laciur u v^-r jz-^vuy, iiuvi^r>. 


NM 003630 


Homo sapiens peroxisomal piogenesis lactor d \jri:»j\^j, uuy^^r^ 


NM 000466 


Homo sapiens peroxisome biogenesis factor 1 (PEXl), mRNA 


NM 002618 


Homo sapiens peroxisome biogenesis lacior ^^irnwi j;, iiuvj.^^ _ 


NM__000442 


Homo sapiens platelet/endotneiiai ceii aunesion moicuuic j i 00,11.^^^**/ 
(PECAMl), mKJNA . 


NM 002614 


Homo sapiens rPZ aomam containing i {^ruA.]s.Lh imvi^^ . 


NM_003477 


^^^z^-^c^ 'D<<Mv-«*-a4-A rioT-iTr/ii-i^cTMniic^ f*nmT>lpx liTiovl-containinc component 

xiomo sapiens Jryruvaie uenyarogend.&c oumpicA., nyuy i~\^Kjm.aM.M.xAM.i.^ r^^* 

X; E3-Dmaing protein (rJL>-A.i j, rnKiN/\ _ 


NM 002613 


TJT^-^^ nA«^-:A*-ko 1 i-kVirxor>v»i^i-fir»o-ifiH<* r1f»r\f»nHf*nt "nTntRin lcinase-1 iPDPK.1 K mJKNA 
l;lomo sapiens ^-pnospnomosiLitic cicpciiudiL ykuxx^in ivj-i.a€*ov/ v* 


NM 002612 


Homo sapiens pyruvate dehydrogenase kinase, isoenzyme 4 (PDK4), mRNA 


NM 000925 


_tiomo sapiens pyruvate Qcnyarogend-bc ^ixpuamiut/^ uwlo, x-^ix-L^y, ^^"-^ 


NM 000284 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 1 (PDHAl), mRNA 


NM 000924 


TT ^^^z^^r, ■v^'U^r.-r-kVir^/l^ Ac«f«kf<Qc<A TR r*c»1mr»flnliTi-rlpr>eTi fletit fPDElB I* mRNA 

Homo sapiens pnospnociiesterase lu, t/dimuuuiui ucpc^iiu-tiit 


NM 002606 


Homo sapiens pnospnociiesterase yj\ \jr]Ljcyx\)i iilinj.n^ 


NM_002602 


TT^-*-.,^ r^n««4A««<<t •v^i^^m^'Ur'kj^'iiikci-iaT'Qc^ r»rTiv4 P-QT>pmfic Tod ffamma (PDEoG), 
Homo sapiens pnospnoQiesierase ovj, t/^JiVJL^-opculxlu, xwu., ^oiAixncA 

mRNA r— ~ 


NM_002601 


Homo sapiens pnospnociiesterase oi^, cvjivur-bpcuiiiu, luu., uc^iia x^j-rv/x^y, 

mKJNA . ^ — 


NM 000921 


TT^^^ e.o-rviA*-ic- ■r>VlrkOT^Vlr\/^^ ^»ct<ara cf» A pCrA/TP-iTihibited rPE)E3A\ mRNA 

jtiomo sapiens pnospnouieoicraoc uvjivxj: iaiiiii^ii.vi/u. 


NM 00259o 


TJrv-mrx oo-n^Anc T^T■rfcCrrclTY^m^»H rlf*5ltVl ^ rPT~)CD2^ mRNA 

jiomo sapiens progrdmnicu. k^ch uccllu x^k^i^^ )^ ixxi^ -•^ *- 


NM 002594 


l^l^omo sapiens proproieui uunvciidoc &u.ui.iii.oiii/jvwa.xii i,jrpw ^ v-^ ^ — 


NM 002592 


Homo sapiens proliferating cell nuclear antigen (PCNA), mRNA 


NM 002591 


l^omo sapiens pnospnoenoipyruvaic cdxooAyjx-uia&t a y.*. ^-^^ ^7? 


NM 002586 


Homo sapiens pre-o-ceii leuKemia iranscripLiuii \.<xs^v\jv ^ yx^ xj^^%^f^ *- 


NM 002585 


Homo sapiens pre-x5-ceii leuKemia tranbt/npuuii lavtui. x x^-^vx/, axu.^^^*. 


NM 002583 


Homo sapiens JrKivU, apoptosis, w 1 1, regulator iir^w jx^, nixxx^-i^ ^ 


NM_0025b2 


TT^^^ c'Of-k-imc r*r*iWAA-crw»pifip riViAniiclea^se Meadenvlation nuclease^ (PARN), 

J^QJJJQ sapiens UiJlYVxTLl OlJwwlAiw llUvliUwXwaOW y^\xwe«.vi.vx*jr .w — -y y 

n[iRNA ^ 


NM 003631 


Homo sapiens poly (ADP-ribose) glycohydrolase (PARG), mRNA 


NM 002580 


Homo sapiens pancreatitis-associated protein (PAP"), mRNA 


NM 000919 


Homo sapiens peptidylglycine alpha-amidating monooxygenase (PAM), mRNA 


NM 002578 


Homo sapiens p21 (CDKNl A)-activated kinase 3 (PAK3), mRNA 


NM 002574 


Homo sapiens peroxiredoxin 1 (PRDXl), mRNA 


NM 002573 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, gamma 
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ciiKiinit /'90VD^ <'PAFAH1B3'> mRNA 


NM_002572 


Homo sapiens platelet-activating factor acetylhydrolase, isoform lb, beta subunit 


JNJML_UU/D / 1 


TJr\r«r» coT%i#*nc -nrnapQta cypn-a<?<;ociated endometrial orotein fnlacental orotein 14, 
t-irf*ariflnrv-aQc:nriated endometrial alDha-2-globulin, alpha uterine protein) 
(PAEP), mRNA 


NM_002569 


Homo sapiens paired basic amino acid cleaving enzyme (furin, membrane 

occnrintpri r<=»rpntor nrotein^ rPACE^ mRNA 


MM 002570 


Homo sapiens paired basic amino acid cleaving system 4 (PACE4), mRNA 


JNIYL uu^yuu 




NM_000918 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
v^^/HrrtY^/l^lcl»'^ Hpta Tifilvnentide f protein disulfide isomerasei thyroid hormone 

ViinHina nrotpin r»SS^ rP4HB) mRNA 


NM_000917 


Homo sapiens procollagen-proline, 2-oxoglutarate 4-dioxygenase (proline 4- 
"hvrlrrtwlnQp'^ alnVia rinlAmentide I rP4HAlV mRNA 


NM_002565 


Homo sapiens pyrimidinergic receptor P2Y, G-protein coupled, 4 (P2RY4), 

mPMA 


MM 002564 


Homo sapiens purinergic receptor P2Y, G-protein coupled, 2 (P2RY2), niKISf A 


JNJVl_UUZDOO 


tr<-\YTirk cof-i-i*»ne -niiri-niaroir* rpppntnr P9Y G-nrcitein coupled 11 rP2RYllV 

mRNA 


.^ 

JN JV1_UUZ J oZ 


xji>wkrt ccmiia-nc ■rnTri'n#»ro-ir' Tf^ne^rstckr 1*9^ lioand-ffated lon channel. 7 rP2RX7\ 
xxomo sapiens puiiiicrgiL* icv/C|jivji x ^./v, ii^aiiu ^€i.i.w>vi> x\jii v/xiaiuxvi/x, / 

mRNA 


jNM_UU20Oi 


TTn-rvK^ c oi-i-i <i-r» e TM iT-in^^k-rrrir* rPT* i^ri tf^r T^9"V ll OatlH— CratPfl irttl channel 5 IX 2R-X^5)- 

Jtiomo sapiens pixriiicrgiL' rcL/cpLui i z,yv., ii^diiu.— ^aiwu xvvii vimiux^-L, ^ ^x.-v^^-^^, 

niiVlN/A. 




TJy^T-i-ir\ oo-rk-i«»nc TMiri-np'rcT'if* rpi^pntnr 1*9 liD'and-p'ated lon channel. 4 fP2RX4^, 
jrionio sapicnb puon.crgiv' icwc|juji jl ^^v, iigaiiu gai^u iv/i.a wi«»xx*ivi'x, -t \^x 

mRNA 


JN jvi__uu/ J J y 


u^-m^ oo-n-i^a-rtc YMir-ini=»T-crir' rpnpntnr P9'5f lio'and-p'ated ion channel. 3 rP2RX3^» 
xiomo sapiens puxiiicrgiw rcurc^Lui jr^^/v, iigcxixu ^c&lv^u ivmi \i/iiaxxxxv,'x, ^ ^x .&#x.-w^^y, 

mRNA 


IN iVl UUZD D o 


lTr\Tnri cdi-kif^nc r^wc+rf^rr*! HinHincr rvTotpi'Ti TOSRT* i nriR_N^A 
jrlOmO Su-piCllo OAjrotCIUl Ulllvlllig yLKJi^^m \^woxjx xxxxxj."sx^ 


NM 000608 


Homo sapiens orosomucoid 2 (ORJS42), mRNA 


JNiyl_UU3oyo 


"CJr\t-r»rv oa-n-i^a-nc rkl fdo+rti-i/ T^^nf^nf r*r 'Familv f\ ^jnHfamilv A member 1 lORoAl i. 
riomo sapiens oiiaciory rct/cpuji, id.iijjLijr u, out/i.«.Aiiiijr ^»-s inwxxn-^w-x x y^vx.^v/xr».xy, 

iTiPTsJA 

lTllNJ.>l/\. 


IN iVl__UUZ J D u 


Wnmn canipnc nlfartnrv rpppntor familv 3 subfamilv A. member 1 fOR3AlV 

XllJlllU odlJXwllO KJlxax^UJiy 1 Cv/t/i-/ l-wx , XdllXIXjr «/, OW.»-'XC*xxxxxjr x m., xxx%/xaai...'w«. a ^^.^^^--^^ 

mRNA 


KTK/r 009 S4R 

IN iVJL^ Vv ^ -J *T O 


Wnmn Qanien«; olfactorv receptor familv 1 . subfamily D, member 2 (OR1D2), 
mRNA 




"Homo <jar>ipns onioid recentor mu 1 fOPRMlV mRNA 


TvIA/T 000019 


T4f\Tno Qar»ipnQ rvnimd rpppntor Icapna 1 (^OPRKl^ mRNA 


"MlVf 00001 1 


TTnmo <:anipn«; onioid recentor delta 1 rOPRDl"), mRNA 


IsTIVr 002S44 


Homo sapiens olicodendrocvte myelin glycoprotein (OMG), mRNA 




Homo saniens oxidised low density lipoprotein (lectin-like) receptor 1 (OLRl), 
mRNA 


NM 00*^485 


Homo sapiens G protein-coupled receptor 68 (GPR68), mRNA 


NM 002540 


Homo sapiens outer dense fibre of sperm tails 2 (ODF2), mRNA 


XTM 009^'^'^ 
iNiVl Kjyj^DDj 


Hnmo Qanipn«; nuclear VCP -like rNVL") mRNA 


NM 002531 


Homo sapiens neurotensin receptor 1 (high affinity) (NTSRl), mRNA 


NM 002530 


Homo sapiens neurotrophic tyrosine kinase, receptor, type 3 (NTRK3), mRNA 


NM 002526 


Homo sapiens 5' nucleotidase (CD73) (NTS), mRNA 


NM_003580 


Homo sapiens neutral sphingomyelinase (N-SMase) activation associated factor 
(NSMAF), mRNA 


NM_003633 


Homo sapiens ectodermal-neural cortex (with BTB-like domain) (ENCl), 
mRNA 
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NM 003872 



• NM 003873 
NM 003489 
NM 002525 



NM 000905 



NM 000909 



NM 002522 



NMJ)00908 



NM_000906 



NM 002521 



peptide receptor At fNPRl). mRNA 



NM 002519 



NM 002518 



NM 002517 



NM 002514 



NM 003787 



NM_003946 



NM 002511 



NM 002510 



NM 003954 



NM 002508 



NM_002507 



NM 002506 



<lsIGFR\ mRNA 



NM_002503 



NM_002502 



NM_002501 



NM 002500 



l£o sa piens nucle^factor ol kappa light p^,! gene enhancer m B-ceiU 
mRNA 



NM 002497 



NM_002496 



NM_002495 



NM_002494 



^ ^^o 4^ens NIM A (never in mitosis gg ie.VrHated kinase 2 (NEO ^ENA. 
tiomo t>^yL . ^.r\..t— J ^^.^ A, Kin.iiiioTiet Fe-S protem 8 (23kD) 



NM_002490 
NM_002488 



NM 003635 



Homo sapiens ni ma (never m nuiu s xa k^-^iw ■ o /-o^i t\\ 

Sl^ s NADH dehydrogenase labiiuinone) Fe-S protem 8 (23kD) 

n vTADH-coenzymeO reductase) (NDUFS 8\ mRNA . 

mmo sapiens NADH dehydrogenase (ubiqumong Fe-S protem 4 (18kD) 

^y^pw_.»^^m,^ O reductase) nSlDUFS4), n^NA^ , f 

^ sapiens NADH dehydro l^^iiiiWqui"""^) ^' subcomplex unimown. 1 

r6kD. KFYD fNDUFCn. mRNA — 



B8) (NDUFA2). mRNA 



^^^^^^^^^^^ 
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nS!DST2), mRNA 


XNiVl \J\J i 


Mnmri cjmipriQ N-H ear ptvlflQp/M-Qiil fo transferase (Tieoaran clucosaniinvl^ 1 
(NDSTl), mRNA 




TTnmn Qanipnt: NPK fldantor nrntein 9 rMCK2^ TTlRNA 


NM 002486 


Homo sapiens nuclear cap binding protein subunit 1, 80kD (NCBPl), mRNA 


IN iVl_UU-^*f o J 


jTiomo sapiens carciiiueiiiuiyoiiiw a-iiLigcii iciai-d-i ^cii auiiwoiuix ixiv^iv/Vi/uxw \j ^iiv/n 




Mnmn ^anieriQ N-flretvltran<ifera^e 1 rarvlamine N-acetvltransferase^ fNAXlV 
mRNA 


NM_000263 


Homo sapiens N-acetylglucosaminidase, alpha- (Sanfilippo disease IIIB) 
rNTArrTTn mRNA 




T-Tnmo ^nnipriQ mvelin tranQcri'ntinTi factor 2 f]VrYT2'^ mRNA 

XlUXXlw OOLIlV^llO IXXVwllIl U AXXOwl IL/kXvVll XAwLvX ^ ^xVX X *.^J^ xxu.>J.^x 


NM 003803 


Homo sapiens niyomesin 1 (skelemin) (185kD) (MYOMl), mRNA 




T-Tr^Trin cQ-ni**!!*: TnA/ACf^nin ^mA/ocPTitP faptf^T 4^ ^~K4"\^OCt^ mR^^A 


NM 009477 


TTomn canipriQ mvnQin lipaw nnlvnpntiHe 8 sVeletal miiscle nerinatal HV^YHSV 

Xrxv/lllW owL/iwlid IXljrUdXXXj XXwCVV LlwXjr L/w^IfXVXw Uj O^WIWIAX xxiuov/xVi/j ^wx xxxcxi>t>xx ^xva x. AAwy^ 

mRNA 

XIXXVX^xIl. 


NM 002469 


Homo saniens mvoeenic factor 6 Oierculin^ fMYF6^. mRNA 


NM 002468 


Homo ^aniens mveloid differentiation nrimarv resnonse sene f88^ fMYDSSV 
mRNA 


NM 009460 


T-Tomf% QsiTiipTiQ intprfpron rpcnilatorv factor 4 rTRT^4^ mRNA 


- NM 002457 


Homo sapiens mucin 2, intestinal/tracheal (MUC2), mRNA 


KJ\A 0094^6 


T-T/^"mr* cciv\i*^Tic TniioiTi 1 lTQncmf*Tn r^funf* lA^TTt'l^ TnR^JA 
Xiumu odpicila lllLiL'lll x, iiaiibliiciiiui dxic yi.y±\j\^ijy uuyj.^i^ 


INIYI UUZ'fDD 


nomo sapiens meioxin i ^ivi i^vi ^, hixsjln/a. 


NM_002453 


Homo sapiens mitochondrial translational initiation factor 2 (MTIF2), nuclear 
gene cnt/oumg iiiiioL/iiuiiuxia.i piuLciii, iixivln^ 


NM_002452 


Homo sapiens nudix (nucleoside diphosphate Hnked moiety X)-type motif 1 
rwrrnTi^ mPNA 

^IN yJLJ i- I), liU\JlSx\ 


■NTM 0094^0 

INiVl UvZ.'+JV 


XxUillO bdpieilo IIICUlllULlillJlIClIl IX^ ^IVl 1 Ll^Jy ilXIVlN/A. 


NA/f 009447 


Xiomu Sapienb iiia.crupn<igc s^uinLUaiiiig i xcL^cpLui ^Lf-ixicL-ici<xLcci Lyxuoixx^ jwxxmo^^ 
^A/r^TIP^ mPNA 


NM_002446 


Homo sapiens mitogen-activated protein kinase kinase kinase 10 (MAP3K10), 

XIIJVIN A 


NM 002445 


Homo sapiens macrophage scavenger receptor 1 (MSRl), mRNA 


NA4" O09444 


tTrtTi^rt com^nc Tn/^^»ciTi iTV^^^^i tyiI?^v A 

xxumo odpiciio nivjcbiii v.-ivjLoi> ^, iiixvin/^. 


NM 003879 


Homo sapiens CASP8 and FADD-Uke apoptosis regulator (CFLAR), mRNA 


IN iVX__U U U D J U 


jnLomo sapiens myciiii pioLcm zszkxj ^v^naxuoi"xvia.x ic- 1 vuin iicuxLipa.tii^ ixjj 
/"MPZ^ mPNA 


NM 0094*^7 


TTr*mr\ cnrvipnc A/fr*\/17 trariQorpnp miiriTiP liomoloo" clompnilo sclerosis 

XXUillV^ OU-L/lwilO XVXLI V X / LXCUXDgwXXW^ XXiUl XXXW* XXVFXlXV/XU^j gX\JXAXWX LilKiFOwXV^XVrOXt? 

rMPV17^ mRNA 


NM 001Q32 


Homo «;ar)ipn<; membrane nrotein nalmitovlated 3 ^MAGUK. d55 subfamilv 

^ClL/l^XlO iXXwXXXI^X CXAXVi.' L/X Vrt>X>XXXy wUXXXXX VVr y XMl>'W\iX «./ \XTJUX^ Vi/<X^ W»h^A*i*XXXXX^ 

member 3^ rMPP3'J mRNA 


NM 009435 


Homo sapiens mannose phosphate isomerase (MPI), mRNA 


NM 002434 


Homo sapiens N-methylpurine-DNA glycosylase (MPG), mRNA 


x>«xvx wy«?oj*7 


T-Trimri ca-nipnc mnlti'nlp P"r)7 HoTnain "orotpin nV4~Pr^7^'^ mPN^A 

JTHJIIHJ odfJlCllo XllLXlllJylt' X Uv^liiaill piV^U&Xli ^XVXX i^£^)y IJlXXVX^-Zx. 


NM 003824 


Homo sapiens Fas (TNFRSF6)-associated via death domain (FADD), mRNA 


xnv/T 0094^^9 


TJ/%rvirv co-ni^rtc TTiT/^lrtiH f*^n mifli»ciT' Hi"ffi*ri*'nt'iaH/%n atrHo^Ti /TVA"^i 1 1 A i "mRNTA 
XXOlllO oafjlCIlo IlljrdUIiX WrwXl XlUlU«xC<tX UlxXCX wliLiaUviX CUiLigdX ^XYXX^X^xvy^ ixxxvx^i./^ 


NM 002431 


Homo sapiens menage a trois 1 (CAK assembly factor) (MNATl), mRNA 


NM_002430 


Homo sapiens meningioma (disrupted in balanced translocation) 1 (MNl), 
mRNA 


NM_000901 


Homo sapiens nuclear receptor subfamily 3, group C, member 2 (NR3C2), 
mRNA 


NM 003482 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia 2 (MLL2), mRNA 
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NM_002419 ] 


Homo sapiens mitogen-activated protein kinase kinase kinase 1 1 (MAP3K1 1), 


NM_002417 ] 

] 


Homo sapiens antigen identified by monoclonal antibody Ki-67 (MKI67), 
mRNA 


NM 002416 ] 
NM_002415 

NM 002413 
NM 000900 


Homo sapiens monokine induced by gamma mterteron (MIO), mRNA 

Homo sapiens macrophage migration inhibitory tactor (glycosyianon-inhibiimg 

factor") (Mm, mRNA ^ ^ _ — - — — 

Homo sapiens microsomal glutathione S-transterase 2 (MUS i^j, mRlMA 

Homo sapiens matrix Gla protein (MGP), mRNA 

^ TM\TA mptVt\7l transferase rM^GMT). inRNA. 1 


NM 002412 
NM 002407 
NM 002411 
NM_002397 

NM 002391 


Homo sapiens O-o-metnylguanme-JJJN/v meinyiurdiibiciaoc v^vxvjxyxx^, km. ■ 

Homo sapiens mammaglobin 2 (MGB2), mRNA 

Homo sapiens mammaglobin 1 (MGBl), mRNA 

Homo sapiens MADS box transcription ennancer laoiui pui^ptpn*^^ ^ t 

(myocyte enhancer factor 20 fMEF2C), mRNA 

Homo sapiens midkine (neurite growth-promoting factor 2) (MDK), mRNA 


NM 002387 
NM_000529 


Homo sapiens mutated in colorectal cancers (MCC), mRNA 1 

• ^i«^^^.n.«>44«% o •vAr«AM+rvv> /'cirlTF»nnf*r»rtif;r>trf>r)ic hormone ) (MLC^Zlv), j 

Homo sapiens melanocortin z receptor v^aurenoourLn^uuvj^iw livjAAiAWA^v.^ ^ 

niRNA . — : — 


NM_002386 

NM 002385 
NM 002382 


Homo sapiens melanocortin 1 receptor (alpha melanocyte stimulating hormone 

receptor) (MCIR), mRNA J 

Homo sapiens myelin basic protein (MBP), mRNA 

Homo sapiens MAX protein (^jyuva^j, misjN/v _ 


NM 002378 
NM 002376 
NM_000898 

NM 003480 


Homo sapiens megakarvocyte-associated tyrosine kinase (MATK), mRNA J 

Homo sapiens MAP/microtubule affinitv-regulatmg kinase 3 {MARK.3), mKiNAJ 
Homo sapiens monoamine oxidase B (MAOB), nuclear gene encoding 1 

mitochondrial protein, mRNA . 

Homo sapiens Microfibril-associated Rlycoprotem-2 (MAGP2), mKNA 


NM 002367 
NM 002365 
NM 002364 
NM 002363 


Homo sapiens melanoma antigen, family B, 4 (MAGEB4), mRNA 

Homo sapiens melanoma antigen, family B, 3 (MAGEB3), mRNA _ 

Homo sapiens melanoma antigen, fanuly B, 2 (MAGEB2), mRNA J 

Homo sapiens melanoma antigen, family B, 1 (MAGEBl), mRNA _ — J 

Tx • .«i««r^**,o or^+^fr/arj -fciTniKf A d rMAGEA4^ itlRNA 1 


NM 002362 
NM 003682 
NM 002357 
NM_002350 

NM 002349 


Homo sapiens melanoma antigen, lamiiy j\, h \^i\Ln.yjc^^'^j, nu.^^^ 1 

Homo sapiens MAP-kinase activatmg death domain (MADD), mKNA 

Homo sapiens MAX dimerization protein (MAD), mRNA 1 

Homo sapiens v-yes-1 Yamaguchi sarcoma viral related oncogene homolog 1 

(LYN), mKJNA _ — 1 

Homo sapiens lymphocyte antigen 75 (LY75), mRNA 


NM 002347 
NM 002346 
NM 002345 
NM 002344 


Homo sapiens lymphocyte antigen 6 complex, locus H (LY6H), mRNA j 

Homo sapiens lymphocyte antigen 6 complex, locus E (LY6E), mRNA 

Homo sapiens lumican (JLUivi), mruN/Y 

Homo sapiens leukocyte tyrosine kinase (LTK), mRNA ^ 


NM 002343 
NM 000897 
NM_003573 


Homo sapiens lactotransferrin (LTF), mRNA 

Homo sapiens leukotriene C4 synthase (LTC4S), mRNA 

Homo sapiens latent transforming growth factor beta binding protein 4 (LTBP4), 
mRNA — — 


NM_000752 


Homo sapiens leukotriene b4 receptor (chemokine receptor-like i; iLlB4R), 
mRNA 


NM 000895 
NM_002340 

NM 002338 
NM 002337 


Homo sapiens leukotriene A4 hydrolase (LTA4H), mRNA 1 

Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase) (LSS), 1 

mRNA ^ 

Homo sapiens limbic system-associated membrane protein (LSAMf), mRNA J 
Homo sapiens low density lipoprotein-related protein-associated protein 1 | 
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(alpna-2-niacrogiODUiin receptor-associaieu proieui i j ^jL/Xsjr/^i^, nuviNA 


NM 002336 


Homo sapiens low aensity lipoprotein recepior-reiaiea pruLcin o ^i^jvroj, nuvtNrv 


NM 002319 


Homo sapiens leucine-rich neuronal protein (LRN), mRNA 


NM 002317 


Homo sapiens lysyl oxidase (l^UX), mKJNA 


NM 002316 


Homo sapiens i^lM nomeobox transcription lacior i, oeia ^j^iVLA^m;, nxtviNA 


NM 002315 


Homo sapiens LiM domain only i trnomoonn i ) i mruN a 


NM 002312 


Homo sapiens ligase IV, UNA, Air-dependent \ \^\sj^)^ miuNA 


NM_002306 


Homo sapiens lectin, galactoside-bmdmg, soluoie, 5 ^gaiecim 5) ^L/UAL/oj 
mRNA 


NM 002303 


Homo sapiens leptin receptor (LEPR), mRNA 


NM 002302 


Homo sapiens leukocyte cell-derived cnemotaxm z (i^tiCizj, mKJNA 


NM 001290 


Homo sapiens LIM domain bmdmg 2 (LUBz), mKJNA 


NM 003893 


Homo sapiens LIM domain binding 1 (LDBl), mKJNA 


NM 002299 


Homo sapiens lactase (LCI ), mRNA 


NM_002297 


Homo sapiens lipocalin 1 (protein migrating faster than albumin, tear 
prealbumin) (LCN 1), mKJNA 


NM 002296 


Homo sapiens lamin B receptor (LBR), mRNA 


NM 002291 


Homo sapiens iammin, beta i (^i^Aivuts i j, mKiN a 


NM 002289 


Homo sapiens lactalbumin, alpha- (LALBA), mRNA 


NM 002273 


Homo sapiens keratin a (KKlb), mKJNA 


NM 002276 


Homo sapiens keratin 19 (KRT19), mRNA 


NM 002275 


Homo sapiens keratin 15 (KRT15), mRNA 


NM 002274 


Homo sapiens keratin 13 (KRT13), mRNA 


NM 002265 


Homo sapiens karyopherin (importin) beta 1 (KPNBl), mRNA 


NM 002267 


Homo sapiens karyophenn alpha 3 (importin alpha 4) (KPNA3), mRNA 


NM_002266 


Homo sapiens karyopherin alpha 2 (RAG cohort 1, importin alpha 1) (KPNA2), 

mRNA 


NM 000893 


Homo sapiens kimnoeen (KjnG), mRNA 


NM_003679 


Homo sapiens kynurenine 3-monooxygenase (kynurenine 3-hydroxylase) 
(KMO), mRNA 


NM_002258 


T» ■ I'll nt A T_ - _ . - - "1- _ -- 1 /Tj^T 1 \ 

Homo sapiens killer cell lectm-like receptor subfamily B, member 1 (KLRBl), 
mRNA 


NM 002257 


Homo sapiens kallikrem 1, renal/pancreas/salivary (KLKl), mRNA 


NM 002256 


Homo sapiens KiSS-1 metastasis-suppressor (KISSl), mRNA 


NM_002255 


Homo sapiens killer cell immunoglobulin-like receptor, two domains, long 
cytoplasmic tail, 4 (KIR2DL4), mRNA 


NM 002254 


Homo sapiens kmesm family member 3C (KlrJC), mKNA 


NM 003958 


Homo sapiens ring finger protein (C3HC4 type) 8 (RNF8), mRNA 


NM_003685 


Homo sapiens KH-type splicing regulatory protein (FUSE binding protein 2) 
(KHSRP), mRNA 


NM_002252 


Homo sapiens potassium voltage-gated channel, delayed-rectifier, subfamily S, 
member 3 (KCNS3), mRNA 


NM_002250 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 4 CK.CNN4), mRNA 


NM_002249 


Homo sapiens potassium intermediate/small conductance calcium-activated 
channel, subfamily N, member 3 (KCNN3), mRNA 


NM_002247 


Homo sapiens potassium large conductance calcium-activated channel, 
subfamily alpha member 1 (KCNMAl), mRNA 


NM_002244 


Homo sapiens potassium inwardly-rectifying chaimel, subfamily J, inhibitor 1 
(KCNJNl), mRNA 


NM_002240 


Homo sapiens potassium inwardly-rectifying channel, subfamily J, member 6 
(KCNJ6), mRNA 
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NM 002239 1 
( 


lomo sapiens potassium inwardly-rectifying channel, suDiamiiy j, memoci j 
•KCNJ3), mRNA — ^-^ : 


NM 000891 ] 
( 


aomo sapiens potassium inwardly-rectitying cnannei, suoiaimiy j, iucii«u« ^ 
rKCNJ2-), mRNA _ ; 


NM_002241 ] 


Homo sapiens potassium inwardly-rectitying channel, suoiamiiy j, mcmuci iv 
fKCNJlO), mRNA 


NM_002238 


Homo sapiens potassium voltage-gated chaimei, subtamiiy ±i ^eag-rei*i«u;, 
member 1 (KCNHl),mRNA , ; 


1 NM_002237 


Homo sapiens potassium voltage-gated channel, subtanuly U, mcuiuei i 
(KCNGD.mRNA . 


NM_002236 


Homo sapiens potassium voltage-gated channel, subtanuly 1^, memoer i 
CKCNFl), mRNA — 


NM_003636 


Homo sapiens potassium voltage-gated channel, shalcer-relatea suDiamuy, oeia 
member 2 (KCNAB2), mRNA 


NM_003471 


Homo sapiens potassium voltage-gated channel, shaker-related suDiamiiy, oeia 
member 1 (KCNABl). mRNA 


NM_002235 


Homo sapiens potassium voltage-gated channel, shaker-related suoiamuy, 
member 6 (KCNA6), mRNA 


NM_002234 


Homo sapiens potassium voltage-gated channel, shaker-related subfaimly, 

member 5 (KCNA5), mRNA 


NM_002233 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 
member 4 (KCNA4), mRNA ^ 


NM_002232 

NM 002229 


Homo sapiens potassium voltage-gated channel, shaker-related subfamily, 

member 3 (KCNA3), mRNA 

Homo saoiens iun B proto-oncogene (JUNB\ mRNA 


NM 003666 
NM 002227 
NM 003024 
NM 002224 
NM 002223 


Homo sapiens basic leucine zipper nuclear factor 1 (JEM-l) (BLZFl), mKNA 
Homo sapiens Janus kinase 1 (a protem tyrosme kinase) (JAKl), mRNA 
Homo sapiens intersectin 1 (SH3 domam protem) (TTSNl), mRNA 
Homo sapiens inositol 1,4,5-triphosphate receptor, type 3 (ITFR3), mKiNA 
Homo sapiens inositol 1,4,5-triphosphate receptor, type 2 {nev^J.), mRNA 
Homo sapiens inositol 1 ,4,5 -trisphosphate 3-kinase B (ITPKB), mRNA 


NM 002221 

NM O0'>220 
NM 002219 
NM_002218 

NM 002216 
NM 002215 


Homo sapiens inositol 1,4,5-trisphosphate 3-kinase A (ITPKA), mRNA . 

Homo sapiens integral membrane protein 1 (ITMl), mRNA 

Homo sapiens inter-alpha (globulin) inhibitor H4 (plasma Kallikrem-sensitive 

glycoprotein) (ITffl4), mRNA 

Homo sapiens inter-alpha (globulin) inhibitor, H2 polypeptide (ITffl2), mRNA 
Homo sapiens inter-alpha (Kiobulin) inhibitor, ill poiypepuac yiiirLi;, mjvx^^ — 


NM 000889 
NM 002212 
NM 000213 
1 NN/f 00''211 


Homo sapiens integrin, beta 7 (ITGB7), mRNA 

Homo sapiens mtegnn beta 4 bmdmg protem UiUrB4Br), mKiNA 

Homo sapiens integrin, beta 4 (ITGB4\ mRNA 

Homo sapiens integrin, beta 1 (fibronectm receptor, beta polypeptide, antigen 
CD29 includes MDF2, MSK12) (ITGBl), mRNA 


NM_002210 


Homo sapiens integrin, alpha V (vitronectin receptor, alpha polypeptide, antigen 
CDS 1 ) (ITGAV), mRNA 


NM_002209 


Homo sapiens integrin, alpha L (antigen CDllA (pl80), lymphocyte tunction- 

associated antigen 1 ; alpha polypeptide) (ITGAL), mRNA 

xjy%-mrx c<oT^i^i-ic ir«f<acrrir» alnVia 7 ('TTGA7V mRNA 


1SIM_002205 


Homo sapiens integrin, alpha 5 (fibronectm receptor, alpha polypeptide) 
(ITGA5), mRNA 


fNM 003749 
[NM 001571 
fNM 002198 


Homo sapiens insulin receptor substrate 2 (IRS2), mRNA 

Homo sapiens interferon regulatory factor 3 (IRF3), mRNA _ 

Homo sapiens interferon regulatory factor 1 (IRFl), mRNA 
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NM 002196 


Homo sapiens msulinoma-associated 1 (UNbJVii;, nxKiN/v 


NM 002195 


Homo sapiens msulm-like 4 (placenta) (iJNbi-4j, mtUNA 


NM_O01565 


Homo sapiens small mducible cytokine suDiamiiy d ^^^ys-J^.-«^ys;, mcraocr 
fSCYB10),inRNA 


NM_002192 


Homo sapiens inhibm, beta A (activm A, activm aipna poiypepxiae; 
ONHBA), mRNA 


NM 001564 


Homo sapiens inhibitor of growth family, memoer l-iiRe lUNUii-;, hikina 


NM 003669 


Homo sapiens inactivation escape 1 (INEl), mRNA 


NM_000884 


Homo sapiens IMP (mosme monophosphate) denyarogenase 2 (IMrutiZ), 
mRNA 


NM_000883 


.Jomo sapiens IMP (mosine monophospnate) aenyarogenase i ^uviri^ni;, 
mRNA 


NM 001557 


Homo sapiens mterleukm 8 receptor, beta (li^oKrJ), mtciN a 


NM 000634 


Homo sapiens interleukm 8 receptor, alpha (iLoKAj, mKJN a 


NM 002185 


Homo sapiens mterleukm 7 receptor (IL/K), mKJN A 


NM 000880 


Homo sapiens interleukm 7 (IL7), mRNA 


NM_002184 


Homo sapiens interleukin 6 signal transducer (gpiiO, oncostatm m receptor; 
(IL6ST), mRNA 


NM 000565 


Homo sapiens mterleukm 6 receptor (LLoK), mKN A 


NM 000879 


Homo sapiens mterleukm 5 (coiony-stimulating lactor, eosmopnii; \^ix^D), tius^^j\ 


NM 000589 


Homo sapiens interleukm 4 (IL4), mKJNA 


NM 000588 


Homo sapiens mterleukm 3 (colony-stimuiatmg ractor, mumpiej i^ii^oj, misj.>i/^ 


NM 000878 


Homo sapiens mterleukm 2 receptor, beta (^ULZKts mJsJNA 


NM 003854 


Homo sapiens interleukin 1 receptor-iike z i^unreLz;, mxuNA 


NM 002182 


Homo sapiens interleukin 1 receptor accessory protein (DLIRAP), mRNA 


NM 000877 


Homo sapiens mterleukm 1 receptor, type 1 (LLlKi), mKN A 


NM 003853 


Homo sapiens mterleukm 18 receptor accessory protein (ILlsKAF), mKJNA 


NM 003855 


Homo sapiens mterleukm 18 receptor 1 (IL18R1), mRNA 


NM 001562 


Homo sapiens mterleukm 18 (interferon-gamma-maucmg lactor) (1L1&), mtUNA 


NM_002190 


Homo sapiens interleukin 17 (cytotoxic T-lymphocyte-associated senne esterase 
8) (IL17), mRNA 


NM 002189 


Homo sapiens interleukin 15 receptor, alpha (DLISRA), mRNA 


NM 002188 


Homo sapiens mterleukm 13 (ELI 3), mRNA 


NM 001559 


Homo sapiens mterleukm 12 receptor, beta 2 (IL12RB2), mRNA 


NM_002187 


Homo sapiens mterleukm 12B (natural killer cell stimulatory lactor z, cytotoxic 
lymphocyte maturation factor 2, p40) (IL12B), mRNA 


NM_000882 


Homo sapiens interleukin 12 A (natural killer cell stimulatory factor 1, cytotoxic 
lymphocyte maturation factor 1, p35) (IL12A), mRNA 


NM 000628 


Homo sapiens interleukm 10 receptor, beta (ILIORB), mRNA 


NM 001558 


Homo sapiens interleukm 10 receptor, alpha (ILIORA), mRNA 


NM_003639 


Homo sapiens inhibitor of kappa light polypeptide gene enhancer in B-cells, 
kinase gamma (IKBKG), mRNA 


NM_003640 


Homo sapiens inhibitor oi kappa light poiypeptiae gene ennancer in tj-ceiis, 
kinase complex-associated protein (iisJDJsAJ';, itikin a 


NM 001542 


Homo sapiens immunoglobulin superiamiiy, memoer :> \\sj^r:>)^ ituuna 


NM 001555 


Homo sapiens immimoglobulm supertamiiy, memoer i ^^luor i j, humna 


JNJVl UUZloU 


TTomn <!anipn<; immnnncrlnbiilin mu binding prOtein 2 fIGK[MBP2), mRNA 


NM 001553 


Homo sapiens insulin-like growth factor binding protein 7 (IGFBP7), mRNA 


NM 000598 


Homo sapiens insulin-hke growth factor bindmg protein 3 (IGFBP3), mRNA 


NM 000596 


Homo sapiens insulin-like growth factor binding protein 1 (IGFBPl), mRNA 


NM 001554 


Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA 


NM 000876 


Homo sapiens insulin-like growth factor 2 receptor (IGF2R), mRNA 
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NM 001550 H 
NM 002177 E 
NM 002176 F 
NM 000874 I 
NM 002170 I 
NM 002169 1 
NM 002175 I 
NM 002173 i 
NM 002172 ] 
NM 002171 ] 

iwTXir AA1 CylO 

NM_00l34y 


r .«n^«n.. interferon-related developmental re-fnilator 1 (IFRDl). mKiNA 

ronno sapiens interferon, omega UTFNWn, xnRNA . 4 

i.^A 4iens interferon, beta 1, hbroblastCgNBI) "^^^A . 
Inmo sapiens intaferon falpha. beta and omega) receptor 2 (IfNAK/KimuN a 

lomo sapiens interferon, alpha 8 (U-NAS), nmi>IA 

Tomn -rnpi-Ti^ ^-w^ron alpha 5 (Wl^AS), mRNA 

Tomo saDiens interferon, atoha 21 (it^JNAZi hu^n^ — 

:t.^^ .^pien. interferon, alpha 16 fffNAlO), hikinA 

aomo sapiens mterteron, alpha i4 (1FNA14), mKJNA 

Homo sapiens interferon, alpha 10 (U-NAIU), nusaxIA 

Homo sapiens interferon-induced protein with tetratncopepnae repeai« 4 ,11 114), 


NM_001548 


SZo sapiens interferon-induced protem with tetratricopeptiae repeaxs . 1,. 


NM_003641 


Homo sapiens interferon induced transmembrane protem 1 ^9-^7) dFITMl). 
mRNA ■- ^ 


NM 000204 
NMJ)02168 


Homo sapiens I factor (conylement) (ff ), nutochondrial (IDH2), 
Homo sapiens isocitrate dehydrogenase 2 (NAD1'+), mitocnonariai v /, 
^nnlear pene encoding mitochondrial protem, mRNA r-r 


NM_001546 


Homo sapiens inhibitor of DNA binding 4, dommant negative neux-ioop-hch. 


NM_002166 


^^^^^b^fDNAbinding 2, dominant negative helrx-loop-helix 


NM_002165 

NM 002160 
NM 000871 
NM 000869 
NM 000868 
NM 000867 
NM 000865 
NM 000864 


^o"sgS;^or oTDN^bh^dh^^ helix-loop-helix 

Homo sapiens 5-hvdroxvtryptamme (serotonm) receptor o ^j^^'' — 
-TTA^A ^aniens 5-hvdroxytryptamine (serotonm) recep or A HTR3A , n^A 
HAn^o .sapiens 5-hvdroxytrvptamine (serotomiOlgcep or 2C On^C) ^^^f^ 
Ha^o sapiens 5-hvdroxytryptamine (serotonm) receptor 2B ffrrR2B .^^^ 
TTAn^A ««niens 5-hvdroxytryptamine (serotonm) receptor E fflTRlE ^J^^ 
Homo sapiens 5-hydroxytryptamine (serotonm) receptor D ffTTR D , mRNA 


NM 000863 
NM 000524 
NM 002159 
NM 002158 
NM 001541 

NM UUZlJJ 

NM 001539 
NM_000198 


• Homo sapiens 5-hvdroxvtrvptamine (serotonm) receptor 1 H (H K^ , mRHA 
THomo sapiens 5-hvdroxvtrvptamine (serotonm) receptor J A < nTRl A), mRNA 

T" fT-i 11 1 -.M-r-iic oT-»V»onr»<=*r factor rHlLFV fflRNA 

Homo sapiens human T-cell leukemia virus ennancer lacwr 

- Homo sapiens heat shock 27kD protem 2 (HSPB2),mRNA 

- SZLIiPn. heat shock 70kD protem 6 (HSP70B') (HSPA6), mRNA 

H-Sa^a .aniens heat shock proteip- DNAJ-like 2 (HSJ2). mRNA 

- Homo sapiens hydroxy-ddta-5-steroid dehydrogenase, i beta- and steroid delta- 


NM_000862 




NM 000414 
NM 002153 
NM 000413 
NM 000196 
NM 002151 
NM 000860 
NM 002150 
NM 002143 
NM 002148 


Urnmosapiens hydroxysteroid (17-b_etalde^^^ogengge 2 ^SD 7B2) n^A _ 
i;^^^^^^^y.:Arn...t^aid (iT-beta) dehydrogenas^l <HSD TBI), "ff^ 
THomo sapiens hvdroxvsteKiid (1 1-beta) dehydrogenase 2 <HbUUt5z nu^>i A 

uZa ..piens hepsin (transmembrane protease "^^^""^ -m,, 

Homo sapiens hydroxyprostaglandindehydrogenase 
" IIuiuu -Jiiii 11 1 hTiirnT--rhrn"1p-Tir"^-^^»^^<^«"^se"gP>-°^^ 

Homo sapiens hippocalcin (HPCA), mRNA __ ■ 

■ Homo sapiens homeo box D10(HOXD1U), mKJNA _ 
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NM 009147 


Homo saniens homeo box B5 fHOXB5V mRNA 


NM 002146 


Homo sapiens homeo box B3 (HOXB3), mRNA 


NM 002145 


Homo sapiens homeo box B2 (HOXB2), mRNA 


NM 00'^ 144 


Homo saoiens homeo box Bl fHOXBl\ mRNA 


NM 002142 


Homo sapiens homeo box A9 (HOXA9), mRNA 


>JM Oft? 141 


TTnmn ^ssmien*? homeo box A4 ('HOXAA'^ mRNA 


NM OOOS'?'? 


Homo saniens homeo box A13 fHOXA13\ mRNA 


NM 002139 


Homo sapiens RNA binding motif protein, X chromosome (RBMX), mRNA 


NM 0004S7 


TTnmn <;ani"pn«; Vienfltorvte nuclear factor 4 alDha fHNF4Ay niRNA 


NM_002135 


Homo sapiens nuclear receptor subfamily 4, group A, member 1 (NR4A1), 


NM 002133 


Homo sapiens heme oxygenase (decycling) 1 (HMOXl), mRNA 


xnv/r 009 i 

iNiVl_UUZ VD X 


TTrfcmr\ ccir%i<>r»c v»i crVi-TnnKilitv aroim ^TinTiTii^torie cTiromosomal^ Drotein isoforms 1 
anH V nTMmV^ mRNA 


XTM" OO^T^O 


TTrkmn c5inii»nQ '^-hvHrmfv-'^-mpthvlcrhitarvl-Coenzvme A svnthase 1 f soluble^ 
(HMGCSl),inRNA 


xnvyf nno i o s 

IN IVl^UUZ 1 Z o 


T-I/^Tvi/^ ea-ni<»"ne ViifrVi mrtV^ilitr/ crrfMir* ^nr^TlTllQtonP nhTOTTiOSOmal i DrotCm 1 
XlOlilO odpiCIlo lllKJLi Jm'>''-'A*^»'y ft'-'^^^t' y^li\^lXllloLv/Xlt^ will v/llJ.WOV/ixia.iy pxv-^i.v-'XAx a 

rTTMnT^ ml^NA 


NM 000190 


Homo sapiens hydroxymethylbilane synthase (HMBS), mRNA 


iNlVl UUZ i zo 


rxOmO od.piCX15> ilcp<iUlC/ iCUlvCIlllcl LaxfiAjL \^xxJ_/X jy iiixvi^j^ 


NM_001531 


Homo sapiens major histocompatibility complex, class I-like sequence 
rPTT AT mTiNA 


iNxVl UUZ 1 -i. / 


TTnmn ci:impnQ TTT A-fr Tii<:tnromnatihilitv antiffen class I. G fHLA-G\ niRNA 


NM_002123 


Homo sapiens major histocompatibihty complex, class n, DQ beta 1 (HLA- 


iNlVi__UU 1 D J V 


TT/^T-nrt oo-r*i<ano Vii/T^rk-vio ir»Hnr'iKli=» "Fiar'tnr 1 fllnVia <!llhllTllt ^ha<?ic helix-loon-helix 
XxOmO SopiCTlS IiypOXl<l"-lIlU.U.UlLilC Ict^lv/X 1, ciLjJLia oUULXixxt y^uooxVi/ iiwiii^ ivrv^rp ax^xia 

■tr*ci"ncr»'r'ir*tin'n far'tnr^ rTTTPl A^ mT^'WA 
U dlloU'X ipLiv^ii xct^iv/iy ^xxxx LX%.fy iixx\^^.r^ 


NM 001 


TTnmn Qanienc: TTOF artivator THGFAO mRNA 


NM 0001R7 


TTnmn Qanii»nc Vinmnapnti^ate 1 ^-Hioxvffenase rhomo^cntisate oxidase^ fHGDV 

XxUllHJ ^dUiwlXo XXUlXX\JgC^XltXoa-V& X j^^-»XV/A.jrgwiia.o\,' ^itvxm-r^Xi'iit.xiJi*vvrf vj^*v»«*«wy y^AA-w-A^y, 

mRNA 


NM 000410 


Homo saniens hemocliromatosis fHLFEV mRNA 


NM 000186 


Homo saniens H factor 1 fcomolement^ fHFl\ mRNA 


NM 003865 


Homo sapiens homeo box (expressed in ES cells) 1 (HESXl), mRNA 


NM 002112 


Homo sapiens histidine decarboxylase (HDC), mRNA 


XTTV/T 009 1 1 O 
INlVl VJUZ 1 lU 


Xxonio oapieiib ncinopuiciio l>cxi isaii<ioc ^xxv-^x^w^, iixivi><r^ 


NM 003642 


Homo sapiens histone acetyltransferase 1 (HATl), mRNA 


NM 001523 


Homo sapiens hyaluronan synthase 1 (HASl), mRNA 


XTTVyr AAAl Ql 

JNjyl_UUUlo3 


xxomo sapiens nyuroxyacyi-L^oenzymc x\. uciiyurogcxidac/^-i^ctua^yi-'v-./ut^iii^jriiiw 

xTl LOlOldoC/cnoy l~\>^OCriZiy rQC Xljrvxxextci&t' yuxxL&ii^Liv^iici-i ^x\JtwiAiy, L/wic*. oiAL^uiixi. 
^'TTA^iTTR^ mPNA 


XTM 0001R9 


TTnmn canif^-nc Vi'vrlrnwarvl-r^npnT'vme A dehvdro0"enase/3-lcetoacvl-Coenzvme 
A thiolase/pnnvl-Pnpnrvme A hvdratase ftrifunctional nroteiny alnha subunit 
f HADHA^ mRNA 


NM 003548 


Homo sanierjs H4 histone familv 2 fH4F2\ mRNA 

XXXJAXXw ii3UL^X\i/XXO jLMJt XXXOLWXXw^ XC*XXJ-i.ijr \ /' *. 


NM 003547 

X^XVX V/V/-'»«'~ ' 


Homo sarjiens H4 histone familv member L fH4FL\ mRNA 

XXvXXXV OCX|«rXwllO AA^T lllOLVXXV' XtXiA-ll-X jr ^ XX j.wxa.AVi^w«. \ ■^"^/J ■*-»-»^»-* ^* ^ 


NM 003544 


Homo sariiens TT4 histone familv member I rH4FH mRNA 

XXX-rllXv^ OCxpXV./ilO XX" IXlOXV/llw ±CLilHi.jf y iix*^xxxw^x A yAA-Tx. x.y, xxxx'x.x IX ^ 


NM 003493 


Homo sapiens H3 histone family, member T (H3FT), mRNA 


NM 003537 


Homo sapiens H3 histone family, member L (H3FL), mRNA 


NM 003534 


Homo sapiens H3 histone family, member H (H3FH), mRNA 


NM 003532 


Homo sapiens H3 histone family, member D (H3FD), mRNA 


NM 003531 


Homo sapiens H3 histone family, member C (H3FC), mRNA 


NM 003530 


Homo sapiens H3 histone family, member B (H3FB), mRNA 
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NM 003529 H 
NM 002107 ¥. 
NM 003528 h 
NM 003526 i 
NM 003525 J: 
NM 003524 1: 


f^^. c.p^.n. W3 histone family, member A (gg^A) mRNA _ . 

ronno sapiens H3 histone, family ^^iHiJl^fb)^ j 

^^^H2B histone fami y.jngm^O ^^g^^^^'^^ 

lomo sapiens H2B histone family, mgmner k ^H2B1-1v), ..JUJA 

I^iii^i^^i^2B ^i^tone familv. member J (H2BFJ), mRNA 

i;;;;;74^2R histone family, member H (H2BgiXn^N^ 


NM 003523 I 
NM 003522 1 
NM 003518 1 
NM 002106 ] 
NM 003516 ] 
NM 003513 
NM 003512 
NM_003ol2 


^ig^H2Bhisto^ 

.o^n 4iens H2B histone fa^LxgElteM^^^ - 

■ TT'i A iiJr-tnnr f-imilv TTifmbpr 7 (H2AFZK mKJNA 

^fomo sapiens II2A histone tamiiy, memoci y /, — 

Ho™n 4i«nsH2A histone family, member O (H2AFO) mM^A 

Homo ^aniens H2A histone familv. member L (ri2AFL), mKNA _ 

komo sap^s sema domam, imi^unoglobulin domain (Ig), and GPI membrane 
...l.or fsemaphorin^ 7A (SEMA7A), mRNA ,.,n, fO-^.U-; ) 


NM_002104 

NM 002103 
NM 002102 


Homo sapiens granzyme K (serine protease, granzyme 3. tryptase 11) (UZJVIk), 

Homo sapiens elvcogen synthase 1 (muscle) (GYSl), mRNA 

Homo sapiens elvcophonn E (UYfJij, mkWA — . ^ 


NM 000181 
NM 000858 
NM 001522 
NM_000180 ' 


Homo sapiens elucuromdase. beta (uQSB), n«NA 

Homo sapiens guanylate Kmase j 

nnrnn Qaniens Buanvlate rvp.lase It . retinal (GUCYZl' ). mKJNA 

-S^^i^rS^te cyclase 2D. membrane (retma-specitic) (OUC -/2D). | 

"^'^ TTTrr,,, 1 .rr 1 -nlnhlp beta (riTTrY1R3^. mRNA "1 


NM 000857 
NM 000856 
NM 000855 


Homo sapiens guanylate cyclase 1 , soiuDie, nnirt tut '\ _ ^ j . 


NM 000409 
NM_001517 


■ — ^ oo!>4^r.c a^-neral transcriotion factor IIH, polypeptide 4 (52kD subunit; 
jjomo sapiens general uranaVi'iiH 7 r ^ mt i 


NM_002096 


- ^^i^^^transcription factor IIF, polypeptide 1 (74kD subumt) | 


NM_002095 


- uJL lapiens general transcription factor HE, polypeptide 2 (beta subumt, 

-lAVJVi rGTF2E2\ mRNA — H 


NM_001513 

NM 000853 
NM 000851 
NM 000850 
NM 000849 
NM 000848 
NM 001512 


- Homb sapiens glutathione transferase zeta I (maleylacetoacetate isomerase) 

TToimn -nniPTin HntathioTir S-trnnsferase theta 1 (GSl 1 1), mRWA 

- 4^... p1,.t.thione S-transferase M4 (GSTM4), rnRNA _ 

-H::::;r4..n. .mtathione s-transferase Mi (bram (GSTM3 n^A 

H„^. ««pi«ns Glutathione S-transferase M? (muscle) (GSTM2), mRNA _ 

Hnni" -r-"' plnt^tbinne S-transterase A4 (GSTA4),mRNA 


NM 000846 
NM 000178 
NM 002094 
NM 000177 
NM 002093 
NM 002092 
NM 002091 
NM 002090 


■ Homo sapiens glutathione S-transferase A2 cublA2>, mKNA _ 

Homo sapiens glutathione synthetase (GSti), mi<i-4A . 

Homo sapiens Gl to S phase transition i yiac^^ 1 i n "^:^-'A 

Homo sapiens gelsolin (amyloidosis, finni^n lypr; ^ 

Homo sapiens glycogen synthase ^^^^^^^^^^^^^^^^ 

Homo sapiens G-rich RNA sequence binding tactor i (oKbbl). .uKl^A 

Homo sapiens gastrin-releasmg peptide (GRF). mKNA _ 

'Homo sapiens GR03 or^'-^pene fGR03), mRNA 

Homo sapiens GR02 oncogene fGR02), mRNA , . . 


NM 002089 
NM 001511 


H'gSr.apiens GROl oncogene (melanoma growth stimulating activity, alpha). 
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NM 00206/ 


Homo sapiens granulin (GRN), mRNA 


NM 000845 


Homo sapiens glutamate receptor, metabotropic 8 (GRM8), mRNA 


NM 000844 


Homo sapiens glutamate receptor, metaDotropic / ^uiNJVi/j, mjvLM/\ 


NM 000841 


Homo sapiens glutamate receptor, metabotropic 4 (^ijrKivi^;, nusjN/\ 


NM 000840 


Homo sapiens glutamate receptor, metabotropic 3 (laKM^ j, mKJN/\ 


NM_000176 


Homo sapiens nuclear receptor subiamily i, group memoer i ^XNJto\^ij, 
mRNA 


NM 000831 


Homo sapiens glutamate receptor, lonotropic, Kamaie ^ ^vjivlis.:?^, mxviN/\ 


NM 000830 


Homo sapiens glutamate Teceptor^ lonotropic, Kainaie i v^-k^lis^ij, mKj>i/\ 


NM 002086 


Homo sapiens growth factor receptor-bouna proiem z vokoz^, mtsjN/v 


NM__002085 


Homo sapiens glutatmone peroxidase 4 Qpnospnoiipiu nyoroperoxiaasej \ KsrJsj\)y 
mRTsA 


NM 002083 


Homo sapiens glutatnione peroxidase z ^gastromiesimaij \yjrj>>^)y mi\j.N/v 


NM 002082 


Homo sapiens Cj protem-coupied receptor Kinase o i^or^rsjvoj, iiiivln/y 


NM 001504 


Homo sapiens protem-coupied receptor )7 yyjr ssy ), iukin/v 


NM 001508 


Homo sapiens G i^otein-coupled receptor 39 (GPR39), mRNA 


NM 001507 


Homo sapiens G protem-coupleo receptor 3o (urrKio), mKlNA 


NM 001506 


Homo sapiens G protein-coupled receptor 32 (GPR32), mRNA 


NM 001505 


Homo sapiens G protein-coupled receptor 30 (GPR30), mRNA 


NM_001503 


Homo sapiens glycosylpnospnatiaylinositol specitic pnospnolipase Ul (^vjI'JLUI;, 
mRNA 


NM_000408 


Homo sapiens glycerol -3 -phosphate aehyarogenase 2 (.initocnondnaij KyxrxJM)^ 
mRNA 


NM 001448 


Homo sapiens glypican 4 (GPC4), mRNA 


NM 002081 


Homo sapiens glypican 1 (GPCl), mRNA 


NM 000174 


TT 1 j_ • TXT* /" 1 X 1 i\ /■/■~^T*r\\ T^ TvT A 

Homo sapiens glycoprotein IX Cplatelet) (GP9), mRNA 


NM 000173 


Homo sapiens glycoprotein lb (platelet), alpha polypeptide (GPIBA), mRNA 


NM_002080 


Homo sapiens glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate 
aminotransferase 2) (GOT2), nuclear gene encoding mitochondrial protein, 
mRNA 


NM_002079 


Homo sapiens glutamic-oxaloacetic transaminase 1 , soluble (aspartate 
aminotransferase 1) (GOTl), mRNA 


NM_002076 


Homo sapiens glucosamme (N-acetyl)-o-suliatase (Jsantilippo disease iiuu; 
(GNS), mRNA 


NM 001501 


Homo sapiens gonadotropm-releasmg hormone 2 (GNKH2), mKNA 


NM_000825 


Homo sapiens gonadotropin-releasing hormone 1 (leutinizing-releasing 
hormone) (GNRHl), mRNA 


NM_002075 


Homo sapiens guanine nucleotide binding protein (G protein), beta polypeptide 3 
(GNB3), mRNA 


NM_002073 


Homo sapiens guanine nucleotide binding protein (G protein), alpha z 
polypeptide (GNAZ), mRNA 


NM_000172 


Homo sapiens guanine nucleotide binding protein (G protein), alpha transducing 
activity polypeptide 1 (GNATl), mRNA 


NM_002072 


Homo sapiens guanine nucleotide binding protein (G protein), q polypeptide 
(GNAQ), mRNA 


NM_002071 


Homo sapiens guanine nucleotide binding protein (G protein), alpha activating 
activity polypeptide, olfactory type (GNAL), mRNA 


NM_002070 


Homo sapiens guanine nucleotide binding protein (G protein), alpha inhibiting 
activity polypeptide 2 (GNAI2), mRNA 


NM_002068 


Homo sapiens guanine nucleotide binding protein (G protein), alpha 15 (Gq 
class) (GNA15), mRNA 
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NM_002067 



Homo sapiens guanine nucleotide bind ing protein (U protemj. aipna a (Gq 
class^ (GNAliy mKNA 




MM 000167 



1SIM_000166 



m/L 002060 



NM 000164 



MM 000823 



TSIM 000163 



m/L 000821 



NM 001495 



MM 002055 



MM 003943 



MM 000514 



u^rr^n ..a piens glycerol '""^^^^."^ r ^i^^uiiu Hnrrnt Min°- 
Homo sapiens gap junction proteui, beta 1 32kD Cconnexin 
Tnntb n— r-^^" y-1itiked^ fOJBl), mRNA 



Tooth nfturopa thv, A-linKeaj iojpx;> • a-7\ /^r"TA/i\ mT^NA 



H»TT.n sa piens gap lunc u on ^x^^.^ ...t.i ja 

TT^^^^^^tH -. inhibitory polypeptidr rere p tor "g^^ , - 
H^^^^j^T^h hormone T^lea^ingj^gne^ or (GHRHR), xnRMA , 
Homo sapiens gr owth hormone receptor (G^^^^jA 



Homo sapie n s aiuw^i .iv.^.... — -r— v mPNA 

Hnnno sapiens ^ani^i ^tam yl 

^^^^^^^^^^^ 



Homo sapi e ns VJl^x^x xait.w J, r r r -n , rtJA 

c^piens plial fibrillary acidic pr otein (GFAP), mRNA 



n omu bay ju^iio fti*^^ ^ " — ^r^^^A\ pxTA 



MM 001493 



MM_001491 



MM_001490 



Homo sapi e ns anai WW.. r 

TTnmn -TnTTIT" <^T^1P Hiss nciation inhlbltr .r 1 rGDIll. mKNA ^ 

enzyme 

rGCNT2\ mRNA 



NM^ 000160 
mi 002054 



acetylglucosaminvltransfe rase^ (GCMTl), mRNA 
Homo sa piens glucagon receptor (G CGR\ mRNA 

. /r^r^n\ ■r^'DXTA 



MM 001485 



Homo sapiens y liicaeon (GCG), niRNA 



MM 001483 



NM 002048 



MM 001481 



MM_000819 



MM 002045 



NM 003614 



NM 000154 



NM 001477 



NM 001476 



NM_001475 



NM 001474 



MM 001473 



NM 001472 



MM 001468 



MM_000818 



NM 002043 



Homo sapie ns gasiruxauun — — /^tiac\ rWQtJ\ 

^;:;;;;^l^ fi^;^oblastonia ampUfkd s equence (GB A S), mRNA 



nomO SapiClia aiiv^ i^xu.^*.wxx r-— ■ ^noA 

T fomo sapiens growth arr est:SEecifi^ 
^ _ v.— ^^^- cL ^n\r^r. 1 1 rOASlll mR> 



sa piens growth arrest-s pecific 11 (GASH), mRMA 



Homo sapie ns gruwui o^r^wx^aw ^ 

Homo sapiens phosphoribosylglycinamide tormylfransferase. 
ph^horibosylglycWmide synthetase, phosphonbosylammoimidazole 
synthetase (GART), mRMA 



syntnetase ^ vjaivx ), nuvx-^ ^ ^r, rr>Ai>An\ «,p>ja 

.. piens growth associated protei n 43 (GAP43), mRNA 



ir^^^ «« pi^s galanin receptor 3(GAL R3), mRNA 



Homo sa piens galacto kinase 1 (GALKl), mRMA 

: ^ 7- <-7T^ A nx::nVi\ ■m'R'NA 



^^p iens G antigen 7B (GAGE7B ), mRNA 

: 'X. . • _ _ r //-« A nT2^\ rnQ KT A 



rXUXli\J oa.^fxwAi-c> ^ — V . 

Homo sapiens G antigen 6 rGAGEe). mRNA 
Homo s apiens G antigen 5 (GAGE 5'). mRNA 

: '"'^ 7"' yi //^ A /~iT7>i\ ■»-i-iT?lsTA 



ur.^n sa piens G antigen 4 (GA GE4\ mRNA 



Homo sa piens G antigen 3 (GAGES), m RMA 

. ^ fr^K rLX2n\ *n"R>JA 



JZU- Ul^J ocn^Aw*>j ^ ^^^^^ X 

Homo sapiens G antigen 2 (GA GE2). mRNA 

Ho mo sapiens G antigen 1 (GA GED, mRNA ^ 

Homo sapiens glutamate decarboxylas e 2 (pancreatic islets ana brain. 65kD) 

(GAD2), mRNA — 
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mT^NA 


IN iVl_U U Z V/H-Z. 


Wnmn Qar>ien<5 ffamnia-aminobutvric acid fGABA) receptor, rho 1 (GABRRl), 
niRNA 


NM 000402 


Homo sapiens glucose-6-phosphate dehydrogenase (G6PD), nuclear gene 
encoding mitochondrial protein, mRNA 


NM 001469 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1), mRNA 


NM 002037 


Homo sapiens FYN oncogene related to SRC, FGR, YES (FYN), mRNA 




Homo saniens Duffv blood eroup fFY), mRNA 


NM 002035 


Homo sapiens follicular lymphoma variant translocation 1 (FVTl), mRNA 


IN iVl V/ V V 1 J V/ 


Hnmo «;aniens fdcosvltransferase 6 Calpha (1,3) fucosvltransferase) (FUT6), 
mRNA 


>JM nn90'^4 


Wfimn <!nr>ien<! fiicosvltransferase 5 CalDha fl.3") fucosvltransferase) (I'LlTS), 

ml^NA 

IIXXVXNXT. 


NM_002033 


Homo sapiens fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid- 
^inecific'^ rFUT4'^ mRNA 

SfJV/V'lXlwy KJ X~yj XXXXXA^XX 


NM 000 14Q 


Homo sapiens fucosyltransferase 3 (galactoside 3(4)-L-fucosyltransferase, Lewis 
blood group included) (FUT3), mRNA 


NM 000511 


Homo sapiens fucosyltransferase 2 (secretor status included) (FUT2), mRNA 


NM 000148 


Homo sapiens fucosyltransferase 1 (galactoside 2-alpha-L-fucosyltransferase, 
Bombay phenotype included) (FUTl), mRNA 


NM 000147 


Homo sapiens fucosidase, alpha-L- 1, tissue (FUCAl), mRNA 


NM 002032 


Homo sapiens ferritin, heavy polypeptide 1 (FTHl), mRNA 


NM 000145 


Homo sapiens follicle stimulatine hormone receptor (FSHR), mRNA 


NM 000510 


Homo sapiens follicle stimulating hormone, beta polypeptide (FSHB), mRNA 


NM 001463 


Homo saniens frizzled-related protein fFRZB), mRNA 


NM 000144 

X^XVX V/W XII 


Homo sapiens Friedreich ataxia (FRDA), mRNA 


NM 001462 


Homo sapiens formyl peptide receptor-like 1 (FPRLl), mRNA 


NM 00'^029 


Homo sapiens formyl peptide receptor 1 (FPRl), mRNA 


NM 003838 


Homo sapiens fucose-1 -phosphate guanylyltransf erase (FPGT), mRNA 


NM 002027 

X TiXVX \J\J 1 


Homo sapiens famesyltransferase, CAAX box, alpha (FNTA), mRNA 


NM 002025 


Homo sapiens fragile X mental retardation 2 (FMR2), mRNA 


NM 002024 


Homo sapiens fragile X mental retardation 1 (FMRl), mRNA 


NM 001461 

X^XVX \J\J1.^T\J±. 


Homo sapiens flavin containing monooxygenase 5 (FM05), mRNA 


NM 002022 


Homo sapiens flavin containing monooxygenase 4 (FM04), mRNA 


NM 001460 

X ^XtX \J\J i. ^\J\f 


Homo sapiens flavin containing monooxygenase 2 (FM02), mRNA 


NM 002021 

X^XVX \J\J ^ X 


Homo sapiens flavin containing monooxygenase 1 (FMOl), mRNA 


NM 002020 

X ^XTX \J\J A^\J JLt\J 


Homo sapiens fms-related tyrosine kinase 4 (FLT4), mRNA 


NM 001459 


Homo sapiens fms-related tyrosine kinase 3 ligand (FLT3LG), mRNA 


NM 002019 


Homo sapiens fms-related tyrosine kinase 1 (vascular endothelial growth 
factor/vascular permeability factor receptor) (FLTl), mRNA 


NM 001455 

X ^XT^ \J\J X fl^w' 


Homo sapiens forkhead box 03 A (F0X03A), mRNA 


NM 001453 


Homo sapiens forkhead box CI (FOXCl), mRNA 


NM 001451 


Homo sapiens forkhead box Fl (FOXFl), mRNA 


NM 001450 

X^XVX \J\J \.^^\J 


Homo sapiens four and a half LIM domains 2 (FHIL2), mRNA 


NM 001449 


Homo sapiens four and a half LIM domains 1 (FHLl), noRNA 


NM 009019 


TTnTYin Qanien^ fragile hiQtiHine triad ffene fFHIT^. mRNA 


NM 000143 


Homo sapiens fumarate hydratase (FH), mRNA 


NM_002002 


Homo sapiens Fc fragment of IgE, low affmity E, receptor for (CD23A) 
CFCER2), mRNA 


NM_002001 


Homo sapiens Fc fragment of IgE, high affmity I, receptor for; alpha polypeptide 
(FCERl A), mRNA 


NM 002000 


Homo sapiens Fc fragment of IgA, receptor for (FCAR), mRNA 
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NM 003837 ':\ 
NM 001998 H 
NM 003923 E 
NM 003950 ¥ 

xTAA nn'^07S T- 
jNjyi A 


— 1 1 1 /T7Tn>0\ Tn'P'MA 

omo sapiens fructose- 1,6-bisphosphaTase i jJ-bPi). n^U^A 

Intno sapiens fibulm 2 fFBLN2), mKNA _ 

?:;;;;;:^.n. coagulation factor 11 (Ijrombalie^ 3 (F2RL3), mRNA 1 

r.«„ 4i«n« SH2 domain protein 2X15^2^1"^ 

4^... exostoses-gmiii^eHike 3 (EXT13). mRNA 


NM 001440 1: 
NM 001988 I 
NM 001985 I 
NM 000126 I 
] 


Tomo sapiens cnvopiajan [^szyri^jy mivx rnxrm'k ml? MA 

.nmo sapiens electron-transferjlavoE^tei^^ 

lomo sapiens electron-transter-tll^^^, ^h^^^^ ^"^^^ 

T> rETFAV nuclear aene encoding nutor-hondnal proteui niRNA _ 

ffomo sapiens estroeen-related receptor ^amma (bSRKU), uilUJA 


15m 001438 ] 
NM 000125 ] 


s^ssi^s::;:;;^^^^grodentr^ 


NM_000123 


pi'gmentosum, complementation group G 
(Cockayne syndrome')') (ERCC5\ mKNA . ^«.r«.^r H,>ficiencv 


NM_001983 


Homo sapiens excision repair cross-oomplementmg rodent repair def^^^^y- 
c^lem^tation group 1 (includes overlapping antisense sequence) (ERCCl). 

TTlixiN/V — J , 


NM 000502 
NM_001981 

NM 000799 
NM 001980 


tir^tno sapiens eosinophil peroxidase (niriL), mKl^lA ^ ^p^,.^ 

Homo sapiens epidermal growth factor receptor pathway suDsuraxe yLi^olS), 

mRNA 

Homo sapiens erythropoietin (HfO), mRNA ^ 

Homo sapiens emmorphm (EFIM), mKNA rrnUlL-^ mPN ^ 


NM 001431 
NM 001430 
NM 001977 
NM_001974 

NM 001425 


Homo sapiens erythrocyte membrane protein band 4^1-l^e 2 ^FB4ii.z^n^ 
Homo sapiens endothelial PAS domam protemUgPASI) n^A — 

hSomo sapiens glutamyl amingpeptidase (aminopeEtida . A) (^^^^^^^^^ 
Homo sapiens egf-like module containing, mucm-like, hormone receptor-hke 

1 seauence 1 (EMRn, mRNA — 

Homo sapiens epithehaimembmiej^ 

XT c«pi... enithelial membrane protem 2 (EMP2).mRNA 


NM 001424 
NM 001423 
NM 001421 
NM_001419 


Th^o sapiens epithelial membrane protein It hMHh. ...UN A , 

- factor 4 (^f ^4gm^gg^^^^Sigf^ 

Homo sapiens ELAV (embryomc letnai, abnormal vision, L>rosopniia; lu^c v 

antigen R)(ELAVLn, mRNA 

TTr,™r. "iniiTi" f»1a<!tasp ? neutrophil (JiLA2), mRNA ^ . 


NM 001972 
NM 001970 
NM_001418 


Homo sapiens eidbidac i,i^^-l^^:^__t: — i i — _ r \ r-crr- tL\ inT?>IA 

u.^. ,.piens eukarvotic translntion initiation ar, or 5A (Eff5A) nJ^ 

" Homo sapiens eukaryotic translation initiation factor 4 gamma, z ^bU-4^2J, 


NM_003732 


- Som^sapiens eukaryotic translation initiation factor 4E bindmg protem 3 


NM 001968 
NM_001416 


Homo sapiens eukaryotic translation mitiation tactor 4A, isoform 1 (.nif 

r — ; — T — Tiiiiii 7 r-cti 66/fi7kP) 


NM_003753 


Homo sapiens eukaryotic translation mitiation tactor J, subunu i (^u, ooj o 


NM_001568 


— L^^^ ci^ieriQ eukarvotic translation initiation factor 3, subumt 6 (48kD) 

j;^oino sapiens euKaryutiu li<uio*€»1'A>-'** **** 

^'VTF'^Sfi^ mRNA — — — — 


NM_003754 


Homo sapiens eukaryotic translation initiation factor 3, subumt 5 (epsilon, 47kD) 


NM_003757 


Homo sapiens eukaryotic translation initiation factor 3, subumt 2 (beta, 36kD) 

rF,TF3S2'>. mRNA — - — -, ,„ . ^ 

Homo sapiens eukarvotic translation initiation factor 3, subunn i» ^dicU, 


NM 003750 
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NM 001415 



150/170kD) (EIF3S1Q), mRNA 



Homo sapiens eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD) 
(E1F2S3)> mRNA 



NM 003908 



Homo sapiens eukaryotic translation initiation factor 2, subunit 2 (beta, 38kD ) 
(EIF2S2), mRNA 



NM 001966 



Homo sapiens enoyl-Coenzyme A, hydratase/3 -hydroxy acyl Coenzyme A 
dehydrogenase (EHHADH), nuclear gene encoding mitochondrial protein, 
mRNA 



NM 001965 



NM 001964 



Homo sapiens early growth response 4 (EGR4), mRNA 



Homo sapiens early growth response 1 (EGRl), mRNA 



NM 001406 



NM 001962 



Homo sapiens ephrin»B3 (EFNB3), mRNA 



Homo sapiens ephrin-A5 (EFNA5), mRNA 



NM 001405 



NM 001961 



Homo sapiens ephrin-A2 (EFNA2), mRNA 

Homo sapiens eukaryotic translation elongation factor 2 (EEF2), mRNA 



NM 001958 



Homo sapiens eukaryotic translation elongation factor 1 alpha 2 (EEFl A2), 

mRNA ^ 



NM 001956 



NM 001955 



Homo sapiens endothelin 2 (EDN2), mRNA 
Homo sapiens endothelin 1 (EDNl), mRNA 



NM 003775 



Homo sapiens endothelial differentiation, G-protein-coupled receptor 6 (EDG6), 
mRNA 



NM 001399 



Homo sapiens ectodermal dysplasia 1, anhidrotic (EDI), mRNA 



NM 001397 



Homo sapiens endothelin converting enzyme 1 (ECEl), mRNA 



NM 003240 



NM 001948 



NM 001945 



Homo sapiens endometrial bleeding associated factor (left-right determination, 

factor A; transforming growth factor beta superfamily) (EBAF), mRNA 

Homo sapiens dUTP pyrophosphatase (PUT), mRNA 

Homo sapiens diphtheria toxin receptor (heparin-binding epidermal growth 
factor-like growth factor) (DTR), mRNA 



NM 001939 



Homo sapiens dystrophin related protein 2 (DRP2), mRNA 



NM 001938 



NM 001387 



NM 001385 



NM 001935 



NM 003863 



Homo sapiens down-regulator of transcription 1, TBP-binding (negative cofactor 
2) (DRl), mRNA 



Homo sapiens dihydropyrimidinase-like 3 (DPYSL3), noRNA 



Homo sapiens dihydropyrimidinase (DPYS), mRNA 



Homo sapiens dipeptidylpeptidase IV (CD26, adenosine deaminase complexing 
protein 2) (DPP4), mRNA 



Homo sapiens dolichyl-phosphate mannosyltransferase polypeptide 2, regulatory 
subunit (DPM2), mRNA 



NM 001380 



Homo sapiens dedicator of cyto-kinesis 1 (DOCKl), mRNA 



NM 001379 



NM 001375 



Homo sapiens DNA (cytosine"5-)-methyltransferase 1 (DNMTl), mRNA 
Homo sapiens deoxyribonuclease U, lysosomal (DNASE2), mRNA 



NM 001374 



Homo sapiens deoxyribonuclease I-like 2 (DNASE1L2), mRNA 



NM 001934 



Homo sapiens distal-less homeobox 4 (DLX4), mRNA 



NM 001933 



Homo sapiens dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo- 
glutarate complex) (DLST), mRNA 



NM 001362 



NM 001360 



Homo sapiens deiodinase, iodothyronine, type m (DI03), mRNA 
Homo sapiens 7-dehydrocholesterol reductase (DHCR7), mRNA 



NM 003670 



NM 001354 



Homo sapiens basic helix-loop-helix domain containing, class B, 2 (BHLHB2), 

mRNA 



Homo sapiens aldo-keto reductase family 1, member C2 (dihydrodiol 
dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid 
dehydrogenase, type III) (AKR1C2), mRNA 



NM 000790 



Homo sapiens dopa decarboxylase (aromatic L-amino acid decarboxylase) 
(DDC), mRNA 
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NM 000789 



NM 001920 



NM 000788 



NM 001919 



NM 001918 



NM 001352 



NM 001351 



NM 001350 



NM 001344 



NM 003472 



NM_000776 



NM 001916 



NM 001914 



NM 003928 



NM 003611 



Homo sapiens dipeptidyl carboxypeptidase 1 (angiotensin I converting enzyme) 

(ACE), mRNA 



Homo sapiens decorin (DCN), mRNA 



Homo sapiens deoxycytidine kinase (DCK), niRNA 



Homo sapiens dodecenoyl-Coenzynie A delta isomerase (3,2 trans-enoyl- 
Coenzyme A isomerase) (PCI), mRNA 



Homo sapiens dihydrolipoamide branched chain transacylase (E2 component of 
branched chain keto acid dehydrogenase complex; maple syrup unne disease) 
(DBT). mRNA 



Homo sapiens D site of albumin promoter (albumin D-box) binding protem 
(DBF), mRNA 



Homo sapiens deleted in azoospermia^like (D AZL), mRNA 



Homo sapiens death-a ssociated protein 6 (DAX X), mRNA 



Homo sapiens d efender against cell death 1 (DADl), mRNA 



Homo sapiens DEK oncogene (DNA binding) (DE K). mRNA 



Homo sapiens cytochrome P450, subfamily IHA (niphedipine oxidase), 
polypeptide 3 fCYF3 A3), mRNA 



H omo sapiens cytochrome c-1 (CYCl), mRNA . ■ ■ 

Homo sapiens cytochrome b-5 (CYB5), nuclear gene encoding mitochondnal 
protein. mRNA 



Homo sapiens CAAX box 1 (CXXl), mRNA 



NM 003467 



NM 001338 
NM 003478 



NM 003591 



NM 001336 



NM 001335 



NM 001912 



NM 001333 



NM 000396 
NM 001911 



X±\J1.M.L\J Jt*ji/AWJ.AU " ^^.^ ~ _ ______ 

Homo sapie ns chromosome X open reading frame 5 (C XORF5 ), mRNA 



Homo sapiens chemokine (C-X-C motif), receptor 4 (fusin) (CXCR4), mR NA 



Homo sapiens coxsackie virus and adenovirus re ceptor (CXADR). mRNA 



Homo sapiens cuUin 5 (CUL5), mRNA 



Homo sapiens cuUin 2 (CUL2), mRNA 



Homo sapiens cathepsin Z (CTSZ), mRNA 



Homo sapiens cathepsin W (lymphopain) (CTSW), nxRNA 



Homo sapiens cathepsin L (CTSL), mRNA 



Homo sapiens cathepsin L2 (CTSL2), mRNA 



NM 001910 



Homo sapiens cathepsin K (pycnodysostosis) (CTSK). mRNA 



Homo sapiCTis cathepsin G (CTSG), mRNA 



NM 001909 



NM 001814 



NM 001908 



NM 001907 



NM 001906 



NM 001905 



NM 001904 



NM 003798 



NM 001903 



NM 001902 



NM 001901 



NM 001330 



NM 000100 



NM 003650 



NM 001323 



NM 001900 



Homo sapiens cathepsin E (CTSE). mRNA 



Homo sapiens cathepsin D (lysosomal aspartyl pro tease) (CTSD), mRNA 



Homo sapiens cathepsin C (CTSC). mRNA 



Homo sapiens cathepsin B (CTSB). mRNA 



Homo sapiens chymotrypsin-like (CTRL), mRNA 



Homo sapiens chymotrypsinogen Bl (CJlRBl). mRNA 



Homo sapiens CTP synthase fCTPS), mRNA 



Homo sapiens catenin (cadherin-associated protein), beta 1 (88kD) (CTNNBl), 
mRNA 



Homo sapiens catenin (cadherin-associated protein), alpha-like 1 (CTNNALl), 
mRNA 



Homo sapiens catenin (cadherin-associated protein), alpha 1 (102kD) 
(•CTNNAl). mRNA 



Homo sapiens c ystathionase (cystathionine gamma- lvase) (CTH). mRNA 



Homo sapiens connective tissue growth factor (CTG F), noRNA 
Homo sapiens cardiotrophin 1 (CTFl), mRNA 



Homo sapiens cystatin B (stefm B) (CSTB), mRNA 



Homo sapiens cystatin F (leukocystatin) (CST7 ), mRNA 



Homo sapiens cystatin E/M (CST6), mRNA 



Homo sapiens cystatin D (CST5). mRNA 
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INiVX \J\J LOZf ^ 


Homo sapiens cystatin S (CST4), mRNA 




Homo sapiens cystatin C (amyloid angiopathy and cerebral hemorrhage) (CST3), 
mRNA 


NM 001322 


Homo sapiens cystatin SA (CST2), mRNA 


NM 001898 


Homo sapiens cystatin SN (CSTl), mRNA 


NM 001121 


Homo sapiens cysteine and glycine-rich protein 2 (CSRP2), mRNA 


MM 001S96 


Homo sapiens casein kinase 2, alpha prime polypeptide (CSNK2A2), mRNA 


NM 001895 


Homo sapiens casein kinase 2, alpha 1 polypeptide (CSNK2A1), mRNA 


NM 001894 


Homo sapiens casein kinase 1, epsilon (CSNKIE), mRNA 


INIVX \J\J i OZr^ 


TTnmo <;aniens casein kinase 1 delta fCSNKlD\ mRNA 


MM 001 SQ9 


TTnmn <;anien<5 casein kinase 1 alnha 1 fCSNKlAlV mRNA 


NM 001891 


Homo sapiens casein, beta (CSN2), nxRNA 


MM nm 5?Qn 

iNivj. yjyj 1 oyyj 


Wr»mrk c?ir>i<*nQ r'ftQf*in alnlia Tr^SiT^l^ mRNA 


MM nnn7^n 


TTAmn Qaniens colonv «;timulatinff factor 3 recentor f firanulocvte^ fCSF3R)* 
mRNA 


MM 0007S9 


Hnmo ^aniens colonv stimulating factor 3 feranulocvte) fCSF3), mRNA 


MM 0nft7SR 


Hnmn ^aniens colonv stimulating factor 2 ( firanulocvte-macroDhase^ CCSF2), 
mRNA 


MM 000757 


Homo sapiens colony stimulating factor 1 (macrophage) (CSFl), mRNA 


NM 003651 

1>1VX \J\J J\J-J X 


Homo sapiens cold shock domain protein A (CSDA), mRNA 


NM 001315 

X ^ X VX V/ v/ X ^ X ^ 


Homo sapiens mitogen-activated protein kinase 14 (MAPK14), mRNA 


NM 001884 


Homo sapiens cartilage linking protein 1 (CRTLl), mRNA 


NM 001313 


Homo sapiens collapsin response mediator protein 1 (CRMPl), mRNA 


NM 001312 


Homo sapiens cvsteine-rich protein 2 (CRIP2), mRNA 


NM 001 "^l 1 

XNIVI \J\J LJLl. 


TTomo QanipTiQ cvsteine-rich nrotein 1 Tintestinal^ fCRIPl\ mRNA 


"MM 0007^6 


Wnmn Qnr^ieTic: fTiTtimtrnnin relpa«;inp' hormone CCRH^ mRNA 


NM 001881 


Homo sapiens cAMP responsive element modulator (CREM), mRNA 


iNiVi yjyjjoj i 


TTri-mn oorvijai-ic r»<»11n1ar rpnr^»ccor nf T<1 A-QtimiilafpH cptip^s ff^RT^fr^ mRNTA 


NM_001310 


Homo sapiens cAMP responsive element binding protein-like 2 (CREBL2), 

riLtviN /-V 


NM 001880 


Homo sapiens activating transcription factor 2 (ATF2), mRNA 


JNJVL_UUo oUD 


JOLOmO sapiens \^-/\or^-i dnu JxJJrJrv.l UUmalll wUIlldlillllg dUapLVIi wiLJii uvaui u\^xiia.Axx 

(CRADD), mRNA 


ISJN/T nni Q7'7 


XJr^fi-»/% oo-Ki-iatno r*£^v\'\r\\^rvy^T\'f' r*e\mTyi\r%/>'nf' fXi^/T^nctp^iTn T^siTT* ViniQi T^t*^Yitc%V y Il]rv2l 

jiomo sapiens compicmciii uuiiipuiiciii ^jii./xijj&idii x::>aii vuuo^ ^ \\^3:\^j^ 
mRNA 




XxOmO bd.pjCrio Cd.1 111 line palllllLUyitla-IloJ-ClCloC XJL \V-'J: LZ^)^ liU^Xwai gwiiii^ V'XlWVFU.xxi^ 

mitochondrial protein, mRNA 


IN1V1__UU i o / O 


xxUino odpieno 0*11 rii Line pdiiiiitoyiLidiioidcioc 11 vex \^v-*Jir x xxa.^, xxu^iwax ^wxxw 

CxlL^dvlillg llilL^J^iIvyxXUi.Xai jJlV^tWXLX, XiXLvl>.<x 


TsTM 001 R75 


Homo <5anipn^ rarhamovl-nhosnhate svnthetase 1 mitochondrial fCPSl\ nuclear 

XXV/XlXv OCXL^XwXXO V'CLX I./CXXXXU V X t.^ XXV/OLyXXf9>VW l3 Y XXVXXX^ tt*»J^ xxxxtrW**w****« y^^A *■* 

pene encoding mitochondrial nrotein mRNA 


NM 000097 


Homo <5aniens conronomhvrinoeen oxidase f conrODomhvria. harderoporDhyna) 
(CPO), mRNA 


NM 001871 

X^XVX \J\J L \J / A 


Homo saniens carhoxvnentidase Bl ftissue^ fCPBl\ mRNA 


NM 001870 


Homo sapiens carboxypeptidase A3 (mast cell) (CPAS), mRNA 


NM 001869 

X^XVX W X %J\J ^ 


Homo saniens carhoxvnentidase A2 fnancreatic") rCPA2V mRNA 


NM 001868 


Homo sapiens carboxypeptidase Al (pancreatic) (CPAl), mRNA 


NM 003571 


Homo sapiens beaded filament structural protein 2, phakinin (BFSP2), mRNA 


NM 001302 


Homo sapiens cortistatin (CORT), mRNA 


NM 003832 


Homo sapiens phosphoserine phosphatase-like (PSPHL), mRNA 


NM 001843 


Homo sapiens contactin 1 (CNTNl), mRNA 


NM 001842 


Homo sapiens ciliary neurotrophic factor receptor (CNTFR), mRNA 



545 

BNSDOCID: <WO 03074654A2_I_> 



PCT/US03/05028 

WO 03/074654 



ISIM 001839 H 
NM 001299 ti 
NM 001297 H 
NM 001298 a 
NM 000087 t 
NM 003570 t 
( 


iomo sapiens cytidine monophosphate-N-acetyb^eu^imc ac^a nyaroxy 
CMP-N-acetylneuraniinate monooxveenase) (CMAH), mKNA ^ 


NM 001836 i 
NM_001831 1 
i 
( 


lomo sapiens chymase 1, mast cell (CMAl) xnRNA 1 

lomo sapiens clusterin (complement lysis inmouor, SP^O^^O sultateo 
;w^JoSin 2 testosterone-repressed prostate message 2, apohpoprotem J) 


NM_001294 ] 


^tapienscleftl^palate associated transmembrane protem 1 
TJ^PTMn. mRNA ^ - ^i-ntrm) 


NM_003476 


Homo sapiens cysteine and glycme-nch prorem :> (cardiac LIM protem; 


NM 001293 
NM_003277 


^^^ii^l^iidiJrSC^^ protein deleted m velocardiofacal 

.,Ti^T.^«,^> <-r.T .nN5\ mRNA — ^ 

Homo sapiens ciauom 3 w^i^ui^^j, i^tx _ ^rm 


NM 001306 
NM 001829 
NM_001284 

NM 001827 
NM 001826 


TTnmn lapi-"^ ''^i""'^*"- ^^^^^ ^ (CLCN3), mRNA TJavi^U 

Sii^iSi^i^iS^^ilSid^^^ Sigma 1 subumt (AP3S1). 

Homo sapiens CDC28 protein kinase 2 (CKS2)>niRNA ^ 

Homo sapiens \^uy^^o yiyjts^^^ ^ ^ — tii ta 


NM 001824 
NM 001823 
NM 001281 
NM_003613 


Homo sapiens -r.«ti"e kinase, muscle ^^^gJVt). mRNA ^ . 

Homo sapiens_n-.atme kmase, bram (Cta^ ), uiki^ n,-pNA~ 1 

H^^« c.™f.ns cvtoskeleton-associateaproxem 1 (CKAPl), mKJNA — . 

Homo sapiens cartilage intermediate layer protem, nucicouJe 


NM 001278 
NM_003654 


Homo sapiens carbohydrate (chondroitm 6/keratan) sultotransierase 


NM_000750 


Homo sapiens cholinergic receptor, nicotinic, beta poiypepnac v 

mRNA ^ — — — - . -1 1 /■r-iTDMR'^^ 


NM_000749 


" Homo sapiens cholinergic receptor, mcotimc, beta polypeptide 3 ii^iiKiND ), 

TO^^^^^^ r- . . 1 ,,niTmr-ntiHr fnpnronan 


NM_000748 


" Homo sapiens cholinergic receptor, nicotmic, bcU puij^pepticle J. ^neuronaij 
fCHRNB2\ mRNA i i k iJLcutldc 7 (rHPN ^'^) 


NM_000746 


Homo sapiens cholinergic receptor, nicotinic, alpha polypepuae K^nss^ „ 

^ ~ 11 imlvncDtidcS fCHPNAS) 1 


NM_000745 


Homo sapiens cholinergic receptor, nicotinic, alpha poiypeptioe d ks^oj^ ), 


NM_000744 


• I- • ilnliaDoh'Detitidp4(<"W«"MA4^- 1 

Homo sapiens cholmergic receptor, mcotmic, aipna poiypcpuuc ^ 


NM_000743 


Sonio sapiens cholinergic receptor, mcotimc, alpha polypeptide 3 (CHRNAJ)r| 


"MK/r nno74'7 


- -S^iens cholinergic receptor," nicotinic, alpha polypeptide 2 (neuronal) 


NM 000741 
NM 000740 




Homo sapiens cholinergic receEto^muscHnuc| ^^^^y, ' 

Homo-^niens cholinergic receptor, muscanmc ^ z , m^:^ 


NM 000739 
NM 000738 


— Ifoiiro sapiens cholinergic recentor. muscarmic l(CHRMl),mRNA 
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NM 001822 


Homo sapiens chimerin (chimaerin) 1 (CHNl), mRNA 




Homo sapiens choroidereniia-like (Rab escort protein 2) (CHML), mRNA 


NM 001819 


Homo sapiens chromogranin B (secretogranin 1) (CHGB), mKNA 




Homo sapiens chromosome condensation 1 (CHCl), mRNA 


NM 001267 


Homo sapiens chondroadherin (CHAD), mRNA 


iNiVL_UU i 0 1 / 


WotTin caniMi^ carcinoembrvonic antisen-related cell adhesion molecule 4 

rrP AnAM4'i. mRNA 


TsJiVf 001 Rl 6 

iNiVl \Jv/ 1 O 1 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 8 
(CEACAM8), mRNA 


"MM 001 SIS 


Homo sapiens cai'cinoembryonic antigen-related cell adhesion molecule 3 
(CEACAM3), mRNA 


MM 003663 


Homo sapiens CGG triplet repeat binding protein 1 (CGGBPl), mRNA 


TvIM 001 RT^ 

iNlVX \J\J 1 O 1 


Homo sapiens centromere protein E (312kD) (CENPE), mRNA 


KTM 001808 


Homo sapiens carboxyl ester lipase-like (bile salt-stimulated lipase-like) (CELL), 
mRNA 


MM" 001 R07 

i^iVJL \J\J X 0\J 1 


Homo sapiens carboxyl ester lipase (bile salt-stimulated lipase) (CEL), mRNA 


"MM 001805 


Homo sapiens CCAAT/enhancer binding protein (C/EBP), epsilon (CEBPE), 
mRNA 


NM 001265 


Homo sapiens caudal type homeo box transcription factor 2 (CDX2), mRNA 


NM 001804 


Homo sapiens caudal type homeo box transcription factor 1 (CDXl), mRNA 


NM 001 80'^ 


Homo sapiens CDW52 antigen (CAMPATH-1 antigen) (CDW52), mRNA 


NM 001'? 64 


Homo sapiens comeodesmosin (CDSN), mRNA 


NM 00 126^5 

L\ i.VX V V/ X ^ 


Homo saniens CDP-diacvlelvcerol synthase (phosphatidate C3^idylyltransferase) 
1 (CDS 1), mRNA 


NM 001801 


Homo saniens cvsteine dioxveenase, tvoe I (CDOl), mRNA 


NM 001769 


Momn jEianiens CDO antieen (vil^ fCD9\ mRNA 


NM 001768 


Homo sapiens CD8 antigen, alpha polypeptide (p32) (CD8A), mRNA 


NM 00^^874 


TTomo <;aniens CD84 antieen Cleukocvte antigen) (CD84), mRNA 


NM 001781 


TTnmn ^aniens CD69 antigen fD60. earlv T-cell activation antigen) (CD69), 
mRNA 


NM 001780 


HoTTio <!aniens CD63 antie^ fmelanoma 1 antigen) (CD63), mRNA 


NM_001779 


Homo sapiens CDS 8 antigen, (lymphocyte function-associated antigen 3) 


NM 001778 


Homo sapiens CD48 antigen (B-cell membrane protein) (CD48), mRNA 


IvTN/r OA1 777 


TTrkmr\ ccinii^nc (^1^47 flntiaen fRh-related antiffen intefirin-associated sisnal 
transducer) (CD47), mRNA 




Urk-mrfc co-rkiianc n^'^"P cmtmeTi eTj^iloTi Tiolvnentide (^TiT3 comnlex*) fdD3E), 

JIOIIIO Sdpicrio \^jLJDCj o-llti^^i-ij w^oiivii ^\JxjYr^\r \m.m.^-^ ^-w.fc-'w.^y, 

rn'RlSTA 


NM 0007'^? 


Hnmo «5anien«5 CD3D antieen delta nolvDeptide (TiT3 complex) (CD3D), 
mRNA 


NM 001776 


Homo sapiens ectonucleoside triphosphate diphosphohydrolase 1 (ENTPDl), 
mRNA 


NM 001775 


Homo sapiens CD38 antigen (p45) (CD38), mRNA 


NM 001774 


Homo sapiens CD37 antigen (CD37), mRNA 


NM 001773 


Hrnnn sanienf? CD34 antieen fCD34\ mRNA 


NM 003830 


Homo sapiens sialic acid binding Ig-like lectin 5 (SIGLEC5), mRNA 


NM 001245 


Homo sapiens sialic acid binding Ig-like lectin 6 (SIGLEC6), mRNA 


NM 001772 


Homo sapiens CD33 antigen (gp67) (CD33), mRNA 


NM 001767 


Homo sapiens CD2 antigen (p50), sheep red blood cell receptor (CD2), mRNA 


NM 001771 


Homo sapiens CD22 antigen (CD22), mRNA 


NM 001766 


Homo sapiens CD ID antigen, d polypeptide (CD ID), mRNA 


NM 001765 


Homo sapiens CDIC antigen, c polypeptide (CDIC), mRNA 
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mTponsi' 



mi 000731 




^ — ™^ 



Homo sapiouo ^ — fTSIfT" 



NM_ooo72/ J?^<^(fi-)^mRKA —r—r^rrzK::::^. 



rNM_000726 



]SIM_000725 



Homo sapiens i;aiv.ii*x*x ^ . — - 

^^j^^ : — — rrrTo ^.,K,in^trrACNB3), 



mi_000723 



I NM_000721 
"NM_000720 



Homo sapiens ^aivxv^ ^TrrF^mrT 

mRIjA ^ r-7?nS;=d^pii^diirtr^^ (CACNB3), 

inRNA r-T-^„ 11J .„v,„nit 



1^_000719 



NM_000718^ 



NM_001739 



mToonss 




MM 001737 



IsIM 001736_ _^ 
NM.001735__. 



NlvL00172£ 
NM_003742 



NM 001727, 



Homo sapiens uou x>^yxx^... y- — ^- - — 

HomojaEienibasii^ 

H^iii^iens ATP-bSdmgcassette, sub lam yv^^^^^^^^^^^^^^^^ 

j^AR CBUV mRNA _t,,.,a 
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NM 000059 


Homo sapiens breast cancer 2, early onset (BRCA2), mRNA 


NM 001725 


Homo sapiens bactericidal/permeability-increasing protein (BPI), mRNA 


NM 001724 


Homo sapiens 2,3-bisphosphoglycerate mutase (BPGM), mRNA 


NM 001723 


Homo sapiens bullous pemphigoid antigen 1 (230/240kD) (BPAGl), mRNA 


NM 001717 


Homo sapiens basonuclin (BNC), mRNA 


NM 001722 


Homo sapiens BN51 (BHK21) temperature sensitivity complementing (BN51T), 
mRNA 


NM 001721 

l^AVi \J\J k i ^ L 


Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA 


NM 001203 


Homo saniens bone morDhoeenetic protein receptor, type IB (BMPRIB), mRNA 


NM_001720 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8), 
mRNA 


"NM 001719 

X^XVJL \J\J 1 / I.^ 


Homo sapiens bone morphogenetic protein 7 (osteogenic protein 1) (BMP7), 
mRNA 


NM 001202 


Homo sapiens bone morphogenetic protein 4 (BMP4), mRNA 


NM 000713 


TTnmn <!anien<? biliverdin reductase B f flavin reductase fNADPff)) (BLVRB), 

mRNA 


NM 000712 


Homo sapiens biliverdin reductase A (BLVRA), mRNA 


NM 001713 


TTnmn <iar)ien9 betaine-homocvsteine me thvl transferase fEHMTTV mRNA 


NM 001712 

XNIVX \J\J X 1 M.^ 


Homo sapiens carcinoembryonic antigen-related cell adhesion molecule 1 
(biliary glycoprotein) (CEACAMl), mRNA 


NM 001711 


Homo saniens bielvcan fBGN^. mRNA 


NM 00071 1 


Homo <;anien<^ bone cramma-carboxvfflutamate {sla) 'Drotein f osteocalcin) 
rBGLAP'i mRNA 


NM 001709 


Homo sapiens brain-derived neurotrophic factor (BDNF), mRNA 


NM 000710 


Homo sapiens bradykinin receptor Bl (BDKRBl), mRNA 


NM 001707 


Homo sapiens B-cell CLL/lymphoma 7B (BCL7B), mRNA 


NM 001706 


Homo sapiens B-cell CLL/lymphoma 6 (zinc finger protein 51) (BCL6), mRNA 


NM 003921 


Homo sapiens B-cell CLL/lymphoma 10 (BCLIO), mRNA 


NM 003657 


Homo sapiens breast carcinoma amplified sequence 1 (BCASl), mRNA 


NM 001188 


Homo sapiens BCL2-antagonist/killer 1 (BAKl), mRNA 


NM 001704 


Homo sapiens brain-specific angiogenesis inhibitor 3 (BAD), mRNA 


NM 001703 

J.><iVX \j\J X / v/ J 


Wnmo cianipn*; brain -«;necific anffioffenesis inhibitor 2 rBAI2\ mRNA 


NM 001709 

INiVx \J\J I, l\J^ 


Wnmn Qar»ipn<; hrain-^snecific anffioffenesis inhibitor 1 (IBAllV mRNA 

XX V/AXIU dCxL/XV'JlJ.O UxOLM.t.k OL^vwXXXv/ OXXf^XV/ ja^W>XXw»jXii3 xxxxxxt^xwx a. y^M^j. i^ & 


NM 001 1 9.(\ 

i>llYL \J\j 1 1 OO 


Wnmn Qn-nipTiQ T%TR and PNP homoloffv 1 basic leucine zinner transcription 
factor 1 (BACHl), mRNA 


NM 001701 

X^lVX V V X / v X 


TTnmn Qanipni bile acid CoenTvme A amino acid N-acvl transferase fglvcine N- 
choloyltransferase) (BAAT), mRNA 


NM 001 1 

l^XYX \J\} X 1 O J 


TTomo c:anierm alr>ha-2-fflvconrotein 1 zinc ( AZGPI^ mRNA 


NM 001184 


Homo sapiens ataxia telangiectasia and Rad3 related (ATR), mRNA 


NM oonos'^ 

XN VtX_\J\}\}\} D D 


TTomn cor*iwiQ ATPa^e Pii-H- tran<moTtiTiff beta nolvoeotide rWilson diseased 
(ATP7B), mRNA 


IN iVi \J KjDy^j 


TTriTi-in cci-niianQ ATPa<5p TT+ trnn<;nfirtino" lv<;o<;omal vacuolar oroton DUmD^ 91dD 

(ATP6H), mRNA 


xNxVl_VfU 1 Oi^O 


TTr»-mr\ ccini^anc ATPa«i<* TT+ trflTiQrmrtiTio" IvQo^ftmal f vacuolar nroton Dumn^ 
3 IkD (ATP6E), mRNA 


"MM 001M3 

XNXVx \J\3 X Oj^ J 


TTnmn cnnimQ ATPa^f» TT-4- h*aTi^nnrtinff Ivsosomal Cvacuolar OTOton DUmD\ beta 
polypeptide, 5 6/5 8kD, isoform 2 (ATP6B2), mRNA 


NM_001692 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), beta 
polypeptide, 56/58kD, isoform 1 (ATP6B1), mRNA 


NM_001691 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump), 
alpha polypeptide, 70kD, isoform 2 (ATP6A2), mRNA 


NM 001690 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump). 
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NM_001679 



"KT A ■ r " . J.: J ^ / A 1 "R 1 ^ 



NM_000703 



NM_000702 



NM 001678 xiuuiuo«i^.w - ^ 

\m. 001677 Homo sapiens Ai rase, i>i<i /j^ r ^^^^^ 

■R^T) (KT^A\ mRNA 



NM_000701 



NM_00005l 



]SIM_001675 



NM 001673 
■nM_000048 



NM_001670 



B67HAli42,mKiN£i TTcM^n^SNA 



NM 001179 



TslM 000047 



NM_001178 



Homo sapiens ^^i^diUo repeat gene deletes 



N M 001668 



NM 001667 



NM_001176 



Tj^rv.» sapiens arvlhydrocarbonjgc^tori^^ 
VT" ADP-ribosvlation fnr t"^-1iTfft 2 ( AtO./), miM^^ 



NM_001665 



NM 001661 



NM 001659 



NM_001657 



1 NM_001654 



H3"mo sapiens Rho GDP dissociation inhibitor ^uui; gan 
mRNA 



mRNA ' 



NM 001169 



NM 001651 



NM 001648 



nSO>00484 



mRNA _ . , oncogene homolog 1 (ARAFl), 

Homo sapiens v-rat murine sarcoma 361 1 virai oncog 

mRNA ■ 



mtUNA ^ T^TA 

-rz ^ ■ ' rAOPS^. mRNA 



H omo sapien s aq uaporin 5 (AQra),m Rx_ ,,ii„, i,-^ fT'^ir^) ""'^ ^A 
rfisf.flRe )(APP\mRNA 
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XTA/T f\r\ 1 AAH 
iNiVl UUiOH-/ 


"PTrvmr* c'ar»i<=»nc 5i-nAli"nAr»rAtpi"n O ( APOD^ TtlRN^A 


NM 001646 


Homo sapiens apolipoprotein C-IV (APOC4), xnRNA 


JNM UUU364 


xiomo Sapiens apoiipoproicin jd ^inuiuuiiig r\.^\/\^) aiing^ii^ v-*^-*- 


NM 001643 


Homo sapiens apolipoprotein A-II (APOA2), mRNA 


NM 001 loo 


xlonio sapiens Dacuiovirai LtvJl repeai-oout<iiiiuig ^:»uiviviii^ \j^is\.\^^ nirvi^-rv 


NM 001167 


Homo sapiens baculoviral lAP repeat-containing 4 (BIRC4), mRNA 


NM_001l64 


rlomo sapiens amyioiu Dera \ri*r) precursor pro icm-oinuiiig, laimiy iiiciuuci i 
(^reoj ) yI\rDD 1 ^, niivLNrv 




iTrx-mi^ eoY^i«k-rkc o-n-ix/lrfci/^ T^^fci ( nr<=»r»iirQAr Timtpin-Hinflinp familv A member 1 

JnLOmO Sapiens anryiOlU. UCla \t\*r) pid./UioV/i pivitiiii l/ihuux^, xamiijr x-Vj xxxwxxii^Vi/x X 
/Yl 1 ^ r APPl A 1 ^ mPlSJA 




tTi-^rMz-k c«or>irf»T%o t^nrliY /^rmr*1/=»ncir1<= rlinViAQT^VlJ^tf* linlcpfl moietv ^^-tvne motil 2 
JClOmO sapiens nUOlA. \^I1U.L/1CUS>1LIC LlllJlUJajpilcilc; iiiiaX'U. mv/it'tjr ^^-J ^jry^ xaivh-j. 

(NUDT2), mRNA 


NM 001637 


Homo sapiens acyloxyacyl hydrolase (neutrophil) (AOAH), mRNA 


JNM OOloiO 


riomo sapiens annexm j\o y/\rHy^j\.o iiiixjln^ 


NM 003568 


Homo sapiens annexin A9 (ANXA9), mRNA 


NM 000700 


Homo sapiens annexin Al (ANXAl), mRNA 


NM_001152 


Homo sapiens soiute carrier lamiiy z-> ^mitocnonanai earner, aaemne nucicouuc 
translocator), member 5 (SLC25A5), nuclear gene encoding mitochondrial 
protein, mRNA 


NM_001151 


Homo sapiens soiute earner lamily tmitocnonoriai earner, aaenine nucieouae 
trans locator J, memoer ^ v,oJ-^v^zz>/V'fj, nuciear gene encoamg uuLOL^nonuridi 
protein, mRNA 


NM_001150 


Homo sapiens alanyl (^membranej aminopepxiaase ^aminopepnaase in, 
aminopeptidase M, microsomal aminopeptidase, CD13, pi 50) (ANPEP), mRNA 


NM 001146 


Homo sapiens angiopoietin i vAJNOx'i i rnxUN/v 


NM 000o!^9 


rlomo sapiens amylase, aipna za, pancreatic ^^/vivi x za^, mi\iN/\ 


TvTAyf AAA/1 01 

NM_UU04o 1 


jiomo sapiens aminomeinyiiransierase ^glycine cicavagc bybiciii piuvcui x) 


XTTV/T AAA/1 QA 

JNlVl_UUU4oU 


xxomo sapiens adenosine monupnoopiiaic ixcaiiiiiiaow ^i&^jiwiui v^-navu. x^^^, 

rviUXTA 

niKiN/v 


•KTA/T Am 1 AA 


jniomo sapicno duioumic iiiuLiiiLy laL^iui icc/cpuji ^^jt iJuxv-L^-t*- 


XnV/T AA 1 1 id '5 


xiomo sapiens ^inciogciiin i t/iiiuiinj&ijiiic^ \^,rvivxi_>j_-« x mxvi'^-r^ 


NM 001633 


Homo sapiens alpha- 1-microglobulin/bikunin precursor (AMBP), mRNA 


TVITVA" AAA/CAO 

Njvi uuuoyo 


Homo sapiens aracniuonaie ^-lipoxygenase ^/vl-w-a..?^, iiiivi^-rv 


NM 001140 


Homo sapiens arachidonate 15 -lipoxygenase (ALOX15), mRNA 


IVTTV /f AA 1 1 "5 A 
NM 001139 


rlomo sapiens aracniaonate iz-iipoxygenase, iziv lype \ riiisj.>ir^. 


"KTTVyT AAA/CO'? 
NM 00069/ 


rlomo sapiens aracniaonaie iz- lipoxygenase \±\ij<jj\.vz.}^ nuxiN^ 


NM_001628 


Homo sapiens aldo-keto reductase family 1, member Bl (aldose reductase) 
(AJsJvirJ 1 J, rnKJN A 


NM_000o9o 


rlomo sapiens aiaenyoe aenyorogenase !/ ^gaiiui id-dmino o uiyr<iiucny uc 
oenyorogenase, isozyme j \^/\jL»x-'ni^ ^, iriiviN/^ 


Xnvyr AAA/CA'^ 


rlomo sapiens aioenyae aenyorogenase j ^/^i^j-^rxj^, iiuvin/a. 


NM_003748 


Homo sapiens aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde 

aenyorogenase, pyrroiine-D-carDOxyiaie aenyurogcndac^ \t\x^\^i:y.^)^ umaN^ 


NM 000690 


Homo sapiens aldehyde dehydrogenase 2, mitochondrial (ALDH2), mRNA 


NM 000689 


Homo sapiens aiaenyae aenyarogenase i, soiuoie \^/\i^j^rn j, rmviN/v 


isjM on 1/^97 


TTnmn <?flr>ien«? aotivflfpfl leiirncvte cell adhesion molecule TALCAMV mRNA 


NM_000688 


Homo sapiens aminolevulinate, delta-, synthase 1 (ALASl), nuclear gene 
encoding mitochondrial protein, mRNA 


NM_003689 


Homo sapiens aldo-keto reductase family 7, member A2 (aflatoxin aldehyde 
reductase) (AKR7A2), mRNA 


NM 003886 


Homo sapiens A kinase (PRKA) anchor protein 4 (AKAP4), mRNA 
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mfl_003938 



mi_00U27 



mRNA 



HM 000676_ 
MM 000674 



NM 001124 



NM 001120 



NM_001118 



MM 001613 



NM_001097 



H j_^_o^,,ii^r, rAHM^. mRNA 



l^nmn sa piens aacuug ^'^^^ -^'-^ — — - y — — 

H^lSis;^^^^^^ ADM). niRNA , ^ Aj;^-^^^^ 



H^^i^^5i^;i^d^late cyclase activating polypeptide 1 (pituitary) P 
ty pe I (ADCYA PlRn. mRNA 



type I yAu^ i r\x /, : — 

Homo sapiens a minoacvlase 1 ( ACYl), ^KN^ r aCTjU) i iTFt^ 
L»«c ^,>rr.«r« f ACRl mRNA _ -t — ;^ 



NM 003501 
NM 003500 



JTHJ-LXXV Jt*^*w>* >^ 3^ 1 



TSIM_001098 



NM 001096 
MM_001609 



NM 001608 



NM_001093 



NM_001089 



NM_000663 

KM 0016051 



NM 021123 



H^iii^ens aconitase 2, nulSch^al (AC02). nuclear gene 
mitochondria l protein. mRNA 



H cp^^n. ATP Citrate ^V^^^^^^p^^^^; r, 1., ,1 rh-.in 



H^saEi^isac>i:Coens^^ 

A (ABCl), member 

S^S^^iii— ^^^^^^ 

^nP^^i^P Wnr.Viondrial protein, mRNA 



rt »«t;,T^n 7 raAGE7V mRNA 



NM 006994 



NM 001812 



NM 015983 



NM_009590 



Homo sapi cna aiaiiy ^ .^^ „ ^ — . - 

Ho mo sapiens G ant igen 7 (GAGE7), mFM ft ,m > miJ 1 1,' 



Homo sapiens butyroE mim, ^uux...^.. p^,^ 
H^o sapiens cen^ Wprotem C 1 ^<^^^.^;^^^r.r-^lfi1Q^ mRNA 

transcript v ariant 2. mRNA 




NM 003890 



NM_003582 



NM_001396 



fPYRKl) mRNA 
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CLAIMS 

What we claim is: 

1. A double-stranded short interfering nucleic acid (siNA) molecule that down- 
regulates expression of an endogenous mammalian target gene, wherein said siNA 

5 molecule comprises one or more chemical modifications and each strand of said 

double-stranded siNA comprises about 21 nucleotides. 

2. The siNA molecule of claim 1, wherein said siNA molecule comprises no 
ribonucleotides. 

3. The siNA molecule of claim 1, wherein said siNA molecule comprises 
10 ribonucleotides. 

4;, The siNA molecule of claim 1, wherein one of the strands of said double-stranded 
siNA molecule comprises a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein the second strand of said double-stranded siNA molecule 
15 comprises a nucleotide sequence substantially similar to the nucleotide sequence 

of the endogenous mammalian target gene or a portion thereof. 

5. The siNA molecule of claim 4, wherein each strand of the siNA molecule 
- comprises about 19 to about 23 nucleotides, and wherein each strand comprises at 

least about 19 nucleotides that are complementary to the nucleotides of the other 
20 strand, 

6. The siNA molecule of claim 1, wherein said siNA molecule comprises an 
antisense region comprising a nucleotide sequence that is complementary to a 
nucleotide sequence of the endogenous mammalian target gene or a portion 
thereof, and wherein said siNA further comprises a sense region, wherein said 

25 sense region comprises a nucleotide sequence substantially similar to the 

nucleotide sequence of said endogenous mammalian target gene or a portion 
thereof. 

7. The siNA molecule of claim 6, wherein said antisense region and said sense, 
region each comprise about 19 to about 23 nucleotides, and wherein said antisense 

30 region comprises at least about 19 nucleotides that are complementary to 

nucleotides of the sense region. 
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antisense region. 

10 molecule. 

Tie siNA ..olecule of claun cWm 6. wherein said sec region is co^ected .o 
the aotisense repon via a linker molecule. 

T^e siN A molecule of claim 10. wherein said Uulcer molecule is a polynucleotide 

linker. 

The siNA molecule of claim 10, wherein said linker molecule is a non-nucleo«de 

linker. 

The siNA molecule of claim 6. wh«ein pyrimidine nucleotides in «.e sense 
region are 2'-0-methyl pyrimidine nucleotides. 
^4. The SiNA molecule of Cairn 6, wherein purine nucleotides in tiie sense region are 
20 2'-deoxy purine nucleotides. 

,5 ThesiNAmoleculeotclaim6,whereinthepyrimidh«nneleotidespre»n.in*e 

■ sense region are y-deoxy-2'.fluoro pyrimidine nucleotides. 

ThesiNAmo.eculeofclaim.wher.n«.e.a^ent.mp.^^^^ 
includes a terminal cap moiety at the 5'-end, the 3 -end. 
ends of the ftagment comprising said sense regioa 

T^e SiNA molecule of dahn 16. wherein said termini cap moiety is an inverted 

deoxy abasic moiety. 

SiNA n^olecule of clain. 6, wherein the pyrin^dine- nucleotides of said 
antisense region are 2--deoxy-2--fluoro pyrimidine nucleotxdes. 



15 12. 



13. 



16. 



25 



17. 



18. 
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19. The siNA molecule of claim 6, wherein the the purine nucleotides of said 
antisense region are 2 -O-methyl purine nucleotides. 

20. The siNA molecule of claim 6, wherein the purine nucleotides present in said 
antisense region comprise 2'-deoxy- purine nucleotides. 

5 21. The siNA molecule of claim 18, wherein said antisense region comprises a 
phosphorothioate intemucleotide linkage at the 3* end of said antisense region. 

22. The siNA molecule of claim 6, wherein said antisense region comprises a glyceryl 
modification at the 3* end of said antisense region. 

23. The siNA molecule of claim 9, wherein each of the two fragments of said siNA 
10 molecule comprise 21 nucleotides. 

24. The siNA molecule of claim 23, wherein about 19 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule and wherein at least two 3' terminal nucleotides of 
each fragment of the siNA molecule are not base-paired to the nucleotides of the 

1 5 other fragment of the siNA molecule. 

25. The siNA molecule of claim 24, wherein each of the two 3' terminal nucleotides 
of each fragment of the siNA molecule are 2'-deoxy-pyrimidines. 

26. The siNA molecule of claim 25, wherein said 2'-deoxy-pyrimidine is 2'-deoxy- 
thymidine. 

20 27. The siNA molecule of claim 23, wherein all 21 nucleotides of each fragment of 
the siNA molecule are base-paired to the complementary nucleotides of the other 
fragment of the siNA molecule. 

28. The siNA molecule of claim 23, wherein about 19 nucleotides of the antisense 
region are base-paired to the nucleotide sequence of the RNA encoded by the 

25 endogenous mammalian target gene or a portion thereof. 

29. The siNA molecule of claim 23, wherein 21 nucleotides of the antisense region 
are base-paired to the nucleotide sequence of the RNA encoded by the 
endogenous manmialian target gene or a portion thereof. 

30. The siNA molecule of claim 9, wherein the 5 '-end of the fragment comprising 
30 said antisense region optionally includes a phosphate group. 
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31. 

32. 



33. 



34. 



10 



The siNA molconle of data wherein said mammalian gene is a hu^n gene. 

A aonblc-str^led shox. in«fering nucleic acid (siNA) molecule *a. i^"'^ 
Iression of an endogenous mammalian target RNA sequence, wherem each 
""aid double-strand^l siNA molecule comprises about 21 nudeoUdes and 
wherein said siNA molecule comprises no ribonucleoUdes. 

Tl.e SiNA molecule of claim 32, wherein said target BNA sequence is encoded by 

a human gene. 

A double-stranded short interfering nucleic acid (siNA) molecule that inhibi^ the 
t!^on7an endogenous mammalian target gene, wherein each strand of sa,d 
ded SiNA molecule comprises about — ^^^^^ 
SiNA molecule does not require the presence of a nbonudeotrde w,thm the ^A 
^Ll for the inhibition of expression of an endog«.o«s mammaltan target 

gene. 

35. The SiNA molecule of claim 34, wherein said mammalian target gene is a human 
15 gene. 

The SiNA molecule of daim 31 or claim 35, wherein said human gene is vascular 
endothelial growth factor (VEGF). 

The SiNA molecule of claim 31 or daim 35. wherein said human gene is a 
receptor for VEGF. 
20 38. The siNA of claim 37, wherein said receptor is VEGFRl . 
39. The SiNA of claim 37, wherein said receptor is VEGFR2. 
The SiNA of claim 37, wherein said receptor is VEGFR3 
The SiNA molecule of claim 31 or claim 35, wherein said human gene is BCL2. 
The SiNA molecule of claim 31 or claim 35. wherein said human gene is 
25 HER2/neu. 

Tl.e SiNA molecule of claim 3 1 or claim 35, wherein said human gene is c-Myc. 
Tl.e SiNA molecule of claim 3 1 or claim 35 , wherein said human gene is PCNA. 
Ti.c SiNA molecule of claim 31 or claim 35, wherein said human gene is REL-A. 



36. 



37. 



40. 
41. 
42. 



43. 
44. 
45. 
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46. The siNA molecixle of claim 3 1 or claim 35, wherein said human gene is PTPIB. 

47. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is BACE. 

48. The siNA molecule of claim 3 1 or claim 35, wherein said human gene is CHKl . 

49. The siNA molecule of claim 31 or claim 35, wherein said himian gene is PKC- 
5 alpha. 

50. The siNA molecule of claim 31 or claim 35, wherein said human gene is EGFR 
(HERl). 

51. A phamiaceutical composition comprising the siNA molecule of claim 1 in an 
acceptable carrier or diluent. 

10 52. Medicament comprising the siNA molecule of claim 1 . 

53 . Active ingredient comprising the siNA molecule of claim 1 . 

54. Use of a double-stranded short interfering nucleic acid (siNA) molecule to down- 
regulate expression of an endogenous mammalian target gene, wherein said siNA 
molecule comprises one or more chemical modifications and each strand of said 

15 double-stranded siNA comprises about 21 nucleotides. 
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Figure 1 
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SENSE STRAND (SEQ ID NO 903) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLUORO EXCEPT POSITIONS (N N) 

Ns Ns Ns Ns N N N N N N N N N N N N N^NsksCNsN) t3' 

L-(NsN)NNNNNNNNNNNNNNNsNsNsNsN_ " -5' 

ANTISENSE STRAND (SEQ ID NO 904) 
ALL PYRIMIDINES = 2'.FLU0R0 EXCEPT POSITIONS (N N) 

SENSE StRAND (SEQ ib NO 905) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLU0R0 EXCEPT POSITIONS (N N) 

. . NN,NNNNNNNNNNNNNNNNN(NN) 
L-(NN)NNNNNNNNNNNNNNNNNNN . 

ANTISENSE STRAND (SEQ ID NO-906) 
ALL PYRIMIDINES = 2'-FLU0R0 EXCEPT POSITIONS (N';N) 

■ • SeK'SE STRAND (SEQ ID NO 907) 
ALL PYRIMIDINES = 2'-0-ME OR 2'-FLU0R0 EXCEPT POSITIONS (N N) 

B-NNNNN.NNNNNNN1^NNNNNN'(NN)-B -3' 
. L-CN^NONNNNNNNNNNNNl^NNNNNN -5' 

ANTISENSE STRAND. (SEQ ID NO 908) 
ALL PYRLVUDINES = 2'-FLUOR0 EXCEPT POSITIONS (N N) 



-3' 

-5' 



D 



E 



SENSE STRAND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITJONS (N N) AND ALL PURINES = 2'-DE0XY 

5'- B-NNNNNNNNNNNNNNNNNNN(NN)-B -3' 

3'- L-(NsN)NNNNNNNNNNNNNNN NNNN -5' 

ANTISENSE STR.AND (SEQ ID NO 9 1 0) 
ALL'PYRIMIDINES = 2'-FLU0R0 AND ALL P.URINES = 2'-0-ME EXCEPT POSITIONS (N N) 

' . ■ SENSE STRAND (SEQ ID NO 911) 

ALL PYRIMIDINES = 2'-FLU0R0 EXCEPT POSITIONS (N N) 

5'- ' B-NNNNNNNNNNNNNNNNNNN(NN)-B -3^ 
3'- L-CNN)NNNNNNNNNNNNNNN NNNN -5* 

ANTISENSE STRANE) (SEQ ID NO 9 1 2) ' 
ALL PYRIMIDINES = 2'-FLUORO AND ALL PLTRINES = 2'-0.ME EXCEPT POSITIONS (N N) 



■. SENSE STR.\ND (SEQ ID NO 909) 
ALL PYRIMIDINES = 2'-FLUORO EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DEOXY 

B -N N N N N N N N N N N N N N N N N N N (N N) -B -3 ' 
L-(NsN) N N N N N N N N N N N N N N N N N N N -5* 

ANTISENSE STR-\KD (SEQ ID NO 91 3) 
\J<LL PYRIMIDINES = 2'-FLU0R0 EXCEPT POSITIONS (N N) AND ALL PURINES = 2'-DE0XY 



5»- 
3'- 



POSITIONS (NN) CAN COMPRISE Als^' NUCLEOTIDE, SUCH AS DEOXYNUCLEOTIDES 
(eg. THYMIDINE) OR UNIVERSAL BASES 

B=ABASIC, INVERTED ABASIC, IN"VERTED NUCLEOTIDE OR OTOER TERMINAL CAP 

• THAT IS OPTIONALLY PRESENT 
L = GLYCERYL MOIETY THAT IS OPTIONALLY PRESENT 
S = PHOSPHOROTHIOATE OR PHOSPHORGDITHIOATE 
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Figure 19 



< 



5'- 
3'- 



5'- 



C 



E 



< 3' 



SENSE.STRAND (SEQ ID NO 914) 

UsUsUsGsu cuuccAuuccA UsUsGsrsT" 
h-TsT AAA cAGAAGGuAAG GsUgAsAgC 

. ANTISENSE STRAND (SEQ ID NO 915) 
SENSE STRAND (SEQ ID NO 916). 

uuuGucuucc Auucc AuuGrr 
L-rrAAAcAGAAGGu AAGGiiAAc 

ANTISENSE STRAND (SEQ ID NO 9n) 



. SENSE STRAND (SEQ ID NO 918) 

5'- iB-uuuG'ucuuccAuuccAuuGrr-iB 
3'^'. L-rsTAAAcAGAAGGuAAGGuAAc 

' ' ANTISENSE STRAND (SEQ ID NO 919) 



•5'- . 

3'- 



5'- 
i 3'- 



SENSE STRAND (SEQ ID NO 920) ' 

iB.-uuuGucuuccAuuccAuuGTT-iB 
L-rgraa acagaggguaagguaac 

, ■ _ANTISENSESTRAND(SEQIDN0 921).' 
SENSE STRAND (SEQ ID NO 922) 

iB-uuuGucuuccAuuccAuuGTT-iB 
L-rraaacagaagguaagguaac 

ANTISENSE STRAND (SEQ ID NO 923) 



SENSE STRAND (SEQ ID NO 920) 

iB-M« uGucuuccAuuccAuuG TT-iB 
-L-TsTAAAcAGAAGGuAAGGuAAc 

ANTISENSE STRAND (SEQ ID NO 924) 



-5' 



-5' • 



lower case = r-O-Methy! or 2"-deoxy-2"-nuoro; 
italic lower case = 2'-deoxyr2'-ftuoro 
ITALIC UPPER CASE = DEOX)' . 



n - IVVERTED DEOXYABASIC 

L = Glyceryl moiety- optionally present 

S = PHOSPHOROTHIOATE OR 
PHOSPHORODITHIOATE 
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